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The DNA sequence of Escherichia coli aceB encoding malate synthase A has
been determined(?). Shown is the coding region of aceB flanked by the C-
terminal region of an upstream open reading frame and the N-terminal coding
region of the adjacent aceA gene (2). The transcription start site is
shown by an asterisk and the -10 and -35 site of the promoter are marked
and underlined (3). Sequences similar to ribosome binding sites for aceB
and aceA (2) are underlined. Regions of dyad symmetry in or near the
promoter are marked by arrows and numbered. 1 is probably the terminator
for the upstream gene, 2, 3, 4 and 5 are possible regulatory sites. DNA
from the aceB gene hybridizes to a 10 kb RNA transcript.

AspLeuGlulleLeuAl aGluThrGluGluGlyAspAl aTyrLeuPheAlaSerLysAspLysArglleAl aPheValThrGlyH1sProGluTyrAspAl aGlnThrLeuAl aG1nGlu
GATCTGGAAATTCTGGCAGAGACGGAAGAAGGGGATGCATATCTGTTTGCCAGTAAAGATAAGCGCATTGCCTTTGTGACGGGCCATCCCGAATATGATGCGCAAACGCTGGCGCAGGAA
121

PhePheArgAspValGluAlaGlyLeuAspProAspVal ProTyrAsnTyrPheProHisAsnAspProGlnAsnThrProArgAl aSerTrpArgSerHisGlyAsnLeuLeuPheThr
TTTTTCCGCGATGTGGAAGCCGGACTAGACCCGGATGTACCGTATAACTATTTCCCGCACAATGATCCGCAAAATACACCGCGAGCGAGCTGGCGTAGTCACGGTAATTTACTGTTTACC

241

AsnTrpLleuAsnTyrTyrValTyrGlnlleThrProTyrAspLeuArgiisMetAsnProThrleuAsph*# 1
AACTGGCTCAACTATTACGTCTACCAGATCACGCCATACGATCTACGGCACATGAATCCAACGCTGGATTAAtcttctgtgatagtcgatcgtt aagcgattcageaccttacctcagge
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cattttaaatgagtagtctt ngugtgctgucguug-ﬁcAcncgucct tcgttcacagtggggaagttttceggatccatgacgaggaget gcacgATGACTGAACAGGCAACAAC
601

rThrAspGluLeuAl aPheThrArgProTyrGlyGluGlnGluLysGlnIleLeuThrAl aGluAlaValGluPheLeuThrGluLeuValThrHis PheThr ProGlnArgAsnLysLe
AACCGATGAACTGGCTTTCACAAGGCCGTATGGCGAGCAGGAGAAGCAAATTCTTACTGCCGAAGCGGTAGAATTTCTGACTGAGCTGGTGACGCATTTTACGCCACAACGCAATAAACT

uLeuAlaAlaArglleGlnGlnGlnGlnAsplleAspAsnGlyThrLeuProAspPhelleSerGluThrAlaSerIleArgAspAl aAspTrplysIleArgGlylleProAl sAsple
TCTGGCAGCGCGCATTCAGCAGCAGCAAGATATTGATAACGGAACGTTGCCTGATTTTATTTCGGAAACAGCTTCCATTCGCGATGCTGATTGGAAAATTCGCGGGATTCCTGCGGACTT
841

uGluAspArgArgValGlulleThrGlyProvalGluArglysMetValIleAsnAlaLeuAsnAlaAsnVallysVal PheMetAl aAspPheGluAspSerLeuAl aProAspTrpAs
AGAAGACCGCCGCGTAGAGATAACTGGCCCGGTAGAGCGCAAGATGGTGATCAACGCGCTCAACGCCAATGTGAAAGTCTTTATGGCCGATT TCGAAGATTCACTGGCACCAGACTGGAA
961

nlLysVallleAspGlyGlnIleAsnLeuArgAspAlaValAsnGlyThrIleSerTyrThrAsnGluAlaGlyLysIleTyrGlnLeuLysProAsnProAl aValleulleCysArgVa
CAAAGTGATCGACGGGCAAATTAACCTGOGTGATGCGGTTAACGGCACCATCAGTTACACCAATGAAGCAGGCAAAATTTACCAGCTCAAGCCCAATCCAGCGGTTTTGATTTGTCGGGT
1081

1ArgGlyLeulisLeuProGluLysHisValThrTrpArgGlyGluAlalleProGlySerLeuPheAspPheAl aleuTyrPhePheHisAsnTyrGlnAlaleuleuAlaLlysGlySe
ACGCGGTCTGCACTTGCCGGAAAAACATGTCACCTGGCGTGGTGAGGCAATCCCOGGCAGCCTGTTTGATTTTGCGCTCTATTTCTTCCACAACTATCAGGCACTGTTGGCAAAGGGCAG

1201
tGlyPra‘lyrPhe'l'yrLtuProLytThrGlnStt’l‘rpGlnGluAlMla‘h‘p’l‘tpSerGlanlPheScr’l‘yrAlAGIuAcpArgPhcAlnLouProAtgGlyThrIchylu-‘l'hﬂ.e
TGGTCCCTATTTCTATC AAAACC TCCTGGCAGGA. GAAGTCTTCAGCTATGCAGAAGATCGCTTTAATCTGCCGCGCGGCACCATCAAGGCGACGTT
1321

uLeulleGluThrLeuProAlaValPheGlnMetAspGlulleLeuHisAlaleuArgAspiisIleValGlyLeuAsnCysGlyArgTrpAspTyrIlePheSerTyrIleLysThrLe

GCTGATTGAAACGCTGCCCGCCGTGTTCCAGATGGATGAAATCCTTCACGCGCTGOGTGACCATATTGTTGGTCTGAACTGCGGTCGTTGGGATTACATCTTCAGCTATATCAAAACGTT

1441

uLysAsnTyrProAspArgValLeuProAspArgGlnAlaValThrMetAspLysProPheLeuAsnAl aTyrSerArgLeulLeulleLysThrCysHisLysArgGlyAl aPheAl aMe

GAAAAACTATCCCGATCGCGTCCTGCCAGACAGACAGGCAGTGACGATGGATAAACCATTCCTGAATGCTTACTCACGCCTGTTGATT AAAACCTGCCATAAACGCGGTGCTTTTGCGAT

1561

tGlyGlyMetAlaAlaPhell eProSerLysAspGluGluH isAsnAsnGlnValLeuAsnLysVallysAlaAspLysSerLeuGluAl aAsnAsnGlyHisAspGlyThrTrplleAl

GGGCGGCATGGCGGCGTTTATTCCGAGCAAAGATGAAGAGCACAATAACCAGGTGCTCAACAAAGT AAAAGCGGATAAATCGCTGGAAGCCAATAACGGTCACGATGGCACATGGATCGC

1681

aRisProGlyLeuAl aAspThrAlaMetAlaVal PheAsnAspIleLeuGlySerArgLysAsnGlnLeuGluValMetArgGluGlnAspAl aProlleThrAl aAspGlnLeuLeuAl

TCACCCAGGCCTTGCGGACACGGCAATGGCGGTATTCAACGACATTCTCGGCTCCCGTAAAAATCAGCTTGAAGTGATGCGCGAACAAGACGCGCCGATTACTGCCGATCAGCTGCTGGC

1801

aProCysAspGlyGluArgThrGluGluGlyMetArgAl aAsnlleArgValAlavalGlnTyrIleGluAlaTrpIleSerGlyAsnGlyCysVal ProlleTyrGlyLeuMetGluAs

ACCTTGTGATGGTGAACGCACCGAAGAAGGTATGCGOGCCAACATTCGCGTGGCTGTGCAGTACATCGAAGCGTGGATCTCTGGCAACGGCTGTGTGCCGATTTATGGCCTGATGGAAGA

1921

pAlaAlaThrAlaGlulleSerArgThrSerIleTrpGlnTrplleHisH18G1 nLysThrLeuSerAsnGlyLysProValThrLysAl aLeuPheArgGlnMetLeuGlyGluGluMe

TGCGGCGACGGCTGAAATTTCCCGTACCTCGATCTGGCAGTGGATCCATCATCAAAAAACGTTGAGCAATGGCAAACCGG TGACCAAAGCCTTGTTCCGCCAGATGCTGGGCGAAGAGAT

2041

tLysVallleAlaSerGluLeuGlyGluGluArgPheSerGlnGlyArgPheAspAspAlaAl aArgLeuMetGluGlnIl eThrThrSerAspGluLeulleAspPheLeuThrLeuPr

gA:AGTCATTGCCAGCGMCTGGGCGMGMCCﬂTCT CCCAGGGGCGTTTTGACGATGCCGCACGCTTGATGGAACAGATCACCACT TCCGATG AGTTAATTGATTTCCTGACCCTGCC
161

0GlyTyrArgleuLeuAl a*** MetLysThrArgThrGlnGlnIleGluGluLeuGlnLysGluTrpThrGlnProArgTrpGluGlylle

AGGCTACCGCCTGTTAGCGTAAaccaccacataact atggagcatctgcacATGAAAACCCGTACACAACAAATTGAAGAATTACAGAAAGAGTGGACTCAACCGCGTTGGGAAGGCATT
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