
TCAAGAGAGTAAACTCGGACAATAACTTTCCACTTCCACAACGATATTTTCTTTACTGTTACTATTTGCTTTCCTGTGTTTACTAC
AAAGTGCCTGTGGAACCGCAACATTGTTCCTATTCAACCACTCGACTAAGGTTGCGCCGGAGCCAGAAAAAAAAAGGAGTTGTCATC

ATGGTGCTAATGATACTGCCATTCATTGGATCAGTGTCGGTATCTGAGAGTTTGGTGGCC
M  V  L  M  I  L  P  F  I  G  S  V  S  V  S  E  S  L  V  A 

ATAACAGTGTTGTGTGTGGTCTACCTGGCTCTCAGGTGTTTTCACACTGAAATTCCTGAGGGGCTTCGTCGACTGCCTGGACCAAAG
I  T  V  L  C  V  V  Y  L  A  L  R  C  F  H  T  E  I  P  E  G  L  R  R  L  P  G  P  K 

CCCTTTCCTCTCATTGGGAATGTGCTGGAAGTGGGCAGCAAACCCTACTTGAGTCTCACTGCCATGAGCAAGCGTTATGGTGATGTC
P  F  P  L  I  G  N  V  L  E  V  G  S  K  P  Y  L  S  L  T  A  M  S  K  R  Y  G  D  V 

TTCCAGATCCAGGTTGGCATGCGTCCGGTCATTGTGTTGAGTGGCACTGACACAGTTCGACAGGCTCTCATCAAGCAAGGGGAAGAG
F  Q  I  Q  V  G  M  R  P  V  I  V  L  S  G  T  D  T  V  R  Q  A  L  I  K  Q  G  E  E 

TTTGCAGGCAGACCTGACCTGTACAGCTTCAGGTTCATCAACGATGGCAAGAGTCTGGCCTTCAGTACAGACCAGGCCGGCGTGTGG
F  A  G  R  P  D  L  Y  S  F  R  F  I  N  D  G  K  S  L  A  F  S  T  D  Q  A  G  V  W 

CGTGCTCGCAGGAAGCTGGCCTACAGTGCCCTGCGCTCCTTCTCCAGCCTGGAAGGCACAACCCCAGAGTACTCCTGCATGCTGGAA
R  A  R  R  K  L  A  Y  S  A  L  R  S  F  S  S  L  E  G  T  T  P  E  Y  S  C  M  L  E 

GAACACATTTGCAAAGAGGGAGAATATCTGATCAAACAGCTCAACAATGTCATGAAGGCTGACGGCAGCTTCGACCCCTTCCGACAC
E  H  I  C  K  E  G  E  Y  L  I  K  Q  L  N  N  V  M  K  A  D  G  S  F  D  P  F  R  H

ATTGTTGTCTCCGTTGCCAATGTGATCTGTGGAATGTGCTTCGGCCGACGCTATGACCACAATGACCAGGAGCTTCTCAGCTTGGTG
I  V  V  S  V  A  N  V  I  C  G  M  C  F  G  R  R  Y  D  H  N  D  Q  E  L  L  S  L  V 

AACCTCAGTGACGAATTCGGTCAGGTGGTGGGCAGCGGTAACCCTGCAGACTTCATCCCTATTCTCCAATACCTGCCCAGCTCAACA
N  L  S  D  E  F  G  Q  V  V  G  S  G  N  P  A  D  F  I  P  I  L  Q  Y  L  P  S  S  T 

ATGAAGACTTTCATGGACATCAATGTCCGCTTCAACACATTTGTGCAAAAGATCGTCAGTGAGCACTATGCCAACTATAACAAGGAC
M  K  T  F  M  D  I  N  V  R  F  N  T  F  V  Q  K  I  V  S  E  H  Y  A  N  Y  N  K  D 

AACATTCGTGACATCACTGATTCCCTCATTGATCACTGTGAGGACAGAAAGCTGGATGAGAACTCCAATGTCCAGATGTCAGATGAG
N  I  R  D  I  T  D  S  L  I  D  H  C  E  D  R  K  L  D  E  N  S  N  V  Q  M  S  D  E 

AAGGTTGTAGGCATCGTCAATGACCTGTTCGGAGCTGGTTTTGACACCATCTCCACTGCCCTGTCTTGGTCAGTAATGTACTTGGTG
K  V  V  G  I  V  N  D  L  F  G  A  G  F  D  T  I  S  T  A  L  S  W  S  V  M  Y  L  V 

GCTCACCCAGAGATGCAGGAAAGGCTTTATCAAGAACTGAAGGACACAGTGGGTCTGGATCGCAGTCCTCGTCTCTCTGACAGACCC
A  H  P  E  M  Q  E  R  L  Y  Q  E  L  K  D  T  V  G  L  D  R  S  P  R  L  S  D  R  P 

AGCTTACCCTTCCTGGATGCTTTCATCCTGGAGATCTTTCGCCACTCTTCATTCCTGCCCTTCACCATCCCTCACTGCACATCAAAA
S  L  P  F  L  D  A  F  I  L  E  I  F  R  H  S  S  F  L  P  F  T  I  P  H  C  T  S  K 

GACACATCGCTAAATGGATACTTCATTCCCAAAGACACCTGTGTCTTCATCAATCAGTGGCAGATCAACCATGATCCAGAGATTTGG
D  T  S  L  N  G  Y  F  I  P  K  D  T  C  V  F  I  N  Q  W  Q  I  N  H  D  P  E  I  W 

AAAGATCCATCTTCCTTCAACCCAGATCGCTTCCTGAGTGCTGATGGCACTGAGGTCAACAAGATGGAAGGGGAGAAGATATCAATA
K  D  P  S  S  F  N  P  D  R  F  L  S  A  D  G  T  E  V  N  K  M  E  G  E  K  I  S  I

TTTGGCATGGGGAAGCGCCGCTGCATCGGCGAGGTCATTGCACGAAATGAAGTCTACCTCTTCTTGGCAATCATTGTCCAGAAGCTG
F  G  M  G  K  R  R  C  I  G  E  V  I  A  R  N  E  V  Y  L  F  L  A  I  I  V  Q  K  L

CAATTCCATGCGATGCCTGGAAAGCCACTGGACATGACACCAGAGTACGGTCTCACAATGAAGCACAAACGTTGCCACCTGAGAGCC
Q  F  H  A  M  P  G  K  P  L  D  M  T  P  E  Y  G  L  T  M  K  H  K  R  C  H  L  R  A

ACAATGCGAGTGAGAAATGAGCAGTAAAGCTATTCAGAATGTACAATGTATGACTCACTAAGTCGTATAAGTTGACTCTAACAATGC
T  M  R  V  R  N  E  Q  

ATGGGTCACCTTCAAGTCAAGAGTAAGTGAAACAAGCATCTTTCTCAGAATGTAAGGCACCGAATGCCTAATTTGATTCACAGGCTT
ACTGGCATTGAAGCAAATCAATGAATGTTGCTTGCTGCAGATTGTCAGAGATGACTATGTTTGTGTGAACATATCCCTGTCATGTTT
TTGGTTCTCTGTGAGCTCTTCCTGCACATGATTGGTGCTTCTCAGTGAAGTATAGGAGAGATACTTGGTTCTCCTGAGTTGTGTAGT
AAACTAAACTGTTCCCATTAAGAAGTTATAAATTGCTCAGAGATTAAATTACCATGTTCAACTTTGGGGCAAGCAGTATGTTTTACT
GGATGTTTTTCTTCTGTGACACAGGACTCAGAACTGAACAGCTAATACCTTTTGATACCATTTACACTTGTAAGCTAAATATTTTTA
TTCCATAATATAATGTGGATGTAAGACACTGAAGCTATATTTGTATCCCAAAATGTGATTCTGCTGTATATCAAATTCTTTGTATTT
TATAAAGCCATTTTCATGTGCCTAGCGTTTGTATATATCTGAGGTGAAATAGTTTAGCTGTTTATTTACATGGAATATAAACCCACG
AAAAGAGCTCCAGTGAGTTTTTGGAATATATTGGAAGGCTAAACAATTTTGTATTTCTATATATAACGTATAAATGATTGTATAACA
TGTATGGGCGTGTGATTGGAGCATCCTTTAATCAGCCACACAAATAAAATAAAATATGTTGTAAAAAAAAAAAAAAAAAAAAAAA 
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Figure S1. Nucleotide and deduced amino acid (below the former) sequences of Atlantic croaker cytochrome P450 
1A gene. The start codon, heme-binding cysteine codon (position 463), stop codon (TAA), ATTTA (AUUUA) 
pentanucleotide sequences, TATA box, and putative poly-adenylation signal (AAAATAAAA) are all underlined and 
boldfaced. GenBank accession number JQ622220.


