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Supplementary information, Table S1 Primers used in this work 

Name Sequence 5'  3'    Construct 

CBL2GFPfor ttttctagaggatcctgaatgtcgcagtgcgttga CBL2.GFP 
CBL2.HA CBL2revGFP tttcccgggggtatcttcaacctgagaatgg 

CBL2dntermF 
tttggatccaaaatggggtgttttgatcttgatttgtat
aaa 

CBL2Dn.GFP 

GFPCBL2nterm 
tttggatcctgaaaaatgtcgcagtgcgttgacggt
atcaagcatttatgcacctctgttttaagtaaagga
gaagaacttttcacacttttcac 

CBL2n16.GFP 

GFPCBL2nterm22aa  
atgtcgcagtgcgttgacggtatcaagcatttatgc
acctctgttttagggtgttttgatcttgatagtaaagg
agaagaacttttcac 

CBL2n22.GFP 

CBL2forC4S tttggatcctgaaaaatgtcgcagtccgttgacg 
CBL2C4S.GFP 
CBL2C4S.HA 
CBL2nC4S.GFP 

CBL2forC12S 
tttggatcctgaaaaatgtcgcagtgcgttgacggt
atcaagcatttaagcacctctg 

CBL2C12S.GFP 
CBL2C12S.HA 

CBL2forC18S 
tttggatcctgaaaaatgtcgcagtgcgttgacggt
atcaagcatttatgcacctctgttttagggagttttga
tc 

CBL2C18S.GFP 
CBL2C18S.HA 

GFPCBL2nterm22 
CxxxS 

tttggatcctgaaaaatgtcgcagtccgttgacggt
atcaagcatttaagcacctctgttttagggagttttg
atcttgatagtaaaggagaagaacttttcac 

CBL2nC4,12,18S.GFP 

CBL2Q3Efor tttggatcctgaaaaatgtcggagtgcgttgacg CBL2Q3E.GFP 

OFPspforBamHI 
ttttggatccaaaatgaagactaatctttttctctttct
catcttttcacttctcctatcattatcctcggccgagtt
cgccgcctcctccgaggacg 

OFP.TM23 

OFPTM23rev 

aaaagagctcttaagatctctttcttccaaccaaat
atgcaataagaacaataagaacaagtccagca
agagcacctccaactgcaataggaataagagcc
tcagcttctcttccttcaatagtagaggcgccggtg
gagtgg 

CBL2Prom For Hind tttaagcttaccggttactggatttgttcggtat 
CBL2 promoter 

CBL2Prom Rev Spe
tttactagtgatatatcttaagcagcaaatcaaaac
tct 

GFPforXmaI 
ttttcccgggatgagtaaaggagaagaacttttca
ct GFP (wild type) 

GFPrevSacI aaaagagctcttatttgtatagttcatccatgcca 

TPK1_BamF tttggatccatgtcgagtgatgcagctc  
TPK1.GFP 

TPK1_XhoR tttctcgagcctttgaatctgagacgtgg  

Actin2 RT for gtaagagacatcaaggagaagctctc  
Actin transcript analysis

Actin2 RT rev ggagatccacatctgctggaatg 

Restriction sites are underlined; 

 

 


