Supplemental Table 1. EST-SSRs of morning glory automatically extracted and primer-designed by read2Marker

. ) o Repeat Repeat 5 Length fw 0 Length ry Product

Unigene ID Core motifs (max)? (total)” fw” primer (mer) Tm v’ primer (mer) Tm sige (bp)7)
Contig00069 (tet)11 11 11  tcccctettategtegtettette 24 64.1 gtattggacggtagcggaggagtt 24 65.7 180
Contig00105 (tc)10 10 10 accactcttectecteteteceat 24 64.9 atgccttectectectcaataage 24 65.0 271
Contig00146 9 (ag)6aalgaa)22gag 22 32 aacaccgcaaattattgtgectet 24 64.9 tcccattttgggaagaagatagea 24 65.0 200

(gaa)4
Contig00156 (ag)10 10 10 gatttcgtcgaacaagtagcaggg 24 65.2 tctcggagatgaaagaggaaatceg 24 65.0 231
Contig00157 (ag11 11 11 cggagagagaaagaatcagagaatcc 26 64.0 tctcggcttgaacaagaatgtgag 24 64.9 241
Contig00376 (tc)10 10 10 gttgaactttcgatgeectetttt 24 63.9 gtgggggatagtgggtttctetet 24 64.9 189
Contig00513 (ag11 11 11 acggctcggtactcacaatcaaat 24 65.1 ctgtcagcactctgaacttctgge 24 64.9 224
Contig00546 (ag)11 11 11 gtcttcatcctegetggeatett 23 66.1 tcagagctcataacgtatggcgaa 24 65.1 135
Contig00659 * (ag)lh 15 15 ccttegtgagtgctcaatacagaca 25 64.9 tcggcaatccagtgaacacatagt 24 65.0 130
Contig00709 (tgt)11agt(tgt)3 11 14 ctgcagatccattgtgaattgtee 24 65.0 gacattggtcgatctatceggaac 24 65.0 142

(ta)3ga(ta)5catatatat 9 37 cagatattcgcecatetggtetgtg 24 65.1 aactttgagatgacgcctttageg 24 64.9 248
Contig00762 (ag)9galag)8at(ag)6atag

agagagag(ag)3(gtg)3

(tc)4tgaatatataaalte)10 10 28 gcagacgatacgtttccteactee 24 65.4 ggtcaaccttcactctcacaccaa 24 64.8 299
Contig00798 (ta)8ttcttcccaaalet)3t(ta)

3
Contig00935 *  (ac)12tatt(tc)4 12 16 cggtgtgaaagtattgaaaagetee 25 64.2 cacctatctacctcgttgaaccge 24 65.1 281

. (tc)7(ac)6ag(tc)6(ac)3agt 7 27 cgctatatgcttetgtgattetgage 26 64.5 cggttcttcgaagetgttaagetg 24 65.5 149

Contig00955

ctet(tg)s

(ag)4aaaaagaaaact(ag)6 9 22 aaaaagtcgaccaaccattagega 24 65.0 tggtcatggtgttgttgctgtaaa 24 64.6 233
Contig00990 aaaaagaaaact(gga)3aga

aggaactat(ag)9
Contig01070 (ag)4aalag)8ac(ag)9 9 21 tgctttggacagagaaagegagat 24 65.7 tcaattgaagccttcttetcagee 24 65.1 296
Contig01077 (ag11 11 11 cctgcaatcttggagttgaacaca 24 65.6 aagctcagatttttgetttgetgg 24 65.0 135
Contig01115 (ag)11 11 11 gcctaagctttetetettttegee 24 64.9 tatttaacaggagcttcaggggca 24 65.1 179
Contig01174 * (tc)12 12 12 tcaaactccctttectetettget 24 63.9 tagacgaccgcctcttcttgaaac 24 65.0 201
Contig01190 (te)11 11 11 ctctccatttccaaattccaateg 24 64.9 tttettetggtttegegagagagt 24 64.8 112
Contig01215 *  (tc)3ccec(te)14 14 17 ttgactccactcectetgagagte 24 63.4 aataacagcgcgcagaagaaagag 24 65.1 283
Contig01287 (ag)10 10 10 caaaagcatcagcagaagccagta 24 64.9 gcaagagcaaagaacatgcaaaga 24 64.9 157
Contig01492 (gca)3(cta)10 10 13 cctctectetgategttetteteg 24 65.0 gcattcaccggctgatttagatte 24 65.0 159
Contig01546 (ag)10 10 10 tccactgtactgttctgagegeat 24 65.5 ccgacgagttatcteccatettea 24 65.7 296
Contig01578 * (ta)12 12 12 gaagtttgcaaaggagcagcaaat 24 64.9 ccaaccacaggggtttatcaaaag 24 64.7 290
Contig01656 (ag11 11 11 cttgtaaagcaggattgggtetge 24 65.2 tatccttggaagaagaattgggca 24 65.0 254
Contig01658 (ag)10 10 10 aaggtctcacctttgcaagattte 24 62.1 cgcaagtatattcectgeaactee 24 65.0 221
Contig01699 * (ag)5aalag)12 12 17 aaagggaaaaagggattgtgtgct 24 65.1 gagcaacctcagcatcacaaagaa 24 65.0 219
Contig01735 (to)11 11 11 tctaacctgcgaaggagaggaaga 24 64.8 tccctcccaagacaaaaatcaaga 24 65.1 237
Contig01832 (ag)l1 11 11 ttaatcgcatttctcaccctecgat 24 65.0 cccctaaactctegatccaattee 24 65.1 151
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Supplemental Table 1. (continued)

Uni DY o 2 Repeat Repeat t? o Length fw 0. Length ry Product
nugene ore motifs (max) (total) W primer (mer) Tm rv primer (mer) Tm  gize(bp)?
Contig01954 * (tc)12 12 12 tctcaactcgaatgttaccttectca 26 64.4 gctttetettcagetgegacttte 24 65.1 294
Contig01964 (tc)4t(tet)10 10 14 ctcatcgctctcatactcaaaceg 24 64.4 cagcttaatgcgattgcagagtgt 24 64.8 112
Contig02004 (ta)10 10 10 gatgaatgaaatgatgagggtagag 25 60.2 gaggtcacgtgaagagaatgggat 24 64.9 284
Contig02084 * (tc)12 12 12 aatcgggacccctttectatetet 24 65.3 cccactectetectecatactcaa 24 65.0 260
Contig02134 (ta)11 11 11 cagccctaaatccctaaaataacca 25 62.5 gacacagcatgcacacactccte 23 65.5 300
Contig02174  * (tc)3cacgcaaataac(ag) 13 22 agaacccaccaggatatttteegt 24 64.9 ccatttcattggcttcttetttgg 24 65.0 225
13at(ag)6
. (tc)10tatacaacgalac)3a 10 19 tcttctctcaaacccaaacccaaa 24 65.1 ccatgacgacctttctectetgat 24 65.0 272
Contig02220
(tc)3atctetcatec(ate)d
Contig02235 (ta)11 11 11 ttcatcatcctgaagaggagggtce 24 65.0 tttetttaatttggtegtetegee 24 64.6 160
Contig02271 * (tc)13 13 13 ccttectgagetteccaaattecaa 24 66.6 cacttctctcaacacgaggcacat 24 65.0 273
Contig02293 (tg)14 14 14 tggaaatgaagctgctggtattga 24 65.0 tacaagggcagtacagcacaaacc 24 64.5 210
Contig02323 (cgo)11 11 11 gtegegttttctcaaccaactett 24 65.0 acggagaatcttcccaagtgagtg 24 65.0 247
Contig02340 (ta)14t(ta)4 14 18 aaatcaagcatgtaacctgegace 24 65.5 taattgcctggaaagggtgtetgt 24 65.0 209
Contig02363 * (gaa)l4 14 14 tcaaaaatccccaaatcacagg 22 63.1 gaagaccaccatgagaatcggaat 24 64.7 130
Contig02441 (ta)18 18 18 ccaacaccaatatccacaaccaga 24 65.0 ccgaattaaaatccacacacgaca 24 65.0 284
. (ta)4ca(ta)Ttcaaac(at)3t 7 22 tgcacccaatatcagattgaacga 24 65.7 tggtcacaactcacaacaactgga 24 65.0 241
Contig02483
(ta)5ttat(ta)3
Contig02501 (ta)28 28 28 tggtgtgectactcecaagtgtta 24 64.9 tatagatggctgcagggtggctta 24 65.9 135
Contig02586 * (ta)19 19 19 atgatgtcacgatgagattgagee 24 64.7 ctatcaccaccttagctecatgee 24 65.1 220
(ta)23gtaagttta(tg)3tta 23 29 aatgaagtcctcaacgacgtctee 24 65.0 gtttaaccagacacccaaaaccga 24 65.2 179
Contig02797 * (et)3
Contig02819 (ag11 11 11 gagttgaatttgggtgtgggagaa 24 65.5 aacggggttgttgaagtgagagag 24 65.0 156
Contig02903 * (ag)l4aa(gaa)9 14 23 cacgagggaaagagataggagcaa 24 65.0 gctttagcagcagcaaaactceat 24 65.0 154
Contig03006 * (tat)18 18 18 gccattcttgatctgettgaacct 24 65.0 ccctccatacccgatgaactgtag 24 64.9 169
Contig03049 *  (tc)12tt(tc)3 12 15 ttcagaaagcaccagcaaagatgt 24 64.4 gtgactcccaactgaggaggaaag 24 64.7 154
Contig03077 * (tc)14 14 14 tcttctctatgeteccteecteet 24 65.0 aatgcaggtggaggatgaaatgtt 24 65.0 245
Contig03096 * (ta)33 33 33 acacccctecggteteat 18 60.3 atgccagaaaagcttggaga 20 60.0 172
Contig03155 (tc)9taggaaatctgtt(tc)7 9 32 gaacactggtctccteteectete 24 64.1 cccatcacattcgattcatctcaa 24 65.3 244
(ta)4(tc)4(ta)3talta)s
Contig03167 (tc)3tttett(te)11 11 14 tectttctagtattattacccagtece 27 60.3 ctacaagtaaccaaccgggtcage 24 65.0 166
Contig03182 * (ta)32 32 32 tgctctecatttgatgecttetttg 24 64.8 ctataagaaccacaggggctccac 24 64.2 231
Contig03199 (te)11 11 11 gttgacgtgtececteteteattt 24 64.9 atttgcaggatagtggatgectgt 24 65.1 241
Contig03250 E:g{l)laa(at)?)gggtagaa 11 19 catcteccgtegteatcatatttgg 24 64.7 acacctcctecttcacaaaaccac 24 64.8 133
Contig03277 (ta)3ca(ta)29t(ag)14 29 46  gcctggettetacttetttaaacge 25 64.6 gagctcaatggttctcaaaaggga 24 64.9 191
Contig03293 * (ta)23 23 23 ggagcccaaattaacgtacgaaca 24 65.2 gcegetgettattagettettcaa 24 65.0 211
Contig03435 (ag)10 10 10 aaagcgtttggagttgtgegttat 24 65.0 ggccgactcaagegatctaactaa 24 64.9 130
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Supplemental Table 1. (continued)

] D o 2 Repeat Repeat 9. Length fw 0. Length ry Product
Unigene ID Core motifs (max) (total) fw” primer (mer) Tm rv”’ primer (mer) Tm &ige (bp)7)
. (ta)5accaatatact(tg)5cgt 8 26 acatacccagtcccctaccagtea 24 65.0 tgttcatcatgctgtttggagett 24 65.2 242
Contig03625
gtgta(ta)S8gaalag)8
Contig03695 (tc)11tacactgggatt(tc)4 11 15 gtgttgtgttttggtatgegggtt 24 66.0 caagaagaaagggtggacgaagaa 24 64.9 192
Contig03729 (tc)3ttcat(ta)6t(ta)13 13 22 ctcatagggcttegetettetetg 24 64.9 tcagccceaccttetcttacacte 24 65.1 222
Contig03759 (ct)3t(tc)10 10 13 tgtaaggcttegatgagtecacac 24 64.8 ctctetctaaaccectecctetge 24 65.0 216
Contig03766 (ag)3aaagaaatatatt 10 16 aagaaggtatagctcgctegetca 24 64.8 tgacttatgtttcaggctgecaaa 24 65.0 270
(ag)10aaalag)3
Contig03778 (taa)15 15 15 gggattgatctgaagaaaccccat 24 65.5 gtcatcgaactcaaataacctccaa 25 62.6 290
(cct)4gaataccatacaa(tg)3d 5 21 gacaaggcagaaacagaggattgte 25 64.6 tctctetggecttggaatagttgg 24 64.9 264
. ctggt(gat)5ga(gga)3catg
Cant BRI gatt(atg)3catggattatg
(gat)3
Contig03821 (tc)3actatatctteec(te) 11 11 14 tcgctctectttcactacaaaccee 24 64.9 cattcatcgacgattggcagatac 24 64.8 265
Contig03839 (gaa)1l 11 11 atccattccaatcataatcgccag 24 65.1 aaaaaccgatgacacatcaatcce 24 65.1 275
Contig03918 (te)11 11 11 caaagcacagcaaagctactccaa 24 64.9 atccatttggaaataacggggaag 24 65.0 125
Contig03945 (tc)10 10 10 tgcteccattctaaagetetegte 24 65.1 atccaaattccctacaatcatgeg 24 65.1 300
Contig04019 (tat)15 15 15 cttgttgattgccaacaaaggceta 24 64.5 ttaaggctacagegtgcaaaatga 24 65.0 222
Contig04023 (ag)12 12 12 gtetttgtgtetggatteateece 24 65.1 gcctectcaatgteteccaagetaa 24 65.0 229
Contig04077 (tc)10 10 10 ttattttecttecgttgaaaccee 24 65.1 ttaacatgcccaccaacacgtaag 24 65.0 137
Contig04087 (tc)12 12 12 tcttctctatctggageteteggte 25 63.7 gagaagcaaatccaagaaaacgga 24 64.8 214
(ag)4aaac(ag)1lgaagtgta 11 28 cattggagaaggagaagcacttga 24 64.1 cgtagaagacgagagacggagagg 24 65.0 147
Contig04114 aagtg(ag)3ggggagaggg
(ag)10
Contig04122 (tc)11tatege(te)s 11 16 tctgtccatctgecaatagageaa 24 65.3 caacagctttcttcgggtetecta 24 65.0 165
Contig04153 (te)11 11 11 ctaccacgacccctctgettetac 24 64.5 cgaaaatgggtattgcagttgaca 24 65.1 297
Contig04156 (ag)12 12 12 ccccatececcaatatacacttet 24 65.1 caaccagaacaacaccaaacaagc 24 64.9 210
Contig04203 (ta)5t(ag)10 10 15 cctetecctttagetttettecca 24 65.1 ttgtctecteccatttttggtgat 24 64.9 127
Contig04237 (tc)13t(tc)6 13 19 cttacactctgtttccageectee 24 64.5 tgctaccagaaaacaatggggact 24 65.0 235
Contig04246 (ag)10aaagagaalag)3 10 13 ccaagtctctggatcacaacactttat 27 62.9 ttttccaccataacaaccacctee 24 65.1 287
) (tc)3caccactatt(te)3ce 10 20 acctctecttegatcegtetttet 24 64.9 aaacttcaacagctcaacgectte 24 65.1 156
Contig04324 (tc)10ttcegt(te)4
. (ta)4ttctecctt(te) 10tt 10 25  tcctgeacatacagettetgeaat 24 65.3 gctttgtectecacctteatgtet 24 65.0 161
Contig04332 (tc)7tgealta)4
Contig04347 (tc)4talte)10 10 14 tgccactcttacagecttetetee 24 65.3 catctgacaccaaccttgcaaaag 24 65.0 284
Contig04554 (tc)10 10 10 gcgttgttgaccteactgtetgat 24 64.9 tgcttaagaatcaccggtcgaaat 24 65.0 115
Contig04592 (tc)12tgtglac)3 12 15 tgtatattaatcagcceaccacce 24 63.0 acttgggacttgggagtggtgata 24 65.1 120
Contig04638 (tc)10 10 10 gacaaacctcaactcccaagtect 24 64.0 agttcactgttggtgccattttca 24 65.0 264
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Supplemental Table 1. (continued)

Uni DY o " Repeat Repeat t? o Length fw 0. Length ry Product
nugene ore motifs (max) (total) W primer (mer) Tm rv primer (mer) Tm  gize(bp)?
Contig04657 * (ag)l7 17 17 aatgtgctaaactctecttegeca 24 65.3 agagcggcaaataccacagaacte 24 65.0 203
Contig04735 (ct)3tcctalte)12 12 15 agtgcgagctctcaactcacaaga 24 65.0 cagtaaggacgcgagactccattt 24 64.9 106
Contig04740 (tc)10 10 10 agcacagtctctetectetecagg 24 64.8 ctcattectgectatgggtgcetett 24 65.0 183
Contig04759 (tc)10t(tc)4 10 14 aagacatctgcctcagtgectett 24 64.9 tgcaagagattgcgacgaaactac 24 64.8 192
Contig05021 * (tc)14 14 14 tctcatcaaccaattcaacaccct 24 64.0 gtatggatcatcecctegacagett 24 64.8 127
Contig05069 * (tc)12 12 12 gtggtttttgcaagegacatttg 23 65.8 tgagcttttacccaagaccctcag 24 64.9 242
Contig05098 * (ag)l7 17 17 tcggttcggtttggtatttacage 24 65.2 acagattgaggctttgttgatcge 24 65.8 173
Contig05104 * (ag)l4 14 14 gggcagaaaagaaaaagaagaaagce 25 63.8 gccaacaatgctagggaatacage 24 65.0 249
Contig05140 * (ag)17(ga)3 17 20 tgcctggactagggagactetgaa 24 65.7 ccgcteccataacaagetegtatte 24 65.1 292
Contig05179 (tc)10 10 10 tatttttcccaaacccaaacgeet 24 67.2 tgacgtaaccgtagcagagtgage 24 65.0 291
Contig05275 * (tc)12 12 12 gccacaatcctcgaagaagaagaa 24 65.0 gccatatccaaaggttcecttage 24 65.0 250
Contig05282 (tc)13 13 13 acggcctgacagccagataaataa 24 65.0 aacaacgcagagtcggagagagat 24 64.9 129
Contig05319 (cg)5cacacacalta)10 10 15 agagctacccactgccaaattacg 24 64.7 aaatcttgttgatctcccteegtg 24 64.7 138
Contig05326 * (ag)dgglag)13cgl(te)s 13 22 acgaaggagctcaacgetgtagac 24 65.3 atcaacgatagaaaactcggcgaa 24 65.1 225
Contig05370 E:lgg)) Ef;)gg(ag)10gcgccgcca 10 18 gggtcaagccaccagtttgtaaag 24 65.0 ctctatggcgcaacctectagaaa 24 64.9 283
Contig05406 (ag)11 11 11 ataggaaagcactcacgacttgce 24 65.0 actcgttagagacatcctteccee 24 65.0 112
Contig05407 * (ag)l4 14 14 tccttcaccagacacgagtegtta 24 65.3 cacctecctteactetctecacte 24 64.9 128
Contig05421 * (ag)daalag)12 12 16 cgcctatacatacacgetgetetg 24 65.1 tttgtttctegetctacctcaggg 24 65.0 167
Contig05432 *  (tc)14tgcacgcacaga(ta)3d 14 17 gacggtacgceaattttetatgte 24 63.0 gatcaccatgcaccttctgaattg 24 65.0 238
Contig05448 * (tc)13 13 13 ctcacaatcacaatcctctteece 24 65.2 ttgaatttgcegtaccagatgaga 24 64.9 279
Contig05461 * (ag)l7 17 17 ccgettctaatctgggetgtteta 24 64.9 cgttgtcccaagcatcacaagata 24 65.4 281
Contig05536 * (ta)7gctactgt(ag)12 12 19 ttgaatttcccagtttggaccact 24 64.9 accgaactgcccactcatgttatt 24 65.0 270
Contig05575 * (ag)l7 17 17 caagagagagcgaatctttctttaggg 27 64.9 aggtcatcgttgetttettetteg 24 65.0 180
Contig05580 * (ag)l4 14 14 ccatccctecttagaaacagectca 24 64.9 tggatgttcatcgecttettgtta 24 64.9 249
(ct)3ttctetetttegt(te)6(ta) 6 24  tttectectcaatcaccecttaca 24 65.0 caaatttccccacttetecaactg 24 65.0 179
Contig05600 4a(ta)batatata(at)3atata
tatataca(tc)3
Contig05644 (tc)13 13 13 cgctgettetttettectetgtte 24 64.9 caaagagtcgacgaaccttagegt 24 65.0 268
Contig05652 * (ag)3tglag)13 13 16 gagcgtectegatcaacecta 21 63.8 aagcatcggtacctgtgagagace 24 65.0 235
Contig05704 (ag)10gglag)4 10 14 ctcgcgacaggataacgaatcaag 24 66.2 tgcactcacatttcatcgatctca 24 65.1 178
Contig05733 * (ag)l4 14 14 ggacagtctgctctccatttggta 24 63.9 agagacccattgaacatctctege 24 65.1 262
Contig05806 (tc)12 12 12 tctcecttacacttcacgecaaat 24 65.1 tgggttttatctcaagggagagea 24 65.2 224
Contig05829 * (tc)16 16 16 ctccatagcttcttettgggtteg 24 64.5 atcagagacgacgcaaaaaccttc 24 65.0 271
Contig05869 (ag)11 11 11 atgtcatttgctaccggaaaaage 24 64.5 gagactcgtcaatccecttettea 24 65.1 149
. (ta)4tgtatg(ta)3ttgcggag 17 24 cgtcctegtaaacggaaagtaacg 24 65.0 tacctcttacggagcaaagcctca 24 65.4 242
Contig05911  *
geggglag)l?
Contig06021 (tc)10 10 10 ccacccaatcaggagaaagatttg 24 65.0 ggatgaaggtccagcattttcact 24 64.8 124
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Supplemental Table 1. (continued)

] D o 2 Repeat Repeat 9. Length fw 0. Length ry Product
Unigene ID Core motifs (max) (total) fw” primer (mer) Tm rv”’ primer (mer) Tm &ige (bp)7)
Contig06063 * (tc)13ttteggtc(ta)3 13 16 ttaacaaaagggagtacggagcga 24 65.1 tggagaaggtagtaggcaacggag 24 64.9 300
Contig06086 (ag)11 11 11 atatccccggaggtagtgtggagt 24 65.1 aagctgcaggtgcagtagtgtgac 24 65.2 264
Contig06087 * (tc)13 13 13 tgatgattcttgaaggggageact 24 65.4 agccttagetectteteteecttg 24 64.6 193
Contig06105 (ag)10atglag)3 10 13  atctctctegatcegtetgeaaat 24 64.7 aatgccatgctcaaggeaatagag 24 65.6 149
Contig06115 (ag)1l1t(ag)4 11 15 gactgatgggacttcagaaatga 23 60.5 atgagatggctctgctetteacct 24 64.9 128
Contig06196 * (ag)l6 16 16 ggctggaatgacaggaaatcaate 24 65.1 cattctetgecacagtectectet 24 65.4 276
Contig06352 (tc)10 10 10 ccttcatcctetettetttaataacce 27 61.9 aacagcatcaaaggaggcttcate 24 65.0 225
Contig06422 (ag)3aalag)14 14 17 tccgccacttcagagcatacataa 24 65.0 tagcaatgagcttttgctteteee 24 65.0 192
Contig06449 * (ta)13 13 13 ctttgectttgttttgggttacga 24 65.2 gagacgcaaccagaaaaggaacat 24 64.9 213
Contig06459 (ag)4at(ag)12 12 16 ccagtgtcttcectgecaaagtgta 24 64.7 ttctcttctagetcceccaaaace 24 65.0 297
Contig06487 (ag)3aaagagaalag)10 10 13 cctcattcccatcaaacctcattt 24 64.4 ctcaacacaatcaaaacccccatt 24 65.1 281
Contig06503 (tc)10 10 10 tctgectgggtgcetttactttett 24 64.5 acaatatggtttcaggccatggag 24 65.2 297
Contig06566 * (ag)l7 17 17 tcatagctattacagggaaacactgga 27 63.2 tgctgtagatcatcaggaagcace 24 64.9 157
Contig06574 (tc)10ttctagtecacee(te)d 10 13 gcagagtgatgagtgcegacatttt 24 64.9 agctttgettgetttttcaccaag 24 65.0 212
Contig06590 * (tc)16 16 16 cttggggttaccctttttctecac 24 65.0 gccgctaattcacggaatgtaaaa 24 65.1 288
Contig06640 * (tg)dgaaatatttttgelag)17 17 21 gctgcttecgcaaagttcatatte 24 65.2 tcaacaatcacgaagcaaccactt 24 65.1 117
Contig06657 *  (tc)dcc(tc)12 12 16 cccgeecttctattatteatecat 24 65.2 cttattgattccgtttccgagtge 24 65.0 168
Contig06713 * (ag)3ataggggglag)12 12 15 ctgccattgaaaagctcagtagee 24 65.4 ttgatttcgeccttecttcaacta 24 65.1 255
Contig06791 (ta)10 10 10 tcatattgcagagactggcaaage 24 64.8 accttattgggttcaatgggtgtg 24 65.0 191
Contig06793 (ag)3aaagglag)10 10 13  cccatcettecctetetattetee 24 64.5 acaccaatccacagtcttecctte 24 64.8 120
Contig06795 * (ag)6alag)12g(ga)3 12 21 tcccataccaattaccaaagacage 25 64.3 gtccgaacagtaggagtcagecat 24 65.0 280
Contig06796 (ag)13 13 13 ggggttttgcttagetcactgaa 23 63.9 gaaagccgectttatagacagcaa 24 64.8 256
. (ta)3cctgtttgeg(ta)llnac 11 18 caccattttctatccgactggage 24 65.1 ttacgagatttgaatgcgcagaag 24 64.7 163
Contig06910
ctacntanaa(ta)4
Contig06934 * (ac)3ctctecttgalte)16 16 19 gaaacccgtcaatttcaaagga 22 62.4 accaaatgtgacccaagtggagat 24 65.0 216
Contig06948 * (ag)3tctcagacc(te)14 14 17 ccagectetctacgeataaccatt 24 64.7 tgaccattaaaagatggggaggaa 24 64.8 237
Contig07002 * (tc)13 13 13 gactctctcgctaaacacagettagta 27 60.9 cgtgtagacaagaccggtcaaaga 24 64.7 158
Contig07004 * (tg)6(ag)12 12 18 gacactttttctectgeacaaacg 24 64.3 cggagatgatcagcaaggaagaat 24 64.9 196
Contig07073 (ag)10 10 10 ttgggtagtggggctttaggaagt 24 65.1 acattcttgatcccaaaatgcage 24 65.5 259
Contig07082 (to)11 11 11 gagatggtgttgatggagagcaga 24 65.0 agcggcgtagaagtaaatgcagac 24 64.9 232
Contig07087 * (ag)8aalag)12 12 20 atgagtatggctcccaaatccaac 24 64.4 cctggtctccaaaaacagtaacgg 24 65.0 218
Contig07091 (to)11 11 11 gcggaacttccacagttccactaa 24 65.7 ataccgtcaagcatctccgatete 24 64.9 285
Contig07135 (tc)10 10 10 agttecgtecccatttttetttgt 24 65.0 tatgtattgatcagctgtgeegtg 24 64.3 161
Contig07202 * (ag)l7 17 17 ggectetegtettegtetaaccta 24 64.2 tcccttagettegtetgecataag 24 64.9 150
Contig07219 (tct)16 16 16 ttgtggtgatggcatcettgattet 24 65.0 tcagatcttcttcgaaatcteege 24 65.1 186
(tc)9taltc)dgeacatttatt 9 31 tgcctectgtgtaaatacttttecte 26 62.9 gaaattactgctctgecctteeet 24 65.0 221
Contig07258 (tc)4gcac(ta)3gcacatttat

(ag)3gcaca(ta)3(tg)5




Supplemental Table 1. (continued)

] D o 2 Repeat Repeat 9. Length fw 0. Length ry Product
Unigene ID Core motifs (max) (total) fw” primer (mer) Tm rv”’ primer (mer) Tm &ige (bp)7)
Contig07260 (tgt)11agt(tgt)3 11 14 ctgcagatccattgtgaattgtee 24 65.0 gacattggtcgatctatceggaac 24 65.0 142
Contig07295 (tc)3t(tct)11 11 14 gttcagtcecacctettecetett 24 65.2 tgttgctecatttceccagtttat 24 64.8 297
Contig07342 (agldggagggagge(ag)10 10 14 tccaccaatataaaatggggagtga 25 64.4 cagagtcgttgtcgatgaagtegt 24 65.0 285
Contig07368 *  (tc)3tttctecat(te)17 17 20 aaagcccacaaagctctcatgtgt 24 65.4 gctgtaaccaattgggagcaaaag 24 65.0 255
Contig07440 (tc)14 14 14 cgctctacttegtegttgtcagaa 24 65.1 tggaagagaagacgacaatggaga 24 64.5 218
Contig07481 (ag11 11 11 ggcggtttagtgtttgaaatagee 24 64.0 gggcttcaattteteetteteete 24 64.7 260
Contig07492 (tc)10ttceteee(te)3(ta)4 10 17 gacttecctgtgaacatectegtt 24 64.9 agcagccacatttcatttcatect 24 65.2 153
Contig07514 (ga)3alag)1l 11 14 ggcctetetgtaccttetecaaca 24 65.1 tccgtgaaacatgaaaagtcctca 24 65.0 161
Contig07568 * (ga)3aaalag)16 16 19 gactaccctgtgtattgagagtggg 25 62.3 tctccttcaagctctccaccatet 24 64.9 269
Contig07632 (tc)10 10 10 tectteatcttetecacctettea 24 63.6 ctcgcgactctatetcatteccag 24 65.6 219
Contig07652 (te)11 11 11  ttecteeggettatcattttetea 24 65.1 tgaagactggaaacctacgggaaa 24 65.1 164
Contig07663 * (ag)l2 12 12 gggagtgagggagggagaaagata 24 65.1 tgagggacagaatcctctcaaacc 24 65.0 217
Contig07664 * (ag)l6 16 16 cctaaagttcaagaattgtggagga 25 61.9 ggaagagagagaatggtacccacg 24 64.4 101
Contig07718 * (ac)3ccctett(tc)16 16 19 tecttccaaccccacatecttaact 24 64.1 ccgatctccttccacactgaagat 24 65.0 275
Contig07725 * (ac)5at(ag)ls 15 20 cttctggtetecatacgtgagteg 24 64.4 ttctgattctceatttteteeeee 24 65.6 194
Contig07741 (ta)3atccgtaca(ta)3at 11 20 tctctgtctegeacacacactgte 24 65.2 agacctctecattctecteecact 24 64.9 203

(tc)3gttegelte) 11

Contig07752 (tet)17 17 17 atgtgattctttgecaccgttteet 24 65.1 tccacactgccttcactacccata 24 64.9 150
Contig07772 * (ag)l2 12 12 gtggectgtggtgtttgaagaaa 23 65.5 cttcaccacagttcgaaacccttt 24 64.7 272
Contig07773 (tc)10 10 10 ctttcaggcttcttcttcacccaa 24 65.0 atgagttcttgetttegttttege 24 64.9 158
Contig07907 (tc)8cccelte)5(ac)3alta)s 8 21 getecccttettecttgttettte 24 64.7 aaaccccactcagatgactccaaa 24 65.2 283
Contig07974 * (ta)27 27 27 gtcaaccacaaaagaaagttcgee 24 65.1 ggcttcttcaattcacgecatcata 24 64.5 293

. (ac)5aat(ta)11(tc)4(ta)5t 11 37 tggggtatgggttttgtttagetg 24 65.1 ccatgtaaccccaaaactgcaaat 24 65.0 205
Contig08117

atat(ag)3ta(ag)9

Contig08954 (taa)10 10 10 tgggtttaatttcttecttetecee 25 65.4 gacgctgcaggatagtgtttetga 24 65.0 165
Contig09450 E:(;))icctctctt(tc)7(ta)80a 8 25 cacaaacactcaaaacagtccect 24 63.7 gctacatctecttgtgcattgtgg 24 65.1 261
Contig09582 * (tc)17ngaact(tc)4 17 21 ttggaatccagtttgtgctgtgat 24 65.0 gtgtaccgctgteecegtttt 21 65.4 263
Contig09733 (ta)10 10 10 gctgcaactttttcagaagcaatg 24 64.4 catctcacctcaacattgeccaaac 24 65.0 236
Contig10273 * (tc)12 12 12 tttgttcacctgataaagcagcca 24 65.0 ctgctttectggtaaatggattge 24 65.0 189
Contig10281 (ta)3aalac)10 10 13 ttccattcaagctaaagagcagca 24 64.5 aacaaaccatgcaagtacgcagaa 24 64.9 143
Contig10368 (ag)13 13 13 gcaagcttcgecatgtacacatac 24 65.0 aaaccaaaaaccgctecttcactt 24 65.2 147
Contigl0405 * (ta)17 17 17 ctgcacagcaaggatttaacaatga 25 64.5 tggagaagaaacatggtttgaagg 24 63.6 263
Contig10408 (tca)11 11 11 tgaggaatcccaaccgtttcteta 24 65.1 tacgcgggagcattcatctaaagt 24 65.1 256
Contigl0425 * (ag)18 18 18 cgtecttgaccttecagttecttgt 24 65.0 gtatccaaccacactgecgcacta 24 67.3 268
Contigl10511 (ag)17 17 17 tataggatgatgcaaggcagagca 24 65.1 tgccgaggaatgaaaagaggaata 24 65.1 151
Contig10526 Etzz;i(caa)S(taaﬁ ta 8 22 ggtttttgtcaaagageattteee 24 64.1 tttgtattgtatcccteggteget 24 64.9 168




Supplemental Table 1. (continued)

] D o 2 Repeat Repeat 9. Length fw 0. Length ry Product
Unigene ID Core motifs (max) (total) fw” primer (mer) Tm rv”’ primer (mer) Tm size(bp)7)
Contig10818 (tc)13 13 13 gcacctcagattaacaacactttcagg 27 65.2 tccatatctttgecttagetceca 24 65.1 141
Contig10873 (to)11 11 11 ccteecectagtgteattteteet 24 65.0 gaagagatcgccattgttgagtga 24 64.9 119
Contig10901 (ta)10 10 10 gtatgcacgatttccacgaaatga 24 65.1 gaatacgtgtctgaatccgggaag 24 65.0 287
Contig10939 (ac)11 11 11 gcattggacaggaaaagtcgaaat 24 64.6 aggaattaggccttgetgeatett 24 65.4 216
Contig10987 (cgg)11 11 11 ggtagcgattggeattacatecte 24 64.9 tatccagcttcttegatecactee 24 64.9 214
Contigl11104 (taa)11 11 11 cagccattgaagttctcaacacaa 24 63.6 attgcggtgaagtatagcccagaa 24 65.0 295
Contig11406 (ag)11 11 11 gagacagagaaatgctttgggcat 24 65.0 gtcttccaccteccaaaccectet 23 66.0 233
Contigl11626 (ag)15g(gt)3 15 18 gttttgaggtcggacattggaate 24 64.9 tgcaaccacatgctcactatectt 24 65.1 162
Contig11928 (tc)11tttaattt(tc)4 11 15 tcttgcttctcaaggtggttgtte 24 64.8 gagcaagaaataaagctgecac 22 60.4 214
Contigl11987 (gaa)14gatgatatcc(ag)d 14 17 tgaagaaacttccccaaccactte 24 64.7 ttggggcctccaaatgtgatatag 24 65.1 293
Contig12093 (ta)15 15 15 gctgetectacttteggageteate 24 65.0 aatcttgaattgctttgagecteg 24 64.9 292
Contigl12195 (ag)3taataa(gaa)l9 19 22 ctgattgttcaaaacccacacteg 24 64.9 gcagtcctgtatttgeagateect 24 64.9 249
Contig12298 (gt)3agtgt(gaa)dgta 11 18 ataaagatgatgcctggggtaggg 24 65.3 gactgcaacatacacacaaagctaa 25 60.6 246

(gaa)ll
Contig12319 (ag)13 13 13 cagcaaatgtgacaacacagatcg 24 65.0 ttattggtcggagtgggtatggac 24 65.1 290
Contig12423 (te) 7tt(tc)22 22 29 tggegactggtttetettttette 24 65.0 tccacagaaggcagagatttttee 24 64.9 133
Contigl12554 (tc)3ctetetee(te) 10 10 13 tgattgggttgaactgaagatgga 24 64.9 cttctectetateccacaacgeac 24 65.4 129
Contigl12610 (ag)11 11 11 aaagccctctcagtaccettttge 24 65.0 cttcttgattegtggtatgggcete 24 65.1 244
Contig12696 (to)11 11 11 ggcaacacttccctctcatcaagt 24 65.0 cccactccatccgattaacattet 24 64.4 248
Contig12991 (ta)10 10 10 aatgtaacatgcaagccagecttt 24 65.0 tggagaaaccagagaatggggtta 24 65.0 221
Contig13120 (ta)10 10 10 cattattgccccttggtatggaaa 24 64.8 tggatcggaaagcattctetttgt 24 65.2 281
Contig13139 (ta)11(tg)9 11 20 aataggatgtcaaagacagactactge 27 60.5 ctcggtaaaatgtcggtccaaaag 24 64.9 186
Contig13200 (ca)3ac(ta)11 11 14 ggtagcagtacaaccccaggatet 24 63.8 gatcgagttcaatcgagaccatga 24 64.8 226
Contig13327 (ag)10 10 10 ggaatgtcaactaccaccaaagaaga 26 63.7 acccatcgtctggaagaacttgag 24 65.0 276
Contig13374 (ta)33 33 33 gccatggaggaagattgaagaaga 24 64.9 acaagacatcaactgtggctggag 24 64.9 255
Contig13560 (tc)13 13 13 ccactgtgtgtgagaatccagett 24 64.9 ggaattgegtttagacttgeatee 24 65.0 210
Contigl13574 (ta)15 15 15 taaagctcacgcacgttaatccac 24 64.5 ttettgtgggtgcacatceteattt 24 65.0 269
Contig13588 (ag)11 11 11 tgagaattgaagggtgtgtaggca 24 65.0 atgtctgattctcteccecaace 23 64.8 101
Contig13620 (ga)3aacaaagttac(ag)12 12 15 acgtttccagatcaacctgaggag 24 65.0 gatgcagtagattttcacgteget 24 63.9 121
Contigl3756 (tc)10 10 10 agtagacggatgggtagtggtgga 24 65.1 gaatacactacccttgagceecgeag 24 65.2 166
Contig13806 (ta)10 10 10 atatatgatcgccttccatccacg 24 65.1 attggcegtttgatttgecagettac 24 65.4 173
JMFF003B05 (ag)16 16 16 cacaagaaaaacaccacagtaagagag 27 61.7 tcttgtgaggttgttgaaggagea 24 65.4 273
JMFF007H04 (gaa)10 10 10 gaggaggaggagaagccagaagag 24 65.3 ttggtggcagaaggtcttgatgta 24 65.0 293
JMFF0071.19 (gat)10 10 10 tatgggtgatgaaggaggaaggaa 24 65.0 tcaacaaagtcgtetgegtetete 24 65.2 123
JMFF011H24 (ag)10 10 10 agaaaatcaacaacacccgcctta 24 64.9 aagaatgtggagccaacagagacc 24 65.0 232
JMFF012J03 (te)11 11 11 ttggaaggcagaaagagtttggac 24 64.9 cttctectecactaagecteecte 24 65.0 231
JMFF014101 (ag)10 10 10 ccagtgtgcgattcactcttetgt 24 65.0 ttgctgttetettgategeagtte 24 65.1 185
JMFF014001 (gaa)11(gat)3 11 14 cagcagcggtgagttttactctga 24 65.1 ctttcttecgtgtegtegteataa 24 64.6 108
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Supplemental Table 1. (continued)

] D o 2 Repeat Repeat 9. Length fw 0. Length ry Product

Unigene ID Core motifs (max) (total) fw” primer (mer) Tm rv”’ primer (mer) Tm size(bp)7)
JMFF023M20 (te)11(ta)8 11 19 attcacgttgcceatteteacttt 24 65.1 aaaccgtgctttcaggtttatgga 24 64.9 255
JMFF025H23 (ag)7aclag)1l 11 18 cacatgaactccctgtgccataat 24 64.3 tgcagaaagaacctttgttgacca 24 65.1 212
JMFF030N04 * (ag)l7 17 17 tgcaaacctgaaaactctcacaca 24 64.2 cagcttttecccacatetetgeaac 24 66.4 215
JMFF035A09 (ag)10ac(ag)9 10 19 tctactctgaagtaaaacaagggage 26 60.6 tgcagagcacccgacaaatagtaa 24 65.0 156
JMFF039J15 * (ctc)3tgel(ag)ls 15 18 gggtgctetttgattetgeattte 24 65.3 ggatgagaaactgctagggggaag 24 65.4 209
JMFF043B04 (ta)11t(ag)8 11 19 agaaaacaaccagcgaactcaagc 24 65.1 agcagccccagaactaaccctaac 24 64.9 228
JMFF043D23 * (tc)14 14 14 tcttetetatgeteeeteeeteet 24 65.0 aatgcaggtggaggatgaaatgtt 24 65.0 215
JMFF050I11 (ag)11 11 11 cattcacacccatccatactteca 24 65.0 aatgtctectetgttgeccagtte 24 65.0 284
JMFNOO3E19 (ta)10 10 10 taagctagccatatctcectggea 24 65.2 tgcttggcacagtattcactcaca 24 65.1 256
JMFNOO6E15 (ta)10 10 10 ctctetettcaaccaacageecte 24 64.9 gaaaacgttgcgtattcaaggacc 24 64.9 194
JMFNOO7K12 * (ta)30 30 30 ctcttgggectgttcagtecgatag 24 65.5 ggggaggcatacaaactagtagtaaca 27 62.0 291
JMFNOOSE02 * Ezgi;aggcg(ag)Sgaaga 13 20 gggggaatcgtgacagagttta 22 62.4 ggaaagcttacaccagaaacggaa 24 64.7 173
JMFNO16N09 * (ct)3gcgt(cge)3cglta)25ca 25 34 ttaacccttccactcectccaaat 24 65.0 gteggactcagetetagecteact 24 64.7 192

catacat(ac)3

JMFNO20H15 * (tat)12 12 12 tagtccgttgtactgggtgetcaa 24 65.0 aagcctectgetettgetttettt 24 65.0 243
JMFN028C18 (ta)11 11 11 taacacgaagacgaaggagaaggc 24 65.0 acaaataatgaaccccgttttece 24 65.0 289
JMFNO29H19 * (ta)22 22 22 tatcttcttcaccetecceggaate 24 65.6 ataaaaggtgacgaacagcgacga 24 66.1 271
JMFN032F23 * (ta)16 16 16 tctgaaaccaatcatcttcteece 24 64.7 tgagtaatcactgggaaacgacca 24 64.9 263
JMFNO033H19 * (ta)33 33 33 aaacgctcgtcaaagcaaagaaag 24 65.0 taaaggagcgcgcttgacaagtat 24 65.3 207
JMFN035D03 * (tg)7(ag)l4tt(ag) 14 26 tctccactactttctgagactgage 25 60.6 ttttccacggttggagaagatgat 24 65.0 241
JMFNO41N11 (ta)11 11 11 cgagatcctccaggtetactccaa 24 65.1 tgaactccaataatgttccaactge 25 63.4 260
JMFS006E03 * (tc)14 14 14 ctctctctagtgaagaccacegge 24 64.9 cacccgatctgeecgetatactate 24 65.0 279
JMFS018E02 (ta)15 15 15 tgtgatgtcaaaatgtcaggatge 24 64.3 cttttaatgattgtgecggetgat 24 65.3 143
JMFS019B06 (ag)10 10 10 gattectagcacctgegtacatga 24 64.6 ccagtccgtaactagaaggcaage 24 64.5 292
JMFS028A02 * (ta)18 18 18 aaaagcaaatgaaaccacgtaccg 24 65.2 tcgaagttggcttcttcaaaggte 24 65.0 115
JMFS030B05 (ta)10 10 10 accttgaacagaatgegtttgaca 24 65.1 tcgtgaaagcaagaatctgatcca 24 65.3 262
JMFS030F04 * (tg)9(ta)26 26 35 ttgaaggggctaggggatatcatt 24 64.9 acatcccaatgccaagtatcgagt 24 65.0 281
JMFS033D01 * (ta)24tg(ta)s 24 29 caaagcattaattacgtactgtttca 26 58.8 catccatacatgcttgggagt 21 59.8 199
JMFS033D01 * (ta)18 18 18 gattgtgtgcacccacttgt 20 59.5 cacgcaccttaagcacaaaa 20 59.9 210
JMFS038H06 * (ta)12 12 12 gctagcttegegettcataaggta 24 65.0 gaaaccttcgattcctteccatet 24 64.8 194
JMFS047HO7 (tg)10 10 10 gagagttgatcagttgggggagaa 24 65.0 ttctegtgggcattagtgagaaca 24 65.2 231
JMFS049C04 * (ac)l4aagtc(ta)4 14 18 atatcacctgaagcctcaacggaa 24 65.1 tgcagaatcattcgaccatttcag 24 65.5 254
JMFS051D07 (ta)14 14 14 cggcegacctettaatetectact 24 65.0 gtacctctttggeegtcatgaaac 24 65.1 176
JMFS052D04 (taa)11 11 11 ttecggtacaaaatacggaagtcg 24 65.2 tttaacttggcctcatcgteacct 24 65.1 265
JMFS056F10 (tc)10 10 10 ccaccaaacacacacaaattcaca 24 64.9 gactgaaactttggggaaaaaggg 24 65.1 299
JMFS077C11 (tc)10(ta)7calta)3 10 20 accaaaagctcctectggtttete 24 65.2 atcacccatgaaggcctagtcaag 24 64.7 247
JMFS079F08 * (ta)17 17 17 cggceggecataactacttatttt 24 65.1 tgctgagtgaaccacttgatgaca 24 65.3 267
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Supplemental Table 1. (continued)

Uni DY o 2 Repeat Repeat t? o Length fw 0. Length ry Product
nugene ore motifs (max) (total) W primer (mer) Tm rv primer (mer) Tm  gize(bp)?
(ag)3aagtctagecagl(ga)3c 10 20 ctettetcaccegteteeetetet 24 65.7 cagcgaattagaagcagcagatca 24 65.0 213

JMFS084E02 t(ag)10aagccac(tc)4
JMFS099H12 (tc)11tgtgtacalta)4 11 15 gctetegectttacteegttttet 24 65.2 ctctggtagtgcaccatecteett 24 65.0 124
JMFS102F01 (ta)4catatatatg(ta)1l 11 15 cttggatctcgagtttcagaggga 24 65.2 atggaaattaatctcagacgccga 24 65.0 287
JMFS130G01 (tc)10 10 10 ccctactgaaaatcaagctceegt 24 65.7 catagcaatcccaactcttetegg 24 65.2 188
JMFS140D08 * (ta)38 38 38 aagaagaactactccgtattattgaa 26 56.3 caacggagtgcaatttttce 20 60.5 160
JMFS147F08 (ta)24 24 24 tggtgaacaaatcgatacacga 22 61.3 tttcgtggaaattaagtcccgagt 24 64.1 251
JMFS155F04 * (ac)14a(ta)l4 14 28 tcatatggaaactggtgtctecea 24 64.8 attgttttcgggacagacaaggaa 24 65.0 233
JMFS160E10 (ta)11 11 11 tgtttgttttgttectgtacgeea 24 65.6 gccaaaagcaagtgtttggatttc 24 65.0 271
JMFS169B07 (tc)10 10 10 ccaccaaacacacacaaattcaca 24 64.9 gactgaaactttggggaaaaaggg 24 65.1 299
JMSF001H23 (tc)12 12 12 tctctetcttcaagcagacaagaaaac 27 62.8 catcgaaatttctgcagagcagg 23 65.4 101
JMSF002G14 * (tct)14 14 14 gtttatggttaaaatgggegagea 24 65.0 ggcttggaagaaggatcaacttca 24 64.9 265
JMSF004D24 (ag)10 10 10 tttggacacttctgggcagatttt 24 65.1 aagatcgatgccaagtgaagcagt 24 65.5 219
JMSF005H09 * (tct)13 13 13 tttgtgtcgagaagatttgggtea 24 65.0 ctectgttcaaaacctccagette 24 64.6 254
JMSFO007E13 (gaa)17 17 17 atcatgcgactttcaatgttgagg 24 64.5 gaatattagattccatggegggtg 24 64.6 153
JMSF007I11 (ag)4aagctccagetg(ag)10 10 14 ggtgagagaaagagagagggaaaaa 25 62.6 ttctcctgttcttgaaggtggage 24 65.1 231
JMSF011J06 (te)5t(te) 10 10 15 gtaaaaggaaaagctgtcttecge 24 63.6 tgcagggaaagaaaaagaaaccct 24 65.3 169
JMSF011024 (tc)10 10 10 gteegtecctectaagatteetgt 24 65.0 atccgatcaaaatcacacccttgt 24 64.9 182
JMSF011P24 (te)11 11 11 ggtaactttcccggeatttcaag 23 64.9 cgtcttcagageggttgaggtact 24 65.2 194
JMSF012J19 (ta)3c(te)11 11 14 aaaacaatccatttcctcgggtte 24 65.3 cgcaaaggacttgcttgaagagtt 24 65.1 140
JMSF013E02 (te)11 11 11 ggactttaaacccctetteteect 24 63.2 gtctttgattgttcaacgtggtgg 24 64.8 181
JMSF015H22 * (ag)l7 17 17 agtctttcaagaatcaacgeggag 24 65.0 aactgtttaccgacatcegetctet 24 62.6 137
JMSF018H02 (ag)12 12 12 gaggcagctgetttgetttgtatt 24 65.0 gcttteccttetetetecatetee 24 65.0 211
JMSF022B15 * (gaa)l2 12 12 atgaccttctctgetcaggaateg 24 65.2 aacaatgagtttcggctgtecaat 24 65.1 212
JMSF024B19 (te)11 11 11 ccaaacccactttecteettetet 24 65.0 attcagggttcggctatctgtcaa 24 65.1 142
JMSF024F16 * (ag)12 12 12 ccaccctctetaccaatcectett 24 65.0 atctectegttgtectecatcaat 24 64.3 149
JMSF025B15 (tc)10 10 10 atactctceceetcagectttgte 24 65.1 ataacagaagcagatctggggtce 24 63.9 201
JMSF025G18 (tc)10 10 10 cttacctgattcceatteecttee 24 65.0 gatcaccagcttccaccectaace 23 65.2 266
JMSF026B01 * (tc)13 13 13 caggagcataggactataggaggc 24 61.7 tatgggtgggaaatcagaggagaa 24 65.0 219
JMSF029A07 * (tc)15cglte)3 15 18 acatcctegtgetectetaacace 24 65.0 cttgtacttgtgcaaccatccage 24 65.1 293
JMSF033C08 * (tc)20 20 20 agatgcagaaatgtggacaacgaa 24 65.1 tatgagaatcatcatcaggtcceg 24 64.4 294
JMSF033G03 * (ag)l6 16 16 aataccaaaaccccaaccagcttt 24 64.8 cggatagagagaggaggaaggagg 24 64.9 300
JMSF034E11 (tc)10 10 10 gatggcggataacttttcaagect 24 65.6 agcattgaacattctgggtggatt 24 65.0 283
JMSF036F05 (tc)10 10 10 aactggggttgttecctttectaa 24 65.0 catgacctttgagtgtctgggatg 24 65.1 244
JMSFO037E17 (tc)10 10 10 gatctccaaaccecteteeect 22 66.0 ataacagaagcagatctggggtce 24 63.9 174
JMSF043D02 (ac)10 10 10 tggatgctaaatccctcaaccate 24 65.3 gcctattgaagcecaacggatacac 24 64.9 272
JMSF046J01 * (tc)16 16 16 acggagcatatctatacactgaage 25 60.1 tccggttaaactcagggaaagaaa 24 64.1 172
JMSF049E09 (ag)10 10 10 gtatctacatgegteccttecagg 24 65.0 atatccatacaggcgtgcacacaa 24 65.6 176
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Supplemental Table 1. (continued)

) D o 2) Repeat Repeat 5 . Length fw o Length ry Product
Unigene ID Core motifs (max) (total) fw” primer (mer) Tm rv”’ primer (mer) Tm gige (bp)7)
JMSF050D24 (ag)10 10 10 ggaccagtggcacgtatgtgagta 24 65.4 cttcagaattcgccattttegtet 24 64.8 134
JMSF052LL14 (to)11 11 11 ataacccactctgggectgtettt 24 65.3 ccaaaagcaaccatctttttacge 24 64.8 209

(ag)3ctgtgattt(ag)9gtat 9 22 caatccatagaagctctgettgee 24 65.4 gtcaatagaaacggaatcgetget 24 64.8 255
JMSF052N08 (ag)4ga(ag)3gaaglag)3d

(ac)4c(tc)9tt(tc)3aacatee 9 23 ccgcacagtgatgtttctteatet 24 64.8 ctgggtaaatctegetctgacace 24 65.4 284
JMFF015E19 attca(ta)4aacatccattcat

(at)3
JMFF038C14 (tc)10tagtcte(ta)? 10 17 ttgacaatgcaacactttcccaag 24 65.3 ggagatacctcacccttgeetett 24 65.1 218
JMFF041111 (ta)12 12 12  attctettecgettttggettagg 24 65.0 ctettecttteccagegtaaccett 24 65.0 171
JMFF042K01 (ag)10 10 10 gcaataaattgggtccagcaaaga 24 65.3 ccctataggtgaaatgtgecttge 24 64.9 186
JMFF043B04 (tc)8(ta)12 12 20 agcagccccagaactaaccctaac 24 64.9 agaaaacaaccagcgaactcaagc 24 65.1 228
JMFF047C24 (ta)15 15 15 tectaccctcatgeateccactat 24 64.9 gatttagcecttgeattcagatea 24 63.6 165
JMFF048M13 (tc)10 10 10 ataagtaacgggaaaagctggect 24 64.3 cattgaactcattcctgcaagacg 24 65.2 262
JMFF051M10 (ta)22 22 22 tacaaagggttcagaaatgcacca 24 64.8 aatcctettegtgetegactteat 24 64.7 216
JMSF003D07 (taa)12 12 12 gcaaccacatgcccataaaatgta 24 64.8 gagtcgttggaggatgeaactttt 24 64.9 195
JMSF008P12 (tct)18 18 18 aaaccttccactccatttgatgge 24 66.4 accaaaaagagaactcaggggtce 24 65.0 262
JMSF013MO07 (ag)10 10 10 gaagcattgcatcgatttcatcac 24 64.9 tctttgagcagagcagactccaga 24 65.1 232
JMSF028C15 (te)11 11 11 acgcaacataaccctcagcaattt 24 64.9 gtgcttaattegeectgtaaacca 24 65.3 270
JMSF028N19 (ta)12 12 12 tgtcctacattcatcatacatctge 25 60.3 gaaatactggcagaaggegtgact 24 65.0 155
JMSF034E21 (ag)16 16 16 caaatcaggttcataacagcagga 24 62.5 caagcgtttcccatcactgaaaat 24 65.4 229
JMSF036G19 (ag)14 14 14 cttcggagcatttggagaaacagt 24 64.9 ctgcaatggagtggaaactcaaga 24 64.8 205
JMSF044011 (ag)21 21 21 ggtctgeagttetecacttcaatge 24 64.6 ttgtgtgataaaggcagcagcagt 24 65.3 297
JMSF050P17 (tg)10 10 10 gacagtgaagcaggacagagtttce 25 64.8 gtaacaggaagtcggctgtgttga 24 64.8 224
JMSF051002 (tct)10 10 10 agaaatcaccacccaaaacacagc 24 65.5 agtctgagtgttgttcatccacgg 24 64.8 144
JMSFO053A15 (ta)10ttagenggagatg(ta) 10 14 ataaccggcagacacaccagaagt 24 65.2 atgttcaaggccctcaagaatctg 24 64.8 241

4

U Unigene ID is based on the Japanese morning glory cDNA Database (http://ipomoeanil.nibb.ac.in/).

? Core motif of SSR. Alphabets in the parentheses show motif DNA sequence. Numbers after parentheses show repeat number of motifs. DNA sequences between
parentheses are interval sequences between motifs.

? Repeat max shows the largest number of repeat in the core motif.

9 Repeat total shows the sum of repeat number in the motif.

% fw is forward.

9 yv is reverse.

? PCR product size using I. nil var "Tokyo Kokei Standard' as a template.

® Asterisk show unigenes of which primers were svnthesized and examined polvmorphism among morning glories.
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Supplemental Table 2. Japanese morning glory EST-SSRs of which primers were not automatically designed

Unigene IDV Core motifs? 1(%;1;3; (ljsifl% Unigene ID Core motifs R(ffl);j)t I(T; lz:‘%t
JMFF001114 (taa)10 10 10 JMFF044P02 (ac)9a(ta)19 19 28
JMFF004A14  (gt)3aagcatttct(ag)13 13 16 JMFF045G10  (tc)10cctegett(tc)4 10 14
JMFF004F14  (tc)16 16 16 JMFF046D22  (t0)12 12 12
JMFF005L02  (ta)23 23 23 JMFF046E05  (to)11 11 11
JMFF006B16  (tc)1lc(te)5 11 16 JMFF046115 (ag11 11 11
JMFF006C02  (ta)1l 11 11 (caa)3gcgttacaagate 8 25

(ac)3tce(te)5eclte) 12tga 12 23 (gat)3gcg(ta)7geg(ta)dt
JMFF006D23 ¢ taagc(ca)3 & IMEFO16119 gtt(ta)8
JMFF006E08  (ag)16 16 16 JMFF050D23  (t0)12 12 12
JMFF006G15  (ag)3tglaglll 11 14 JMFN002G05  (gca)3(ta)17ca(ta)8 17 28
JMFF006M10  (tc)10 10 10 JMFN004B10  (taa)l6acttcca(ta)4 16 20
JMFF006N18  (tc)16 16 16 JMFN007B08  (ta)11l 11 11
JMFF007C16 (ag)14 14 14 (ta)10ccattaaataac(at)3 10 20
JMFF007K18  (ag)10 10 10 JMFN007124 geatgtct(ta)3gcatg(ta)4
JMFF008H24  (ag)10 10 10
(ag)17gg(ag)3aatactcna 17 23 JMFN007013  (gaa)10 10 10
IMEFFO09K23 (423 JMFNO0SE18  (tc)11ttealtc)4 11 15
JMFF010C01 (ctt)3caatcee(tc)20 20 23 JMFNo12M21 (ag)6alag)12gg(ga)3 12 21
JMFF010G22  (ag)13 13 13 JMFNo013H23 (ac)10 10 10
JMFF010004  (ga)3ttgaaaagc(ag)10 10 13 JMFN014G16  (ta)15ga(ta)17 17 32
JMFF012H22 (tc)14cgacc(tc)3 14 17 (tc)5getttalte)10tata 10 28
JMFF013B12  (tc)10 10 10 JMFNO15L03  g(ac)3aaalta)3aaata
JMFF013P16 (ga)3ctgagaaac(ag)15 15 18 (ta)3aaatatata(tc)4
JMFF014D05  (tc)13ttctect(tet)4 13 17 JMFN032K07  (taa)10 10 10
JMFF014006  (tc)3c(tc)11 11 14 JMFN033G17  (ta)15 15 15
JMFF015H22  (tc)19 19 19 (ta)ba(ta)5atata(tat)3a 8 24
(ta)6t(ac)Bgttgtat(te)3 6 31 JMENO33NLT  ,iotte(tan)8(ta)3
JMFFo15M18  (ta)3gtt(ta)3glac)3gtt JMFN034022  (ta)20 20 20
(ta)3gt(ta)d JMFNO35N10  (ag)3aalag)1l 11 14
JMFF017C16  (tc)24 24 24 JMFN039L21  (ta)29t(ac)3t(tc)4 29 36
JMFF017J24  (tc)13 13 13 JMFN043B04  (ta)22 22 22
JMFF017P18 (ta)10 10 10 JMFNO046N16  (tc)10 10 10
(ac)5aalac)3aaaaaa 5 25 JMFS003H02 (tc)10 10 10
JMFF018E20 (ac)4aaaaaalat)3aalat) JMFS011C04 (ta)10 10 10
3(ta)4alag)3 (tat)11at(tat)7t(tta)3ttt 11 28
JMFF018K23  (ag)28nglag)s 28 33 JMFS015H04  o¢4(tan)7
JMFF018L19 (to)11 11 11 (ac)4gaag(ta)3gaagtata 17 36
JMFF019C15  (tc)12 12 12 JMFS017H03  taaaa(ta)bgaagtata
(ctt)3caatece(te)16nc 16 22 (ta)Ttacacaccaa(ta)17
JMFFO20E12 - (10)3 (ac)5agac(ag)5ggacag 15 33
JMFF023D24  (ag)23 23 23 IMFS024H10  (;0)15(ag)8
JMFF023023  (tc)5ceecec(te) 10 10 15 JMFS028B01  (ta)18 18 18
(ag)4aalag)15aaaaage 15 22 JMFS033C08 (gaa)3at(tat)25 25 28
JMEFF028P02 ()3 JMFS034D10  (ag)10(gt)3 10 13
JMFF029E14  (ag)4aagttc(ag)1s 18 22 JMFS037C09  (t0)13 13 13
JMFF030017  (tc)10 10 10 JMFS040E04  (ta)19 19 19
JMFF030019  (tc)10 10 10 JMFS042G08  (t0)10 10 10
JMFFO31H10 Eltrclﬁﬁlcltt(étz)cg(tc)lsatn 19 32 IMPSO44A12 ga)24aacattttaactt(ta) 24 27
p e i R Y
JMFF031K12  (ag)12tggtagagg(ga)3 12 15 JMFS070D02 (ta)18 18 18
(ag)22nggg(ag)3tttnata 22 28 JMFS073C03  (ta)27 27 27
IMFFO33G10  pignn(en)3 JMFS075C06  (tc)13 13 13
JMFF033102 (te)10 10 10 JMFS081H11  (tat)17 17 17
JMFF035J15 (tc)14 14 14 JMFS097H04  (ag)11l 11 11
(ag)3atagagggaga(ta)s 22 30 JMFS098A08  (t0)17 17 17
IMFFO38N12 oat(ag)22 JMFS107E03  (t0)12 12 12
JMFF038P22 (ag)13g(ag)3 13 16 (tg)5cgtgtgta(ta)8gaa 8 21
JMFF039J24  (to)17 17 17 JMFS108A11 (08
JMFF041J19 (tc)12tttetettatt(te)3 12 15 JMFS119H10  (t0)10 10 10
JMFF043L09 (tc)10 10 10 JMFS128D03 (tat)26 26 26




Supplemental Table 2. (continued)

. . Repeat Repeat . . Repeat Repeat
Unigene ID Core motifs (max) (total) Unigene ID Core motifs (max) (total)
JMFS130C01 (tc)3cettt(tc) 10 10 13 JMSF038L03 (te0)17 17 17

MFS1 (tc)10tatctetalte)3 10 13 (tc)3taltc)4tacate(ta) 10 17
jMleigg(l)g (ag)14 14 14 JMSF038001 4
(tc)11accc(ca)3acacaget 11 17 JMSF039A01 (te)10 10 10
IMFS149D03  ga0e(ag)3 JMSF039A11  (t0)17 17 17
JMFS156F04 (ta)5caltc)12 12 17 JMSF039F23 (ag)14 14 14
JMFS157F06 (tat)18 18 18 JMSF039110 (ag)13 13 13
JMFS161F12  (ag)10 10 10 JMSF039K04  (ag)18ggagaalag)4 18 22
JMFS164G02  (t0)13 13 13 (ag)5aalag)24ng(ag)da 24 38
JMSF001C08  (ag)dgggg(ag)13at(ta)d 13 21 JMSFO40HO5  10(50)6
(to)14 14 14 (ag)3at 12 15
IMSFORGIE (a1 2 MSTOUILI0 (OpSSREERENEE
(ag)17aanatggtgatgg 17 20 JMSF042D11 (ag)14 14 14
JMSFO02J14 - (393 JMSF042G08  (tc)12 12 12
JMSF004D19  (tc)13 13 13 JMSF042G23  (ag)12 12 12
JMSF005D09 (ag)19ananac(ag)14 19 33 JMSF042J06 (ag)13 13 13
JMSF005D23 (tc)10cctacgegalte)3 10 13 JMSF042N06 (tc)4c(te)16 16 20
JMSF005F05 (tc)15(ta)9 15 24 JMSF042023  (ag)14g(ag)3 14 17
JMSF005119 (tct)10 10 10 JMSF043F18 (ag)12 12 12
JMSF008K04  (ag)22 22 22 JMSF043H12  (t0)17 17 17
JMSF009B24  (tc)15tgtt(ta)3 15 18 JMSF043J01 (ag)10 10 10
JMSF010J21 (to)11 11 11 JMSF043L06 (tc)14 14 14
JMSF011N01  (tet)11 11 11 JMSF045C14  (tg)10t(ga)3 10 13
JMSF012J06  (ag)10 10 10 JMSF045G03  (tc)10 10 10
JMSF014E16  (tc)14 14 14 JMSF047D03  (ac)3t(ag)17 17 20
JMSF016D10  (t0)19 19 19 JMSF047N15  (ta)10 10 10
JMSF017G11  (ag)1l 11 11 JMSF047016  (tc)16tgntgttt(ta)3 16 19
JMSF020C17 (to)11 11 11 JMSF048F05 (te)12 12 12
(tc)3tteat(te)4tt(te) Tece 7 24 JMSF048112 (ac)3cccteaac(te)16 16 19
IMSFO20DIL - (ct)3a(ta)3at(ta)4 JMSF049C21  (t0)13g(tc)3 13 16
(gaa)10 10 10 (ag)3(at)3 t 11 17
jﬁzgggzgﬁ (tgj)all 11 11 JMSF049H09 (zg)lla renenene
JMSF023C09 (te)13(ta)12 13 25 JMSF050C15 (te)5ececatetec(te)20 20 25
JMSF023J12 (te)3tg(te)17 17 20 JMSF050H09  (tc)10 10 10
JMSF024M02  (tc)19 19 19 JMSF051B24  (to)12tt(tc)4 12 16
JMSF024P18 (ta)11 11 11 JMSF051C03  (ag)10 10 10
JMSF025D11  (t0)15(ta)10 15 25 JMSF051C08  (ta)10 10 10
JMSF025N13  (t0)12 12 12 JMSF051M17  (ag)19 19 19
JMSF025N24  (ta)12 12 12 JMSF052C07  (ag)19 19 19
(tc)25tnaagagannac 25 28 JMSF052M04  (ag)15 15 15
JMSF026012  (;0)3 JMSF052M14  (ag)l4atacacaatt(ac)4 14 18
JMSF027116 (to)11 11 11
JMSF027M09 (te)17 17 17 D Unigene ID is based on the Japanese morning glory cDNA
JMSF029A15 Eag))M 14 14 Database (http://ipomoeanil.nibb.ac.jp/).
JMSF030D21 ta)10 10 10
(to)dtteatt(te)5talte)4 5 25 2) Core motif of SSR. Alphabets in the parentheses show motif
JMSF032C06  (;,)5¢(ta)3tatat(ac)4 DNA sequence. Numbers after parentheses show repeat number
f motifs. DNA sequences between parentheses are interval
17 17 17 0 X
jﬁgggggiﬁg Ezg 95 95 95 sequences between motifs.
JMSF035121 (te)15 15 15 ¥ Repeat max shows the largest number of repeat in the core
JMSF035J23 (ac)17tg(tc)5ttetn(te)4 17 26 motif.
JMSFO035P21 (019 19 19 4 Repeat total shows the sum of repeat number in the motif.
JMSF036N13  (ag)13ac(ag)3 13 16
(ag)4g(ag)3atagagat 9 24
JMSF037G06  (ag)9gggg(ag)dcgegaage
ga(ag)4
JMSF037J03 (ag)10 10 10
(tc)4tt(te)11ttgetegett 11 18
JMSF037007
(tc)3
JMSF038C05 (to)15 15 15
JMSF038I09 (ag)9alag)10tcatt(ta)3 10 22
JMSF038K06  (ag)llatgc(ag)d 11 14




