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The Tumor Necrosis Factor-Beta (Lymphotoxin) gene of the mouse was isolated
with a human lymphotoxin cDNA probe (1) and completely sequenced. The
positions of the TATA (Goldberg-Hogness) box (overlined in figure), start
of transcription (question mark), and splice junctions of the first intron
(arrows) are inferred by homology with the human gene sequence (2). The
polyadenylation recognition sequence (overlined) and site of poly-A
addition (star) are also shown.

1ITGAAAGCTCCC'I'( 18G'rACAS,AG( A'I"I'GGAA\(; ccrGC.(-GTG,rACATT,rGGGGTTACATGATCTTGGGGT'I'(.aAAC A(J AATAC-CC(- CAAATCA\rCTT(-,C.AG
101 CCTGGAACATTC'I'AGG ACAGGG:rTCqCAACCI:T(.'CTAACTCC ATGACCCTTTAATAC AGT'rcCTC ATG'l'T(;TGG'rG AC ( CCAAtCCATACAAI'l'l\TTTTCG
;201 TTGCTATTTCATAACTGlrAATrll'PcGcrrGCTA'ITATG;AACATAATGTAAATATTTGTTTTAAATAG AGGTTTGCCAAAG A(,ACC'rTGCC ACAGGTTGAGAC
3 01 TGCCGCTCCAGA(;AGTAAG(GGACACArTAAAAT'I'G'rTAC ACACCAGATCCCCzCAAATTTGGGG AGAGGGC(ACTGTAATGGAACTTCTTGAC ATTAAACTG
4 01 GCAGATAAACTGGCAGAAAzAAAAAAAAAAtAAGCTGGGCAGTGGTGGCACACACCTTTAATCCCAGCACTTGGGAGGC AGAGGC IAGGCGGATT'rCTGAGT
S 01 TCTAGGCCAGCCTGGTCG ACAGAGTG;AGTI"i'CAGGACAGCCAGGGCTACAC'AGAGAAACCCTGTCTCG AAAAAAGCA AAAAAAAAAAAAAAAAACTGGC A
6 01 GATGACCAGAAAATACAGATATATTGGAATAACTG'rGACTTG AACCCCCAAAGAC AAGAGAGGAAATAGGCCTG AAGGGGCGGCAGGCATGTCAAGCATC
7 01 CAGAGCCCTGGGTTCGAACCTGAhAAAAACAAAG(;TGCCGCTAAC'CACATG1'GGCTTCGGAGC'CCTCCAG ACATe,ACCATGATCGACAGAGAGGGAAATGT
8 01 GCAGAGAAGCCTGTGAGC AGTCAAGGGTGC AGAAGTGATATAAACCATCACTCTTCAGGGAACCAGGCTTUCCAGTC ACAGCCCAGCTGTACCCTC TCCAC
9 01 GAATTGCTCGGCCGTTCACTGGAhACTCCTGGGCCTGACCCAGCTCCCTGCTAGTCCCTGCGGCCCACAGTTCCCC(3GACCCG ACTCCCTTTCCCAGAACG

1 001 CAGTAGTCTAAGCCCTTAG('CTGCGGTTCTCTCCTAGGCCCC AGCCTTTCCTGCCTTCGACTG AAACAGCAGCATCTTCTAAGCCTGGGGCT'TCC CCAhAG

1 101 CCCCAGCCCCGACCTAGAACC('GCCCGCTGC-CT(,CCACACTGCCGCTTCCTCTATAAAGGG ACCCGACGCCAGCGCCCAGG ACeCCCGCACAGCAG GT(,AG

12 01 CCTCTCCTACCCTGTCTCCTTGGGC'rTACCCTGGTATC AGGCATCCCTCAGGATCCCCAGCCTTAATGGGTCTGGTCCTCCTGTCGTGGCTTTG A'rTTTT
1 301 GGTCTGTTCCTGTGGCGGCCTTATC AGTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTTTCTCT
14 01 CTCTCTGCCTCTGTTAGCCATTGTCTGTTTCTATGGTGGAGCTTTCCTCTTCCCCTCTGTCTCTCCTTATCCCTGCTCACTTCAGGGTTCCCCTGCCTGT
1 501 CCCCTTTTCTGTCTGTCGCCCTGTCTCTCAGGGTGGCTGTCTC AGCTGGGAGGTAAGGTCTGTCTTCCTCTGTGTGCCCCGCCTCCGCTAC ACACACACA

-30 -20
met thr leu leti gly arg leu his leu leu arg val leu gly thr pro pro

1601 CTCTCTCTCTCTCTCTCAGCAGGTTCTCCAC ATG ACA CTG CTC GGC CGT CTC CAC CTC TTG AGG GTG CTT GGC ACC CCT CCT
-10

val phe leu leu gly leu leu leu ala leu pro leu gly ala gln
1683 GTC TTC CTC CTG GGG CTG CTG CTG GCC CTG CCT CTA GGG GCC CAG GTGAGGCAGCAAGAGATTGGGGGTGCTGGGGTGGCCTAGC

1 10
gly Leu Ser Gly Val Arg Phe Ser Ala Ala Arg T}lr Ala His

1768 TAACTCAGAGTCCTAGAGTCCTCTCCACTCTCTTCTGTCCCAG GGA CTC TCT GGT GTC CGC TTC TCC GCT GCC AGG ACA GCC CAT

20 30
Pro Leu Pro Gln Lys His Leu Thr His Gly Ile Leu Lys Pro Ala Ala His Leu Val G

1853 CCA CTC CCT CAG AAG CAC TTG ACC CAT GGC ATC CTG AAA CCT GCT GCT CAC CTT GTT G GTAAACTTCTGCCTCCAGAGGA
19 33 GAGGTCCAGTCCCTGCCTTTTGTCCTACTTGCCCAGGGGCCCAGGCG ATCTTCCCATCTCCCCACACCAACTTTTCTTACCCTAAGGGC AGGCACCCCAC
2 0 33 TCCCAATCTCCCTACCAACCATCCCACTTGTCCAGTGCCTGCTCCTC AGGGATGGGGACCTCTGATCTTGATAGCCCCCC AATGTCTTGTGCCTCTTCCC

40 50
ly Tyr Pro Ser Lys Gln Asn Ser Leu Leu Trp Arg Ala Ser Thr Asp Arg Ala Phe Leu Arg His Gly P}le

213 3 AG GG TAC CCC AGC AAG CAG AAC TCA CTG CTC TGG AGA GCA AGC ACG GAT CGT GCC TTT CTC CGA CAT GGC TTC

60 70 80
Ser Leu Ser Asn Asn Ser Leu Leu Ile Pro Thr Ser Gly Leu Tyr Phe Val Tyr Ser Gln Val Val Plie Ser Gly

2206 TCT TTG AGC AAC AAC TCC CTC CTG ATC CCC ACC AGT GGC CTC TAC TTT GTC TAC TCC CAG GTG GTT TTC 'PCT GGA

90 100
Glu Ser Cys Ser Pro Arg Ala Ile Pro Thr Pro Ile Tyr Leu Ala His Glu Val Gln Leu Phe Ser Ser Gln Tyr

2281 GAA AGC TGC TCC CCC AGG GCC ATT CCC ACT CCC ATC TAC CTG GCA CAC GAG GTC CAG CTC TTT TCC TCC CAA TAC

110 120 130
Pro Phe His Val Pro Leu Leu Ser Ala Gln Lys Ser Val Tyr Pro Gly Leu Glrl Gly Pru Ti-p Vdl Arg Ser Mct-

2 356 CCC TTC CAT GTG CCT CTC CTC AGT GCG CAG AAG TCT GTG TAT CCG GGA CTT CAA GGA CCG TGG GTG CGC TCA ATC(;

140 150
Tyr Gln Gly Ala Val Phe Leu Leu Ser Lys Gly Asp Gln Leu Ser Thr His Thr Asp Gly I le Ser iiis L.eu 11ii:;

2431 TAC CAG GGG GCT GTG TTC CTG CTC AGT AAG GGA GAC CAG CTG TCC ACC CAC ACC GAC GGC ATC TCC CAT * 1'A *'A('

160 169
Phe Ser Pro Ser Ser Val Phe Phe Gly Ala Phe Ala Leu

2506 TTC AGC C'CC AGC AGT GTA TTC TTT GGA GCC TTT GCA CTG TAG ATTCTAAAGAAACCCAAGAATTGGATTCCAGGCCTCCA'I'(:e-'(".^;
2592 CCGTTGTTTCAAGGGTCCAACATTCATCCACTGCAG CTGCACTAAAATAACCTGGAGCTCTCACGGG AGGGG ACACTTCAGCG( CACCCTA(^'("'
26892 TCTCCTCCCTCCAGATGCTCAGGGGACGACTCAAGCCTACCTAGAAGTTCCTGCACAGAGCAGGGTTTTTGTGGGTCTAGGTCGGTACAT;AA(:(Gc'(;
2 792 GACAXTGAAGGAGGGACAGACATGGGAGAGGTGGCTGGGAACAGGGGAAGGTTGACTATTTATGGAGAGAAAAGTTAAGTTATTTAT1'TAT A(; A(; A A' IA(; A
2892 AAGAGGGGAAAAATAGAAAGCCGTCAGATGACAACTAGGTCCCAGACACAAAGGTGTCTCACCTCAGACAGGACCCATCTAAGAGAGAGA( ( ( G A(;A(; A
2992 ATTAGATGAGTTGACCAAGGGGTTCTAGAAGAAAGCACGAAGCTCTAAAAGCCAGCC ACTGCTTGGCTAGACATCCCAGCT CAGGG ACCCrrG'A ( CAT*(:(;

3092 TGAAACCCAATAAACCTCTTTTCTCTG AGATTCTGTCTGCTTGTGTCTGTCTTGCGTTGGGG GAGAAACTTCCTGGTCATCTTCAAGCGCATC(A(;AG;G(A;(;(;;
3192 ACAGAGGCCTCAGTTGGCCATGGGATCC
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