
 
 
Supplementary figure 1. MASP-1 and -2 bind to human collectin 11. 
Binding of MASP-1 and MASP-2 to immobilized collectin 11 was measured by surface 
plasmon resonance. The cDNA of human collectin 11 was cloned into plasmid PED4 [1] and 
the protein was purified as described previously for MBL [2]. Collectin 11 (0.025 mg/ml) was 
immobilized onto the surface of a GLM sensor chip (BioRad; ~8000 response units) at pH 
4.5, using amine-coupling chemistry.  Binding to MASP-1 and MASP-2 (660, 330, 165, 82.5, 
41 and 15 nM) was measured using a ProteOn XPR36 (BioRad) in 10 mM Tris/HCl pH 7.4, 
containing 140 mM NaCl, 5 mM Ca2+ and 0.005% Tween-20 at 25 °C, and at a flow rate of 
25 µL/min.  Changes in response units caused by differences in sample composition were 
subtracted from all data. Data are averages from two separate experiments. Black lines 
show the global fits to the data. 

As with MBL and ficolin complexes [3], data fitted to a two-complex, parallel-reaction binding 
model gave KD values of 1.1 × 10-8 and 2.2 × 10-7 M for MASP-1 and 1.4 × 10-9 and 5.0 × 10-

7 M for MASP-2.  
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