
 

 

 

 

 

 

 

 

 

 

 

Figure S2 – Ribbon view of protein model I (dark green), II (light cyan) and III (orange) after 

superposition through minimization of Cα RMSD. The grid points (red spheres) corresponding to the two 

minima of I/II similarity, the hypothesized Ca
2+

 binding site and the mutation site are also displayed. 

 


