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Supplemental Figure S1. Protein alignment of native weeks 0, 28 and 48 full-

length envelopes. The proportion of conserved amino acid identity, relative to 

p07Jenv0, is displayed above the sequences in bar format. Dots represent amino 

acids that are identical in all sequences; dashes signify length polymorphisms. 



MRVRGI LRN YPQWWIWAI LG FWM LISAK EN LWV TV YYGV PVWR EAN TTLFCAS DAKA YER EV HNVWA THA CV PTDPS PQELV LENV TEN FNMWKN DMV DQM HEDIIS LW DQS LK PCVK

LTPLCV TLN CSNAN FTSRNV TRSNSNSSVI HNM DN EVKN CS FNI TTEIR DKK QKVSA LFYR LDIV QLDGSG DN YTYR LIN CN TS TV TQA CPKVS FEPI PI HYCA PAG YAI LK CNNK TF

NG TG PCKNVS TV QCTHGIK PVVS TQLLLNGS LA EGKIIIRS EN LTNNAK TIIV HLN QSV QIM CTR PGNN TRKS TRIG PG QTFFA TG DIIG DIR QA HCNIS EK QWN ETLLNVSK TLA EH

FPGKNIS FQPPSGG DLEI TTHS FN CRG EFFYCN TSG LFNR TYLLANV TGNIS DTDRNV TDRNI TLPCRIK QIINMW QEVGKAM YA PPIAGNI TCTSNI TG LLLTR DGGISN DTNN TET

FR PGGG DMKNNWRS ELYK YKVV EIK PLGIA PTAAKRRVV ER EKRAAGIGAV LLG FLGAAGS TMGAASI TLTV QAR QV LSGIV QQQSN LLKAI DA QQHM LQLTVWGIK QLQTRV LAI ER

YLK DQQLLG LWG CSGK LI CTTTV PWNSSWSNKS YDDIW DNM TWM QW DK EINN YTYTI YK LLEDS QI QQEKN EK DLLA LDSWNS LWSW FSISNW LW YIKI FIMIVGG LIG LRII FAV FS

VVNRVR QG YS PLS FQTLTPN PR EPDR LGRI EEEGG EQDR DRSIR LVNG FLA LAW DDLRS LCLFS YHR LR DFI LIVARAV ELLGRRGW EA LKI LGS LA QYWG LELKKSAIS LLDTIAIA

VA EG TDRII EVI QGIGRAI LNI PRRIR QG LEAA LL
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