EAR1cDNA
EARZ2cONA
EAR3cDNA

EAR1cDNA
EARZcDNA
EAR3cDNA

EAR1cDNA
EARZ2cONA
EAR3cONA

EAR1cONA
EARZ2cDNA
EAR3cDNA

EAR1cDNA
EAR2cDNA
EAR3cDNA

EAR1cDONA
EARZ2cONA
EAR3cDNA

EAR1cONA
EARZ2cDNA
EAR2cDNA

EAR1cDNA
EARZ2cONA
EAR3cONA

61
61
61

121
121
121

181
181
181

241
241
241

3e1
31
3e1

358
361
361

418
421
421

Primer 203

HTGGGTCCGHHGCTGCTTGHGFECCGRCTTTGTCTCCTGCTGCTGCTRGGHCTTGTCCTH
ATGGGTCCGARGCTGCTTGAGTCTCGACTTTGTCTCCTGCTGCTGCTAGGACTTGTCCTA
ATGGGTCCGARGCTGCTTGAGTCCCGACTTTGTCTCCTGCTGCTGCTARGACTTGTCCTA

ATGCTTGCCTCATGCCTGGGTCARACCCCTTCCCAGARGTTTGCCATCCAGCATATCAART

ATGCTTGCCTCATGCCTGGGACARACCCCTTCCCAGTGGTTTGCCATCCAGCATATCAART

ATGCTTGCCTCATGCCTGGGACARACCCCTTCCCGGTGGTTTGCCATCCAGCATATCAART
*

ARTAARTACCARCCTCCARTGTAARTGTTGAARRTGATGCGTAT TARCAGGGC TAGAARGAACAH
ARTAARTGCCARCCTCCARTGTAARTGT TGAARARTGCAGCGTATTARCAGGT TTAGAARGAACA
ARTAARTACCARCCTCCGATGTARTGTTGAARARTGCTGCGTATTARCAGGTTTAGAARGAACH

Primer 238

TGTARGGGCTTARRTACTTTTCTTCATACHAGTTTTGCTARTGCTGTTGGTGTGTGTGGA
TGTARGGGCTTARARTACTTTTCTTCATACARGTTTTGCTARTGCTGTTGGTGTGTGTGGA
TGTARGGGCTTARARTACTTTTCTTCATACARGTTTTGCTARTGCTGTTGGTGTGTGTGGA

ARTCCARGTGGCTTGTGCAGTGACARGAGAARGTCARARARCTGTCATARTAGTTCATCTCGG
ARTCCARGTGGCTTGTGCAGTGACARTATARGTAGARRCTGTCATARTAGTTCATCTCGG

ARTCCAARGTGGCTTGTGCAGTGACAARTATAARGTAGAARRCTGTCATARTAGTTCATCTCGG
*

GTACATATARCTGTCTGTARCATCACCAGTCGGGC---ARCARATTATACCCARTGCAGA
GTACGTATARCTGTCTGTARCATCACCAGTCGGAGGAGAACACCTTATACCCARTGCAGAH

GTARCATATARCTGTCTGTARCATCACCAGTCGGAGGAGARTACCTTATACCCARTGCAGA
deok

TRCCAARTCAARGAARGATCATTGGAGTACTACACAGT TGCCTGTGACCCCAGAACTCCACAG
TACCARCCARGAARGATCATTGGAGTACTACACAGT TGCCTGTARCCCCAGAACTCCACAG

TACCAARCCAARGAARGATCAGTGGAGTACTACACAGTTGCCTGTARTCCCAGAACTTCACTG
. H * ek ok
Primer 239 <€ Primer 204

GACAGTCCCATGTATCCAGTGGTTCCAGTTCACTTGGATGGGACATTTTAG 468

GACAGTCCCATGTATCCAGTGGTTCCAGTTCACTTGGATGGGACATTTTAG 471
GACAGTCCCATGTATCCAGTGGTTCCAGTTCACTTGGATGGGACATTTTAA 471

68
68
68

126
126
126

186
188
188

248
240
248

368
368
3608

357
368
368

417
420
426
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