Supplementary figure 2
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Supplementary figure 2: Quantitative PCR reveals an increase in expression of ATPSAT1 in HtrA2
KO brain compared to WT across all exons of the gene.

(A) Relative expression of each exon of ATP5A1 was measured by qPCR in WT and HtrA2 KO brain.
The fold difference between WT and KO (KO/WT) expression was then quantified for each exon. One
way ANOVA revealed no significant difference between the exons (p=0.95)

(B) Across all exons, ATPSA1 expression is significantly increased in HtrA2 KO brain compared to WT.



