Volume 15 Number 9 1987 Nucleic Acids Research

Nucleotide sequence of a Bacillus megaterium gene homologous to the dnaK gene of Escherichia
coli

Michael D.Sussman and Peter Setlow

Department of Biochemistry, University of Connecticut Health Center, Farmington, CT 06032, USA
Submitted April 7, 1987 Accession no. Y00154

The dneK gene of Escherichia coli codes for a major heat shock protein whose primary sequence is extremely hamlogous
to those of 70 kd heat shock proteins from higher organisms (1). hdllmsbtilisa]sommjmmanlcgtm!mt
shock protein (2). Ve have cloned and sequenced (see figure) a B. “megaterium gene which codes for a pro!
sequence identity with the E. coli dneK protein. While this B. %
mutant, the B. terium proteln cross-reacted strongly with a %
m@n(ﬂﬂhaﬁ Costa Georgopoulous, Univ. of Utah).
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ATCGATTTAGGTACAACTAACTC GC "GGCGAACCAAAAGTAATTCCAAATCC CGTACAACGCCATC ATTCAAAAACGGTGAG
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TATGACCTTGGTGGCGGTACGTTTGACGTATCTATTCTAGAACTTGGCGACGGCGTATTTGAAGTTCGCGCAACTGC AACCGCC “GACTTTGACC]
Y DLGGGTVPFDVSILELGDGV?EFETVRATAGDNRLGGDHDTFTUDGOQUVTI
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GATATTCATGTTCTTC "CAATGTCTGCAGACAACAAAA GTTTCCAG' C GC "CTCAAATCG.
DIHVLQGBKPHSADNKTLGR!QETDIPPAPRGVPQI!Vsl‘
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GATAT AAAA "GTAAACGTTCGTGC AAACAAAGAGCAAGCTATTACAA TTCAAC] GATCGCATGGTA

T
DIDKNGTIVNVYRAKDILGTNIEKEIOQATITTIIKSSTG GLSDDETITDRMY
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CGGA GCAGATGC AACGT: AGA TACGC) AGATC: GTTTACAACTG
KBAB!NADADKQRKE!VELRNEAEOEVPTI!KTLKDLBGI_(
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CTG. 'AAAAGCT, "AGC A 'CTTGAAGAAATCAAAGCGAAAAAAGA TGAACTTC] GTTCAA
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GCGTT: AAGCTC \CGACGAC]
ALTV KLYEZQAGQ A Q QAGEQGAQNDODVVDAETFTETEVNTDTUDIKK*
1973
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TGCATCTTGACGACTAACGTG! GC 'GATTCACATCTTTTCA
LEND. The carplete B. megaterium homlog of the E. coli dneK gene is located an two adjacent Hind ITT fragments of 3.5

and Tkb. The mucleotide sequence vas determined by the method of Maxam and Gilbert(3). The coding sequence is preceded
by a strorg ribosome birding site (RES). Underlined amino acids are identical to those in the E. Goli ek protein (1),
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