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A human genomic DNA library (1) was screened with two overlapping 60-mer
oligonucleodde probes based on the hamster beta-adrenergic receptor (BAR) sequence (nucleotides
547-606 and 583-642, respectively) (2). One clone, XhBAR17 was identified and a 12 kb EcoRI
restriction fragment subcloned (phBAR3). 2305 bp of the hybridizing region was sequenced
(Fig. 1). Analysis of the predicted 413 amino acid sequence revealed seven hydrophobic
transmembrane domains, characterisdc of guanine nucleotide-protein coupled receptors. The
entire coding sequence is encoded on a single exon as is also seen in the hamster gene. While the
promoter region of this gene is. not obvious, the 200 bp 5' of the initiation codon are 77%
conserved with the hamster BAR cDNA sequence indicating that these sequences are most likely
transcribed (by comparison, coding sequences are 87.5% conserved). The predicted human and
hamster BAR proteins are 88% homologous, while the turkey BAR product (3) is 50% conserved
with the human sequence.

1 MCTGGSMCT;GGGAGGGTGTGTCTCAGGTCTAn
121 GTAGGTTCOOTATAMIVTAAOCATGCT ¶ TGCWTCTATC
241 T T T
361GCCAGGG-----C
481 CC CTGC CCIGCCGAAAr.
601 ACICAGCACCCA CCAGCACGACC
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7321 _ACGGCAGCMCCTTCTTCT GGCACGCT
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341 _A _GCC_W_0CWCWCTCCCCGGTCCGCAf2CGCATWTCATTCCCATCyVCCTGCCATCGTCTTTGGCAATGTGCTG¶TCATC
5 T A I A 1 r 3 R L Q T V T N Y P I T S L A C A D L V N C L A V V P r G A A N I L

961 T __A_ _ _ ___TToGCAGTGGTrCCCTTTGGCCGCCCATATTCSS
96NItXM 1 W VT PG cEC F WT S I D V L C V T A S I 3 T L C V I A V D R Y P A I

1051 TUC&C ACVCVATCITGC CTrCACCGCCACCCTCGTGATCGCAGGATCOCTACTTGCCATT
136 T S P r K Y g s L L T K N K a R V I I L N V 3 I V S C L V S F L P I Q N N N Y R

1201 ___ATACCTrCCAMVACCAGMCCACC TCGC CAVSTA"CCTCC f CCCTAcCCT1VTGCCCATTCAAtCACCTGGTACCGG
176 A T 3 0 3 A I N C V A N 3 T C C D r r T N Q A Y A I A S S I V S F Y v P L V I N

1321 _C _ CATCVTCCCATCG CY CACTCACTcCT1tTAGG¶ UTCATG
2i1V r v y s R v FrO A IR Q LO X 1 D K S GC R r I V Q N L S Q V E Q D G R T G

1441 GTCTMVGSCTACICWC_CI __C TCCAGAACCTTACCAGGTGGAGCAGCATGGGCGGACGGGG
256 3 C L R R S 8 1 P C L X 3 1 1 A L 1 T L C I I N C T F T L C N L P F F I V N I V

1561 CATOOACTCCCACAVCTCCACaTCVCTTGAAGGAGCACAAACCOCIAAGCCCC ACVCCVC?GCCCTTCTTCA1CGTCAA2A
296 V I Q D N L I R K 3 V Y I L L N N I C V V N S G F N P L I Y C R S P D F R I A

1681 CATGUCA1VCA0AAACC5tA2CGTAACGAMVVArACkTCCTCCVCAAVMQCVA _C
3361 aQ L L C L R 3 S S L K A V C N C Y S S N C N T 0 3 Q S C Y 3 V 3 Q 3 K 3 N K

1801 CCAGCC CC CdCGCACC TGCCAACACGAAAAAAAAATAAA
376L L C 3 D L P 6 T 3 D 1 V B 3 Q C 1 V P S D 3 I D S 0 0C3 3 C S T -N D S L L

1921 TC A UCAAI;
2041 AASTGM-
2161 A1CCTTUCC VAVflVnAA_C_TAATTATI TTATTTWMACACCTCAGAATTTGTAAVTTTVSSATCTAAm
2281 GA0CTTTA0VCCTACAGGACcG1CAC
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