TsuRTP006
TsuRTP0O7
TsuRTP008
TsuRTP009
TsuRTPO10

TsuRTP006
TsuRTP0O7
TsuRTP008
TsuRTP009
TsuRTPO10

TsuRTP006
TsuRTP0O7
TsuRTP008
TsuRTP009
TsuRTPO10

TsuRTPO06
TsuRTP0O7
TsuRTP008
TsuRTP009
TsuRTPO10

TsuRTP006
TsuRTP0O7
TsuRTP008
TsuRTP009
TsuRTPO10

TsuRTP006
TsuRTP0O7
TsuRTP008
TsuRTP009
TsuRTPO10

TsuRTP006
TsuRTP0O7
TsuRTP008
TsuRTP009
TsuRTPO10

AAATCCTCAAAG——————— AAGA

G AAAA

AATCCTCAAAG——————— AAGA
ATCCATTTCATCTTCACACAATATCTTTGGTGTGGAGACTTAGAGACACCAAACTTTTGGTGTTTTGGAGATCAAATCCTCAAAG———————— AAGA
———————— CATCTTCACACAACATCTTTGGTGTGGAGACTTAGAGACACCAAACTTTTGGTGTTTTGGAGAACAAATCCTCAAAATCCTCAAAAGAAGAA
*

110 120 130 140 150 160 170 180 190 200

SRV (PR PR PR PAPRR PRI DR AR DRI DA RPN DRI PRI PPN DRI DRV PR PRI I
AA-GGAGCACTAAAAGGGAGGAAATCACAAGGAAGATTCAAGGAGCAAGGAGGTGA CTTGAAGGCCCTCCACTTGGGTGAATACCTTGT-GCAATCAAGG

AG-GAGACACTAAAAGGGAGGAAATCACAAGGAAGATTCAAGGAGCAAGGAGGTGA CTTGAAGGCCCTC-ACTTGGGTGAATACCTTGTAGCAATCAAGG
AAAGGAGCACTAAAAGGGAGGAAATCACAAGGAAGATTCAAGGAGCAAGGAGGTGA CTTGAAGGCCCTCCACTTGGGTGAATACCTTGT-GCAATCAAGG
AAAGGAGCACTAAAAGGGAGGAAATCACAAGGAAGATTCAAGGAGCAAGGAGGTGA CTTGAAGGCCCTCCACTTGGGTGAATACCTTGT-GTAATCAAGG
AAAGGAGCACTAAAAGGGAGAAAATCACAAGGAAGATCCAAGGAGCAAGGAGGTGA CTTGAAGGCCCTCCACTTGGGTGAATACCTTGT-GCAATCAAGG
* ok *

210 220 230 240 250 260 270 280 290 300
e e o e o e o P P e R
ATGAGCTTCAAGGGTAAAGAATCTCTAAATTCTTATTCTCTTTAATTTTGTTAAAGAGTCTTATGGTTCACCATATACTAGGCTTTGAAAGTCATGGGTT
ATGAGCTTCAAGGGTAAAGAATCTCTAAATTCTTATTCTCTTTAATTTTGTTAAAGAGTCTTATGGTTCACCATATACTAGGCTTTGAAAGTCATGGGTT
ATGAGCTTCAAGGGTAAAGAATCTCTAAATTCTTATTCTCTTTAATTTTGTTAAAGAGTCTTATGGTTCACCATATACTAGGCTTTGAAAGTCATGGGTT
ATGAGCTTCAAGGGTAAAGAATCTCTAAATTCTTATTCTCTTTAATTTTGTTAAAGAGTCTTATGGTTCACCATATACTAGGCTTTGAAAGTCATGGGTT
ATGAGCTTCAAGGGTAAAGAATCTCTAAATTCTTATTCTCTTTAATTTTGTTAAAGAGTCTTATGGTTCACCATATACTAGGCTTTGAAAGTCATGGGTT

310 320 330 340 350 360 370 380 390 400
SRV (PR PR PR PRPRR PRI IR RPN DRI DA RPN DRI PRI PPN DRI DRV PR DRI I
TTATGAATTGTTTTT—AATGCATGCCTACTTTAAAGAGTTATTAGTTTGCATATGTATTCAAATGTTCTTACATGTTCTTAGCTAGGAGAAAAATTTTT
TTATGAATTGTTTTTTGAATGCATGCCTACTTTAAAGAGTTATTAGTTTGCATATGTATTCAAATGTTCTTACATGTTCTTAGCTAGGAGAAAA-TTTTT
TTATGAATTGTTTTT-GAATGCATGCCTACTTTAAAGAGTTATTAGTTTGCATATGTATTCAAATGTTCTTACATGTTCTTAGCTAGGAGAAAA-TTTTT
TTATGAATTGTTTT—GAATGCATGCCTACTTTAAAGAGTTATTAGTTTGCATATGTATTCAAATGTTCTTACATGTTCTTAGCTAGGAGAAAA-TTTTT
TTATGAATTGTTTTT-GAATGCATGCCTACTTTAAAGTGTTATTAGTTTGCATATGTATTCAAATGTTCTTACATGTTCTTAGCTAGGAGAAAA-TTTTT

410 420 430 440 450 460 470 480 490 500
SRV (PR PR PR PRPRR PRI IR RPN DRI DN DRV DRI PRI PPN DRV DRV PR DRI IR N
CCTTGAATAGGACTGCAACACTCCCTCTTGAGTGTGTAAAATAGTCAAACAAATTACCTATCAGGTCTTCAGCGATGAAGTTCAATTGATGGAGTCATCG
CCTTGAAATATAACATACTACGTATAGTATGAAAATACTTACCATATCTAGTTCAAAGCTCCAAATTTCAAAGCTCCGTTTAAGAACCAAATAAAAGTTA
CCTTGACGTTCACTATAAGAACCCATGATGGACTTAAGGAATTTGGGCTTAGGGCCCAGCCTAAAAGGCCTAGGGCCTGAGGTGAAAGGAAACGGCTCGA
CCTTGAGAAGAGACCATGAGAAGTTCTTTGCACCTCCAATGCCAAGAAGTAATGGAGGGGCCCGAAAATCCTTAACAGGAAAAGCTTAACGGAGTTTGTG
CCTTGACACAGCACAAGTCCTTCTTCTTCCTTCCTTGCTACGGGACTCTTTATATTTTTCTCTCTGAAATTCTCTCTAAAGCTCTCTAATTTTGTGCGGC
stokokiok

510 520 530 540 550 560 570 580 590 600
e e o e o e o P P e R
GCACAATGAGCGAATGCGAGTCTCAGATAAAACGAAAGAATGTATAAAAAGGTAAAAACTCACAAAAACCTTGCTATGGTAAAAACCCAAGGTGGGATAA
GGAATGTGATGAATAGAAATATATCAATTAGAAGCCCAGTTGTGA
AGGCCTTAAGCCTTTAAAGGCTTGGGTTTTAAGGCGCACGGGCCTAAGGCTCCAAAGGGGGACATGGCCCAAAGGCCTCAGGGTTTTAAAGAATTAAATA
AATAAAACGTTGACAGACAGTGGCATTAGGTCCGGTGACAAGAATGTCATCGACATAGACCAAAAACAAGAACAGGAAA
ATAAT

610 620 630 640 650 660 670 680 690 700

[ P S PR A PR PR PO P e e
AAAACTCGTAGACT

AAAATTAAAAGGGTTGGGTTGGGGTTTAGGCACGGCCCAAAAGGGCCTGGGTTCGAATGGGCTTAGGCCCGAAGGTCTGGTTCCCTGATCTCGCCAGA




Supplemental Fig. 2.

Nucleotide sequences of five RBIP markers of 3'-LTR insertions. Forward primers are indicated by italics,
and reverse primers are indicated by underlined.



