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Cloning and sequencing of the nucleoprotein gene of measles virus (Hallé strain)
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The cDNA for the Nucleoprotein (NP) of Measles virus LHallé strain) was
obtained by screening a pCD cDNA library!, with a probe representing a
fragment of the Edmonston strain NP gene. A cgrgparlson with the published
sequence for the NP of the Edmonston strain<,2 shows that there are 14
nucleotide changes, 10 of which result in amino acid changes, 6 of which are
to the a?ino acid found in the corresponding position in Canine Distemper
virus NP<. The two MV NPs are 98% omologou? fnq although this value is
less than that found for two other MV proteins1.4, it is higher than those
found between NPs from defective strains®.
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We thanf gHm‘uei ﬁozenblatt for the Edmonston NP probe and Yves Quentin and
Christian Gautier for help with computing.
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