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GDCH 5’-ACAGATGATCTAGGACATGC-3’ Forward

GDCH 5’-CACTTATTTGCACTTGAAGG-3’ Reverse

GS1b 5’-TGATTGCTGAGACCAACCATCC-3’ Forward

GS1b 5’-GGGAAATACTTTAGGCACAGAGAG-3’ Reverse

MS 5’-ACATGGTTGCATCTGCCAAG-3’ Forward

MS 5’-CAAGACCACAAACCAACTAACC-3’ Reverse

SAHH 5’-CCGTTGAGGGACCTTACAAG-3’ Forward

SAHH 5’-TGGAACAAAACAATGGAGCCG-3’ Reverse

SAMS 5’-CCTGGCATGATTTCTATCAACC-3’ Forward

SAMS 5’-TGACTTGCCTCTTACTTCACAG-3’ Reverse

mSHMT 5’-CCACACTTCCAAGCTGAAATTG-3’ Forward

mSHMT 5’-TCAAAGCTGGTCTGTAACTCC-3’ Reverse

cSHMT 5’-GCACAGTTTGATATGCCTGG-3’ Forward

cSHMT 5’-ATCCCTCTAGCTACCAACTTTC-3’ Reverse

HCT 5’-TGCAACCAGATCATATGGCTC-3’ Forward

HCT 5’-ATCCCGAGTACAATTCTCCATG-3’ Reverse

COMT 5’-GGCGTTAAACCTGTCTGTTG-3’ Forward

COMT 5’-AATCGTAGTGGGGACTCTAGG-3’ Reverse

CCoAOMT 5’-TCCCCTGAGGAAATATGTGAG-3’ Forward

CCoAOMT 5’-CAATAGACGAGCAGAAACAAGG-3’ Reverse

MTHFR 5’-TTGTATCCCGATGGTGATCC-3’ Forward

MTHFR 5'-AACCACACTGTGACAGCTTC-3' Reverse

PHGDH 5’-AGATGACGAACCGACAAAGG-3’ Forward

PHGDH 5’-ATGCTCTAGTTGTGCCCTGA-3’ Reverse

PSAT 5’-TAAGGGACATCGATCAGTGG-3’ Forward

PSAT 5’-AGCCTTGCAGATTTGAGACC-3’ Reverse

PPDBR 5’-ACCTGTCATTTATCTGGGGC-3’ Forward

PPDBR 5’-GGCTTGAGACAAATGACTGC-3’ Reverse

PLR 5’-TCAATCCAACCAACTGGAGG-3’ Forward

PLR 5’-CAAAGCAATCCTGATACGAGCG-3’ Reverse

PCBER 5’-TACCACTGTCGATGAGTACC-3’ Forward

PCBER 5’-ACAGGAGGTTCTGTTCTGCC-3’ Reverse
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L34 5'-CTAGGAGTTAGGGTTAAGATGC-3' Forward

L34 5'-GGTACATGGTCAAAACAAGCATG-3' Reverse

ACT 5'-ATCTCTCAGCACATTCCAACAG-3' Forward

ACT 5'-TATTGCCACCATCATCTCAAGC-3' Reverse

EF1 α 5'-TGCTGTTGGAGTCATCAAGG-3' Forward

EF1 α 5'-CTCGTGCATCAGAATCAGACA-3' Reverse

UBI-like 5'-ACGATCATGTTTTTCAACTACGC-3' Forward

UBI-like 5'-TCATAACCATCAGAATGCCAATC-3' Reverse

27s 5'-TCTTGAGAGTGGAGAATGGG-3' Forward

27s 5'-CGCATCAGTCATACTCACCT-3' Reverse
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