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FEATURES: The gene coding for 3-isopropylmalate dehydrogenase from Bacillus
coagulans (facultative thermophile) was sequenced (1). Since the enzyme
gene from B. caldotenax (obligate, moderate thermophile) had been cloned in
Escherichia coli using pBR322 as a vector (2), the nucleotide sequence for
the B. caldotenax enzyme gene was determined.
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COMMENTS: The G+C contents of coding region and third letter of the codon
for the B. caldotenax enzyme were 56.7 and 65.2%, respectively. The values
were intermediate between those for the B. coagulans (53.1 and 55.7%, re-

spectively (1) and for the Thermus thermophilus enzyme (70.0 and 89.4%, re-

spectively).
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