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Mass Spectra for Identified Proteins

Spot 1 (A3 20080606) – Phosphatidylethanolamine-binding protein 1 (Pebp1)
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Stanton, Sluka et al: Proteomic changes in rat spermatogenesis in response to in 
vivo androgen manipulation; impact on meiotic cells.



Spot 1 (D4 20080815) - Phosphatidylethanolamine-binding protein 1 (Pebp1)
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Spot 1 (D18 20080815) - Phosphatidylethanolamine-binding protein 1 (Pebp1)
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Spot 4 (C20 20080606) - Alpha-enolase (Eno1)
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Spot 4 (D15 20070719) – Alpha-enolase (Eno1)
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Spot 9 (P1014-16) – mixture of: Aldose reductase (Akr1b1), Palmitoyl-protein 
thioesterase 1 (Ppt-1) and L-lactate dehydrogenase C chain (Ldhc)



Spot 16 (D14 20080815) - mCG11326, isoform CRA_b [Mus musculus] (Hnrnph3) 
and or Heterogeneous nuclear ribonucleoprotein H3 [Mus musculus] 
(MCG11326, isoform CRA_a) (Hnrnph3)
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Spot 23 (D16 20070719) – Alpha-enolase (Eno1)

799.0 1441.8 2084.6 2727.4 3370.2 4013.0
Mass (m/z)
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Spot 29 (P1014-09) – 14-3-3 protein epsilon (Ywhae)



Spot 30 (E13 20070719) – Ferritin light chain 1 (Ftl1)
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Spot 41 (D12 20070719) – Alpha-enolase (Eno1)

799 1442 2085 2728 3371 4014
Mass (m/z)
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Spot 46 (A12 20080606) – mCG11326, isoform CRA_b [Mus musculus] (Hnrnph3) 
and or Heterogeneous nuclear ribonucleoprotein H3 [Mus musculus] 
(MCG11326, isoform CRA_a) (Hnrnph3)
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Mass (m/z)
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Spot 47 (B14 20080606) – mixture of: Tubulin beta-2C chain (Tubb2c), 
Tubulin beta-3 chain (Tubb3), Tubulin beta-5 chain (Tubb5), 
Tubulin beta-2B chain (Tubb2b) and Tubulin beta-2A chain (Tubb2a)
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Spot 48 (D6 20080606) - Lactate dehydrogenase B (Ldhb)
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Spot 54 (E9 20070719) – Protein DJ-1 (Park 7, Cap1)
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Spot 57 (A22 20080606) - Inner membrane protein, mitochondrial, isoform CRA_a (Immt)
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Spot 59 (D14 20080606) - Protein phosphatase 2A, regulatory subunit B (PR 53) (Ppp2r4) 
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Mass (m/z)
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Spot 62 (E4 20070719) – Glutathione S-transferase Mu 5 (Gstm5)

799.0 1441.8 2084.6 2727.4 3370.2 4013.0
Mass (m/z)

1.0E+ 4

0

10

20

30

40

50

60

70

80

90

100

%
 I

n
te

n
si

ty
4700 Reflector Spec #1 MC= > BC= > MC[BP =  842.5, 10230]

84
2.

51
01

10
20

.5
44

4

87
0.

54
08

16
21

.7
22

7

13
26

.6
48

6

22
11

.1
05

0

12
55

.6
09

7

10
45

.5
63

0

15
42

.6
85

5

85
6.

52
75

11
65

.5
41

7

14
47

.6
55

3

13
79

.0
97

2

16
43

.7
03

6

18
11

.8
68

3

93
9.

52
36

19
06

.8
34

4

20
40

.0
06

7

31
98

.4
11

6

23
00

.1
55

3

27
31

.2
15

1



Spot 63 (D8 20080815) – Leucine zipper transcription factor-like protein 1 (Lztfl1)
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Spot 63 (A5 20080606) - Actin, cytoplasmic 2 (Actg1)

799.0 1341.6 1884.2 2426.8 2969.4 3512.0
Mass (m/z)

5.5E+ 4

0

10

20

30

40

50

60

70

80

90

100

%
 I

n
te

n
si

ty
SUB (4700 Reflector Spec #1 MC= > BC= > MC[BP =  842.5, 70698] ,  < < A1_MS_1> >  4700 Reflector Spec #1 MC= > BC= > MC[BP =  882.6, 21

84
2.

50
94

87
0.

53
56

85
6.

52
37

10
45

.5
66

9

91
7.

28
13

97
6.

43
83

11
32

.5
28

1

80
8.

41
20

12
29

.7
15

0

13
07

.6
72

7

13
96

.7
25

1

15
27

.8
06

4

17
90

.9
05

8

16
60

.9
12

8

19
85

.0
22

8

17
35

.9
42

4

Spot 63 (A4 20080606) - Galactokinase 1 (Galk1)
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Spot 64 (E12 20070719) – Ferritin light chain 1 (Ftl1)
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Mass (m/z)
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Spot 68 (P1014-11) – Diablo homolog (Drosophila) (larger C-terminal fragment) (Diablo)



Spot 70 (P1014-14) – mixture of: Ras-related protein Rab-6A [Mus musculus] (Rab6a),
Inosine triphosphatase, isoform CRA_a (Itpa) and Ropporin-like protein 
(AKAP-associated sperm protein) [Mus musculus] (Ropn1l)



Spot 72 (D23 20070719) – L-lactate dehydrogenase B chain (Ldhb)
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Spot 74 (D14 20070719) – Alpha-enolase (Eno1)
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Spot 83 (B8 20080606) - Nuclear autoantigenic sperm protein (Nasp)
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Spot 86 (P1014-01) – Actin, cytoplasmic 2 (Actg1)



Spot 87 (E10 20070719) – Ferritin heavy chain (Fth1)
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Spot 87 (D20 20080815) - Ferritin heavy chain (Fth1)
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Spot 91 (E8 20070719) – Proteasome subunit beta type 4 precursor (Psmb4)
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Spot 93 (D9 20080606) - mixture of: Tubulin, alpha 1C (Tuba1c), Tubulin alpha-1A chain 
(Tuba1a), Tubulin alpha-3 chain (Tuba3), Tubulin beta-2C chain (Tubb2c), 
Tubulin beta-3 chain (Tubb3) and Tubulin beta-2A chain (Tubb2a)

799.0 1341.6 1884.2 2426.8 2969.4 3512.0
Mass (m/z)

1.3E+ 4

0

10

20

30

40

50

60

70

80

90

100

%
 I

n
te

n
si

ty

SUB (4700 Reflector Spec #1 MC= > BC= > MC[BP =  1701.9, 12739] ,  < < C1_MS_1> >  4700 Reflector Spec #1 MC= > BC= > MC[BP =  882.6, 6

17
01

.8
95

0
17

18
.8

73
8

17
56

.9
52

6

16
87

.8
82

3

24
15

.1
88

5

18
24

.9
80

7

12
45

.5
86

1

16
36

.8
18

7

15
52

.7
85

8

11
59

.6
26

1

20
07

.8
85

0

14
10

.7
62

0

17
15

.9
11

9

18
94

.9
12

2

24
97

.1
68

0

10
85

.6
16

8

20
87

.0
73

2

23
46

.0
06

8

27
81

.3
03

7

24
31

.1
97

5

22
80

.1
75

5

17
78

.9
17

4

13
54

.7
99

0

86
0.

44
43

12
61

.5
79

8

18
32

.7
94

9

10
15

.5
62

9

26
50

.2
48

8

27
10

.8
84

5

31
16

.3
63

3

32
94

.4
51

9





Spot 95 (P1014-12) – Acrosin-binding protein (Acrbp)



Spot 96 (D4 20070719) – Stress-70 protein, mitochondrial precursor (Hspa9)
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Spot 103 (A23 20080606) - Inner membrane protein, mitochondrial, isoform CRA_a (Immt)
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Spot 103 (D2 20070719) – Inner membrane protein, mitochondrial, isoform CRA_a (Immt)

799.0 1441.8 2084.6 2727.4 3370.2 4013.0
Mass (m/z)

3749.8

0

10

20

30

40

50

60

70

80

90

100

%
 I

n
te

n
si

ty

4700 Reflector Spec #1 MC= > BC= > MC[BP =  842.5, 3750]

84
2.

50
96

22
11

.1
04

5

87
0.

54
68

15
27

.8
24

5

17
94

.8
12

5

88
2.

56
91

95
6.

50
96

11
06

.5
59

1

11
77

.6
32

1

22
25

.1
27

0

21
32

.9
56

1

14
43

.7
45

1

19
45

.9
92

9

23
00

.1
88

7

15
31

.8
29

5

13
34

.8
81

1

18
10

.8
39

1

98
2.

57
57

83
3.

07
71

20
16

.0
01

7

16
85

.8
00

7

12
51

.7
31

9

10
66

.0
77

4

16
18

.0
63

7

26
97

.3
14

9

35
52

.6
53

1





Spot 104 (A18 20080606) - Ferritin heavy chain (Fth1)
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Spot 106 (C2 20080606) - Isopentenyl-diphosphate Delta-isomerase 1 (Idi1)
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Spot 108 (P1014-18) – mixture of: Protein arginine N-methyltransferase 5
[Mus musculus] (Prmt5), Heat shock-related 70 kDa protein 2 (Hspa2) and
Serum albumin (Alb) 



Spot 110 (A9 20080606) - Protein DJ-1 (Park7, Cap1)
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Spot 113 (C17 20080606) - Aldehyde dehydrogenase, mitochondrial precursor (Aldh2)
and/or ATP synthase subunit alpha, mitochondrial precursor 
(Chain A, Rat Liver F1-Atpase) (Atp5a1)
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Spot 124 (D10 20070719) – Protein disulfide-isomerase A3 (Pdia3)
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Spot 124 (A21 20080606) - Protein disulfide-isomerase A3 (Pdia3)
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Spot 130 (P1014-06) – 14-3-3 protein epsilon (Ywhae)



Spot 132 (B12 20080606) - Peroxiredoxin-6 (Prdx6)
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Spot 137 (D2 20080606) – mixture of: 14-3-3 protein beta/alpha (Ywhab) 
and 14-3-3 protein zeta/delta (Ywhaz)
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Spot 141 (D11 20080606) - Ubiquitin-conjugating enzyme E2N (Ube2n)
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Spot 142 (A17 20080606) - mixture of: Protein disulfide-isomerase A6 (Pdia6), 
Tubulin alpha-1A chain (Tuba1a), Tubulin alpha-1B (Tuba1b), 
Tubulin alpha-1C (Tuba1c), and Tubulin alpha-3 (Tuba3)
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Spot 142 (D9 20070719) – Protein disulfide-isomerase A6 (Pdi6)
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Spot 145 (P1014-15) – Aldose reductase (Akr1b1)



Spot 148 (E14 20070719) – Ferritin light chain 1 (Ftl1)
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Spot 150 (C6 20080606) – mixture of:  rCG61762, isoform CRA_f (similar to: Splicing 
factor, arginine/serine-rich 7) (rCG61762) and Splicing factor, arginine/serine-rich 7 (Sfrs7)
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Spot 154 (D12 20080606) - RuvB-like 1 (Ruvbl1)
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Spot 160 (C7 20080606) – Thimet oligopeptidase (Thop1) and/or 
Probable ATP-dependent RNA helicase DDX4 (Ddx4)
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Spot 162 (B6 20080606) – mixture of: ATP synthase subunit beta, mitochondrial 
precursor (Atp5b), ATP synthase beta subunit (Atp5b), Tubulin beta-5 chain (Tubb5), 
Tubulin beta-2C chain (Tubb2c), Tubulin beta-3 chain (Tubb3), Tubulin beta-2A chain 
(Tubb2a) and Tubulin beta-2B chain (Tubb2b)
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Spot 167 (D1 20070719) – predicted: Importin 5 (Ipo5)
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Spot 170 (D11 20080815) - Microtubule-associated protein RP/EB family member 1
(Mapre1)
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Spot 170 (D3 20080606) Protein phosphatase 2A activator, regulatory subunit 4 
(Protein phosphatase 2A, regulatory subunit B (PR 53)) (Ppp2r4)



Spot 174 (B13 20080606) - Septin-2 (Sept2)
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Spot 177 (C11 20080606) Protein phosphatase 2A activator, regulatory subunit 4 
(Protein phosphatase 2A, regulatory subunit B (PR 53)) (Ppp2r4)



Spot 180 (D21 20070719) – Protein disulfide-isomerase (P4hb, Pdia1)
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Spot 187 (D17 20070719) – Alpha-centractin (Actr1a)
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Spot 188 (E1 20070719) – Proliferating cell nuclear antigen (Pcna)
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Spot 192 (C10 20080606) - Mu-chrystallin homolog (Crym)
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Spot 201 (C15 20080606) – Splicing factor 3a, subunit 3 [Mus musculus] (Sf3a3) 
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Spot 201 (D7 20070719) – Heterogeneous nuclear ribonucleoprotein K (Hnrnpk)
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Spot 213 (D6 20070719) – Succinate dehydrogenase [ubiquinone] flavoprotein 
subunit, mitochondrial precursor (Sdha)
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Spot 218 (D1 20080606) – mixture of: 14-3-3 zeta/delta (Ywhaz) and 14-3-3 protein 
gamma (Ywhag)
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Spot 240 (C23 20080606) - 14-3-3 protein epsilon (Ywhae)
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Spot 242 (C5 20080606) – mixture of: F-actin-capping protein subunit alpha-2
(Capza2) and F-actin capping protein alpha-1 subunit (Capza1)

799.0 1341.6 1884.2 2426.8 2969.4 3512.0
Mass (m/z)

5.5E+ 4

0

10

20

30

40

50

60

70

80

90

100

%
 I

n
te

n
si

ty

SUB (4700 Reflector Spec #1 MC= > BC= > MC[BP =  842.5, 59684] ,  < < C1_MS_1> >  4700 Reflector Spec #1 MC= > BC= > MC[BP =  882.6, 67

84
2.

51
01

87
0.

54
14

11
97

.7
07

9

85
6.

52
64

10
45

.5
70

4

15
70

.9
37

1

90
4.

48
77

17
36

.8
28

6

20
89

.0
19

8

81
0.

35
86

96
1.

50
93

12
21

.6
43

8

22
32

.0
77

4

19
85

.9
59

1

14
71

.6
63

0

11
28

.5
55

1

30
29

.3
30

6

16
69

.8
56

8

23
28

.1
48

2

13
02

.6
24

5

24
36

.1
23

8

33
37

.0
62

3



Spot 269 (D15 20080815) - Phosphatidylethanolamine-binding protein 1 (Pebp1)
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Spot 285 (C18 20080606) - Tissue specific transplantation antigen P35B (Tsta3)
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Spot 286 (D8 20080606) - Tubulin cofactor A (Tbca)
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Mass (m/z)
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Spot 290 (D19 20080815) - Tropomyosin alpha-3 chain (Tpm3)
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Spot 297 (D2 20080815) - Fatty acid binding protein 9, testis (Fabp9)
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Spot 297 (C12 20080606) - Fatty acid binding protein 9, testis (Fabp9)
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Spot 302 (E5 20070719) – Microtubule-associated protein RP/EB family member 1
(Mapre1)
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Spot 307 (D20 20070719) – Protein disulfide-isomerase precursor (P4hb, Pdia1)
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Spot 311 (D5 20070719) – Probable ATP-dependent RNA helicase DDX4 (Ddx4)
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Spot 313 (D3 20070719) – Stress-70 protein, mitochondrial precursor (Hspa9)
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Spot 320 (C22 20080606) - Heat shock protein 1 (chaperonin) (Hspd1)
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Spot 330 (D22 20070719) – SUMO-activating enzyme subunit 1 (Sae1)
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Spot 338 (C21 20080606) – NADH-ubiquinone oxidoreductase 75 kDa subunit,
mitochondrial (Ndufs1)
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Spot 339 (D4 20080606) - 6-phosphogluconolactonase (Pgls)
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Spot 342 (A24 20080606) - Inner membrane protein, mitochondrial, isoform CRA_a 
(Immt)
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Spot 344 (D8 20070719) – mixture of: Tubulin alpha-3 chain (Tuba3), Tubulin alpha-8
chain (Tuba8), Tubulin alpha-1A chain (Tuba1a), Tubulin alpha-1B chain (Tuba1b), 
Tubulin alpha-1C chain (Tuba1c) and Tubulin alpha-8 chain (Tuba8)
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Spot 350 (D7 20080606) – mixture of: Cytosol aminopeptidase 
(Leucine aminopeptidase 3) (Lap3) and Pre-mRNA-processing factor 19
(Nuclear matrix protein SNEV [Mus musculus]) (Prpf19)
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Spot 351 (D10 20080606) - Protein disulfide isomerase (P4hb, Pdia1)

799.0 1341.6 1884.2 2426.8 2969.4 3512.0
Mass (m/z)

9.0E+ 3

0

10

20

30

40

50

60

70

80

90

100

%
 I

n
te

n
si

ty
SUB (4700 Reflector Spec #1 MC= > BC= > MC[BP =  1834.9, 9095] ,  < < C1_MS_1> >  4700 Reflector Spec #1 MC= > BC= > MC[BP =  882.6, 67

18
33

.9
08

3
17

80
.8

31
3

91
0.

44
19

20
93

.0
45

2

19
58

.9
33

1

10
66

.5
12

8

22
19

.1
01

6

10
02

.5
56

8

18
79

.9
14

2

14
24

.7
78

3

20
41

.0
00

1

12
02

.5
97

4

13
55

.6
45

4

15
52

.8
71

7

16
55

.7
63

4

24
34

.2
49

8

21
07

.0
56

4

26
97

.3
99

9

86
2.

45
79

19
61

.9
40

3

17
85

.8
61

8

29
85

.5
15

4

97
9.

97
25

91
7.

96
39

14
86

.7
65

7

17
23

.8
86

1

26
13

.3
25

0

22
35

.1
14

3

29
21

.4
11

4

34
16

.6
52

8

22
99

.1
05

7

28
16

.4
13

3



Spot 352 (B5 20080606) - COP9 signalosome complex subunit 4 (Cops4)
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Spot 356 (B15 20080606) - Splicing factor 3a, subunit 1 (Sf3a1)
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Spot 360 (E3 20070719) – Proteasome subunit alpha type 6 (Psma6)
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Spot 375 (A8 20080606) – mixture of: Ras-related protein Rab-2A (Rab2a) 
and Protein DJ-1 (Park7, Cap1)
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Spot 379 (D5 20080606) – mixture of: Platelet-activating factor acetylhydrolase 1B
subunit beta (Pafah1b2) and Isoamyl acetate-hydrolyzing esterase 1 homolog
(Iah1)
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Spot 381 (D24 20070719) – Pyruvate dehydrogenase E1 component subunit beta,
mitochondrial precursor (Pdhb)
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