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The barley chloroplast psbA gene and 3'-exon of timK were located on a
2.19 kbp EcoRI DNA fragment located 7 kbp from previously mapped psbD-psbC
genes (Nuc Acids Res. 15:5217). Both genes are transcribed toward the
chloroplast INA inverted repeat. Transcript mapping localized the psbA RNA
5'-end 80 nucleotides upstream from the psbA open reading frame (nucleotide
923) and downstream fraom consensus -10 and -35 transcription promoter ele-
ments (boxed). PsbA transcript 3'-ends were located 87, 104 and 122 nucleo-
tides downstream fram the UAA termination codon. Each transcript 3'-end is
located at the base of a putative RNA stem loop structure which may function
in transcription termination or to stabilize the RNA. The barley psbA open
reading frame is highly hamologous to psbA genes from other plants (i.e.,
98.3% hamologous to tobacco pshbA). While most psbA gene products lack lysine,
the barley psbA sequence predicts a single lysine at amino acid 238.

1 GAATTCATTTCTCATAGATACTCGAATGAAAAAATTCGATACCATAGTCCCCGCTACTCTCCTCATAGGATACT TATCAAAAGCTCAATTTTGTACTGGA
NS FLIDTRMEKKTFDTTIVPATLLIGYLSKAQFTCTG®G

101 TCGGGGCATCCTATTAGTAAACCCATTTGGACGGAT TTATCAGATTGGGATATTCT TGATCGATTTGGTCGGATATGTAGAAATCTTTTTCATTATCATA
S GHPISKPIWTDLSDWDILDREFGRICRNLEFHYH

201 GTGGATCTTCGAAAAAACGGACTTTGTATCGACTAAAGTATATACTTCGACTTTCATGCGCTAGAACT TTAGCTCGTAAACATAAAAGCACGGTACGAAC
$ GSSKKRTLYRLKYTIULRLSCARTLARKIHKKSTVRT

301 TTTTATGCAACGATTGGGTTCGGCATTTTTAGAAGAAT TTTTTACGGAAGAAGAGCAAGT TTTTTCTTTGATGT TCACCAAAACAACTCTTTTTTCTTTC
FMQRLGSATFLETETFTFTETEEAOQVFSLMFTKTTLFSTF

401 AGTGGATCACACACTGAGCCGTATTTGGTATTTGGATATTATAGGTATCAATGACCTGGTCAACCCTCTTAATTAATCATTAGACAAAACTAATAAACAG

$ GS HTEPYLVFGYYRYDQ Q

501 GAAAGGGT TGATAAATGATCAAGAAAAAACTTTCATATTTTTCATTCTGAAATGTTCCTTTTATTATAATAAAGAGTAGGTGAATCAACTTACTAATTAA

601  AAAATTAGTAGAACTTCCTCTTTGGAATAGAATATTGGCTATTTCTACATAGGGAAAGTCGTGTGCAATGAAAAATGCAAGCACGATT TGGGGAGGGATT

701 TTTCTCTATTGTMCAMSWGMTTATCYACTCCAT:CGACYAGTTTCCGGGTTCGAGTCCOGGGCAACOC?TATAGMMGACCUTCMAGTTTTTA

801 ACTTTTACTCACTTCATTTACAAATACAAAATTATTGGTTTGGT TAATTTATTTATATGGATAGCCAATCTTTGGGCTGACTTGG] TGACAT TGGTATAT
901 AGTCTATGTJATACTGTTAAATAACAATCCTTCTATTATCTATATTCTAGTTAATACGTGTGCT TGGGAGTCCT TGCAATTTGAATAAACCAAGATCTTA
1001 CCATGACTGCAATTTTAGAGAGACGCGAAAGTACAAGCCTGTGGGGTCGCTTCTGCAACTGGATAACTAGCACTGAAAATCGTCTTTACATCGGATGGTT
M TAILERRET ST SLWGRTFCNWITSTENRLYTIGHWEF
1101 CGGTGTTTTGATGATCCCTACCTTATTGACCGCAACTTCTGTATTTATTATCGCCTTCATCGCTGCCCCTCCAGTAGATATTGATGGTATTCGCGAGCCT
GVLMIPTLLTATSVFIITAFIAAPPVDIDGIREFP
1201 GTTTCTGGTTCTTTACTTTATGGAAACAATATTATCTCTGGTGCTATTATTCCTACTTCTGCGGCGATCGGATTGCACTTTTACCCAATTTGGGAAGCTG
VSGSLLYGNNTITISGAILIIPTSAAIGLUHEFYPIWEHA
1301 CATCTGTTGATGAGTGGTTATACAATGGTGGTCCTTATGAGCTAATTGTTCTACACTTCTTACTTGGTGTAGCTTGTTATATGGGTCGTGAGTGGGAACT
AS VDEWLYNGGPYELTIUVLHFLLGVACYMGREHUWEH!L
1401  TAGTTTCCGTCTGGGTATGCGTCCTTGGATTGCTGTTGCATATTCAGCTCCTGTTGCAGCTGCTACTGCTGTTTTCTTGATTTACCCTATTGGTCAAGGA
S FRLGMPRPUWIAVAYSSAPVAAATAVFLIYPIGQG
1501 AGCTTTTCTGATGGTATGCCTTTAGGAATCTCTGGTACTTTCAACTTTATGATTGTATTCCAGGCAGAGCACAACATCCTTATGCATCCATTCCACATGT
S FSDGMPLGTI SGTTFNTFMIVFQAEHKNTILMHPFUHM
1601 TAGGTGTAGCTGGTGTATTCGGCGGTTCCCTATTCAGTGCTATGCATGGT TCCTTGGTAACCTCTAGT TTGATCAGGGAAACTACTGAAAATGAATCTGC
LGVAGVFGGSLFSAMHEGSLVTSSLIRETTENES SA
1701  TAATGAGGGTTACAAATTTGGTCAAGAGGAAGAGACTTATAATATTGTGGCTGCTCATGGTTATTTTGGCCGAT TAATCTTCCAATATGCTAGTTTCAAC
NEGYXKTFGQETETETYNTIVAAHWHGYFGRLTIFQYASTFN
1801 AACTCTCGTTCTTTACACTTCTTCTTGGCTGCTTGGCCTGTAGTAGGAATCTGGTTCACTGCTTTAGGTATTAGTACTATGGCT TTCAACCTAAATGGTT
N SR SLHFFLAAWPVYVGIWFTALGISTMATFNLNG
1901 TCAATTTCAACCAATCTGTAGTTGATAGTCAAGGTCGCGT TATTAATACT TGGGCTGATATCATCAACCGTGCTAACCTTGGTATGGAAGTAATGCACGA
FNFNQSVVDSQGRVYINTUWADTIINRANLGMEVMUHE
2001 ACGTAATGCTCACAACTTCCCTCTAGACTTAGCTGCTGTTGAAGTTCCAGCTATTAATGGATAAGGTTTTTCTGCTAACATATAAGAATTTTTGAAGAAA
R NAHNTFPLDLAAVEVPAING
2101  GAAAAGACAAAAATACCCAATATCTTGTTCTAGCAAGATATTGGGTATTTTGAATCTTTTTTTTCTTCTTAATCTTTCTATTCAGAATTC
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