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Zebrafish_ENSDARP00000099080 KKVSKPLMEKKRRARINKCLNQLKSLLESACS--------NNIRKRKLEKADILELTVK-HLRHLQAEYHAGYRSCLNTVSHYLR---------ASD--TDRDSRSIMLTNLTSGLNHNRV---   101
HES3_ENSP00000367130 -------MEKKRRARINVSLEQLKSLLEKHYS--------HQIRKRKLEKADILELSVK-YMRSLQAEQPSGFRSCLPGVSQLLR---------RGDE-VGSGLRCPLVPESAAGSTMDSA---    95
Sea_urchin_GLEAN3_15712 RKSSKPLMEKRRRARINDCLTELQTILDALNPEN------NSTRQNKREKADILEQTVK-LVKQLRVQFRSGFNECMATVTQFLS---------ANNGSLNGEAKAGLMSHLANSLQCNKV---   105
Amphioxus_127513 RKSSKPIMEKRRRARINDSLNQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRSLQGQYRAGFNECLMEVNRFLG---------ASDSVDT-QVRQRLLNHLAGACSPARP---   103
Amphioxus_116903 RKSSKPIMEKRRRARINDSLNQLKALILADLKK-------DSS-HSKLEKADILEMTVK-HLRSLQGQYRAGFNECLMEVNRFLG---------ASDSVDT-QVRQRLLNHLAGACSPARP---   102
Amphioxus_129457 RKSSKPIMEKRRRARINDSLNQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRNLQGQYRAGFNECMTEVSSFLG---------SASTVET-EVHQRLLNHLAGCCHTVSP---   103
Amphioxus_267120 RKSSKPIMEKRRRARINDSLNQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRNLQSKYRAGYSECMTEVSRFLT---------GSDGVDG-QVQQRLLGHLASCCQTVDT---   103
Amphioxus_127515 RKSSKPIMEKRRRARINESLTELKTLILEALNK-------DSSRHSKLEKADILEMTVK-HLRNLQGKYRSGFSECMTEVSRVMG---------SMDGVDG-QVKQRLINHLATHQPATNV---   103
Anole_Lizard_ENSACAP00000001514 SKSSKPIMEKRRRARINESLGQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRNLQGKYRAGFNECMNEVTRFLS---------TCEGVNT-EVRSRLLGHLSTCLGQIVA---   103
Frog_ENSXETP00000055937 LQSSKPIMEKRRRARINESLGQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRNLQGKYRAGFNECMNEVTRFLS---------TCEGVNT-EVRTRLLGHLSSCLGQIVA---   103
Zebrafish_ENSDARP00000073394 RKSSKPIMEKRRRARINESLGQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRNLQSKYRAGFNECMNEVTRFLS---------TCEGVNT-EVRSRLLNHLSGCMGQMMA---   103
HES1_ENSP00000232424 RKSSKPIMEKRRRARINESLSQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRNLQGKYRAGFSECMNEVTRFLS---------TCEGVNT-EVRTRLLGHLANCMTQINA---   103
Zebrafish_ENSDARP00000102312 RKSSKPIMEKRRRARINESLGQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRNMQGKYRAGFSECMNEVTRFLS---------TCEGVNT-EVRTRLLGHLASCMTQINA---   103
Frog_ENSXETP00000062036 RKSSKPIMEKRRRARINESLGQLKTLILDALKK-------DSSRHSKLEKADILEMTVK-HLRNLQGKYRAGFSECMNEVTRFLS---------TCEGVNT-DVRTRLLGHLANCMNQINA---   103
HES4_ENSP00000304595 RKSSKPVMEKRRRARINESLAQLKTLILDALRK-------ESSRHSKLEKADILEMTVR-HLRSLRGKYRAGFHECLAEVNRFLA---------GCEGVPA-DVRSRLLGHLAACLRQLGP---   103
Amphioxus_116863 RKSSKPIMEKRRRARINESLNQLKTLILDALKK-------DSSRQNKLEKADILEMAVR-YLRDIQARYRAGFNHCTAEVSRFT------------EGMDP-PVRQRLLSHLAGLCQTVED---   100
Amphioxus_116862 RKSSKPLMEKRRRARINSSLNELKNLILDTYKND-----VNSTSHSKLEKADILEIAVK-HVRSLQGRYRAGYGRCRAEVARFMG---------TADGVDP-QVRQKLLNHLDGCSQRVEN---   105
Amphioxus_118470 RKSSKPLMEKRRRARINSSLNELKNLILGTVKDD-----INAPHHSKLEKADILEIAVK-HVRSLQGRYRAGYSRCRAEVARFMG---------TVDGVDP-QVRQKLLNHLERVDPAVHT---   105
Sea_urchin_GLEAN3_06814 RKSSKPQMEKRRRARINDSLGQLKALILEATNK-------DSSRHSKLEKADILEMTVK-HLRNIQSRFRQGYSECVHEVARFFT---------NIENIGGPDMRLSLINHLANTCNPPTP---   104
Sea_squirt_ENSCINP00000008110 QKSSKPIMEKRRRARINSSLNELKSILLEALKK------D-STRHSKLEKADILEMTVK-YLKNVENQYKAGFNECRNEVMRFLS---------TCEGVTV-DVRTRLLNHLATCLHSIQK---   103
Sea_squirt_ENSCINP00000010322 RRASKPLMEKRRRERINKSLNELKSILLHALRK------DQSTCHSKLEKADILEMTVR-YLRGIQSKYRNGYVECKNEVSHFLEN--------SSENVHP-DVKSRLINHLGNTLPHQPV---   105
Sea_anemone_67328 -QSKKPQMEKLRRARINDSLNELKSLVLEAMKK-------DASRYSKMEKADILEMTVK-YLRSAPAKYRAGYNECAAEVTRFLL---------SSENV-SDQLRTQLLSHL------------    93
Sea_anemone_202232 RKSSKPMMEKRRRARINQSLNELKILILEAMKK-------DTSCYSKLEKADILEMTVK-YLRAMKAQYRAGFNECALEVTRYFM---------ANDNV-DLQMKTRILSHLASVCRPCEQ---   103
Sea_anemone_241656 RKAKKPMMEKLRRARINDSLNELKVLVLELLNK-------DASRYSKMEKADILEMTVG-YLRAAQSDFRAGFNACAVEVSNRLS---------PADAN-TDNLRETLLSHLVTGCHGNTT---   103
Sea_anemone_98450 ----------MRRARINDSLNELKSLVLQSLNK-------DASRYSKMEKADILEMSVQ-YLKEIRAEYRAGFNYCAQEVTKNLT---------TLESPATDKLRSNLLNHLANCFQGNTT---    94
Sea_anemone_164325 RKTKKPLMEKLRRDRINNSLNEMKLLVLESLNK-------DVSRYSKMEKADILEMTVK-FLKEVNSDYKAGYNRRGVEVMPNIS---------TTNTP-TGDLTGKFYTHLTS-CHGNGH---   102
Fruitfly_FBpp0076296 RRSNKPIMEKRRRARINNCLNELKTLILDATKKD-------PARHSKLEKADILEKTVK-HLQELQNKFKAGFADCVNEVSRFP-------------GIEP-AQRRRLLQHLSNCINGVKT---    99
Fruitfly_FBpp0087879 RKTNKPIMEKRRRARINHCLNELKSLILEAMKKD-------PARHTKLEKADILEMTVK-HLQSVQQKFKTGFVECAEEVNRYVSQMD---------GIDT-GVRQRLSAHLNQCANSLEQ---   103
Fruitfly_FBpp0080685 KRTNKPLMEKRRRARINQSLAILKALILESTKTQNAKNGEGQAKHTKLEKADILELTVR-HFQRHRNKYRAGYTDCAREVARYLATPEPPPMGTMPTLAEP-GSKARLLRHLDQCIAEIDV---   119
Zebrafish_ENSDARP00000102196 RKTLKPLMEKRRRARINDSLNHLKTLILPLVGK-------DASRYSKLEKADILEMTVR-FLRDLPDSYKEGYKACLQRISTMLP---------QSN--LETEAHQRVSEFIQQSMASSSS---   102
Zebrafish_ENSDARP00000120678 RKTLKPLLEKKRRARINDSLDRLKALILPLTGK-------DNCRYSKLEKADILEMTVR-FLTDIQVSFTEGYTTCLQRVSARLP---------QTS--LDAETRHRVNDFIQRSVMPKTP---   102
Frog_ENSXETP00000002530 RKTLKPLMEKRRRARINESLNQLKTLILPLIGK-------DNSRYSKLEKADILEMTVR-FLRDIPDRYKEGYRACVERLSAILN---------KSHV-LTGEASNRLLNHLQRSPELCCS---   103
HES2_ENSP00000367065 RKSLKPLLEKRRRARINQSLSQLKGLILPLLGR-------ENSNCSKLEKADVLEMTVR-FLQELPDSYREGYSACVARLARVLP---------ACRV-LEPAVSARLLEHLWRRAASATL---   103
Sea_urchin_GLEAN3_06813 FISLKPQMEKRRRARINDSLLQLKNLVLDALNK-------NNPRHSKLEKADILEMTVR-YLRSIHAQYQTGYAECMREVSRYLN---------ATSNNNNAPNQAAILQNLMKRGAGE-----   102
Sea_squirt_ENSCINP00000025238 RKTNKPIMEKKRRERINKCLEDLKSIVLTAVAEE--------SRPNKLEKADILEMTVR-YLKSLQSDYDDSDDDTKSSMTEYSQCDI---TTMLNRSDVPLHFRTQFLGHLA-----------   101
Sea_urchin_GLEAN3_21608 PRTAKHLTERKRRARINDSLLQLKSMVFPVIKKDI-------SRHPKMEKADILEMTVR-YLKDVQTTYHAG---FTECLSEVS-------TFMSNCESIDIETRLRLLGHLADRCSTIND---   103
C.elegans_NP_500281.1 KIKNKPLMEKKRRARINKSLSQLKQILIQDEHKNS-------IQHSKWEKADILEMAVE-YLQQLRRNIKVPLNPIASFLNPMMQ------QYVAYQQLAQLSMYTQLFNNPAGVPL-------   103
Fruitfly_FBpp0084355 RKVMKPMLERKRRARINKCLDELKDIMVECLTQE-------GEHITRLEKADILELTVE-HMKKLRESFRAGYVHAANEVSKTLA----------AVPGVSVDLGTQLMSHLGHRLNYLQV---   103
Fruitfly_FBpp0084329 RKVMKPMLERKRRARINKCLDELKDLMVATLESE-------GEHVTRLEKADILELTVT-HLQKMKEGFRSGYIHAVNEVSRSLS----------QLPGMNVSLGTQLMTHLGQRLNQIQP---   103
Fruitfly_FBpp0084332 RKVMKPLLERKRRARINKCLDDLKDLMVECLQQE-------GEHVTRLEKADILELTVD-HMRKLKESFRSGYVHAADQITQVLL----------QTQ-QTDEIGRKIMKFLSTRLIELQT---   102
Fruitfly_FBpp0084334 RKVMKPLLERKRRARINKCLDELKDLMAECVAQT-------GD--AKFEKADILEVTVQ-HLRKLKQSFRAGYIRAANEVSRALA----------SLPRVDVAFGTTLMTHLGMRLNQLEQ---   101
Fruitfly_FBpp0084335 QKVKKPMLERQRRARMNKCLDNLKTLVAELRG---------DDGILRMDKAEMLESAVI-FMRQQKDSFKNGYMNAVNEVSRVMA----------STPGMSVDLGKSVMTHLGRVYKNLQQ---   101
Fruitfly_FBpp0084352 LKVKKPLLERQRRARMNKCLDTLKTLVAEFQG---------DDAILRMDKAEMLEAALV-FMRKQVDSFKNGYMNAVSEISRVMA----------CTPAMSVDVGKTVMTHLGVEFQRMLQ---   101
Fruitfly_FBpp0084328 RKVTKPLLERKRRARMNLYLDELKDLIVDTMDAQ-------GEQVSKLEKADILELTVN-YLKAQQDKFRAGYTQAAYEVSHIFS----------TVPGLDLKFGTHLMKQLGHQLKDMKQ---   103
Fruitfly_FBpp0074362 REVFKPMMERKRRSRINRCLDFIKDLLQEVSHLD-------GETMAKMDMGDVLELAVH-HLSKKNDCYWSGFRECVLEVSQFLQ----------HNGYQPSFEFAKELDHLVASTSKSKP---   103
Anole_Lizard_ENSACAP00000002627 ----KPLIERKRRERINNCLDQLKETVVGAFHL----------DQSKLEKADILEMTVK-HLQNIQQRYSTGYIQCMHEVHNLLL----------TCEWMDKTLGARLLNHLLKSLPRSSE---    96
Chicken_ENSGALP00000008850 RKLRKPLIERKRRERINNCLDQLKETVVGAFHL----------DQSKLEKADILEMTVK-HLQNIQQRYSTGYIQCMHEVHNLLL----------TCEWMDKTLGARLLNHLLKSLPRSSE---   100
Frog_ENSXETP00000063264 RKLRKPLIERKRRERINTCLEQLKETVIKAFHL----------DQSKLEKADILEMTVR-HLQNIQQRFSTGYIQCMHELHSLLL----------TCDWMDPALGARLLNHLLKSLPRPEG---   100
Zebrafish_ENSDARP00000092351 RKLRKPLIERKRRERINLCLDQLRETVVAVFKP----------DQSKLEKADILEMTVK-HLQNIQQRYSTGYIQCMQEVHNLLH----------SCDWMDKTLGSRLLNHLFKSLPLSAK---   100
Zebrafish_ENSDARP00000111735 RKLRKPLIEKKRRERINSSLEQLKGIMVDAYNL----------DQSKLEKADVLEITVQ-HMENLQQRYSSGYIQCMHEVHNLLL----------SCPGMDKTLGARLLNHLLKSLPHIST---   100
Anole_Lizard_ENSACAP00000020312 RRARKPLVEKKRRARINESLQELRLILADTEF------------QSKMENAEVLELTVK-RVQGILERFAAGYIQCMHEVHTFVS----------SCPGIDSTIAAELLNHLLESMPLNEG---    98
Frog_ENSXETP00000013003 RQMRKPLVEKRRRARINESLQDLRGILSDTEF------------QSKMENAEVLELTVKKRVERILERFAAGYIQCMHEVHTFVS----------SCPGIDASLAAELLNHLLESMPLSEG---    99
Zebrafish_ENSDARP00000021078 RKTRKPLVEKKRRARINESLQELRLLLADPDA------------QVKMENAEVLEMTVK-RVESILERFAAGYIQCMHEVHTFVS----------SCPGIDATIAADLLNHLLECMPLNDE---    98
Zebrafish_ENSDARP00000101873 RKTRKPIVEKKRRARINESLQDLRTLLTNNDS------------QTKMENAEVLELTVK-RVESILERFAAGYIQCMHEVHTFVS----------TCPGIEARVAAELLNHLLESMPLNEN---    98
HES6_ENSP00000272937 RKARKPLVEKKRRARINESLQELRLLLAGAEV------------QAKLENAEVLELTVR-RVQGVLERFAAGYIQCMHEVHTFVS----------TCQAIDATVAAELLNHLLESMPLREG---    98
Zebrafish_ENSDARP00000027076 KRILKPVIEKKRRDRINQRLEELRTLLLDNTLDSRL-------QNPKLEKAEILELAVEYIR-TKTPIYKAGFKECISRLASFID-----------CVEP---SQRDSFVQGLCHHLDSYS---    99
Zebrafish_ENSDARP00000017640 KRRLKPVIEKKRRDRINHNLDALRDLLFKNTADTRL-------QNPKLEKAEILDLAVQYIKKTIETARNSNQMDCKSTQNQFV-------------ISP---AG-PLYTSDYCRRFKTSEQNE   100
HES7_ENSP00000314774 PKMLKPLVEKRRRDRINRSLEELRLLLLERTRDQNL-------RNPKLEKAEILEFAVGYLR-ERSSCYLSGFRECLLRLAAFAH-----------DASP---AARAQLFSALHGYLRPKP---    99
Frog_ENSXETP00000063605 KRLMKPVIEKRRRDRINQSLEHLRTLLLEATHDETL-------KNPKAEKADILKKTVHFLK-MCHSGFKGGFREGLNQATSFLN-----------SADSICQKKKEYVVQRLCQHMEQQT---   102
Anole_Lizard_ENSACAP00000004769 ----KPLMEKRRRDRMNQSLDRLRVLLFEATQDERL-------KNPKVEKAEILQKTVQFLK-TQPQRYRSGYRECLTQATHFLR-----------GNSGLCQGKKAYLMEHICHCMEKIA---    98
Zebrafish_ENSDARP00000123627 RRVPKPLMEKRRRDRINQSLETLRMLLLENTNNEKL-------KNPKVEKAEILESVVHFLR-AEQQSYHDGMRTCLLRVSNFIT-----------GKS----HEFGQELEKACENIHK-----    96
Frog_ENSXETP00000019915 RKLLKPLVERRRRERINNSLEKLRIFLSQALKSEKL-------KNPKVEKAEILECTVQFLQ-SSKKGYQSGFQHCLETALHFMN-----------SKPDLNVATKDFLSHQLSSYKPPAE---   102
Zebrafish_ENSDARP00000006074 RKLLKPQVERRRRERMNRSLENLKLLLLQGPEHNQP-------NQRRLEKAEILEYTVLFLQ-KANSQFMEGFSSCLQKAARFLL-----------EEGGLEGSVTSMLCQRLAHPTIRLP---   102
HES5_ENSP00000367714 NRLRKPVVEKMRRDRINSSIEQLKLLLEQEFARHQ--------PNSKLEKADILEMAVSYLK-HSKQDYSEGYSWCLQEAVQFLT-----------LHAA-SDTQMKLLYHFQRPPAAPAA---   100
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Chicken_ENSGALP00000001713 NRLRKPIVEKLRRDRINSSIEQLKLLLEKEFQRHQ--------PNSKLEKADILEMTVSYLK-YSRQDYCEGYAWCLKEALQFLS-----------LHSANTETQMKLICHFQRSQAMPKD---   101
Chicken_ENSGALP00000001706 NKLRKPVVEKMRRDRINSSIEQLKLLLEKEFQRHQ--------PNSKLEKADILEMAVSYLK-QQSFDFREGYSRCLQEAFHFLS-----------LHKVRTETQTKLLSHFQKSQSAAPE---   101
Chicken_ENSGALP00000001712 NKLRKPVVEKMRRDRINSSIEQLKLLLEKEFQRHQ--------PNSKLEKADVLEVAVSYLK-QQSQDFNSGYLRCLREAMHFLS-----------YYEPRKETQAQLIKHFCKAQIKQPA---   101
Anole_Lizard_ENSACAP00000003080 LQLRKPVVEKMRRDRINSSIEQLKLLLEKEFQQHQ--------PNSKLEKADILEMTVDYLK-QQSVDFKQGYSKCLHEAFQFMS-----------HHKVHAETQAKLVNHFQRSQLSPPD---   101
Frog_ENSXETP00000026362 NKLRKPIVEKMRRDRINNSIEQLKALLEKEFHKQE--------PNVKLEKADILEMAVSYLQ-QQKQDYKQGFSSCLREAVQFLC-----------YYPESGETQMKLLKHLQAPQKLSVA---   101
Frog_ENSXETP00000024266 NKIRKPMVEKMRRDRINSSINQLQNLLEKEFQLLQ--------PDSKPEKADILELAVKFLK-QQIQDFSQGYSNCLHETFAFLS-----------FHRTEEEMQLKLMNHFQCLDSQPRG---   101
Frog_ENSXETP00000061549 RQIRKPVVEKMRRDRINSSIKQLRMLLEKEFQRHQ--------PNSKLEKADILEMTVNYLK-EHQQDYNQGYSRCLEETLQFLS-----------HTEMQKPANLKLVQHFNRTVPADNN---   101
Frog_ENSXETP00000026359 NKLRKPVVEKMRRDRINSSIEQLKGLLETVFHKQQ--------PNVKLEKADILEMTVTYLR-QQTMDYKDGYSRCFEEVIDFLS-----------LHQKQPETA-KLISHFHSKATASSI---   100
Zebrafish_ENSDARP00000055705 HKLRKPVVEKMRRDRINNCIEQLKSMLEKEFQQQD--------PNAKLEKADILEMTVVFLK-QQLNAQIEGYSQCWRETISFLS-----------VGSEA-VAQRLQQEARRSAAPELTH---   100
Zebrafish_ENSDARP00000055706 HKLRKPVVEKMRRDRINNCIEQLKSMLEKEFQQQD--------PNAKLEKADILEMTVVFLK-QQLNAQIEGYSQCWRETISFLS-----------VGSEA-VAQRLQQEAQRSAAPELTH---   100
Zebrafish_ENSDARP00000044079 IKLRKPIVEKMRRDRINTCIDQLKSLLEKEFHSHD--------PSTKLEKADILEMTVSFLK-QQIRDFNEGYSHCWRESVHFLS-----------LHSNAGELQHLHSGPKTNSTMGSTP---   101
Frog_ENSXETP00000048128 RKIRKPVVEKMRRDRINSSIEQLRMLLEKEFEKHN--------LPSKPEKADILEVAVGFLQ-QHIKSYKEGYSKCVEDSVHFLS-----------AHNQH--SQGNLLRSFHGHQFSSGE---    99
Zebrafish_ENSDARP00000055708 ----------MRRDRINKCIEQLKILLKTEIKASQ--------PCSKLEKADILEMAVIYLK-NTAQSYADGYSRCIEETARFLS-----------AHKQTQKHSKPVDSCQITSEIAKHG---    91
Zebrafish_ENSDARP00000073721 NKLRKPMVEKIRRERINSSIEKLKTLLAQEFVKQQ--------PDSRQEKADILEMTLDFLR-RSQSAAGDGRSRCVQEAVSFLS-----------QCPVQTQSHTRLMKLFLHMQTPADQ---   101
Zebrafish_ENSDARP00000094981 NKLRKPMVEKIRRERINSSIEKLKTLLAQEFVKQQ--------PDSRQEKADILEMTLDFLR-RSQSAAGDGRSRCVQEAVSFLS-----------QCPVQTQSHTRLMKLFLHMQTPADQ---   101
Zebrafish_ENSDARP00000073730 NKLRKPMVEKIRRERINSSIEKLKTLLAQEFIKQQ--------PDSRQEKADILEMTLDFLR-RSQSAAGDGRSRCVQEAVSFLS-----------QCPVQTQSHTRLMKLFLHMQTPADQ---   101
Zebrafish_ENSDARP00000094985 NKLRKPMVEKIRRERINSSIEKLKTLLAQEFIKQQ--------PDSRQEKADILEMTLDFLR-RSQSAAGDGRSRCVQEAVSFLS-----------QCPVQTQSHTRLMKLFLHMQTPADQ---   101
Zebrafish_ENSDARP00000007386 NKLRKPMVEKIRRERINSSIEKLKTLLAQEFIKQQ--------PDSRQEKADILEMTLDFLR-RSQSAAGDGRSRCVQEAVSFLS-----------QCPVQTQSHTRLMKLFLHMQTPADQ---   101
Amphioxus_271445 RKKRRGIIEKRRRDRINNCLAELRRLVPTAFEK---------QGSAKLEKAEILQMTVD-YLKMLADYRGIGFRECANEVARYMVTIEGLDI--------QDPLRIRLMNHLQCIAAQREA---   103
Sea_urchin_GLEAN3_09465 RKKRRGIIEKRRRDRINNSLTELRRLVPAAFEK---------QGSAKLEKAEILQMTVD-HLKYLHDYRVLGFRECASEVARYLVTVEGMDI--------QDPLRLRLMSHLQCYVAQREF---   103
Earthworm_k_16581_Q66KK8 RKKRRGVIEKRRRDRINNSLSELRRLVPTAFEK---------QGSAKLEKAEILQMTVD-HLKLVQEYRMAGFRECAAEVARYLVSIEGMDL--------QDPLRLRLLSHLQCYCAQREA---   103
Fruitfly_FBpp0087945 RKKRRGVIEKKRRDRINSSLTELKRLVPSAYEK---------QGSAKLEKAEILQLTVE-HLKSLQDYHIIGFRECAAEVARYLVTIEGMDI--------QDPLRLRLMSHLQYFVQQREL---   103
Sponge_XP_003387453.1 RKKRRGIIEKRRRDRINNCLMELRRLVPAAFEK---------QGSAKLEKAEILQMTVD-HLRHLHDYRVMGFRECVAEVARYMTNVEGLDM--------KDPMRVRVLNHLENYLTQREL---   103
Zebrafish_ENSDARP00000002357 RKKRRGIIEKRRRDRINNSLSELRRLVPTAFEK---------QGSAKLEKAEILQMTVD-HLKMLQDFLSIGFRECLTEVARYLSSVEGLDS--------SDPLRVRLVSHLSSCASQREA---   103
Frog_ENSXETP00000047237 RKKRRGIIEKRRRDRINNSLSELRRLVPTAFEK---------QGSAKLEKAEILQMTVD-HLKMLQDFMSIGFRECLTEVARYLGSVEGLDS--------SDPLRVRLVSHLSSCASQREA---   103
HEY2_ENSP00000357348 RKKRRGIIEKRRRDRINNSLSELRRLVPTAFEK---------QGSAKLEKAEILQMTVD-HLKMLQDFMSIGFRECLTEVARYLSSVEGLDS--------SDPLRVRLVSHLSTCATQREA---   103
Anole_Lizard_ENSACAP00000001749 RKKRRGIIEKRRRDRINNSLSELRRLVPTAFEK---------QGSAKLEKAEILQMTVD-HLKMLQDFISIGFRECLTEVARYLTSVEGLES--------SDPLRVRLVSHLSTCASQREA---   103
Chicken_ENSGALP00000023905 RKKRRGIIEKRRRDRINNSLSELRRLVPTAFEK---------QGSAKLEKAEILQMTVD-HLKMLQDFMSIGFRECLTEVARYLTSVEGLDT--------SDPLRVRLVSHLSTCASQREA---   103
Chicken_ENSGALP00000025335 RKRRRGIIEKRRRDRINNSLSELRRLVPSAFEK---------QGSAKLEKAEILQMTVD-HLKMLHDYRSLGFRECLAEVARYLSIIEGLDA--------SDPLRVRLVSHLNNYASQREA---   103
HEY1_ENSP00000338272 RKRRRGIIEKRRRDRINNSLSELRRLVPSAFEKQVM-----EQGSAKLEKAEILQMTVD-HLKMLHDYRSLGFRECLAEVARYLSIIEGLDA--------SDPLRVRLVSHLNNYASQREA---   107
Anole_Lizard_ENSACAP00000013195 RKRRRGIIEKRRRDRINNSLSELRRLVPSAFEKQVIFFR-GVEGSAKLEKAEILQMTVD-HLKMLHDYRSLGFRECLAEVARYLSIIEGLDT--------ADPLRVRLVSHLNNYASQREA---   111
Frog_ENSXETP00000017194 RKRRRGIIEKRRRDRINNSLSELRRLVPSAFEKQVIQ-----QGSAKLEKAEILQMTVD-HLKMLHDYRSLGFRECLAEVARYLSIIEGMDT--------TDPLRVRLVSHLNNYASQREA---   107
Zebrafish_ENSDARP00000094416 RKRRRGIIEKRRRDRINNSLSELRRLVPSAFEK---------QGSAKLEKAEILQMTVD-HLKMLHDYRGLGFRECLAETARYLSIIEGLDN--------TDPLRIRLVSHLNSYASQREA---   103
HEYL_ENSP00000361943 RKKHRGIIEKRRRDRINSSLSELRRLVPTAFEK---------QGSSKLEKAEVLQMTVD-HLKMLHDFRSIGFRECLTEVIRYLGVLEGPSSR-------ADPVRIRLLSHLNSYAAEMEP---   104
Zebrafish_ENSDARP00000072659 RKKRRGIIEKRRRDRINHSLSELRRLVPSAFEK---------QGSSKLEKAEILQMTVD-HLKLLHDYRTLGFRECVGEVVRYLSSLEGVES--------SDPIGARLVSHLSHCASELDP---   103
Earthworm_k_4183_Q9WV93 FKLLPAIIEKRRRDRINYSLAELKRLVPAAFEK---------QGSSKLEKAEILKMTVD-HLKMMQDFRSVGFRECAAEVARYLVAIEGLDS--------HDPLCVRLLSHLHYYPSTAPT---   103
Sea_squirt_ENSCINP00000013234 RKKRRGVIEKRRRDRINNSLSELRRMIPAASEK---------HGSSKLEKAEILQLTVE-HLKTLQDYHSFGFRECVSEVARYMISMDGIQS----------SVRENLLSHLQNVMTHKPT---   101
Amphioxus_99475 EISSHKIVERRRRHRINTCIAQLSQAIPAAFSKSVNRR---RGLSGKLEKAEVLEMAVS-YVKHIQRHFEEGYRECVKEVARYLAEVEGMNP--------QDVRFLRLLCHLQTRGPAARG---   109
Amphioxus_103572 EISSHKIVERRRRHRINTCIAQLSQAIPAAFSKSVNRR---RGLSGKLEKAEVLEMAVS-YVKHIQRHFEEGYRECVKEVARYLAEVEGMNP--------QDVRFLRLLCHLQTRGPAARG---   109
Sea_anemone_246249 SECSHKVIEKRRRDRINSCLSELAQLIPSAQ----NGK---QG-SGKLEKAEILELTVE-YVKKNLRKYWMGYSDCTAEVLRFLVAVEAMDP--------QQPCFQRLMAHLRHRHNLMVE---   104
Anole_Lizard_ENSACAP00000002279 IPVSHKVIEKRRRDRINRCLNELGKTVPMALAK---------QSSGKLEKAEILEMTVQ-YLRALHNYFHYGYHECMKNLVHYLTTVEQMET--------KDTKYARILAFLQSKARFVTE---   103
HESL_ENSP00000426033 TPVSHKVIEKRRRDRINRCLNELGKTVPMALAK---------QSSGKLEKAEILEMTVQ-YLRALHNYFHYGYHECMKNLVHYLTTVERMET--------KDTKYARILAFLQSKARLGAE---   103
Zebrafish_ENSDARP00000073348 TPVSHKVIEKRRRDRINRCLNELGKTVPMALAK---------QNSGKLEKAEILEMTVQ-YLRALHNYFHYGYHECMKNLVHYLTTVERMET--------KDTKYARILAFLQSKVVTEPV---   103
Frog_ENSXETP00000062321 APVSHKVIEKRRRDRINRCLSELGKTVPMALAK---------QNSGKLEKAEILEMTVQ-YLRALHNYFHYGYHECMKNLVHYLTTVERMET--------KDNKYARIVAFLQSKAHLSTE---   103
Amphioxus_103107 QRDLHRIVEKRRRDRINDCLANIRELLPEELVRQ--------KSCG---KAEILELTLM-HMKHLQGDFLAGYRECLGEAIRYMS---QSPV--------DGVSCEKIESHLRRHCQRLSP---    98
Fruitfly_FBpp0081723 DPLSHRIIEKRRRDRMNSCLADLSRLIPPQYQR---------KGRGRIEKTEIIEMAIR-HLKHLQSDYRSGYMDCMKEAAKFLY---DVHM--------QDF-CHRLLGRLQEHIDEMFK---    99
Amphioxus_132230 EPTPHKVIEKRRRDRINQRFEELRGLVPTARNSQ--------GVKN--DKVDLLHMTIE-HLKTLTDAVLAGFSECAYEALQYLLHEEHMPE--------DSELVVSLRSHLRNSQMSLDV---   102
Anole_Lizard_ENSACAP00000012353 YKLPHRLIEKKRRDRINECIAQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HVKALTEVFRSGFQMCAKEVLQYVAKHENA----------KELKSSQLISHLHRVASEVLQ---   101
Chicken_ENSGALP00000013509 YKLPHRLIEKKRRDRINECIAQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HVKALTEMFRSGFQLCAKELLQYVAKHDN-----------KELKAAQLVGHLHRVAAELLP---   100
DEC1_ENSP00000256495 YKLPHRLIEKKRRDRINECIAQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HVKALTEMFCSGFQTCAREVLQYLAKHENT----------RDLKSSQLVTHLHRVVSELLQ---   101
Zebrafish_ENSDARP00000023917 YKLPHRLIEKKRRDRINECIAQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HVKALNEMFRSGFHLCAKEVLQFLANQETM----------RDLTTAHIIEHLQKVASELIQ---   101
Frog_ENSXETP00000011372 YKLPHRLIEKKRRDRINECIAQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HVRSLSEMFHSGFQLCAEEALRFLQGGER----------------KELVAHLHRVASKLGP---    95
DEC2_ENSP00000242728 YKLPHRLIEKKRRDRINECIAQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HLKALTDAFHSGFQTCAKEVLQYLSRFESWTP--------REPRCVQLINHLHAVATQFLP---   103
Anole_Lizard_ENSACAP00000000427 YKLPHRLIEKKRRDRINECIAQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HLKALTDAFHSGFQTCTKEVLQYLSRFESWAA--------REQRCAQLIGHLHAVCARFLP---   103
Frog_ENSXETP00000050690 YKLPHRLIEKKRRDRINECIAQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HLKGLTDAFHSGFQTCAKEVLQYLSRFESWTS--------RDQRCTQLLNHLHTVSSQILS---   103
Zebrafish_ENSDARP00000061105 YKLPHRLIEKKRRDRINECIGQLKDLLP-EHLKL--------TTLGHLEKAVVLELTLK-HLNALTDAFHSGFQACAKEVLQYLNKVENWTA--------REQRCTRLINHLHKVSAQFQP---   103
                        1.......10........20........30........40........50........60........70........80........90.......100.......110.......120....


