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We described the isolation of the gene coding for beta-amylase
which causes synthesis of an enzymatically active protein from
B. polymyxa (ATCC 8523) by molecular cloning in B. subtilis

(1). Here we report the sequence of the insert which exhibits
no translational stop codon because the insert is not long
enough. However, this insert induces production of an
enzymatically active protein (1). A Shine-Dalgarno sequence
(underlined) occurs immediately upstream from a signal sequence
(italics) which contains 38 amino acids. A large direct repeat
structure within the gene extends from base 1462 to base 2103
(underlined). At 2427 the insert terminates and the sequence
continues into the plasmid itself.

1. Friedberg, F., et al., (1986) J. Bacteriol. 165, 819-824.

AAATTCTTCTTTTTATGCAACCGCTTGCTCTATACTATTITTTGTAGACGTTTACAAAATGTTGTCGAATTAGACTATGCTTTTGGGGAGG 90

TCGGTTTGACCTTGIATCGAAGTCTATGGAAAAAAGGGTGTATGCTTCTACTAAGCCTTGTGCTGICTCTGACCGCCTTCATTGGE 180
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YCACCCYCYAA'ACGGCGAGCGCCGCGGVTGCACAYGAVVT'CAGGC'YCCG\‘1AVGGGACCAC'GGCGAAAAYCAACGAC'GCGGVYCC 270
SerProSerAsnThrAlaSerAlaAlaValAlaAspAspPheGIinAlaSerValMetGlyProLeuAlalyslleAsnAspTrpGlySe

TTTAAMAAGCAACTGCAAACGTTGAAAAGCAATEGCGTOTATGCCATCACTACCGACGTCTCGTCGGOCTATOTGEACACCAEAGOAGAT 360
PhelyslysGinleuGinThrLeulysSerAsnGiyValTyrAialleThrThrAspValTrpTrpGlyTyrValGluSerAiaGlyAsp

AACCAGTTCGATTGGAGCTACTACAAAACCTATECAGATCCCGTEAAAGAAGEGEGACTGAAGTGEGT TCCTATTATCICTACCEATAAS 450
AsnGinPheAspTrpSerTyrTyrlysThrTyrAloAspAlavalLlysGluAioGlyLeulysTrpVaiProlielieSerThriislys

OTGOACGAAATGTGGEAGATGATIGCAACATCCCACTGCCAAGCTGOCTGICAAGCAAGGETAGTOEAGATGAARTGEAGTTCAAGEAC 540
CysGlyGlyAsnValGlyAspAspCysAsnlieProleuProSerTrpleuSerSerLysGlySerAloAspGluMetGinPhelysAsp

GAAAGCGGCTATGCCAATAACGAAGCCCTTICCCCATTGTGGAGCGGGACTGGCAAACAATATGACGAGTTGTATGCCICATTCGCTCAA 630
GluSerGlyTyrAfaAsnAsnGluAlaLeuSerProLeuTrpSerGlyThrGlyLysGinTyrAspGluLleuTyrAlaSerPheAiaGin

AACTTTGCCGGGTATAAAAGTATCATTCCCAAAATTTATTTAAGCGGCGGTCCTICCGGGGAATTGCGCTATCCGICCTACTACCCGGCA 720
AsnPheAlaGlyTyrlysSerlialieProlyslieTyrLeuSerGlyGlyProSerGlyGluLeukrgTyrProSerTyrTyrFroAla

GCGGGCTGGAGT TACCCGGGACGAGGCAAGT TCCAAGCCTATACTGAAACAGCCAAAAAGTCATTCCGCACAGCTATGAATGACAAGTAC 810
KTaGlyTrpSerTyrProGiyArgGlyLysPheGinAlaTyrThrGluThrAlaLyslysSerPheArgThrAiaMetAsnAsplysTyr

GGATCATTGGACAAGATTAATGCTGCTIGGGGCACCAAGCTTACCAGCCTTAGCCAAATCAATCCACCGACCGACGGGGACGGATTTTIAC 900
GlySerLeuAsplyslieAsnAlaAlaTrpGlyThriysLleuThrSerleuSerGinlieAsnProProThrAspGlyAspGlyPheTyr
ACGAACGGCGGGTATAATICCGCGTATGGAAAGGATTTTCTGTICGTGGTACCAAAGTGTGCTTGAGAAGCATCTAGGTGTCATCGGAGCA 990
ThrAsnGlyGlyTyrAsnSerAiaTyrGlyLysAspPheleuSerTrpTyrGinSarvalleuGlulysHisleuGlyVoilleGiyAia

T EECCACAAGAACT TCEATICT G TG TTGGTGTCC0ATTGOGECCAAAATTICCGETCTGEACTGOCAGATGAACAATCCTGETATG 1080
AloAlgHisLysAsnPheAspSerVaiPheGlyValArglieGliyAlalyslieSerGlyLeuHisTrpGinMetAsnAsnProAlaMet
GCGCACAGCACAGAACAAGCAGGTGGATATTATCAT TACAACCGTCTCATTCAGAAATTCAAGEATGCCGATCTAGACTTGACATTTACT 1170
FroHisSerThrGIuGInAlaGlyGlyTyrTyrAspTyrAsnArgleulieGinLysPhelysAspAlcAspleuAsplauThrPheThr
JGCCTEGAGATGAGTEACAGTGGCACAGEACCGAATTATICGTTOCCGTCCACCCTGGTTOATACCETCICCICCATCGEGAATEECAAG 1260
CysLeuGluMetSerAspSerGlyThrAlaProAsnTyrSerLeuProSerThrleuValAspThrVoiSerSarlieAlaAsnAlalys

GO TCTTCCCCTGAAT OO T GAAAATGCACTCLCOACAGECGECAGCOGCTTCCAAMARATCGAGGAGAAAATCACGAAGTTCGRTTATCAT 1350
GlyValArgleuAsnGlyGluAsnATaleuProTheGlyGlySerGlyPheGlinlyslieGluGlulyslieThriysPheGlyTyrHis
GGGITTACGTTATTGCGCATCAGCAATCTCGTCAACAATGACGGCTCACCAACCGGTGAGTTGAGTGGATTCAAACAATATATCATCAGC 1440
GlyPheThrieuleukrglieSerAsnleuvalAsnAsnAspGlySerProThrGlyGluLeuSerGlyPhalysGinTyrlieliaSer
AAAGCCAAGECTOACAATAATGOCGGTACAGGCAACAAAGTAACGATATACTACAARAAAGGCTTCAACTCOCCTTACATTCACTACCGE 1530
LysATalysProAspAsnAs

CCGGCTGGCGGAAGCTGGACTGCTGCTCCTGGTGTGAAAATGCAGGCTGCCGAAATTAGCGGCTATGCTAAAATTACCGTCGATATCGGT 1620
ProAlaGlyGlySerTrpThrAigAiaProGlyYallysMetGinAlaAlaGlulieSerGlyTyrAlalyalieThrValAapliaGly

TCTGCCTCGCAAT ’OgAAGCCGCCY TTAACGACGGCAATAACAACTGGGACAGCAACAACACTAAAAACTACCTTITCAGCACTGGAACT 1710

TCTACCTACACGCCCGGTAACAGCGGCAATGCAGGAACGAT rAchAcccccrccmcncncAcuArcccccccArccccccocuu 1800
SerTheTyeThrProGlyAsnSerGlyAsnAlaGlyThriieThrSerGlyAlaProAlaGlyThrAsnProGly 1yGlyGlyThe

ACTAACAAAGTAACGGTATACTACAAAAAAGGCTTCAACTCACCTTACATTCACTACCGTCCGGCTGGCGGTAGE TGGAC'GC'GCACC' 1890

IhrAsolyaVaiThrYaiTyrTyrlyalysaGlyPheAsnSerProTyrlieHiaTyrArgProAlaGlyGlySarTroThrAlaAlaPre
GGTGTGAAAATGCAGGATGCCGAAATTAGCGGCTATGCTAAAATTACCGTCGATATCGGT Tcvsccrccﬁnnccuccccccr TTAAC 1980

GACGGCAATAACAACTGGGACAGCAACAACACTAAAAACTACCTTTTCAGCACTGGAACTTCTACCTACACACCCGGCTCTAACGGAGCC 2070
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