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Supplemental Table 1. List of the genomic databases used in this study.

Fungal species Data source
Alternaria brassicicola http://genome.jgi-psf.org/Altbr1/Altbr1.home.html
Botrytis cinerea http://www.broadinstitute.org/annotation/genome/botrytis_cinerea/Home.html
Cochliobolus heterostrophus http://genome.jgi-psf.org/CocheC5_1/CocheC5_1.home.html
Cryphonectria parasitica http://genomeportal.jgi-psf.org/Crypa1/Crypal.home.html
Fusarium graminearum http://www.broadinstitute.org/annotation/genome/fusarium_graminearum/MultiHome.html
Fusarium oxysporum http://www.broadinstitute.org/annotation/genome/fusarium_graminearum/MultiHome.html
Fusarium verticillioides http://www.broadinstitute.org/annotation/genome/fusarium_graminearum/MultiHome.html
Heterobasidion annosum sensu lato http://genome.jgi-psf.org/cgi-bin/searchGM?db=Hetan2
Laccaria bicolor http://genome.jgi-psf.org/Lacbi1/Lacbi1.home.html
Magnaporthe oryzae http://www.broadinstitute.org/annotation/fungi/magnaporthe/
Melampsora larici-populina http://genome.jgi-psf.org/Mellp1/Mellp1.home.html
Mycosphaerella fijiensis http://genome.jgi-psf.org/Mycfi1/Mycfi1.home.html
Mycosphaerella graminicola http://genome.jgi-psf.org/Mycgr3/Mycgr3.home.html
Mycosphaerella pini http://genome.jgi-psf.org/Dotse1/Dotse1.home.html
Mycosphaerella populorum http://genome.jgi-psf.org/Sepmu1/Sepmu1.home.html
Puccinia graminis-tritici http://www.broadinstitute.org/annotation/genome/puccinia_group/MultiHome.html
Puccinia triticina http://www.broadinstitute.org/annotation/genome/puccinia_group/MultiHome.html
Pyrenophora tritici-repentis http://genome.jgi-psf.org/Pyrtr1/Pyrtr1.home.html
Saccharomyces cerevisiae http://www.yeastgenome.org/
Sclerotinia sclerotiorum http://genome.jgi-psf.org/Sclsc1/Sclsc1.home.html
Stagonospora nodorum http://genome.jgi-psf.org/Stano1/Stano1.home.html
Trichoderma virens http://genome.jgi-psf.org/Trive1/Trive1.home.html
Tuber melanosporum http://www.genoscope.cns.fr/externe/GenomeBrowser/Tuber/
Ustilago maydis http://genome.jgi-psf.org/Ustma1/Ustma1.home.html
Verticillium dahliae http://genome.jgi-psf.org/Verda1/Verda1.home.html
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