
Volume 16 Number 23 1988 Nucleic Acids Research

Nucleotide sequence of a cDNA encoding the rat p53 nuclear oncoprotein
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We have isolated clones which contain rat p53 cDNA from a rat Py T21 cell cDNA library (1).
Three cDNA clones hybridize with a probe corresponding to the mouse p53 cDNA (2) and all of
them were shown to derive from a single mRNA species. The cDNA contains an open reading
frame encoding a polypeptide of 390 amino acids. The predicted amino acid sequence reveales
88% homology with mouse p53 (2), 78% with human p53 (3) and 50 % with Xenogus laevis p53
(4). The 5' non coding region of the cDNA is not complete but overlaps perfectly with the
corresponding region deduced from the genomic sequence of the first exon (5). The 3'
untranslated region is 82% homologous with the same region of the mouse p53 cDNA.
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cccctgaagactggataactgtc AMG GAG GAT TCA CAG TCG GAT ATG AGC ATC GAG CTC CCT CTG AGT CAG GAG 74
M E D S Q S D M S I E L P L S Q E

ACA TTT TCA TGC TTA TGG AAA CTT CrT CCT CCA GAT GAT ATT CTG CCC ACC ACA GCG ACA GGG TCA CCT 143
T F S C L W X L L P P D D I L P T T A T G S P

AAT TCC ATG GMA GAT CTG TTC CTG CCC CAG GAT GTT GCA GAG TTG TTA GAA GGC CCA GAG GAA GCC CTC 212
N S M E D L F L P Q D V A E L L E G P E E A L
CAA GTG TCA GCT CCT GCA GCA CAG GAA CCT GGA ACT GAG GCC CCT GCA CCC GTG GCC CCT GCT TCA GCT 281
0 V S A P A A Q E P G T E A P A P V A P A S A

ACA CCG TGG CCT CTG TCA TCT TCC GTC CCT TCT CAA AAA ACT TAC CAA GGC AAC TAT GGC TTC CAC CTG 350
T P W P L S S S V P SQ K T Y Q G N Y G F H L

GGC TTC CTG CAG TCA GGG ACA GOCC AAG TCT GTT ATG TGC ACG TAC TCA ATT TCC CTC AAT AAG CTG TTC 419
G F L Q S G T A K S V M C T Y S I S L N X L F

TOC CAG CTG GCG AAG ACA TGC CCT GTG CAG TTG TGG GTC ACC TCC ACA CCT CCA CCT GGT ACC CGT GTC 488
C Q L A K T C P V Q L W V T S T P P P G T R V

CGT GCC ATG GCC ATC TAC AAG AAG TCA CAA CAC ATG ACT GAG GTC GTG AGA CGC TGC CCC CAC CAT GAG 557
R A M A I Y K K S 0 H M T E V V R R C P H H E
CGT TOC TCT GAT GOT GAC GOC CTG GCT CCT CCC CAA CAT CTT ATC CGG GTG GAA GGA AAT CCG TAT GCT 626
R C S D G D G L A P P Q H L I R V E G N P Y A
GM TAT CTG GAC GAC AGG CAG ACT TTT CGG CAC AGC GTG GI GTA CCG TAT GAG CCA CCT GAG GTC GGC 695
E Y L D D R 0 T F R H S V V V P Y E P P E V G
TCC GM TAT AMC ACT ATC CAC TAC AAG TAC ATG TGC AAC AGC TCC TGC ATG GGG GGC ATG AAC CGC COGG 764
S D Y T T I H Y K Y M C N S S C M G G M N R R

CCC ATC CTT AMC ATC ATC ACG CTG GAA GAC TCC AGT GGG AAT CTT CTG GGA CGG GAC AGC TTT GAG GTT 833
P I L T I I T L E D S S G N L L G R D S F E V
CGT GTT TGT GCC TGT CCT GGG AGA GAC CGT CGG ACA GAG GAA GAA AAT TTC CCC AAA AAA GAA GAG CAT 902
R V C A C P G R D R R T E E E N F R K K E E H
TGC CCG GAG CTG CCC CCA GGG AMT GCA AAG AGA GCA CTG CCC ACC AGC ACA AGC TCC TCT CCC CAG CAA 971
C P E L P P G S A K R A L P T S T S S S P Q 0

AAG MA AAA CCA CTC GAT GGA GMA TAT TTC ACC CTT AAG ATC CGT GGG CGT GAG CGC TTC GAG ATG TTC 1040
K K K P L D G E Y F T L K I R G R E R F E M F

CGA GAG CTG AAT GAG 0CC TTG GMA TTA AAG GAT GCC CGT GCT GCC GAG GAG TCA GGA GAC AGC AGG GCT 1109
R E L N E A L E L K D A R A A E E S G D S R A

CAC TCC AC TAC CCG AAG ACC AG AAG GOCC CAG TCT ACG TCC CGC CAT AAA AAA CCA ATG ATC AAG MA 1178
H S S Y P K T K K G Q S T S R K XK P M I K K

GTG GOG CCT GAM TCA GA =cagactctgcatcctgtccccatcaccagcctccccgtcccctcctttcttgccattttatgact 1264
V G P D S D *

ttagqqcttgttatgagagctgacaagacaatgctagtcccttcactgcctttttttaccttgtagatagtactcggccccctctatgcaaa 1356
ctggttcctggcccagattggggaatgggttggtagttgctgggtctctgctggtccagcqaaatcGtatccggtcagttgttggacctggc 1448
acGtacagtgaaatttcaccccaccccaccggctgtaagattctatcttgggcGctcataGgatctg&tatcctcaggaccGatttcctcca 1540
ctctgcaaagcctgtctgcatttatccatcccccacccctctccctctttttatctctttttatatatccaatttcttattttacaa 1627

Eit: Bold DNA sequence corresponds to the first exon deduced from genomic sequence (5).

*To whom correspondence should be addressed
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