Cimm_RS_v2 02276
100
100 'Cpos_00723
Uree_ 06982
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Bder_05080T0

Hcap_03543
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Pbra_08931T0
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(de)
w
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JO [ Ater 08990
Afum_Afu3g05450

100

g3 Nfis_NFIA_071740

Acla_033470
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Other Fungal Lineages

XP_0025840161_Uncinocarpus_reesii_1704
98

XP_0012483341_Coccidioides_immitis_RS

XP_0030652571_Coccidioides_posadasii_C735_delta_SOWgp
93
gb_EFW168721_Coccidioides_posadasii_str_Silveir a

gb_EEH498421_Paracoccidioides_brasiliensis_Pb18

68 77

gb_EEH233901_Paracoccidioides_brasiliensis_Pb03
XP_0026243101_Ajellomyces_dermatitidis_SLH14081

XP_0015414441_Ajellomyces_capsulatus_NAm1
100

gb_EER377541_Ajellomyces_capsulatus_H143

gb_EEH031541_Ajellomyces_capsulatus_G186AR

XP_0027891711_Paracoccidioides_brasiliensis_Pb01

96
100

70

Other Aspergillus Species

91 [XP_0013950741_Aspergillus_niger_CBS_S1388
Acar_12140

XP_0025633561_Penicillium_chrysogenum_Wisconsin_54
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98

00

s 8

Pbra_08929T0
gb_EEH23389_Paracoccidioides_brasiliensis_Pb03

19 gb_EEH49840_Paracoccidioides_brasiliensis_Pb18
XP_002624307_Ajellomyces_dermatitidis_SLH14081
gb_EEQ91381_Ajellomyces_dermatitidis_ER_3

XP_001541443_Ajellomyces_capsulatus_NAm1

1(;0 gb_EEH03153_Ajellomyces_capsulatus_G186AR

gb_EER37753_Ajellomyces_capsulatus_H143

98
gb_EGC45002_Ajellomyces_capsulatus_H88

100

100

0
10

99

XP_002584017_Uncinocarpus_reesii_1704

76—

100

XP_001248335_CIMG_02106_Coccidioides_immitis_RS
100
5 XP_003065256_CPC735_044810_Coccidioides_posadasii_C735_delta_SOWgp
gb_EFW16873_Coccidioides_posadasii_str_Silveira
100 - Nfis_NFIA_071720
100 L Afum_Afu3g05470

Anid_AN3457

M |Other Fungal Lineages
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% Other Fungal Lineages

100 tpe_CBF82670_1_TPA
AN3456_2_Aspergillus_nidulans_FGSC_A4
97 XP_001217573_Aspergillus_terreus_NIH2624
XP_001270572_Aspergillus_clavatus_NRRL_1
1oo100 Afum_Afu3g05480

100 Nfis_ NFIA_071710
Aspac1_59470

Anig_fge1_pm_C_4000428_1
100

Acar_20619

100 Aory_A0090020000019

Afla_11251

XP_003065255_Cimm
100

100 XP_001248336_Coccidioides_immitis_RS

L Uree_06985

100 gb_EEH49839_Paracoccidioides_brasiliensis_Pb18
{ Pbra_08928T0

Ajellomyces_capsulatus_H143

100

100! Ajellomyces_capsulatus_G186AR

Ajellomyces_capsulatus_NAmM1

©
~

Ajellomyces_dermatitidis_ER_3

Ajellomyces_dermatitidis_ ATCC_18188
62

Ajellomyces_dermatitidis_SLH14081

100

899{

%oo
81
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Aspac1_27270
dbj_GAA85646_Aspergillus_kawachii_IFO_4308
emb_CAK40913_Aspergillus_niger
007 XP_001395072_Aspergillus_niger_CBS_513_88
100 65 gb_EHA20128_ASPNIDRAFT_39541_Aspergillus_niger_ ATCC_101
. Acar_12505

93| 100

m[Nfis_N FIA_071700
100 Afum_Afu3g05490
100 Acla_033500
Ater_08986
&{ Afla_11250
Aory_A0090020000020
Anid_AN3455
100 XP_002624303_Ajellomyces_dermatitidis_SLH14081
gb_EEQ91377_Ajellomyces_dermatitidis_ER_3
100 95 gb_EEHO03151_Ajellomyces_capsulatus_G186AR
19% gb_EER37751_Ajellomyces_capsulatus_H143
100 gb_EGC45004_Ajellomyces_capsulatus_H88
XP_001541441_Ajellomyces_capsulatus_NAm1
XP_002789168_Paracoccidioides_brasiliensis_Pb01
%ﬂ gb_EEH49838_Paracoccidioides_brasiliensis_Pb18
gb_EEH23387_Paracoccidioides_brasiliensis_Pb03
100
100 T
0
100
100
L 73
100
Uree_06986
100 1 Cpos_00971
Cimm_RS_v2_02280
Cgra_36139

100

04




100 Cpos_00718
ﬁXP_OM 248338_CIMG_02109_Coccidioides_immitis_RS

1000 |gb_EFW16876_Coccidioides_posadasii_str_Silveira
91 L Uree_06987
100
100 1|92
69
100
100
XP_002789167_Paracoccidioides_brasiliensis_Pb01
1 Ogu gb_EEH23386_Paracoccidioides_brasiliensis_Pb03
"“Igb_EEH49837_Paracoccidioides_brasiliensis_Pb18
: 00100 XP_002624302_Ajellomyces_dermatitidis_SLH14081
gb_EEQ91376_Ajellomyces_dermatitidis_ER_3
99 XP_001541440_Ajellomyces_capsulatus_NAm1
100 gb_EEHO03150_Ajellomyces_capsulatus_G186AR
86 gb_EGC45005_Ajellomyces_capsulatus_H88
ol 99 gb_EER37750_Ajellomyces_capsulatus_H143
100%0”“” Fungal Lineages
L Cgra_68902
100 Afum_Afu3g05500
100| 'Nfis_NFIA 007169
85 L Acla_033510
— Ater_08985
100 Anig_est_fge1_pm_C_40415_1
100 | oo/ XP_001395071_Aspergillus_niger_CBS_513_88
10gjbj_GAA85647_AspergiIIus_kawachii_IFO_4308
99| Acar_20621
Aspac1_27686
Afla_11249
%Aory A0090020000021
Anid_AN3454
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Ater_09841

XP_001270505_1_Aspergillus_clavatus_NRRL_1

XP_002487630_1_Talaromyces_stipitatus_ATCC_10500

XP_002627888_1__ Ajellomyces_dermatitidis_SLH14081

XP_753164_1___ Aspergillus_fumigatus_Af293

68
93 gb_EDP47810_1__ Aspergillus_fumigatus_A1163
100 XP_001276299_1__ Aspergillus_clavatus_NRRL_1
- o8 XP_753945_2_Aspergillus_fumigatus_Af293
— XP_001265950_1_Neosartorya_fischeri_NRRL_181
Mgyp_05781T0 |  VLB-1
Chet_29751
100 — Nhae_102248
_ 84 Foxy 11653
Mgri_04296T0
81
74 99 — Tvir_64907
Tree_112578
| Snod_11902
Chet_30370
XP_002540788_1_Uncinocarpus_reesii_1704
i Y XP_001248974_1_Coccidioides_immitis_RS
95 Bder_01331T0
100 B Cimm_RS_v2_07055

I— Cpos_04137

0.4



—— XP_002847074_1_Arthroderma_otae_CBS_113480
100

61

96

XP_003169868_1__ MGYG_08039__ Arthroderma_gypseum_CBS_118893

100

100

Mgyp_05782T0 VLB-2

L— XP_002843546_1_Arthroderma_otae_CBS_113480

—— XP_001248470_1_Coccidioides_immitis_RS

L——— XP_002625434_1_Ajellomyces_dermatitidis_SLH14081

~gb_EER36361_1_Ajellomyces_capsulatus_H143

XP_001544572_1___ Ajellomyces_capsulatus_NAm1

90

5
gb_EEQ88985_1_Ajellomyces_dermatitidis_ER_3
92
XP_002628189_1_Ajellomyces_dermatitidis_SLH14081

L— gb_EEH10094_1_Ajellomyces_capsulatus_G186AR

Other Fungal Lineages
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XP_001549874_1_Botryotinia_fuckeliana_B05_10

Sequences

Mgyp_05783T0 | VLB-3

100

100
Mgyp_04333TO0

81 Mcan_00616TO

—— XP_001273606_1_Aspergillus_clavatus_ NRRL_1

100 | _ XP_001215583_1_Aspergillus_terreus_NIH2624

Afla_03133
19

Aory_A0090012000205

XP_001263154_1_Neosartorya_fischeri_NRRL_181

181
XP_754310_1_Aspergillus_fumigatus_Af293

100

# Aory_A0090103000151
Afla_12224

Nhae 81309

Tvir_31892

80 Tatr_146562

Tree_ 110890

0.4



100

]

Tatr_151089
Tvir_ 58110

Other Fungal Sequences

—— XP_002583277_1_Uncinocarpus_reesii_1704

00

87

Mgri_14260T0
—— XP_003000608 1 Verticillium_albo_atrum_VaMs_ 102

o (100 Tatr_4571

100

Tvir_53093
XP_002478824_1_Talaromyces_stipitatus_ ATCC_10500

XP_568122_Cryptococcus_neoformans_var_neoformans_JEC21

99

734

100

92
77 XP_686310_3_Danio_rerio

86

XP_003193308_1_Cryptococcus_gattii_ WM276
Cneo_H99_05027

Spun_00867T0
gb_EFX69397_1_Daphnia_pulex
XP_002606129 1_Branchiostoma_floridae

Dpur_58486

100 Dpur_50048
99 “——gb_EFA79410_1_Polysphondylium_pallidum_PN500
Dpur_28644
100 ———ZP_01057197_1_Roseobacter_sp__MED193

— Mgyp_05784T0

YP_001685463_1_Caulobacter_sp__ K31

| VLB-4

100 XP_002381474_1_Aspergillus_flavus_NRRL3357

95

10

XP_001824361_1_Aspergillus_oryzae_RIB40
XP_660895_1_Aspergillus_nidulans_FGSC_A4

9emb_CAK46234_1___Aspergillus_niger
"Y9XP 001395591 2 Aspergillus_niger CBS 513 88

Anig_fge1l_pm_C_9000150_1

Vdah_04671T0
XP_ 003000240 1 Verticillium_albo_atrum_VaMs_ 102

100" Fver_00169
Foxy_01323
100 xp 003051481 1_Nectria_haematococca_mpVi_77_13 4

0.4



100 6% Other Fungal Lineages

491

L XP_505679_1_Yarrowia lipolytic

% Other Fungal Lineages

—Cgra_95245

XP_001795400_1_Phaeosphaeria_nodorum_SN15

noo|
7'-Chet_67799
%8 Ptri_03869

—~Mgra_78864

L mfij_a1442

% Aspergillus Fungi

-Bder_09480T0

L XP_001544973_1_Ajellomyces_capsulatus_NAm1

[0)

XP_001243324 1 Coccidioides_immitis_RS

86| %2
Uree 05690

-Mgyp_01952T0
76/ Tton_06050T0
E7Teq u_07197T0
Trub_04686TO

100
Tver_05769
Aben_02602
Mcan_01408T0

Pbra_00299T0
XP_001590437_1___ Sclerotinia_sclerotiorum_1980
'XP_001548146_1__ Botryotinia_fuckeliana_B05_10
6;8 Other Fungal Lineages
— Mgyp_05785T0 | VLB-5
100 Mgyp_06061T0

100
Mcan_07172T0
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Amac_03664T0

86

76

99

Mgyp_0s57s6T0 | VLLB-6

100 Mglo_3066
—— XP_761206_UM05059_Ustilago_maydis_521

Mgyp_05789T0 | VLB-9

NP_594388_5Schizosaccharomyces_pombe_972h

100

100 Soyt_03817T0
100 Soct_01713T0
Sjap_00097
XP_001360863_GA15694_Drosophila_pseudoobscura_pseudoobscura
gb_AAW25508_SJCHGC05689_Schistosoma_japonicum
-~ gb_AAD20808_5Sepia_officinalis

100

gb_AAD20807_5Glycera_dibranchiata
—5p_P43090_HEMO_OPSTA ALAS_E._ AItN
99 {gb_AAH84616_LOC495283_Xenopus_laevis

—— NP_001030275_5Bos_taurus
1007 SPP43091_HEM1_OPSTA_
—— emb_CAJ83140_Xenopus_Silurana_tropicalis
Cowc_04431T0
— Sprp_08192T0
Pram_42080

100 | - Pinf_17790T0
Pcap_28237
Psoj_143415

M Other Fungal Lineages
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8176563_dbj_BAA96369_1_Physarum_polycephalum

Other Fungal Sequences

67540532_ref XP_664040_1_Aspergillus_nidulans_FGSC_A4

—— 154284075_ref XP_001542833_1_Ajellomyces_capsulatus_ NAm1

72

———296418191_ref_XP_002838725_1 Tuber_melanosporum_Mel28

315047839_ref XP_003173294_1_Arthroderma_gypseum_CBS_118893

315047648 _ref XP_003173199_1_Arthroderma_gypseum_CBS_118893 | VLB-7

94

254265826_emb_CAQ86901_1_Acremonium_chrysogenum

145607934 _ref_XP_365137_2_Magnaporthe_oryzae_70_15
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- Snod_06303
100 Tatr 84332
i {Tvir_51251
- Cgra_123644
Other Fungal Sequences
Other Fungal Sequences

100

Fver_12986
XP_002145453_1__Penicillium_marneffei_ATCC_18224
Other Fungal Sequences
Mgyp_05788T0 | yLp-8

100 ——Mgra_1328
L Mfij_2419
- Pans_PODANSq8674
Foxy 04578
8 99 Vdah_02037T0
= Cgra_27502
100 ——XP_002372368_1_Aspergillus_flavus_NRRL3357
7 _dbj_BAE55307_1__Aspergillus_oryzae
Acar_22776
XP_003041221_1_Nectria_haematococca_mpVl_77_13_4
1 7 Chet_29420
100 —Ptri_06263
L XP_001804722_1_Phaeosphaeria_nodorum_SN15
. 100 Anid_AN8355
15 XP_002340384_1_Talaromyces_stipitatus_ATCC_10500
- XP_001816846_2_Aspergillus_oryzae_RIB40
Cgra_1384
ﬁﬂ{ Mgra_35668
82 100  ——Sscl_05786
- Bcin_13059
Ater 05881




Mgra_36670

—Mcan_01766T0

100 —Mgyp_04302T0

Tton_00639TO
99
o0

Tequ_03476T0

100L
-Trub_08586T0

88

Aben_06786
100

Tver 05681

Ater_04322

Uree 04218

—— XP_002569222_1_Penicillium_chrysogenum_Wisconsin_54_1255

100

L Mgyp_05790T0 VLB-10
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Mgyp_03467T0

Other Fungal Sequences
XP_002374065_1___ Aspergillus_flavus_NRRL3357
100 | XP_001820345_2_Aspergillus_oryzae_RIB40

100
dbj_BAE58343_1___ Aspergillus_oryzae

XP_381857_1_Gibberella_zeae PH_1

00 Tequ_08173T0

1
Tton_00999T0

XP_001263981_1_Neosartorya ifischeri_NRRL_18
% XP_747731_1___ Aspergillus_fumigatus_Af293
100gb_EDP47636_1___ Aspergillus_fumigatus_A1163
Trub_New1
;I'é'u b_07035T0

XP_003019532_1___ TRV_06406__Trichophyton_verrucosum_HKI_0517
100.XP_003011860_1__ ARB_01839__Arthroderma_benhamiae_CBS_112371
XP_003171052_1___ MGYG_07050__ Arthroderma_gypseum_CBS_118893
Mcan_06555T0

XP_001228637_1_Chaetomium_globosum_CBS_148_51

gb_EFQ93254_1_Pyrenophora_teres_f teres_0_1

Mgyp_05791T0 VLB-11
XP_002569223_1_Penicillium_chrysogenum_Wisconsin_54_1255
XP_002147917_1__ Penicillium_marneffei_ ATCC_18224
XP_002542788_1_Uncinocarpus_reesii_1704

65
60 Mgyp_04087TO0
99
——Tvir_62948
100
78
Afla_01790
66/ 99
87,
1
89
100 ITrub_New?2
76 100
60
100
100
67

82 gb_EFW20963_1___ Coccidioides_posadasii_str__Silveira

100 Cpos_08838

Cimm_RS_v2_03267
XP_003068959_1_Coccidioides_posadasii_C735_delta_SOWgp
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— XP_002846886_1_Arthroderma_otae_CBS_113480

XP_003024291_1_TRV_01540__Trichophyton_verrucosum_HKI_0517
& XP_003234193_1_TERG_04786__Trichophyton_rubrum_CBS_118892

926 5)(()P_00301 2404_1_ARB_01363__Arthroderma_benhamiae_CBS_112371

99 100 gb_EGD99112_1_TESG_06467__Trichophyton_tonsurans_CBS_112818

] gb_EGE06272_1_TEQG_05276__Trichophyton_equinum_CBS_127_97

XP_001395353_1_Aspergillus_niger_CBS_513_88

Ater_02827

XP_002556755_1_Penicillium_chrysogenum_Wisconsin_54_1255

1 %XP_003020392_1 _TRV_05510__Trichophyton_verrucosum_HKI_0517
XP_003011285_1_ARB_02567__ Arthroderma_benhamiae_CBS_112371

100 | Tequ_01718T0 VLC-1

L] jﬁTtonozm 4T0

97 XP_003237938_1_TERG_02646__ Trichophyton_rubrum_CBS_118892

— XP_002847090_1_Arthroderma_otae_CBS_113480

XP_003024324_1_TRV_01522__Trichophyton_verrucosum_HKI_0517

100 90|72 xp_003231261_1_TERG_08047__Trichophyton_rubrum_CBS_118892

XP_003011532_1_ARB_02085__ Arthroderma_benhamiae_CBS_112371

o8 68 b_EGE08945_1_TEQG_07900__Trichophyton_equinum_CBS_127_97

1g:?lg_EG D95787_1_TESG_03253__Trichophyton_tonsurans_CBS_112818

XP_003171107_1_MGYG_07106__ Arthroderma_gypseum_CBS_118893

100

98] —XP_003169715_1_MGYG_07881__Arthroderma_gypseum_CBS_118893 | T1

XP_003237945_1_TERG_02653__Trichophyton_rubrum_CBS_118892

8o XP_003011293_1_ARB_02575__ Arthroderma_benhamiae_CBS_112371

VLC-8

00
100 |IXP_003020383_1_TRV_05501__Trichophyton_verrucosum_HKI_0517

Tequ_01725T0
Tton_02021TO

96 Afla_11821
XP_002384877_1_Aspergillus_flavus_NRRL3357
85 XP_001827635_2_Aspergillus_oryzae_RIB40
99 dbj_BAE66502_1_Aspergillus_oryzae
gb_EEH21393_1_Paracoccidioides_brasiliensis_Pb03
97 100/ 9P—EEH03451_1_Ajellomyces_capsulatus_G186AR
oo LHcap_07585

gb_EEQ86137_1_Ajellomyces_dermatitidis_ER_3

100
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Sepmu1_59315

M Other Fungal Lineages

— XP_002626280.1_Ajellomyces_dermatitidis_ SLH14081

10 gb_EGC49313.1_Ajellomyces_capsulatus_H88
94Hcap_0571 8
76 100 XP_003020391.1_Trichophyton_verrucosum_HKI 0517
100 ﬁXP_OOBO’I 1286.1_Arthroderma_benhamiae_CBS_ 112371

XP_003237939.1_Trichophyton_rubrum_CBS_118892
9 gb EGD94499.1 Trichophyton_tonsurans_ CBS 112818

97
gb_EGE02684.1_Trichophyton_equinum_CBS_127_97

0.4
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1

00

100/ Tton_02016TO
Tequ_01720TO

100 Aben_02570
80 Tver_05507
Trub_02648T0
Nfis_NFIA_057990

100

100

80

100

100

98

801 _Tver 05681
Aben_06786

Mgyp_04302T0
Settu1_155102

100

Pyrtt1_1729

04

VLC-3

Afum_Afu6g12050

{ Aory_A0090103000223

L Afla_12162

Aspaci_34168
Afum_Afu3g13730
Uree_04218
Aory_A0090026000585
M Other Fungal Lineages
—— Mcan_01766T0

Tton_00639TO

Tequ_03476T0

Trub_08586TO0

—— Bder_07996T0
—— Pbra_09039T0



100

XP_003304833_1_Pyrenophora_teres_fteres_0_1

100
100 4‘:XP_001 942298 _1_Pyrenophora_tritici_repentis_Pt_1C_BFP

Cprs_73626

93

100

Cprs_75810

M Other Fungal Sequences

XP_002384857_1_Aspergillus_flavus_NRRL3357

XP_003237941_1_TERG_02649__ Trichophyton_rubrum_CBS_118892

100 9b_EGE02686_1_Trichophyton_equinum_CBS_127_97 VLC—4
97
gb_EGD94501_1_TESG_02017__Trichophyton_tonsurans_CBS_112818

# XP_003011289 1 _ARB_ 02571 __Arthroderma_benhamiae_CBS_ 112371
93 ""IXP 003020388 1 TRV 05506 Trichophyton verrucosum HKI 0517
— Mcan_04916T0

XP_003238477_1_TERG_00467__ Trichophyton_rubrum_CBS_118892

100 | g9 —gb_EGD94847 1_TESG_02349_ Trichophyton_tonsurans_CBS_112818
100

L gb_EGE02412_1_TEQG_08606__Trichophyton_equinum_CBS_127_97

100 XP_003016244_1 _ARB_05642__Arthroderma_benhamiae_CBS_ 112371

XP_003020372_1_TRV_05543__Trichophyton_verrucosum_HKI_0517

L XP_003176974_1_Arthroderma_gypseum_CBS_118893

XP_002556757_1_Penicillium_chrysogenum_Wisconsin_54_1255
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—<, Other Fungal Sequences

64

100 Foxy_16967
100 ‘ XP_002560101_1 _PeniciIIium_ch?sogenum_Wisconsin_54_1 255
XP_003044459_1_Nectria_haematococca_mpVI_77_13_
100 r gb_EEH19728 1_Paracoccidioides_brasiliensis_Pb03
100 L P_002796385_1 Paracoccidioides_brasiliensis_Pb01
\9_1? gb_EEQ92120_1_Ajellomyces_dermatitidis_ER_3
XP_001536997_1_Ajellomyces_capsulatus_NAm1
100 — Acar_23314
90 L XP_001397066_1_Aspergillus_niger_CBS_513_88

XP_001261798_1_Neosartorya_fischeri_ NRRL_181

90

100 99, Ani _fge1_p _C_6000214.1

% emb_CAL00396_1_Aspergillus_niger
Acar_21980

b_EEH21387_1_Paracoccidioides_brasiliensis_Pb03

P_002796538 1_Paracoccidioides_brasiliensis_Pb01

XP_002620867_1_Ajellomyces_dermatitidis_SLH14081

gb_EEH03447_1_Ajellomyces_capsulatus_G186AR

b_EER44873_1_Ajellomyces_capsulatus_H143

P_001537280_1_Ajellomyces_capsulatus_NAm1

100 XP_002544704_1_Uncinocarpus_reesii_1704
4|1_T|: XP_001276724_1_Aspergillus_clavatus_NRRL _1

XP_001267640_1_Neosartorya_fischeri_ NRRL_181
XP_002556758 1 Penicillium_chrysogenum_Wisconsin_54_ 1255
dbj BAE63456_1_Aspergillus_oryzae
XP_002384043_1_As ergillus_flavus_N L3357
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100 XP_003239514_1_TERG_01499_Trichophyton_rubrum_CBS_118892
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100 XP_001390447_1_Aspergillus_niger_CBS_513_88
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XP_002374382_1_Aspergillus_flavus_NRRL3357
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100 XP_681374_1_Aspergillus_nidulans_FGSC_A4
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XP_002384689_1_Aspergillus_flavus_NRRL3357
Acral1_1060572
100 5 gb_EFZ03980_1_Metarhizium_anisopliae_ARSEF_23
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88 Tver_05503

0.3

100 XP_001824590_1_Aspergillus_oryzae_RIB40
92 Afla_11054

XP_002556759_1_Penicillium_chrysogenum_Wisconsin_54_ 1255

100 | Pbra_01545T0 B
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XP_003237944 1_TERG_02652__Trichophyton_rubrum_CBS_118892
82 XP_ 003011292 _1_Arthroderma_benhamiae CBS 112371
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XP_003020384_1_Trichophyton_verrucosum_HKI_ 0517
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XP_003176616_1_MGYG_00704__Arthroderma_gypseum_CBS_118893
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P_003016325_1_Arthroderma_benhamiae_CBS_112371
XP_003022881_1_Trichophyton_verrucosum_HKI_0517
gb_EGE01415_1_Trichophyton_equinum_CBS_127_97
Tequ_00465T0

100 XP_002850034_1_Arthroderma_otae_CBS_113480
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9%[‘— gb_EGD99345_1_TESG_06699__Trichophyton_tonsurans_CBS_112818

100 XP_003025443_1_Trichophyton_verrucosum_HKI_0517
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—— XP_002848798_1_Arthroderma_otae_CBS_113480
100 XP_003174154_1_MGYG_04331__Arthroderma_gypseum_CBS_118893

95 100,9b_EGD93110_1_TESG_00665__Trichophyton_tonsurans_CBS_112818
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XP_003230909_1_TERG_08615__Trichophyton_rubrum_CBS_118892
100 - XP_003014998_1_Arthroderma_benhamiae_CBS_112371
XP_003022547_1_Trichophyton_verrucosum_HKI_0517
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9 gb_EEQ92013_1_Ajellomyces_dermatitidis_ER_ 3
gb_EGE78722_1_Ajellomyces_dermatitidis_ ATCC_18188
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L XP_002488476_1_Talaromyces_stipitatus_ ATCC_10500

75 XP_002486724_1_Talaromyces_stipitatus_ ATCC_10500
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XP_002340136_1_Talaromyces_stipitatus_ ATCC_10500
69| _XP_002153733_1_Penicillium_marneffei ATCC 18224
1007 _XP_002151024_1_Penicillium_marneffei ATCC_ 18224
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100

L XP_002482661_1_Talaromyces_stipitatus_ATCC_10500
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XP_002568839_1_Penicillium_chrysogenum_Wisconsin_54_1255
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100
100 XP_002624409_1_Ajellomyces_dermatitidis_SLH14081
gb_EEH16986_1_Paracoccidioides_brasiliensis_Pb03
gb_EEH50361_1_Paracoccidioides_brasiliensis_Pb18
(. XP_002794843_1_Paracoccidioides_brasiliensis_Pb01

XP_001536217_1_Ajellomyces_capsulatus_NAm1
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gb_EEH03249_1_Ajellomyces_capsulatus_G186AR
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gb_EGC45191_1_Ajellomyces_capsulatus_H88

69 XP_003067788_1_Coccidioides_posadasii_C735_delta_SOWgp
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98 XP 002150265 1 Penicillium_marneffei ATCC 18224

XP_002483998_1_Talaromyces_stipitatus_ ATCC_10500

— 1196
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XP_002562172_1_Penicillium_chrysogenum_Wisconsin_54_1255

1|7 XP_002377431_1_Aspergillus_flavus_NRRL3357
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100
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100 Bder_05172T0
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10096 Cimm_RS_v2_05863
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XP_002583164_Uncinocarpus_reesii_1704

® —————""""""  [OtherFungal Lineages
E—




— Mcan_03459T0

100/ — Mgyp_03066T0
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66 |7 gb_EEH03240_Ajellomyces_capsulatus_G186AR
98 00 gb_EEQ91468_Ajellomyces_dermatitidis_ER_3
68 XP_002624398_Ajellomyces_dermatitidis_SLH14081
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100
100 gb_EER37837_Ajellomyces_capsulatus_H143
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99 gb_EEHO03237_Ajellomyces_capsulatus_G186AR
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gb_EGE80349_Ajellomyces_dermatitidis_ ATCC_18188
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