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Supplemental Figure S1. QQ-plot for the p-values in EAs and AAs
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Supplemental Figure S2. Manhattan plots for the p-values in EAs and AAs



217.75

171.17

124.59

78

31492

776.61

602.28

427 95

25362

79.29

rs9868848-Brain

14

P =0.004187
BETA=4477

Probe Type = exon

Gene = ZFYVEZ20

Transcript = NM_022340, 2664123
Exon = 2664128

Start = 15090409

End = 15090631

112

rs1318937-Brain

1M

P =0.04149
BETA=-55.02

FProbe Type = exon

Gene = SH3BPS

Transcript = NM_004844, 2664209
Exon = 2664236

Start = 15286229

End = 15286372

12 2/2

280.39

214.59

1488

83

17.2

837.37

655.99

4746

293.22

11184

rs9868848-PBMC

11

P =0.01586
BETA =-44.46

Probe Type = exon

Gene = ZFYVEZ0

Transcript = NM_022340, 2664123
Exon = 2664135

Start = 15094586

End = 15024665

112

rs1318937-PBMC

1M1

P =0.02147
BETA=6424

Probe Type = exon

Gene = SH3BPS

Transcript = NM_004844, 2664209
Exon = 2664232

Start= 15278705

End = 15273778

12 272

340 .48

26043

180.37

100.32

20.26

776.61

602.28

427 .95

253.62

79.29

rs735659-Brain

111

P =0.08117
BETA=.2378

Probe Type = exon

Gene = CAPN7

Transcript = NM_014296, 2612278
Exon = 2612290

Start= 15237379

End = 152374449

172

rs8225-Brain

212

P =0.04013
BETA=-554

Probe Type = exon

Gene = SH3BPS

Transcript = NM_004244, 2664209
Exon = 2664236

Start = 15286224

End = 15286372

142 11

1050.77

700.55

350.32

0.09

150.08

11598

81.87

777

13.66

rs735659-PBMC

11

P =0.01548
BETA=83.07

Probe Type = exon

Gene = CAPN7

Transcript = NM_014296, 2612278
Exon = 2612307

Start = 15258052

End = 15258095

172

rs8225-PBMC

212 172 1M
P =0.1033
BETA=-9.159

FProbe Type = exon

Gene = SH3BPS

Transcript = NM_004844, 2664209
Exon = 2664265

Start = 15348782

End = 15348808

Supplemental Figure S3. Associations between replicable risk SNPs and exon expression levels



