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Methods

Flow cytometry

Cells were either detached with trypsin EDTA or Hank’s Balanced Salt Solution with
Phenol Red without calcium and magnesium (Lonza Bioscience, Wokingham, UK)
supplemented with EDTA. Cells were resuspended at 0.5—-1 x 107 cells/ml in
phosphate-buffered saline (PBS; Lonza Bioscience, UK) containing 1% (v/v) FCS (PBS-
FCS). Antibodies were added to a final concentration of 10—20 pg/ml and incubated for
60 min on ice. Cells were washed with PBS-FCS, and anti-mouse IgG—FITC or anti-rat
IgG—FITC conjugated antibodies were added at 1:200 dilution in PBS-FCS for 45 min
on ice. Cells were then washed with PBS-FCS and fixed with 0.4% (v/v) formaldehyde
in PBS. Cells were analysed with a Beckman Coulter Cyan ADP FACS machine

(Beckman Coulter Limited, High Wycombe, UK).



Figure S1 LX-2 flow cytometry

Flow cytometry was performed with a panel of anti-integrin antibodies and the
LX-2 cell line. The x-axis denotes fluorescence intensity and the y-axis shows

cell count. Green lines are for the indicated antibodies (clone name) and
black lines are for appropriate species specific negative controls.
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Figure S2. Replicate patient staining of fibulin 2, Wnt-5a and CYR61 in human fibrotic
liver sections with negative control staining.
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Figure S2. A—-L, representative images of histological sections from three different
patients demonstrating immunohistochemical staining in human hepatitis C virus-
induced liver fibrosis. Fibulin-2 staining (A, B and C) was observed within fibrotic
areas. Wnt-5a (E, F and G) and CYRG61 (I, J and K) staining was localised to fibrotic
septa in human liver tissue. Sections displayed are from three different individual
patients. Control (D, H and L) indicates section stained with the omission of the
primary antibody. Images were acquired at 400x magnification.



Figure S3. Replicate animal staining of Wnt-5a and CYR61 in mouse fibrotic liver
sections with negative control staining.
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Figure S3. A—H, representative images of histological sections from three different
animals demonstrating immunohistochemical staining in murine CCl4-induced liver
fibrosis. Wnt-5a (A, B and C) and CYR61 (E, F and G) both heavily stained peri-
fibrotic areas in murine liver tissue. Sections displayed are from three different indi-
vidual animals. Control (D and H) indicates section stained with the omission of the
primary antibody. Images were acquired at 400x magnification.



Figure S4. Control staining of Wnt-5a and CYR61 in mouse fibrotic liver
sections and normal liver sections.

A: Incubation of fibrotic murine liver tissue without the antibody to CYR61(negative control) x10
objective.

B: Incubation of normal murine tissue with CYR61 x10 objective.

C: Incubation of fibrotic murine liver tissue without the antibody to WNT5a (negative control) x10

objective.

D: Incubation of normal murine tissue with WNT5a x10 objective.

Liver sections from three mice treated with CCL4 to induce liver fibrosis were stained
for both CYR61 and WNT5a, using the techniques detailed in the methods section.
Negative control tissue, in which the primary antibody was omitted, did not stain
positively (see panels A and C) and normal murine liver tissue did not stain positively
for either CYRG61 (see panel 1B) or WNT5a (panel 1D).
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X2 Reoeat 1 RPS3A 405 ribosomal rotein 533 1PI00419880.1P100472119 2995350 99.80% 2 2 2 6.06%
L2 Reneat 1 681 Transforming arowth factor-beta-induced orotein i-h3 orecursor 110001 74664.90 10000% 2 2 57 930%
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X2 Reneat 1 EEF2 Elonsation factor 2 1100186290 9532210 10000% 3 3 3 490%
X2 Reneat 1 RPLL 605 rbosomal protein L18 1PI00215719 21617.20 10000% 3 3 7 25.50%
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X2 Reneat 1 RPLS 605 ribosomal orotein L& 28.006.80 10000% 2 3 4 10.50%
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X2 Reneat 1 12 1P100216552 1100759596 2780400 10000% s s 2 16.80%
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X2 Reneat 1 HNRPM Is0form 1 of Heteroseneaus nuclear ribonucleoorotein M 1P100171903.1P100383296 7360450 10000% 3 3 3 a20%
X2 Reneat 1 PTRE soform 1 of Polvmerase | and transcrot release actor IPi00176903 4345850 10000% ] 7 16 17.90%



X2 Reoeat 1 KRTI0 Keratin. tvoe | cvoskeletal 10 1100009865 59.494.30 10000% 16 16 a7 25.00%
X2 Reoeat 1 RPS24 Isoform 1 of 405 ribosomal rotein 524 1PI00029750.1P100219486. 1100847986 1505180 99.80% 2 2 s 2080%
X2 Reoeat 1 4R ottt o 4613730 10000% H H 7 15.30%
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X2 Reoeat 1 SNPD3 Smalnucer onaciooraein 5m 03 13.898.60 99.30% 2 2 3 15.10%
L2 Reveat 1 16.756.60 99.80% 2 2 2 2070%
X2 Reoeat 1 TUBB2C Tubulin beta-2C chain 4981270 99.80% 2 2 5 49.90%
X2 Reoeat 1 MYOLC Mvos 11961360 10000% s s 7 393%
X2 Reoeat 1 7525 405 rosams arotein 525 1357090 10000% 3 3 s 260%
X2 Reoeat 1 RPLG 605 ribosomal rotein L6 3272520 10000% s 7 18 2050%
X2 Reoeat 1 ACTB Actin cv\an\asm\cl 45.068.70 10000% 16 2 118 53.50%
X2 Reoeat 1 o ofOeoendntrts e catabtc suunk 465.453.20 10000% 7 7 16 222%
X2 Reoeat 1 o ot mteton o 46.854.40 10000% 7 7 s 19.20%
X2 Reoeat 1 RPL& 605 ribosomal protein L 4768110 99.80% 2 2 5 5.15%
X2 Reoeat 1 RPLPO 605 acidc ibosomal ootein PO 3425630 10000% 6 6 1 27.10%
X2 Reoeat 1 NB1 37.359.50 10000% 4 a 4 18.40%
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X2 Reoeat 1 HISTIH2A Histon H2A tvoe 1-H 19100339274.9100552873 1397100 10000% 4 s a7 35.70%
X2 Reoeat 1 STOM Envthrocwte band 7 intesral membrane orotein 1PI00219682 3171410 10000% 7 7 18 35.10%
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L2 Reneat 1 COLSAI Collagen aloha-LIV) chain precurs 1PI00477611.1P100BA405¢ 18354470 10000% 7 7 s 738%
X2 Reoeat 1 HIST2H2BE Histone H28 tvoe 2-E 1100003935 wmmsms 1P100220403.1100515051 1393280 99.80% 2 2 10 38.10%
X2 Reoeat 1 RPL10A 605 ribosomal orotein 110 1P100412579.1P1008275 2466280 10000% 6 s 15 30.10%
X2 Reoeat 1 1100179330 17.947.60 10000% 4 6 19 30.10%
X2 Reoeat 1 UPFL Isoform 1 of Resulator of nonsense transcrios 1 1PI00034049.1P100399170 12301930 99.80% 2 2 2 259%
X2 Reoeat 1 Serum albumin orecur 110070839 6927620 10000% 19 2 a 35.90%
X2 Reoeat 1 CKAPA Isoform 1 of toskeleton-associated protein 4 1PI00141318.1PI00433214.1PI0DG04713 6780060 10000% B 1 19 29.50%
X2 Reoeat 1 RPS3 405 ribosomal orotein 53 1100011253 2667050 10000% 10 10 2% 5230%
X2 Reoeat 1 MYHIO Isoform 1 of Mvosin-10 1PI00397526.1P100479307.1PI0D790503 23129670 10000% s s 1 13.00%
X2 Reoeat 1 TOP2A DNA toooisomerase 2. IPIO0178667.1PI00218753.1PI0D218754.1PIO0A14101.1PI00A7E232 17887120 10000% s s 6 332%
X2 Reoeat 1 ERLINY ER ioid raft associated 1 1100007940 39.154.00 10000% 2 2 3 16.10%
L2 Reneat 1 ‘GANAB Isoform 1 of Neral aloha-glucosidase AB orecursor 1PI00011454.1PI0D383551. 1100472068 106.831.00 10000% 2 2 2 258%
X2 Reoeat 1 ACTRS Actn-related orotein 3 1100028091 4735380 10000% s s 10 15.30%
X2 Reoeat 1 ACTCI Actn.aloha cardiac muscle 1 1100023006 4200210 99.80% 2 2 4 27.90%
X2 Reoeat 1 NK2AL Casein kinse Il subunit aloha 1PI00016613.1P100744507 4512650 10000% 2 2 4 9.46%
X2 Reoeat 1 PRPFS Pre-mNA-orocessing-solicing factor & 1P10000792: 27359060 10000% 4 a 4 193%
X2 Reoeat 1 CAVI Caveolin 1PI00009236.1P1008S3145 19.159.80 10000% s s 12 4130%
X2 Reoeat 1 ACTNI Aloha-actinin-1 e ———— 103.043.00 99.80% 2 2 4 247%
L2 Reneat 1 o 5078450 10000% 5 5 s 16.90%
X2 Reoeat2 HBAZ HBAT Hemorlobin subunit TPI00410714.1PI008S3068 1526260 0% 2 2 Ty 690%
X2 Reneat2 v vt €3 oo 211 chncescurn 100: 10856280 10000% 13 1 3 16.50%
X2 Reneat2 WNTSA protein Wint-5a orec 1PI00013178.1P100795811 3274560 10000% 4 4 o 13.70%
X2 Reneat2 RPL27 605 rbosomal orotei 1PI00219155.110038: 16.398.20 0% 2 2 4 1430%
X2 Reoeat2 RPL26L1 605 ibosomal orotein L26-Ike 1 IPIO00071441P00027270.P00A33834,P00737562POOT1964P00789514 1291580 99.80% 2 2 2 1650%
X2 Reneat2 Jobin subuni i 131P100854874 1891240 a0 2 2 s 10.90%
X2 Reneat2 FBN2 ibiln 2 oecursor 1PI00019439 1PI00784315 31471350 10000% 2 2 B 5.49%
X2 Reneat2 1 Serne orotease HTRAL precursor 1PI00003176.1P100643586 4801890 10000% 5 s s 13.00%
X2 Reneat2 GBI Transforming srowth factor-beta-induced orotei f-h3 orecursor 100 7466490 10000% 2 2 140 39.10%
X2 Reoeat2 PRSS23 Serine orotease 23 orecursor 100 42984.40 10000% 6 6 31 19.10%
X2 Reneat2 RPS23 405 rivosomal arotein 523 1PI00218606.1P100739952 1666330 0% 2 2 o 14.40%
X2 Reneat2 RPS7 405 ribosomal orotein 7 1P100013: 2210950 0% 2 2 4 1030%
X2 Reneat2 R61 Protein CYRG1 orecursor 1100299219 4200800 10000% s s 3 2200%
X2 Reneat2 1GFBPS Insulin-like srowth factor-binding orotein s orecursor 1P100025: 3055200 0% 2 2 2 6.25%
X2 Reneat2 SFRS3 Solicing factor, arenine/serine-rch 3 1PI00010204.1P100843996 16.185.30 0% 2 2 4 20.20%
X2 Reneat2 TNC Isoform 1 of Tenascinorecursor 100 24084520 10000% 50 57 205 3060%
X2 Reneat2 KRT6A Keratin. toe I cvtoskeletal 64 10: 60028.40 99.80% 2 2 3 12.40%
X2 Reneat2 PL24 605 ribosomal rotein L24. 1PI00306332.1PI00791426.1PI0D793696 1295350 10000% 3 3 2 27.30%
X2 Reneat2 KRT2 Keratin. tvoe Il ctoskeletal 2 eoidermal 1100021304 65.848.40 10000% 10 10 2 19.50%
X2 Reneat2 513 405 rbosomal orotein 1100221089 17.20530 10000% 5 7 21 36.40%
X2 Reneat2 RPL23 605 rbosomal protein L23 1PI00010153.1P100742805.1PI0D795408 1693190 10000% 4 s 1 36.40%
X2 Reneat2 PSS 405 rosomal orotein 59 1002210 257450 10000% 2 2 4 1030%
X2 Reneat2 LGALS1 Galectn IPi00219219 1469780 10000% 2 2 2 17.00%
X2 Reneat2 RPS16 405 rivosomal arotein S16 IPi00221092 16.427.90 10000% 5 5 2 35.60%
X2 Reneat2 KRT1 Keratin. tvoe Il etoskeletal 1 1100220327 66.001.20 10000% 20 2 219 35.60%
X2 Reneat2 KRTO Keratin.tvoe | vtoskeletal 11000153 6211300 10000% 1 1 o 3180%
X2 Reneat2 RPL31605 rbosomal protein L31 1PI00026302.1PIODBAE331,1PIODBS058 1397800 10000% 3 3 10 28.90%
X2 Reneat2 RPS18 405 ribosomalorotei 100 17.70130 10000% s s 56 43.40%
X2 Reneat2 COL6AS aloha 3 tvoe Vi collaen fsoform 1 oecursor 100 343.649.40 10000% 59 6 26 2630%
X2 Reneat2 40605 ribosomal oot 1PI00398135.1PIODASG7S8.IPIODE27619 16.604.30 10000 4 4 10 2.20%
X2 Reneat2 PS15 405 ribosomal ootein S15 o 17.02280 10000% 3 3 10 2.10%
X2 Reneat2 molement C4-A orecurs 1PI00032258 1PIODA18163.1PIOD6A3525.1PIODGS 4875 192776.80 10000% 3 3 4 178%
X2 Reneat2 (GREM Isoform 1 of Gremiin-1 orecursor o 2067890 99.80% 2 2 s 17.90%
X2 Reneat 2 HisT LHAHHIST 10 1134970 99.80% 2 2 1 17.50%
X2 Reneat2 RPL10 605 rbosomal protein L10 1PI00374260.1P100S54723.1PIODGA8SS IPIODES3161 2455960 10000% 3 3 16 1070%
X2 Reneat2 COL6AI Collazen aloha-LIVI) chain recursor IPI00291136 10851290 100.00% 1 n 3 1250%
X2 Reneat2 RPLELOCT29402A0CT31567 605 rbosomal raein 21 100477343.1100478812. 18.503.00 99.80% 2 2 s 16.20%
X2 Reneat2 FBN1 312 kD3 orotei IPi00784458 31220700 10000% s a5 28 19.90%
X2 Reneat 2 RPL32 605 rbosomal orotein 1PIO000S59.1PI0D395998 1PIODTSA734 1293910 10000% 3 3 3 33.90%
X2 Reneat2 ibosomal orotein 54, X o 2956130 10000% s s 2 37.30%
X2 Reneat2 TEPI2 Tissue factor bathway nhibitor 2 orecursor o 2691690 10000% s s 2 36.60%
X2 Reneat 2 TIMP3 Metalooroteinase inhibitor 3 orecursor 1PI00218247.1P100640293 2612750 10000% 3 3 s 13.70%
X2 Reneat2 rvosin - Sus scrofa (Pl MAN 2439130 10000% 3 3 o 2160%
X2 Reneat2 CPZ soform 1 of Carbosvoetidase Z recursor 1PI00179185.1P100396391 7361090 10000% 6 6 s 12.70%
X2 Reneat2 KRTS Keratin.tvoe Il ctoskeletal . o 6236160 10000% 7 7 1 15.30%
X2 Reneat2 KRT0 Keratin. tvoe | cvoskeletal 10 P10 59.494.30 10000% 15 15 0 2330%
X2 Reneat 2 RPS24 Is0form 1 of 405 ibosomal rotein 524 1505140 10000% 4 4 B 3000%
X2 Reneat2 RPSL1.405 rinosomal orotein 1841330 10000% 4 4 7 20.10%
X2 Reneat2 RPS29 405 rinosomal arotein 529 665890 10000% 3 3 H 46.40%
X2 Reneat2 19525405 ol e 525 1357090 10000% 3 3 2 260%
X2 Reneat2 1t C3 orecursor Fra 18713110 99.80% 2 2 2 126%
X2 Reneat 2 ums st st v XGZoESGHL7245 17.776.20 10000% 3 3 3 28.40%
X2 Reneat2 514 405 rosomal orotein 1625490 99.80% 2 2 7 15.90%
X2 Reneat 2 zmn Isoform 1 of EGF-like reoeat and discodin like domain-containing orotein 3 orecursor 52730.10 10000% 5 5 s 1150%
X2 Reneat2 605 ibosomal orotein 1PI00215790.100792410 795920 10000% 3 3 4 35.80%
X2 Reneat2 ST ener e s 19100220855, 1PI00339274.P100552873 13918580 10000% 3 3 o 3050%
X2 Reneat 2 RPL17 605 rbosomal protein L17 1PIODA13324.1PI0DA7208 IPIODS14874 2138130 10000% 4 4 1 280%
X2 Reneat2 RPL23ANCG 16001 60S rbosomal orotein L23a 1PI00021266.1PI0D176755.1PIODTES159.1PIOD793523. 1100794834 17.786.10 10000% 4 4 2 2030%
X2 Reneat2 Serum alburin IP100708: 6927620 10000% 20 2 28 36.40%
X2 Reneat2 szzsno{msu 100544166405 bosomalaotein26 1PI00186712.1P1008SS650 12997.50 10000% 3 4 1 3130%
X2 Reneat2 joha-2-macrotlobulin oecurs o 163.258.80 10000% 4 4 1 285%
X2 Reneat2 pre a0: 51.604.60 10000% s s 6 14.00%
X2 Reneat2 B Actin. cvonlasmi 1PI00021438.1P100021440.1PIOD8AS0SE 45.068.70 10000% 4 4 7 1290%
X2 Reneat2 TUBS Tubulin beta ch IPi00o11¢ 4965260 99.80% 2 2 s 450%
X2 Reneat2 1912508 sl vt 25 1PI00412607.1P100S50247.1PIODTET131 10627.10 99.80% 2 3 10 24.00%
12 Reneat2 17 orecursor 1100171160 5178350 10000% 10 1 57 23.00%
X2 Reneat3 RPS6 405 rbosomal orotein 56 TPi00021840 2866370 99.80% 2 2 G B0%
X2 Reneat3 1AD3A ATPase familv. AAA domain contalning 34 1PI00295992.1PI0D643435.1PIODGAE144 64338.10 99.80% 2 2 2 350%
X2 Reneat 3 1P100024284 468.787.50 10000% 2 2 a6 7.15%
X2 Reneat 3 HBAZ:HBAL Hemoelobin subunit aloha 1PI00410714.1P100853068 1526260 10000% 3 4 1 28.20%
X2 Reneat 3 HADHA Tifunctional enzvme suburit aloha. mitochondrialbrecursor 8298390 99.60% 2 2 2 249%
X2 Reneat 3 TINAGL1 soform 1 of Tubulointerstital neohrtis antisen-fke orecursor 5236900 99.80% 2 2 3 4%
X2 Reneat3 COL6A2 lsoform 22 o Collazen aloha-21Vi)chain orecursor 108.562.80 10000% 15 16 W 21.90%
X2 Reneat 3 THYL Thy-1 membrs orotein orecurs 17.917.20 99.80% 2 2 4 1550%
X2 Reneat3 KRT1 Keratin. tvoe | cvoskeletal 4804100 10000% 4 4 B 10.70%
X2 Reneat 3 WNTSA Protein Wnt 5 orecursor 3274560 99.70% 2 2 2 722%
X2 Reneat 3 AGRN Asrin orecur: 21482000 10000% 6 6 1 337%
X2 Reneat 3 RPL27 605 rbosomal protein L27 16.398.20 10000% 2 2 2 11.40%
X2 Reneat 3 YWHAZ 14-3.3 orotein zeta/delta 2772750 10000% 3 3 3 2290%
X2 Reneat 3 CPNEL Conine-1 5904060 10000% s s s 9.68%
X2 Reneat 3 EEF1A1 Eloneation factor Laloha 1 5016740 10000% s s a 21.90%
X2 Reneat 3 AR Actvrltedroin 23 comvecsubunt 3 1152920 10000% 3 3 6 27.30%
X2 Reneat 3 1PI00022202.1PI00215777.1PIODTE8624.1PIODTB6S 7. 1PIO07S0115. 1100793177 24.199.40 10000% 4 4 16 2050%
X2 Reneat 3 M o Aof M 1PI00021405.1PI00216952.1PI0D216953.1PIODS14204.1PIO0GA4087.IPIOOGS 5812 55.621.60 10000% s s n 16.20%
X2 Reneat 3 H2AEV Histone H2A\ 1PIO0D18278 1PI0D218448 1PIODSS 841 1547010 10000% 3 3 6 26.70%
X2 Reneat 3 (GAPDH Gieeradenvde -shasohate ehvroense 3153000 10000% s s 10 26.60%
X2 Reneat 3 HADHE Trifunctional enzvme beta subunit. mitchondrisl orecursor 5137910 99.90% 2 2 2 a21%
X2 Reneat 3 8 Hemoelobin subunit beta 10084874 1891240 99.80% 2 2 10 1090%
X2 Reneat 3 FaN2 ibilin 2 orecursor 31471350 10000% ] ] 16 323%
X2 Reneat 3 RPS3A 405 ribosomal ootei 2995350 10000% 6 6 n 26.50%
X2 Reneat 3 TGF8) Transforming erowth factor-beta-induced orotei f-h3 orecursor 74.664.90 10000% 1 2 se 37.00%
X2 Reneat 3 SLC25AG ADP/ATP translocase: 1P100291467 3284910 99.80% 2 2 3 2350%
X2 Reneat3 PP 6-ohoschofructokinase tvoe C 1P100003790.1P100643196 85.299.10 10000% 3 3 6 4%
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X2 Reoeat3
X2 Reoeat3
X2 Reoeat 3
X2 Reoeat3
X2 Reoeat3
X2 Reoeat3
X2 Reoeat3
X2 Reoeat 3
X2 Reoeat3
X2 Reoeat3
X2 Reoeat3
X2 Reoeat3

X2 Reneat3

HISTIHBL Histone H2 tvoe 1-L
RPS8 405 ribosomal orotein S8

1EM3 Transmembrane orotein 43
'VDACI Voltage-dependent anion-selectve channel rotein 1
VDAC? Voltage-dependent anion-selective channel rotein 2
TP oform L AT e . s

3

(CYRG1 Protein CYRG orecursor
BCAP31 B-cel receptor-associated orotein 31

~ABCD3 ATP-binding cassette sub-famiv D member 3
EGFL7 EGF-ke domain-containing ootei 7 orecursor

SLC25AS ADPIATP transiocase 2

TNCIsoform 1 of Tenascinprecursor

HSPB1 Heat shock rotein beta-1
RPL24 605 rbosomal protein L24

LAMB Laminin subunit beta-1 orecursor
ANKAS Anmexin A5

KRT2 Keratin. tvoe Il ctoskeletal 2 eoidermal
RPS13 405 rivosomal arotein S13

RPL23 605 ribosomal protein 123

PS5 405 rosoml orotein 59
ATPSB ATP synthase subunit beta. mitochondria orecursor
s ibosomal orotein 52

ATP5AL ATP sunthase subunit aloha. mitochondrialorecursor
00 b AT dender A el 0015
soform 1 of Laminin subunit aloha-4 orecursor

RPL 60 oo aroten 31
TMEM3S Transmembrane orotein 33
RPL1 605 rbosomal protein L18
RPS18 405 rinosomal arotein S18
H2AFY 2 istone famiv, member Y isoform 2
XRCCS ATP-deoendent DNA helicase 2 subunit 2
NPl orcrin

40605 ribosomal orotein 72
o o e
ANKAS Annexin A6
IMMT lsoform 1 of Mitochondrial iner membrane orotein
RUVBLL lsoform 1 of RuvB-ke 1
HSPAS lsoform 1 o Heat shack cognate 71 kDa rotein
RPL18A 605 rbosomal orotein L18a

mentin
COL6A aloha 3 tvoe Vi collaen fsoform 1 oecursor
CLTC soform 1 of Clathrin heaw chain 1

COL4AL Collagen aloha-LIV) chain orecrsor

4605
SER0 s senetas hiar s

/DACS 1soform 1 of Voltase-dependent anion-selective channel orotein 3
9L 608 bosomtoten (5
LAMAS Laminin subunit aloha-5 orecursor
AL ADP bosdaton acor

s o et et g v T s 2aubnt
HisT:

LHAHHIST

HISTLH3F: It
TP 1 lsoform 3 of Tropomvosin aloha-1 chain
RPL10 605 rbosomal orotein L
COL6AI Collazen aloha-LIVI) chain recursor
MYHS Mvosin
ACTR? Actn-related orotein 2.
6TUD2 116105 Us sl oot comoonnt

IXA2 Anmexin A2
coun ot o i cscaron
Actn-related orotein 2/3 comolex subunit
[T
FN1 312 kD3 orotein
MYADM Myeloid-assoclated diferentiaton marker
HNRNPU Heterogeneous nuclear ribonucieoorotein U
RPL7 605 ribosomal orotein L7
19112608 ol ot L1z
PS2 405 riosomal orotein
A e ot o v e ot &
RPL14 605 rbosomal protein L14
PSaX 405

HNRPHI Heterogeneaus nuclear ribonucieoorotein H
TEPI2 Tissue factor bathway inhibitor 2 orecursor
PENL Profiin-1

P2 soform M2 of Puruvate Kinase sozvmes M1/M2

TGM2 soform 1 of rotein-elutamine eamma-lutamylransferase 2
KRTS Keratin.tvoe Il ctoskeletal 8
RPL30 605 ribosomal protein L30

~ARPCA Actin-relted brotein 2/3 comolex suburit 4

Trvsin - Susscrofa Pi)

HISTLHIE Histone HLS

HNRNPC soform C1 of Heterogeneous nuclear rlbonuciecaroteins C1/C2
MRLC Mvosin resulatory liht chain

HISTIHID Histone HL3

RPN
HNRPM Is0form 1 of Heteroseneaus nuclear ribonucleoorotein M
MYLS Myosin resulatory liht chain 2. smooth muscle soform
PTRF soform 1 of Polvmerase | and transcrot release factor
KRTL0 Keratin. tvoe | cvoskeltal 1

RPS11.405 rinosomal orotein S11
EIFAAL Eukarvotic ntiation actor 4A 1

MVP Maior vaultorotein

RPS25 405 rinosomal orotein 525

RPLS 605 ribosomal orotein L6

C3 Comalement C3 orecursor (Frazment)

TMED10 Transmembrane emo24 domain-containing orotein 10 orecursor

EIF4A3 Eukarvotic ntiation factor 4A
RPLA 605 ribosomal orotein L

ENTPDA:LOXL2 Lusvl oxidase homoloe 2 orecursor

RPLPO 605 acidc ibosomal orotein PO

RPS14 405 rinosomal orotein S14

MGST3 Microsomal elutathione S-transferase 3

SLC25A13 Mitochondrialasoartate-elutamate carrie orotein
PROXI Peroxiredorin-1

L
RPL3 605 rbosomal orotein L38

1100018534,

IPIOD216026 IPIODASSS31.IPIODESS 744 IPI00BSS973
IPIODASE013 IPI0D719814.

1PI00793839
IPI00641719

1PI00470528.1P100550032
1100013415
1PI00376798.1P100746438

1PI00302592.1PI00333541.1PI0D644576
110000081
1PI00011200.1P100642545

1PI00306332.1PI00791426.1PI0D793695
1PI00013976.1P1008S3454
1P100329801

1100021304

1100221089
1PI00010153.1P100742805.1P100795408
11002210

1P100303476

1PI00397358.1PI00S1397 1100746004

1PI00017617.1P100023785.1PIODGS1653.1I00GS1677
1PI00329482.1P100735310
1PI00026302.1PIODBAE331PIODBS058
1100299084

1100215719

1100013296
1PIO00S366.1PI0D304171, 1100744145
1100220834
1PI00023824.1P100465038
1PI00299573.1P100479315
1PI00S50021.1P100651660
1P100002459.1P100221226
1PI00003960.1P10D470829.1PI0DSS 4469
1PI00021187.1P100787897
1100003865
1P100026202.1P100847774
1100418471

1100022200
1PI00024067.1P100455383

1PI00743696 1P100844360
1PI00011268 1PI00216044.1PI0D640938.1PIOD5A1351.1I00642213.1100847752
1PI00026944.1P100384542
1PIOD398135.1PIODASS 758 IPIODE27619

1P100783665
1PI00215914.1P100215917
1100453473

IPIODAES121.1PI00T48145

1100742825
PIOD6A6898.1PIODES 3161

1PIO0A18169.1P1004SS315
1P100297646
1100005161

100477343.1100478812.

IPi00784458
PIODSS7975.1I0DES8209

IPIODAT21711P100794745

1PI00013485.1P100475366

1P10000:

1PI00221093.1PI0DATE114.1PI0DT91157

1PI00013881.1P10047S151

1100759596
1100604523
&

1PI0DA78694
1100867533

1PI00296337.1PI0D376215.1PIODTE6995

7
1PI00024266.1P100639812

i
1PI00000874.1P100640741
IP10002626¢

1PI00215790.100792410

100020101.1P100152906.1PI00303133,PI00329665. 100419833, 1100477495. 100554795, 1PI00794461.1PI00B 16252

1"

13.898.60

735920



X2 Reoeat3 0K e el 201X 7322770 10000% 4 4 5 0%
X2 Reoeat3 RHOC Rho-related GTP-binding protein RhoC precursor 1700017424 100027500 10078231 110557634 1DD43365IIDS44425 10847255107 53202 107535651007 55538 1197190 99.50% 2 2 2 18.30%
X2 Reoeat 3 ATt sone o on 19100339274.1100552873 1391880 10000% H 4 2 3050%
X2 Reoeat3 STOM Ervthrocwte band 7 intesral membrane orotein 3171810 10000% s s 7 2360%
X2 Reoeat3 PL17 605 ribosomal rotein L17 [ hre——— 2138130 10000% 5 7 1 36.40%
X2 Reoeat3 COLaA2 Collagen aloha-201V)chain orecursor 1PI0030632.PI00477950.PI00BS 3342 16719820 99.80% 2 2 3 135%
X2 Reoeat3 FLOT2 fotilin 2 Pl 4708590 10000% 16 I 5 930%
X2 Reoeat 3 SERPINHI Seroin H1 orecursor 1PI00032140 46.424.00 10000% s s 4 1290%
X2 Reoeat3 COL12A1 Isoform 1 o Collagen aloha-11XIl) chain precursor Pl 333.127.30 o0 65 & 160 29.80%
X2 Reoeat3 COLSA Colenalohe1 i rcusr 1PI00477611. 1100844090 18354470 o0 3 3 s 277%
X2 Reoeat3 aTPsC: Liver of ATP svnthase gamma chain. mitochondrialprecursor 1PI00395769.1PI00478410 3298000 10000% s s 4 1680%
X2 Reoeat3 e 1PI00003935.PI0DIS2785.PI00220403. 100515061 1388670 99.80% 2 2 1 31.00%
X2 Reoeat 3 RPL10A 605 ribosomal orotein 110 1910041257 PI00B27508 2666280 10000% H H 10 37.00%
X2 Reoeat 3 Pl 17.947.60 10000% s 7 36 30.10%
X2 Reoeat3 UPFL Isoform 1 of Resulator of nonsense transcrios 1 1PI00034049.1PI00399170 12301930 99.80% 2 2 2 188%
X2 Reoeat3 RPL23ACG 16001 605 rbosomal orotein 1232 1PI00021266 1100176755, PI0079159.PI00793523.PI00794894 17.786.10 10000% 3 3 3 2030%
X2 Reoeat3 CFLL Cofin-1 1PI00012011 16.485.10 99.80% 2 2 5 15.10%
X2 Reoeat3 Serum albumin orecursor 1PI0070835 6927620 10000% I 19 a 3160%
X2 Reoeat3 CKAPA Isoform 1 of Cvtoskeleton-associted orotein 4 1PIO0141315.PI00433214. 100604713 6780060 10000% 6 6 s 11.00%
L2 Reneat3 PS3 405 rivosomal orotein s3 1PI00011253 2667050 10000% s s 21 43.20%
X2 Reoeat3 PGS o Lof Mofseshsohrcsn 1PI00044751PI00412862. PI00G44494.PI00B27503 21831730 99.60% 2 2 2 113%
X2 Reoeat3 MYHIO Isoform 1 of Mvosin- 1PI00397526.PI00479307.IPI00790503 23129670 10000% 15 15 27 19.10%
X2 Reoeat3 Tor2A DA anssomer 1PI00178667.PI00218753.PI00218754.PI00414101.1PI00478232 17887120 10000% 3 3 B 202%
X2 Reoeat3 TRIPLS lsofort i receotor-nteracting ootein 13 19100003505 4853410 10000% 3 3 3 1160%
X2 Reoeat3 ot e 1PIO0186712.1PI00ES5650 1299750 10000% 3 3 5 3130%
X2 Reoeat3 H2BFS Histone 7638.10 99.70% 2 2 2 2030%
X2 Reoeat3 ACTRS Actn-related orotel 1PI00028091 4735380 10000% 7 7 s 2.70%
X2 Reoeat3 AL Casein kinase I subunit 1PI00016613.PI00744507 4512650 10000% 3 3 4 13.00%
X2 Reoeat 3 HSPD1 60 kDa heat shock protein, mitochondrialorecursor 19100472102 1PI00784154 6105770 10000% 3 3 3 663%
X2 Reoeat3 CAVI Caveolin 1PI00009236,1PI0BS 3146 19.159.80 10000% s s 1 4190%
X2 Reoeat3 RPL9 605 ribosomal orotein L9 1PI000316911PI00795717 19.044.70 10000% 3 3 4 15.80%
X2 Reoeat3 ACTN1 Aloha-actinin-1 1PI00013508 1PIO0013808.PI0O759776 10483920 99.80% 2 2 4 2a1%
X2 Reoeat3 1PI002970 50.784.50 10000% s s 5 1180%
X2 Reoeat 3 RABLB Ras-elated protein Rab-16 1PI0000B64 215400 10000% 4 4 s 2.90%
L2 Reneat3 TUBS Tubulin beta chain 1PI000116: 4965260 10000% 1 2 w2 57.40%
X2 Reoeat3 RPL3S 605 rbosomal protein L35 1PI00412607.1PI00SS0247.PI007E7131 10627.10 99.80% 2 2 6 26.00%
X2 Reoeat3 TUBBS TUBB orotein 1PI00646775 50072.40 10000% 3 3 3 37.10%
L2 Reneat3 FNI fibronectin 1 soform 4 oreoroorotein 1PI00414283 256.486.40 10000% 3 a2 101 26.10%
X2 Reoeat 3 ACTCI Actn.aloha cardiae muscle 19100023006 4200210 10000% 3 4 ° 38.70%
X2 Reoeat3 ACTB Actin, cvioplasmic 1 1PI00021439.PI00021440.1PI00B4805E 45.068.70 10000% 1 2 17 5060%
X2 Reoeat3 TuB a orotein 1PI00641706 45.746.40 99.80% 2 2 2 6.70%
X2 Reoeat3 LRRC17 soform 1 of Leucine-rich reoeat-contaiing protein 17 orecursor 1PI00171160 5178350 10000% 1 1 2 26.10%
X2 Reoeat3 TUBB2C Tubulin beta-2C chain 19100007752 4981270 10000% 3 3 o 53.50%
12 Reneat3 TUBALB Tubulin aloha-16 chain 4965210 10000% n 2 160 s6.40%
HFF Reoeat 1 1PI0002428% 36878750 10000% 39 5 m TLs0%
HFF Repeat 1 HBAZ:HBAL Hemorlobin subunit aloha 1PI00410714 100853065 15.239.60 10000% 3 3 12 23.20%
HFF Repeat 1 0L ol 22 Colunlohs 20 rcsn 1PI00304840 10856280 10000% 16 16 2 16.00%
HFF Repeat 1 -1 membrane evcoorotein recursor 1PI00022892.IPI0OSSS577 1588570 99.80% 2 2 7 17.20%
HFF Repeat 1 Do ntormer oAl 100514204, 5562160 10000% 5 5 7 1130%
HFF Repeat 1 ‘GAPDH Ghvceraldehyde-3-hosohate dehvdrogenase. 1PI00219018.PI00795257 3153000 0% 2 2 3 9.90%
HFF Repeat 1 FBN2 fibriln 2 oecursor 1PI00019439PI00784315 31471350 0% 2 2 6 117%
HFF Repeat 1 GBI Transforming srowth factor-beta-induced orotei f-h3 orecursor PI00018215 7466490 10000% 10 10 19 16.10%
HFF Repeat 1 HISTLH2BL Histone H2B tvoe 1.L PI00018534.1I00020101 IPIOD15 2906, PI0D303133.PI00329665. PI00419833.PI0047 7495, IPIO0S4798. 100794461 IP00816252 13.898.60 10000% 2 1 % 56.30%
HFF Repeat 1 ATP50 ATP sunthase subunit O, mitochondrialorecursor 1PI00007611 2325940 99.80% 2 2 2 1080%
HFF Repeat 1 1EM23 Transmembrane orotein 1PI00301280 44.856.80 10000% 4 4 6 14.00%
HFF Repeat 1 VDACI Voltage-deoendent anion-selective channel rotein 1 1PI00216308 3075590 10000% 4 4 7 1850%
HFF Repeat 1 VDAC? Voltage:deoendent anion-selective channel rotein 2 1PI00024145.PI00216024.PI0D216026.PI00A555 31 IPIODBS 5744 PI00BS5973 3621430 10000% 4 4 7 15.10%
HFF Repeat 1 POSTN Isoform 1 of eriostn orecursor 1PI00007960.PI00218585.IPI00410241 IPIO0641231 9012940 10000% 3 3 3 458%
HFF Repeat 1 ERLINZ soform 1 of Elin 2 oecursor 1PI00026942 37.82240 9.90% 2 2 7 7.08%
HFF Repeat 1 FGF2 fibroblast erowth factor 2 1PI00154603 3075270 99.80% 2 2 6 382%
HFF Repeat 1 NID2 Nidogen-2 orecursor 1PI00028908.1PI00293033 10712260 99.80% 2 2 4 206%
HFF Repeat 1 1PI00296058PI00SS6657 6773730 9,80 2 2 4 3.06%
HFF Repeat 1 TNC Isoform 1 of Tenascinorecursor 1PI000310¢ 24084520 10000% 20 2 W 12.40%
HFF Repeat 1 1PI00025512 2276460 10000% 4 4 4 20.90%
HFF Repeat 1 1PI00300725 50028.40 99.80% 2 2 3 7.62%
HFF Repeat 1 1PI00021304 65.848.40 10000% 4 4 12 1040%
HFF Repeat 1 1PI00221089 17.20530 10000% 3 3 s 1850%
HFF Repeat 1 1PI002210 257450 10000% 3 3 3 1290%
HFF Repeat 1 1PI00010153.1PI00742805.PI00795408 1693190 99.70% 2 2 2 1860%
HFF Repeat 1 1PI003034 56.542.50 10000% 4 4 6 11.70%
HFF Repeat 1 1PI00221092 16427.90 10000% s s 7 3360%
HFF Repeat 1 1PI000S6334 2766280 50% 2 2 2 10.70%
HEF Reeat 1 1PI00220327 66.001.20 10000% s s ” 19.40%
HEF Reeat 1 1PI008277951P100827893.P100827937. 17.P1008281 7592660 80 2 2 4 308%
HEF Reeat 1 1PI00009456 6335100 10000% 7 s 1 13.80%
HEF Reeat 1 als 6211300 10000% H s 2 18.10%
HEF Reeat 1 X ATh v subut o, mkachodrial sz 59.734.10 10000% 3 3 3 7.05%
HEF Reeat 1 EMILINT EMILIN-1 orecursor 106.676.70 10000% 13 13 a 16.00%
HEF Reeat 1 o1 08 ol ot 13 21617.20 10000% 3 3 5 2020%
HEF Reeat 1 518 405 rivosoml orotein S18 1770030 10000% 6 6 1 38.20%
HEF Reeat 1 VAPt YAt . e Y 2 39.166.80 10000% 3 3 B 1080%
HEF Reeat 1 MOXDL Isoform 1 of DBH.Tike monoorveenase ootei 1 orecursor 6268430 70 2 2 2 330%
HEF Reeat 1 FBLN2 Fibulin-2 orecursor 13184050 10000% s s a 658%
HEF Reeat 1 RPL7A 605 ribosomal orotein L7a 2097830 10000% 4 4 s 15.40%
HEF Reeat 1 ANPEP Aminoeatidase N 109.524.40 10000% 16 16 5 18.80%
HEF Reeat 1 ANKAG Annexin A6 75.859.50 10000% n n 1 19.80%
HEF Reeat 1 M Vimentin 5363460 10000% 1 2 s 45.50%
HEF Reeat 1 COL6A aloha 3 tvoe Vi collaen fsoform 1 oecusor 343.649.40 10000% 64 70 199 2580%
HEF Reeat 1 /DACS Isoform 1 of Voltage-dependent anion-selective chanel orotein 3 3077310 10000% 3 3 3 18.40%
HEF Reeat 1 Matrc remodeling.associated orotein S orecursor 31226250 10000% s s 2 368%
HEF Reeat 1 HisT: HAHHIST 1134970 10000% 13 15 103 68.00%
HEF Reveat 1 HISTLHSF: HISTLHSH 11431 1 15.386.70 10000% s s 7 36.00%
HEF Reeat 1 TPM1 Isoform 3 of Tropomvosin aloha-1 chain 1PI00216135.IPI00296039.PI00742825 3168210 10000% a a 7 17.60%
HEF Reeat 1 COL1A2 Colagen aloha-2(1) chain oecursor 1PI00304 12027060 80 2 2 4 150%
HEF Reeat 1 COLEA ol o )l rcrion PI00291136 10851290 10000% 14 15 1 13.40%
HEF Reeat 1 1PI0001 22651950 10000% ” 8 a3 4210%
HEF Reeat 1 o a2 1PI00418169. 10045315 38.588.10 10000% 4 4 4 1360%
HEF Reeat 1 Coutht ovanohs-A chaicresr 1PI0027 138.893.40 10000% 4 4 5 342%
HEF Reeat 1 FBN1 312 kDa orotein PI00784455 31220700 10000% 3 3 2 094%
HEF Reeat 1 o 05 s otein U7 PIO0030179. 100144171 IPIODAT2171IPI00T84746 2441670 9,80 2 2 7 1200%
HEF Reeat 1 2 405 ribosomal orotein 52 PI00013485.1PI00479366 3142120 99.30% 2 2 2 7.85%
HEF Rebeat 1 M o st ot s e oot & 1848120 10000% s n 2 5050%
HEF Rebeat 1 RPSAX 405 rbosomal orotein S4. X soform. 1PI00217030 2958130 10000% 3 3 6 11.00%
HEF Rebeat 1 FLOTI Flotlin 1 1PI00027438 4733680 10000% 7 7 s 2150%
HEF Rebeat 1 TGM2 soform 1 of rotein-elutamine eamma-lutamylransferase 2 1PI00294578 731010 10000% 1 1 37 2080%
HEF Rebeat 1 Trvsin - Susscrofa Pl MANO0O0O761 2439130 99.80% 2 2 ss 13.00%
HEF Rebeat 1 HISTLHE Histone HLS PI00217468 2256370 10000% 6 6 2 27.90%
HEF Rebeat 1 MRLC Mvosin resulatory lieht chain 1PI00033494PI00220573.PI00G0AS23 2044000 10000% 4 4 15 23.20%
HEF Rebeat 1 HISTIHID Histone HL3 1PI00217466.1I00217467 2184850 10000% 7 7 3 28.30%
HEF Rebeat 1 ReNL 1PI00025874 7276200 10000% 3 3 3 5.26%
HEF Rebeat 1 KRTL0 Keratin. voe | cvoskeletal 10 1PI0000965 59.494.30 10000% s s 1 11.10%
HEF Rebeat 1 MSN Moesin 1PI00219365 67.803.80 99.80% 2 2 3 320%
HEF Rebeat 1 YOI Mvosin-ic PI0D010418.PI00743335 IPI00829952 11961360 10000% s s 2 10.10%
HEF Rebeat 1 RPS25 405 rinosomalarotein 525 1PI00012750.PI0DA01105.IPI00A78654 1357090 99.80% 2 2 6 15.30%
HEF Rebeat 1 RPLS 605 ribosomal orotein 1PI00329389 PI0D730342 IPIODBG 7533 3272520 10000% s s s 1150%
HEF Rebeat 1 RPLPO 605 acidc ibosomal orotein PO 1PI00008S 30 3425630 10000% 3 3 3 10.40%
HEF Rebeat 1 HISTLH2AH Histone W2 tvoe 1.4 19100220855, 1PI00339274.1100552873 1391880 10000% s 6 ss 36.70%
HEF Rebeat 1 STOM Ervthrocyte band 7 inteeral membrane orotein 1PI00219682 317140 10000% s s 6 16.30%
HEF Rebeat 1 FBLN1 soform 8 of Fbulin-1 orecursor 1PI00218503.PI00296534 77.24080 99.30% 2 2 s 327%
HEF Rebeat 1 FLOT2 flotilin2 1PI00789008 4708590 99.80% 2 2 4 584%
HEF Rebeat 1 SERPINHL Seroin H1 orecursor 1PI00032140 46.424.00 99.80% 2 2 2 6a6%
HEF Rebeat 1 HIST2H2BE Hstone H28 tvoe 2.6 1PI00003935.IPIOD1S2785.IPID220403.PI0DS 15061 13.886.70 99.80% 2 2 10 sas0%
HEF Rebeat 1 VT Vitronectinrecursor IPi0023 54.288.10 99.80% 2 2 6 377%
HEE Rebeat 1 1PI00179330 17.947.60 10000% 10 n 37 4230%
HEE Rebeat 1 Serum albumin orecursor 1PI0070: 6927620 10000% s s 16 14.20%
HEE Rebeat 1 CKAPA Isoform 1 of Ctoskeleton-associated orotein 4 PI00141318.PI00433214.PI0DG0AT13 58.564.30 10000% s s n 2360%
HEE Rebeat 1 RPS3 405 ribosomal oot IpI00011 2667050 99.90% 2 2 4 7.82%
HEE Rebeat 1 MYHIO soform 1 of Mvosin-1 1PI00397526.1I00479307.IPI007S0503 2312970 10000% 12 12 1 13.60%
HEE Rebeat 1 3 Actin-relaed orotein 3 1PI00028031 4735380 99.60% 2 2 2 7.89%
HEE Rebeat 1 ACTNL Aloha-actnin-1 1PI00013508.1PIOD013808.IPIOD7S9776 10483920 99.80% 2 2 3 263%
HEE Reveat 1 1Pl 50784.50 99.80% 2 2 2 a39%
HEE Reeat 1 FN1 fibronectin 1 isoform 4 orearaprotein 1PI00A14 256.486.40 10000% s0 6 sa 30.00%
HEE Reeat 1 TUBALE Tubulin aloha-16 chain 1PI00387144.PI00752677PIODBS 7501 4965210 10000% s 10 2 20.80%
HEE Reveat 1 ACTCI Actn.aioha cardiac muscle 1 1PI00023006 4200210 10000% 3 3 s 4030%
HEE Reveat 1 TUBS Tubulin beta chain PI00011654 4965260 10000% 10 10 a7 27.30%
HEE Reveat 1 2 i 45.068.70 10000% 20 2 209 s2.00%

12



HFF Reeat 2 1P100024284 468.787.50 10000% 35 Bl 104 10.30%
HFF Repeat 2 HBAZ:HBAL Hemoslobin subunit 1PI00410714.1P100853068 15.262.60 10000% 4 s 2 3650%
HFF Repeat 2. Couind eform €5 of ¢ s sl 21 chanrscursor 1P100304840 108.562.80 10000% 1 1 3 16.00%
HFF Repeat 2 THYL Thy-1 memt ein 1100022892 1588570 99.80% 2 2 o 17.20%
HFF Repeat 2. EEF1A1 Elongation factor 1-aloha 1 1100396485, 50.167.40 99.80% 2 2 ° a1%
HFF Repeat 2. H2AF Histone H 1100018275, IPI00S 55841 15.470.10 99.80% 2 2 4 2004
HFF Repeat 2 FBIN2 fibriln 2 orecursor 1100019435, 15 31471350 99.80% 2 2 3 117%
HFF Repeat 2. Tl oo o ot ot 3 s 1P100015: 72.664.90 10000% n n 3 18.70%
HFF Repeat 2 HISTIH2BL Histone H2B tw IPIO001534.1PI000Z01011PI0D152906.1PI0D303133.1I00329665.10041983.100477495,1PI00SS4795.1PI0079446 1. 1PI00B 16252 13.898.60 10000% n 1 8 56.30%
HFF Repeat 2. TMEWES Transmenbrane roten 63 o 4285880 10000% 3 H 4 1150%
HFF Repeat 2. VDACI Voltage-dependent anion-selectve channel rotein 1 o 3075590 10000% s s 5 1650%
HFF Repeat 2 'VDAC? Voltage-dependent anion-selecive channel rotein 2 1PI00024145.1P100216024.1PI0D216026.1PI0DASS531.1PIOVBSS744.1PIO0BS973 362130 10000% s s s 19.30%
HFF Repeat 2. WIN2 fsoform 1 of Elin-2 orecurs 1100026942 3782240 99.80% 2 2 5 7.08%
HFF Reoeat 2. NID2 Nidogen-2 precursor 1P100028908.P1 10712260 10000% s s s a6a%
HFF Reoeat 2 RPL1L Isoform 1 of 605 ribosomal orotein L1 1PI00376798.1P100746438 20.107.10 99.80% 2 2 2 13.00%
HFF Reoeat 2 1PI0029608.1P100555657 6773730 99.80% 2 2 2 306%
HFF Reoeat 2 TNCIsoform 1 of Tenascinprecursor 1100031008 20084520 10000% 1 1 30 891%
HFF Repeat 2 HSPB1 Heat shock rotein beta-1 1100025512 2276460 100.00% a a s 2150%
HFF Reoeat 2 PL24 605 ribosomal ootei 1PI00306332.1PI00791426.1PI0D793695 1939250 99.80% 2 2 4 13.10%
HFF Reoeat 2 KRT2 Keratin. tvoe Il ctoskeletal 2 eoidermal 1100021304 6584840 100.00% 3 3 4 8.53%
HFF Reoeat 2 13 405 ribosomalorot 1100221089 17.20530 99.80% 2 2 s 861%
HFF Reoeat 2 9 405 ribosomal orotein 59 11002210 257450 10000% 3 3 4 13.90%
HFF Repeat 2 RPL23 605 ribosomal orotein 2 1PI00010153.1P100742805. 1100795408 1693190 10000% 2 2 2 18.60%
HFF Reoeat 2 {TP5B ATP svnthase subunitbeta. mitochondria recursor 1100303476 56.542.50 100.00% 4 4 B 9.83%
HFF Reoeat 2 [ ibosomal orotein 1 1P100221092 16.427.90 99.90% 2 3 7 8.22%
HFF Reoeat 2 KRT1 Keratin.tvoe Il cvtoskeletal 1P100220327 66001.20 10000% 1 1 “ 18.30%
HFF Reoeat 2 soform 3 of CD44 antisen orecursor 1PI00827795.P100827593.19100827937. 17.p1003281 4623130 99.80% 2 2 5 5.88%
HFF Reoeat 2 NTSE 5-nucleotidase arecursor 1100009456 6335100 10000% s s 1 1450%
HFF Reoeat 2 KRTO Keratin.tvoe | vtoskeletal 1100019359 6211300 10000% N N 35 23.40%
HFF Reoeat 2 ATPSAL ATP sunthase subunit aloh. mitochondrialorecursor 1P100440493 59.734.10 10000% 3 3 3 6:69%
HFF Reoeat 2 EMILINT EMILIN-1 orecursor 1100013079 106.676.70 10000% 1 1 3 18.90%
HFF Reoeat 2 PLL8 605 ribosomal rotein L18. 1100215719 21617.20 10000% 3 3 3 13.30%
HFF Reoeat 2 18 405 ribosomal rotein 1P100013: 17.70130 10000% s s 9 25.00%
HFF Reoeat 2 H2AFY 2 Nistone famiv. member Y isoform 2 1PI000S9366.1PI00304171, 100744145 39.166.80 10000% s s 16 19.20%
HFF Reoeat 2 FBLN2 Fibulin 2 orecursor 1P100023824. 1104 13182050 10000% 6 6 2 5.08%
HFF Reoeat 2 RPL7A 605 ribosomal rotein L7a 1PI00299573.1P100479315 2997830 10000% 4 4 s 19.20%
HFF Reoeat 2 ANPEP Aminopeoridas 1PI00221224 109.524.40 10000% Y v 3 18.80%
HFF Reoeat 2 ANKAS Anexin A6 1P100002459.1P100221226 75.859.50 10000% B 1 7 26.00%
HFF Reoeat 2 VIM Vime 1100418471 5363460 10000% 1 1 52 3280%
HFF Reoeat 2 COL6A i 3 voe Vi cllsensoform 1 aecurser 1100022200 343.649.40 10000% 65 3 193 25.40%
HFF Reoeat 2 RPL27A 605 ribosomal ootelr 1PIO0398135.1PI0D4SS758.1PIODE27619 1641220 99.80% 2 2 s 88a%
HFF Reoeat 2 ADANITS1 ADAMTS 1 org 110000590 10533970 99.80% 2 2 2 196%
HFF Reoeat 2 'VDAGS Isoform 1 of Voltase-dependent anion-selective channel orotein 3 1PI00031804.1P100294779 3077310 10000% 3 3 3 19.00%
HFF Reeat 2 RPLS 605 ribosomal orotein L& 1100012 28.006.80 20% 2 2 7 1050%
HFF Reeat 2 MXRAS Matix remodeling-associated orotein S orecursor 1100012347 31226250 10000% s s 18 361%
HFF Reeat 2 Hi HHHIST 1P1004S3: 1134970 10000% 2 15 168 66,

HFF Reeat 2 (GNA2 soform 1 ofGuanine noetide.bindn rotein G loa-2 s IPIODAES121.1P100748145 4043400 99.80% 2 2 3 732%
HFF Reeat 2 11 1 100 15.386.70 10000% s s 3 36.00%
HFF Reeat 2 TPM1 Isoform 3 of Tropomvosin aloha-1 chain 1PI00216135.1PI00296039.1PI00742825 31662.10 10000% 4 4 6 1290%
HFF Reeat 2 COL6AI Collagen aloha-LIVI) chain orecursor 100: 10851290 10000% 16 u 31 15.70%
HFF Reeat 2 MYHS Mvosin- 100 22651950 10000% 65 7% 323 38.00%
HFF Reeat 2 ANXA2 Annexin A2 1PIO0A18169.1P1004SS315 38.588.10 99.80% 2 2 2 5.60%
HFF Reeat 2 COL1AI Collagen aloha-Lil) chain oecursor 1100297 138.893.40 10000% 2 2 3 260%
HFF Reeat 2 ~ARPC2 Actn-related brotein 2/3 comalex subunit 2 1100005161 3431570 99.80% 2 2 2 00%
HFF Reeat 2 FBN1 312 kD3 orotein 1100784 31220700 10000% 3 3 1 094%
HFF Reeat 2 RPL7 605 ribosomal orotein L7 1PIO0030179.1PI0D1441711PIODAT2171PI00794745 2641670 99.80% 2 2 s 1060%
HFF Reeat 2 MYLG lsoform Nonmuscle of Mvosinlizht oolvoeotide & 1848120 10000% n 13 3 5050%
HFF Reeat 2 PS4X 405 ribosomal orotein S4. X soform 1100217030 2958130 10000% 2 2 s 722%
HFF Reoeat 2 FLOTI Flotlin 1 1100027438 4733680 10000% s s s 2060%
HFF Reeat 2 TGM2 soform 1 of rotein-slutamine samma-lutamtzansferase 2 11002945 7731110 10000% s s 16 1350%
HFF Reeat 2 ~ARPCA Actin-related orotein 2/3 comolex subunit 1PI00SS4811.1PI00744414 19.47000 0% 2 2 3 1L.40%
HFF Reeat 2 Trvosin - Susscrofa Pi) MANOD00D761 2639130 0% 2 2 a7 13.00%
HFF Reeat 2 HISTLHI Histone HLS 10: 2256370 10000% 5 5 2 260%
HFF Reoeat 2 MRLC2 Mvosin resulatory liht chain 1PI00033494.1P10D220573.1PI0DG04523 2044000 10000% 6 6 18 2880%
HFF Reeat 2 HSTID e L3 1PI00217466.1P10021746; 2184890 10000% 6 6 2 280%
HFF Reeat 2 1P100025¢ 7276200 10000% 3 3 3 s11%
HFF Reeat 2 i e s o 8 1100009865 59.494.30 10000% 4 s 6 725%
HFF Reeat 2 MSN Moesin 11002193 67.803.80 99.80% 2 2 3 320%
HFF Reoeat 2 MYOIC Mvosin-c 1PI00010418.1P100743335.1I00829952 11961360 10000% s s 15 s20%
HFF Reeat 2 RPS25 405 rivosomal arotein 525 1PI00012750.1P10D401105.1PI0D478694 1357090 99.80% 2 2 6 15.30%
HFF Reeat 2 RPLS 605 ribosomal orotein LG 1PI00329389.1PI0D790342.1PIOD8E7533 3272520 10000% 4 4 5 1250%
HFF Reeat 2 RPLS 605 ribosomal orotein L 1P100003918 4768110 9.80% 2 2 3 468%
HEF Reeat 2 14 405 ribosomal rotein 14 IP100026271 16.256.90 99.80% 2 2 7 17.90%
HEF Reeat 2 HISTLH2AH Histone 2 tvoe 1 19100220855, 1PI00339274.P100552873 13918580 10000% s 7 52 36.70%
HEF Reeat 2 STOM Ervthrocvte band 7 inteeral membrane orotein IPi00219682 3171410 10000% s s 10 18.40%
HEF Reeat 2 FBLN1 soform 8 of Fbulin-1 orec 1PI00218803.1P100296534 77.24080 10000% 4 4 s 583%
HEF Reeat 2 IYOLD fsoform 1 of Mvosin 1100325 116.188.20 99.30% 2 2 2 199%
HEF Reeat 2 FLOT2 flotilin2 1100783008 4704590 10000% 4 4 5 11.20%
HEF Reeat 2 HIST2H2BE Hstone H28 tuoe 2 1PI00003935.1P10D152785.1PI0D220403.1PIODS 15061 13.886.70 99.80% 2 2 1 sa80%
HEF Reeat 2 RPL10A 605 ribosomal orotein L10a 1P100412575.1P10 2466280 99.60% 2 3 3 602%
HEF Reeat 2 1100179330 17.947.60 10000% s s 2 4230%
HEF Reeat 2 Serum aloumin orecursor 1P100708: 6927620 10000% 10 n 1 16.30%
HEF Reeat 2 CKAPA Isoform 1 of Ctoskeleton-associated orotein 4 1PI00141318 1PI0D433214.1PIODG0A713 6780060 10000% s 8 10 18.20%
HEF Reeat 2 RPS3 405 ribosomal orotein it 2667050 10000% 3 3 3 16.00%
HEF Reeat 2 MYHIO soform 1 of Mvosin-10 1PI00397526.1PI0DA73307.1PI0D790503 23128670 10000% 1 1 1 11.10%
HEF Reeat 2 1100297t 50.784.50 99.70% 2 2 2 a82%
HEF Reeat 2 ACTB Actin cvtoplasmic 1 1PI00021438.1P100021440.1PIOD8A805E 45.068.70 10000% 20 2 176 52.00%
HEF Reeat 2 TUBALB Tubulin aloha-16 chain 1PI00387144.1P100792677.1PIOD8E7501 4965210 10000% s s 2 25.30%
HEF Reeat 2 TUBS Tubulin beta chain 1100011654 4965260 10000% s s 36 250%
HEF Reeat 2 FN1 fbronectin 1 isoform 4 oreoraorotein 1100414283 256.486.40 10000% a 56 sa5 25.90%
HEF Reeat 2 ACTCI Actn.aloha cardiae muscle 1100023006 4200210 10000% 3 4 10 39.50%
HEE Rebeat 2 MU Neorvin 1100247063 85.499.00 99.80% 2 2 3 267%
HFF Reveat 3 HBAZ HBAL Hemoslobin subunit aloha TPI00A10714.1PI0D853068 1526260 10000% 3 3 W 23.20%
HEF Reeat 3 COLGA2 oform 22 of olaeen sloha 20V chi recursor o 108.562.80 10000% 13 13 3 1430%
HEF Reeat 3 127 605 ribosomal orotein L 1PI00219155.1P100382885 16.398.20 99.80% 2 2 4 1430%
HEF Reeat 3 TGF8] Transforming srowth factor-beta-nduced orotei f-h3 orecrsor o 7466490 10000% 13 13 28 21.10%
HEF Reeat 3 HISTLH2BL Histone H2B IPIOD1E534.1P100020101.1PIOD152906.1PIOD303133.1PIOD329665.I00419833.1100477495.1PI00SS478.1PIO07S446..1PIO08 16252 13.898.60 99.70% 2 2 4 15.90%
HEF Reeat 3 DPT Dermatovontin brecursor 1100292 23.986.70 99.80% 2 2 3 s.45%
HEF Reeat 3 TNC Isoform 1 of Tenasci ore 1100031008 24084520 10000% 2 2 51 972%
HEF Reeat 3 KRT2 Keratin. tvoe Il ctoskeletal 2 eoidermal 1100021 65.848.40 10000% s s 1 1150%
HEF Reeat 3 RPINF Plament eoithellum.derived factor orecursor 1PI0000G114.1P100796275 24.498.40 99.80% 2 2 2 602%
HEF Rebeat 3 KRT1 Keratin. tvoe Il ctoskeletal 1P100220: 66.001.20 10000% s n a 17.40%
HEF Rebeat 3 KRTS Keratin.tvoe | utoskeletal 1100019358 6211300 10000% s s sa 16.20%
HEF Rebeat 3 EMILINL EMILIN-1 orecursor 1100013075 106.676.70 10000% 6 6 10 6.10%
HEF Rebeat 3 PS18 40S ribosomal orotein 18 1100013296 17.70030 10000% 3 3 4 19.10%
HEF Rebeat 3 VIM Vimentin 1PI00418471 53.634.60 10000% 3 3 6 aa%
HEF Rebeat 3 COL6A aloha 3 tvoe Vi collazen fsoform 1 oecursor 1100022200 343.649.40 10000% 7 %0 36 20.70%
HEF Rebeat 3 THBS1 Thrombosoondin-1 orecursor 1100296099 12936370 99.90% 2 2 s 197%
HEF Rebeat 3 MXRAS Matr remodelin-associated orotein S orecursor 1P100012347 31226250 10000% s s s 216%
HEF Rebeat 3 1100453473 1134970 10000% 6 6 o1 4270%
HEF Rebeat 3 HISTLHSF: 131 1100465070 15.386.70 10000% 4 4 28 25.70%
HEF Rebeat 3 COL6AI Collagen aloha-LIVI chain recursor IPi00291136 10851290 10000% 1 2 se 18.50%
HEF Rebeat 3 COL1AI Colagen aloha-Lil) chain orecursor IPi00297646 138.893.40 99.80% 2 2 1 230%
HEF Rebeat 3 rvosin - Sus srofa (Pl MANOD00D761 2439130 99.80% 2 2 2

HEF Rebeat 3 KRTS Keratin.tvoe Il ctoskeletal . 1100003867 6236160 99.80% 2 2 3 356%
HEF Rebeat 3 KRTL0 Keratin. voe | cvoskeletal 10 1P100005: 59.494.30 10000% s s 2 15.70%
HEF Rebeat 3 C3 Comalement C3 orecursor Fraer 1PI00164623.1P100783987 18713110 10000% 3 3 7 180%
HEF Rebeat 3 CoLtans oo ool s chrcuron IPi00325: 33312730 10000% 18 18 37 s23%
HEF Rebeat 3 s i rcror IPi00708398 6927620 10000% 13 14 % 19.60%
HEF Rebeat 3 A2M Aloh Jobuln orecursor IPio0a7at 163.258.80 99.90% 2 2 6 156%
HEF Rebeat 3 Colens ot o v v o7z onesi206 109.625.50 10000% 3 3 4 281%
HEF Rebeat 3 PN fbranectin 1 isoform 4 oreoroorotein o 256.486.40 10000% 14 15 a s28%
HEE Rebeat 3 ACTB Actin, cvtoplasmic 1 Poocz143a 00021440 Po08s80SS 45.068.70 10000% i 6 2 19.30%

13



i

i

L

HHHH
i

14



15



Ellllllm”;;iﬂi5iiiig!iﬁiiiii“éii"‘!!i!ii‘

§§§§§§§!§!!!i§“‘§222

16




17




18



g

19




)

20



21

HEHHIEER S o

il



i

22



[

23



HHERRTHIN

24



25



26



T

27




"""""'ttIEEHHEHHHHHHHH

28



L R

29




!!!!!!!!!!!!!!!!Hi!!!!!!!!!ﬁﬁgm}

iiiiiiiig%;gg?

30




iy
i

31



R

32

i



EHHEE55Eiiiéﬁggﬁﬂﬂiiiiijjii

“““*EE§§Hﬁﬁﬁﬁﬁ§ﬁi

i
4

33



H{EEEEEEEEE%%%ﬁﬁﬁﬁﬁﬁﬁii%iﬁ

34



35



P

36




i
1

i
|
|
i
|
i
I
t
i
|
i
1}
i
i

i

i

37

skl




o

38




39



40



41



W

;;li!!ﬁ?géééiiiééé it

i
i

42



Eii%;}iiijigggii

R

43



44



45




R

46




;;ggg!ﬁﬁﬁﬁgggggg

47



48




I

49



{gggggggggggggiii!!!!!i{EEEEEE!!ﬁﬁ!!!!!!!!iiiiiiiii

i

50

HEEHH




EE;;;m[aaaaas“iii!uggg

51

i



52



PR

53



54



55



56



HHHHEHHEHTRH T

57




58



59



IRu

i

60



;;;;iizg!!g

61




62



63




64



65




g

66



e

i zangg!!!!!!!iiiiiiiiiiiii

67

fi




68



Table S3 GO analysis
Summary of all enriched GO terms for HFF and LX-2 (top-level GO terms from the Cellular Component and Biological Process domains, second-level GO terms from the Molecular Function domain, and KEGG Pathway terms)
Terms with fold enrichment value 1.5, Bonferroni-corrected P-value <0.05, EASE score (modified Fisher Exact P-value) <0.05 and at least two proteins per term were considered significantly enriched

Category Cell Type Term Count (number of proteins per term) Fold Enrichment _ Bonferroni-corrected P value
GOTERM_BP_1 HFF G0:0022610~biological adhesion 20 3.81 1.68E-05
GOTERM_BP_1 HFF G0:0051179~localization 37 173 1.02E-02
GOTERM_BP_1 HFF G0:0032502~developmental process 37 1.68 1.87E-02
Category Cell Type Term Count (number of proteins per term) Fold Enrichment _ Bonferroni-corrected P value
GOTERM_BP_1 LX-2 G0:0051179~localization 75 1.55 8.84E-04
GOTERM_BP_1 LX-2 G0:0010467~gene expression 83 1.47 1.78E-03
GOTERM_BP_1 LX-2 G0:0022610~biological adhesion 27 2.28 2.80E-03
GOTERM_BP_1 LX-2 G0:0032502~developmental process 74 1.48 4.50E-03
Category Cell Type Term Count (number of proteins per term) Fold Enrichment _ Bonferroni-corrected P value
GOTERM_CC_1 HFF G0:0031012~extracellular matrix 23 9.47 3.20E-14
GOTERM_CC_1 HFF G0:0044420~extracellular matrix part 15 18.97 6.31E-13
GOTERM_CC_1 HFF G0:0044422~organelle part 61 251 1.11E-12
GOTERM_CC_1 HFF G0:0032991~macromolecular complex 51 2.82 9.00E-12
GOTERM_CC_1 HFF GO:0044421~extracellular region part 25 4.40 1.88E-08
GOTERM_CC_1 HFF GO:0005576~extracellular region 28 2.99 4.74E-06
Category Cell Type Term Count (number of proteins per term) Fold Enrichment  Bonferroni-corrected P value
GOTERM_CC_1 LX-2 G0:0044422~organelle part 146 2.69 1.19€-35
GOTERM_CC_1 LX-2 G0:0032991~macromolecular complex 120 2.98 4.80E-31
GOTERM_CC_1 LX-2 G0:0044420~extracellular matrix part 21 11.92 1.07E-14
GOTERM_CC_1 LX-2 G0:0043226~organelle 188 1.47 3.91E-14
GOTERM_CC_1 LX-2 GO0:0031012~extracellular matrix 29 5.36 1.43E-11
GOTERM_CC_1 LX-2 GO:0044421~extracellular region part 34 2.69 6.30E-06
GOTERM_CC_1 LX-2 G0:0031975~envelope 26 3.00 3.08E-05
GOTERM_CC_1 LX-2 GO0:0005576~extracellular region 44 2.11 5.57E-05
Category Cell Type Term Count (number of proteins per term) Fold Enrichment  Bonferroni-corrected P value
GOTERM_MF_2 HFF GO0:0003735~structural constituent of ribosome 23 11.35 4.89E-15
GOTERM_MF_2 HFF G0:0005200~structural constituent of cytoskeleton 13 22.56 4.59E-11
GOTERM_MF_2 HFF GO0:0005201~extracellular matrix structural constituent 13 18.34 5.76E-10
GOTERM_MF_2 HFF G0:0005515~protein binding 81 1.70 1.76E-08
GOTERM_MF_2 HFF G0:0015482~voltage-gated anion channel porin activity 3 150.95 1.44E-02
GOTERM_MF_2 HFF G0:0001871~pattern binding 7 8.81 1.57E-02
Category Cell Type Term Count (number of proteins per term) Fold Enrichment  Bonferroni-corrected P value
GOTERM_MF_2 LX-2 GO0:0003735~structural constituent of ribosome 55 12.17 6.22E-41
GOTERM_MF_2 LX-2 G0:0005515~protein binding 167 1.57 4.81E-13
GOTERM_MF_2 LX-2 G0:0005200~structural constituent of cytoskeleton 16 12.45 2.47E-10
GOTERM_MF_2 LX-2 GO0:0005201~extracellular matrix structural constituent 17 10.76 4.39E-10
Category Cell Type Term Count (number of proteins per term) Fold Enrichment  Bonferroni-corrected P value
KEGG_PATHWAY HFF hsa01430:Cell Communication 19 8.53 3.05E-10
KEGG_PATHWAY HFF hsa03010:Ribosome 16 9.77 4.66E-09
KEGG_PATHWAY HFF hsa04512:ECM-receptor interaction 12 8.32 2.04€E-05
KEGG_PATHWAY HFF hsa04510:Focal adhesion 13 3.99 1.24E-02
Category Cell Type Term Count (number of proteins per term) Fold Enrichment  Bonferroni-corrected P value
KEGG_PATHWAY LX-2 hsa03010:Ribosome 40 12.21 1.16E-31
KEGG_PATHWAY LX-2 hsa01430:Cell Communication 27 6.06 1.14E-11
KEGG_PATHWAY LX-2 hsa04512:ECM-receptor interaction 17 5.90 2.57E-06
KEGG_PATHWAY LX-2 hsa04510:Focal adhesion 20 3.07 3.49E-03
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‘Table 54. Quantification of identified proteins

Unweighted Spectrum Counts were normalised to for each respe 8
Total observed spectra were 68384 for LX-2 repeat 1, 69108 for LX-2 repeat 2, 70371 for LX-2 repeat 3, 78656 fot HFF repeat 1, 75428 for HFF repeat 2 and 70500 for HFF repeat 3
Mean t d used for
Unweighted spectrum counts Unweighted spectrum counts counts (%) Mean
Identified Proteins (277) Molecular Weight X2 repeat 1 LX-2repeat2 LX-2repeat3 HFFrepeat1 HFFrepeat2 HFF repeat3 LX-2repeat1 LX-2repeat2 LX-2repeat3 HFFrepeat1 HFFrepeat2 HFFrepeat3 DC2mean _X2sd HFFmean _HFFs.d
A2M Alpha-2-macroglobulin precursor 1PI00478003 163k0a 0 3 0 0 0 6 0 0.01881 0 0 0 0.00851 0.00627 001086 000284 000491
ABCD3 ATP-binding cassette sub-family D member 3 1PI00002372 75k0a 1 0 3 0 0 001609 0 000426 0 0 0 000678 000833 0 0
ACTAI Actin, alpha skeletal muscle 1PI00021428 42kDa 55 0 79 148 126 0 008043 0 011226 018816 016705 0 006423 005786 011840 010308
ACTB Actin, cytoplasmic 1 1PI00021439 42kDa 18 7 137 209 176 £ 017255 001013 0.19468 0.26571 023334 0.04823 012579 010077 018243 011734
ACTN1 Alpha-actinin-1 1PI00013508 103k0a 4 0 4 3 0 0 0.0058: 0 000568 0.00381 0 0 000384 000333 0.00127 000220
ACTR2 Actin-related protein 2 1PI0000S159 45kDa 7 0 H 0 0 0 001024 0 000711 0 0 0 000578 000525 0 0
ACTR Actin-related protein 3 1PI00028091 47kDa 10 0 8 2 0 0 001462 0 001137 0.00254 0 0 000866 000768 0.00085 000147
ADAMTS1 ADAMTS-1 precursor 1PI00005908 105 kDa 0 0 0 0 2 0 0 0 0 0 000265 0 0 0 000088 000153
AGRN Agrin precursor 1PI00374563 215kDa 16 0 13 0 0 0 002340 0 001847 0 0 0 001396 001234 0 0
ANPEP Aminopeptidase N (CD13) 1PI00221224 110kDa 0 0 0 2 33 0 0 0 0 003178 004375 0 0 0 002518 002261
ANXAL Annexin AL 1PI00218918 39kDa 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
ANXA2 Annexin A2 1PI00455315 39kDa 6 0 a 2 0 000877 0 000853 0.00509 000265 0 000577 000500 000258 000254
ANXAS Annexin AS 1PI00329801 36kDa 6 0 2 0 0 0 000877 0 000284 0 0 0 0.00387 000848 0 0
ANXAG Annexin A6 1PI00221226 76kDa 2 0 E 1 7 0 003802 0 004832 001780 002254 0 002878 002545 001345 001188
ARF1 ADP-ribosylation factor 1 1PI00215914 21k0a 0 0 7 0 0 0 0 0 000995 0 0 0 000332 000574 0 0
ARPC2 Actin-related protein 2/3 complex subunit 2 1PI0000S161 34kDa 3 0 3 0 2 0 000439 0 000426 0 000265 0 000288 000250 000088 000153
ARPC3 Actin-related protein 2/3 complex subunit 3 1PI0000S162 21k0a 6 0 6 0 0 0 000877 0 000853 0 0 0 000577 000500 0 0
ARPCA Actin-related protein 2/3 complex subunit 4 1PI00S54811 20k0a 0 0 4 0 3 0 0 0 000568 0 000398 0 0.00189 000328 000133 000230
ATAD3A ATPase family, AAA domain containing 3A 1PI00GA6144 64kDa 3 0 2 0 0 0 000439 0 000284 0 0 0 0.00241 000223 0 0
ATPSAL AT synthase subunit alpha, mitochondrial precursor 1PI004404S 60kDa 8 0 16 3 3 0 001170 0 002274 0.00381 000398 0 001148 001137 000260 000225
ATPSB ATP synthase subunit beta, mitochondrial precursor 1PI00303476 57kDa 9 0 2 6 5 0 001316 0 003553 000763 000663 0 001623 001796 0.00475 000815
ATPSC1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor 1PI0047: 33k0a 0 0 4 0 0 0 0 0 000568 0 0 0 0.00189 000328 0 0
ATPS12 Isoform 1 of ATP synthase f chain, mitochondrial 1PI00220300 11k0a 0 0 3 0 0 0 0 0 000426 0 0 0 0.00142 000246 0 0
ATP50 ATP synthase subunit O, mitochondrial precursor 1PI00007611 23k0a 0 0 o 2 0 0 0 0 0 0.00254 0 0 0 0 0.00085 000147
BANF1 Barrier-to-autointegration factor 1PI00026087 10k0a 15 0 0 0 0 0 002193 0 0 0 0 0 0.00731 001266 0 0
BCAM Lutheran blood group glycoprotein precursor (CD239 - laminin receptor) 1PI00002406 67kDa 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
BCAP31 B-cell receptor-associated protein 31 1PI00218200 35kDa 0 0 2 0 0 0 0 0 000284 0 0 0 0.00095 000164 0 0
BST1 ADP-ribosyl cyclase 2 precursor 1PI00026240 36kDa 3 0 0 0 0 0 000439 0 0 0 0 0 000146 000253 0 0
€3 Complement C3 precursor (Fragment) 1PI00783987 187kDa 0 2 5 0 0 7 0 0.00289 000711 0 0 0.00993 000333 000357 000331 000573
C4A Complement C4-A precursor 1PI00032258 193kDa 0 a 0 0 0 0 0 000579 0 0 0 0 000193 000334 0 0
CAPZA1 F-actin-capping protein subunit alpha-1 1PI0000S969 33k0a 3 0 0 0 0 0 000439 0 0 0 0 0 000146 000253 0 0
CAVI Caveolin 1PI00853146 19kDa 12 0 1 0 0 0 001755 0 001989 0 0 0 001248 001087 0 0
CD44 Isoform 3 of CDA44 antigen precursor 1PI00827650 78kDa 4 0 0 a 5 0 000585 0 0 0.00509 000663 0 000195 000338 000390 000347
CFL1 Cofilin-1 1PI00012011 19kDa 0 0 5 0 0 0 0 0 000711 0 0 0 000237 000410 0 0
CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 1PI00015833 26kDa 0 0 4 0 0 0 0 0 000568 0 0 0 0.00189 000328 0 0
CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 1PI00141318 66 kDa 19 0 8 bt) 10 0 002778 0 001137 001526 001326 0 001305 001397 000950 000829
cLecss protein DKFZp686H1 1PI00792115 18kDa 0 3 0 0 0 0 0 000434 0 0 0 0 0.00145 000251 0 0
CLTC 1soform 1 of Clathrin heavy chain 1 1PI00024067 192kDa 4 0 5 0 0 0 000585 0 000711 0 0 0 0.00432 000379 0 0
COL12A1 Isoform 1 of Collagen alpha-1(XIl) chain precursor 1PI00329573 333kDa 9 0 160 0 0 37 013307 0 022737 0 0 005248 012015 011423 001749 003030
COL1A1 Collagen alpha-1(1) chain precursor 1PI00297646 139kDa 1 0 13 9 3 13 001609 0 001847 001144 000398 001844 001152 001005 001129 000723
COL1A2 Collagen alpha-2(1) chain precursor 1PI00304962 129kDa 0 0 0 a 0 0 0 0 0 0.00509 0 0 0 0 000170 000294
COL4A1 Collagen alpha-1(V) chain precursor 1PI00844360 161kDa 0 0 4 0 0 0 0 0 000568 0 0 0 0.00189 000328 0 0
€OL4A2 Collagen alpha-2(V) chain precursor 1PI00306322 168kDa 0 0 3 0 0 0 0 0 000426 0 0 0 000142 000246 0 0
COLSAL Collagen alpha-1(V) chain precursor 1PI00BAA 184kDa 8 0 8 0 0 0 001170 0 001137 0 0 0 0.00769 000666 0 0
COLSA2 Collagen alpha-2(V) chain precursor 1PI00739099 145kDa 0 0 0 0 0 a 0 0 0 0 0 0.00567 0 0 0.00189 000328
COLEAL Collagen alpha-1(V1) chain precursor 1PI00291136 109kDa a2 36 ) 19 31 8 006142 005209 004832 002416 004110 0.08227 005394 000674 004917 002989
COLEA2 Isoform 2C2 of Collagen alpha-2(V1) chain precursor 1PI0030484( 109kDa 2 37 0 27 2 3 003217 0.05354 005684 003433 003049 0.04823 004752 001339 003768 000933
COLEA3 alpha 3 type Vi collagen isoform 1 precursor 1PI00022200 344 kDa m 256 356 199 193 316 032464 037043 050589 025300 025587 0.44823 0.40032 009425 031903 011189
COXSA Cytachrome ¢ oxidase subunit 5A, mitochondrial precursor 1PI00025086 17k0a 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
CPNE1 Copine-1 1PI00018452 59kDa 3 0 9 0 0 0 000439 0 001279 0 0 0 000573 000650 0 0
CPNE2 Copine Il 1PI00645310 64kDa 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
Pz Isoform 1 of Carboxypeptidase Z precursor 1P100396391 74k0a 0 8 0 0 0 0 0 001158 o 0 0 0 000386 000668 0 0
€S citrate synthase precursor, isoform b 1P100383539 47k0a 0 0 2 0 4 0 0 0 000284 0 0 0 0.00095 000164 0 o
CSNK2AL Casein kinase Il subunit alpha 1PI00744507 45k0a 4 0 4 0 0 0 000585 0 000568 0 0 0 000384 000333 0 0
CYR61 Protein CYR61 precursor 1P100299219 42k0a 0 39 3 0 4 0 0 0.05643 000426 4 0 4 002023 003142 0 0
DDOST dolichyldi ’ p precursor 1P100297084 51k0a 8 0 5 2 2 0 001170 4 0.00711 000254 0.00265 4 0.00627 0.00589 000173 000150
DDX3X ATP-dependent RNA helicase DDX3X 1PI00215637 73k0a 4 0 6 o o 0 000585 0 000853 0 0 0 0.00479 000436 0 0
DDXS Probable ATP-dependent RNA helicase DDX5 1PI00017617 9 kba o 0 4 0 4 0 0 0 000568 0 0 0 0.00183 000328 0 o
DPT Dermatopontin precursor 1P100292130 24k0a 0 0 0 0 4 3 0 o o 4 o 000426 4 o 0.00142 000246
EDIL3 Isoform 1 of peat and discoidin ining protein 3 pr (OELY) 1PI00306046 54k0a o 8 0 0 0 0 0 001158 0 0 0 0 000386 000668 0 0
EEF1A1 Elongation factor 1-alpha 1 1PI00396485 50kDa 23 0 3 0 9 0 004095 4 006110 o oom9 0 0.03402 003114 000338 000689
EEF2 Elongation factor 2 1P100186290 95kDa 3 0 0 0 4 0 000439 0 0 0 0 0 000146 000253 0 0
EFEMP2 ing in 2 p (fibulin 4) 1PI00296058 49kDa 0 0 o 4 2 0 0 4 o 0.00509 000265 0 0 0 000258 000254
EFTUD2 116 kDa US small nuclear ribonucleoprotein component 1PI00003519 109k0a 6 0 3 0 o 0 000877 0 000426 0 0 0 0.00435 000439 0 0
1P100383960 30k0a 8 0 2 0 4 0 001170 0 000284 0 0 0 0.00485 000610 0 0
initiation factor 3 subunit 10 1P100029012 167k0a 2 0 o 0 4 0 000292 4 0 0 0 0 0.00097 000169 0 0
EIF4AL Eukaryotic initiation factor 4A-1 1PI00025491 46kDa 9 0 14 0 4 0 001316 4 001989 4 o 4 001102 001012 0 0
EIF4A3 Eukaryotic intiation factor 4A-1I 1P100009328 47k0a 8 0 8 0 4 0 001170 4 001137 0 0 0 0.00769 000666 0 0
EMILINI EMILIN-1 precursor 1PI00013079 107kDa o 0 0 a 3 10 0 4 o 005594 0.04508 0.01418 0 0 003840 002166
ENTPDA;LOXL2 Lysyl oxidase homolog 2 precursor 1PI00782994 87k0a 0 0 2 0 4 0 0 4 000284 0 0 0 0.00095 000164 0 0
ERLIN1 ER lipid raft associated 1 1PI00007940 39k0a 10 0 o o 4 0 001462 4 0 0 0 0 0.00487 000844 0 0
ERLIN2 Isoform 1 of Erlin-2 precursor 1PI00026942 38kDa 14 0 10 7 6 o 0.02047 o 001421 000890  0.00795 4 00156 001049 0.00562 000489
FBLN1 Isoform B of Fibulin-1 precursor 1P100218803 77k0a o 0 0 9 8 0 0 4 o 001144 001061 0 0 0 0.00735 000638
FBLN2 Fibulin-2 precursor 1PI00023824 127k0a 12 o 2 a 29 0 001755 4 0.00284 005213 003845 4 000680 0.00942 003013 002703
FBN1312 kDa protein (fibrilin 1) 1PI00784458 312k0a 188 28 153 20 1 0 027492 031545 021742 002543 001458 4 026926 004926 001334 001276
FBN2 fibrilin 2 precursor 1PI00019439 315k0a 2 35 2 6 3 0 004095 0.05065 004121 0.00763 000398 0 0.04427 000553 0.00387 000382
FGF2 fibroblast growth factor 2 1PI00154603 31k0a 2 0 0 6 0 0 000292 0 0 0.00763 o 0 X 000169 0.00254 000440
FLNA Filamin-A 1PI00333541 281k0a 10 0 14 0 0 0 001462 0 001989 0 0 0.01151 001031 0 0
FLOTI Flotilin-1 1PI00027438 47kDa 23 0 2 8 8 0 003363 0 003553 001017 001061 0 0.02305 001999 0.00693 000600
FLOT2 flotillin 2. 1PI00789008 47kDa 30 0 2 4 5 0 004387 0 003553 0.00509 0.006¢ 0 0.02647 002330 000330 000347
FN1 fibronectin 1 isoform 4 preproprotein 1PI00414283 257k0a 164 0 141 584 545 49 023982 0 020037 0.74247 072254 0.06950 0.14673 012859 051151 038292
8 Isoform 1 of Neutral 1PI00383581 107k0a 2 0 0 0 0 0 000292 0 0 0 0 0.0009 000169 0
1PI00219018 36kDa 5 0 10 3 0 0 000731 0 001421 0.00381 0 0 0.00717 000711 0.00127 000220
GNAI2 Isoform 1of protein G(i), 1PI00748145 40kDa 12 0 6 0 3 0 001755 0 000853 0 000398 0 0.00869 000878 000133 000230
GNB1 Guanine nucleotide-binding protein G(}/G(S)/G(T) subunit beta-1 1PI00026268 37k0a 4 0 4 0 0 0 000585 0 000568 0 0 0 0.00384 000333 0 0
ine nucleotide-binding protein Gi()/G(5)/G(T) 1PI00003348 37k0a 4 0 0 0 0 0 000585 0 0 0 0 0 0.00195 000338 0 0
GREM1 Isoform 1 of Gremlin-1 precursor 1PI00298476 21k0a 0 B 0 0 0 0 0 0.00724 0 0 0 0 0.00241 000418 0 0
GSN Isoform 1 of Gelsolin precursor 1PI00026314 86kDa 2 0 5 0 0 0 000292 0 000711 0 0 0 0.00334 000357 0 0
H2AFV Histone H2AV 1PI00018278 14k0a 2 0 2 0 36 0 003071 0 002984 o 00773 0 002018 001748 0.01591 002756
H2AFY H2A histone family, member Y isoform 2 1PI00059366 39kDa 3 0 8 3 16 0 000439 0 001137 001653 002121 0 0.00525 000573 001258 001114
H2BFS Histone H28 1PI00745513 8kba 0 0 0 0 0 0 0 000284 0 0 0.00095 000164 0 0
HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor 1PI00031522 83kDa 1 0 2 0 0 0 001609 0 000284 0 0 0 0.00631 000859 0 0
HADHB Trifunctional enzyme beta subunit, mitochondrial precursor 1PI00022793 51kDa 0 0 2 0 0 0 0 0 000284 0 0 0 0.00095 000164 0 0
HBA2;HBAL Hemoglobin subunit alpha 1PI00410714 15kDa 4 u 14 2 2 a4 000585 001592 001989 001526 002917 0.06241 001383 000724 0.03561 002423
HBB Hemoglobin subunt beta 1PI00654755. 16kDa 0 B 10 0 0 0 0 0.00724 001421 0 0 0 0.00715 000711 0 0
1PI00217468 23k0a 7 0 13 30 2% 0 002486 0 001847 0.03814 003182 0 0.01444 001291 002332 002044
1PI00217466 22k0a 16 0 18 31 29 0 002340 0 002558 0.03941 003845 0 001633 001418 0.02595 002248
HISTIH2AH Histone H2A type 1-H 1PI00081836 14k0a a7 9 32 55 52 0 006873 001302 004547 0.06992 006894 0 0.04241 002798 0.04629 004009
HIST1H2BL Histone H28 type 1-L 1PI00018534 14k0a 76 0 57 87 86 4 011114 0 008100 0.11061 011402 0.00567 0.06405 005748 0.07677 006159
HISTIH3F;HISTLH3E; HISTLH3H; HISTIH3J HIST1H3B; HISTIH3A;HISTIH3 HISTIH3C, ISTIH3D;HISTIH2BN Histone H3.1 1PI00465070 15k0a 8 0 10 7 66 23 001170 0 001421 0.09027 008750 0.03972 0.00864 000758 0.07249 002842
HISTIHAF;HIST2HAB; HISTIHAL HISTIHAL HISTIHAA;HISTLHAL HISTIHAK HIST1HA ISTIHAC;HISTAHA; HISTIHAH; HIST1HAB;HIST2HAA Histone Ha 1PI00453473 11k0a 93 u 67 193 168 91 013600 0.01592 009521 0.24537 022273 0.12908 0.08237 006106 019906 006165
HIST2H2BE Histone H2B type 2-€ 1PI00003935 14k0a 74 0 57 7 n 0 010821 0 008100 0.09281 009413 0 0.06307 005629 0.06231 005397
HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 1PI00216592 32k0a 2 8 0 0 0 001755 0 001137 0 0 0 0.00964 000890 0
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Unweighted spectrum counts Unweighted spectrum counts i counts (%) i 0 Mean I
Identified Proteins (277) Molecular Weight X2 repeat 1 LX-2repeat2 LX-2repeat3 HFFrepeat1 HFFrepeat2 HFF repeat3 LX2repeat1 LX-2repeat2 LX-2repeat3 HFFrepeat1 HFFrepeat2 HFFrepeat3 DC2mean _X2sd HFFmean _HFFs.d
HNRNPU Heterogeneous nuclear ribonucleoprotein U 1PI00644224 62kDa 0 0 8 0 o 0 0 o 001137 0 0 0 000379 000656 0 0
HNRPH1 Heterogeneous nuclear ribonucleoprotein H 1PI00013881 49kDa 0 0 2 0 0 0 0 0 000284 0 0 0 0.00095 000164 0 0
HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M 1PI00171903 78k0a 3 0 3 0 0 0 000439 0 000426 0 0 0 000288 000250 0 0
HSP90AB 85 kDa protein 1PI00334775 85kDa 4 0 9 0 0 0 000585 0 001279 0 0 0 0.00621 000640 0 0
HSPAS Isoform 1 of Heat shock cognate 71 kDa protein 1PI00003865 71k0a 2 0 10 0 0 0 001755 0 001421 0 0 0 001059 000932 0
HSPBI Heat shock protein beta-1 1PI00025512 23k0a 0 0 4 5 0 0 0 000568 0.00509 000663 0 0.00189 000328 000390 000347
HSPD1 60 kDa heat shock protein, mitochondrial precursor 1PI00784154 61kDa 0 0 0 0 0 0 0 000426 0 0 0 0.00142 000246 0 0
HSPG2 Basement mermbr (perlecan) 1PI00024284 469 kDa 66 0 45 12 104 0 009651 0 006537 014239 013788 0 00539 004926 0.00342 008094
HTRA1 Serine protease HTRAL precursor 1PI00003176 51kDa 0 8 0 0 0 0 0 001158 0 0 0 0 000385 000668 0 0
1GFBPS Insulin-like growth factor-binding protein 5 precursor 1PI00029236 31k0a 0 2 0 0 0 0 0.00289 0 0 0 0 000096 000167 0 0
IMMT Isoform 1 of Mitochondrial inner membrane protein 1PI00009960 84kDa 7 0 7 0 0 0 001024 0 002416 0 0 0 001146 001213 0 0
KRTL Keratin, type Il cytoskeletal 1 1PI00220327 66kDa 104 219 64 77 0 a8 015208 031690 009095 009789 005303 0.06809 018664 011687 007300 002283
KRT10 Keratin, type | cytoskeletal 10 1PI000098SS 60kDa a7 93 16 1 6 23 006873 0.13457 002274 001398 000795 0.03262 007535 005621 001819 001286
KRT14 Keratin, type | cytoskeletal 14 1PI00384444 52kDa 0 27 0 0 0 0 0 0.03907 0 0 0 0 001302 002256 0 0
KRT18 Keratin, type | cytoskeletal 18 1PI00784347 48kDa 10 0 9 0 0 0 001462 0 001279 0 0 0 000914 000797 0 0
KRT2 Keratin, type Il cytoskeletal 2 epidermal 1PI00021304 66kDa 36 75 2 19 6 7 005264 0.10853 002842 002416 000795 0.02411 006320 004108 001874 000934
KRTS Keratin, type Il cytoskeletal 5 1PI000098S7 62kDa 0 20 0 0 0 3 0 002894 0 0 0 000426 0.00965 001671 0.00142 000246
KRT6A Keratin, type Il cytoskeletal 6A 1PI00300725 60kDa 0 2 13 0 0 0 003183 0 001653 0 0 0.01061 001838 0.00551 000954
KRTS Keratin, type Il cytoskeletal 8 1PI00S54648 54kDa 2 0 8 0 0 0 001755 0 001137 0 0 0 000964 000890 0 0
KRT Keratin, type | cytoskeletal 9 1PI00019350 62kDa 8 9 2 3 35 54 007019 0.13602 004405 0.05467 002640 007660 0.08342 004739 005922 001560
LAMAA Isoform 1 of Laminin subunit alpha-4 precursor 1PI00329482 203kDa 0 0 4 0 0 0 0 0 000568 0 0 0 0.00189 000328 0
LAMAS Laminin subunit alpha-5 precursor 1PI00783665 400kDa 2 0 9 0 0 0 004095 0 001279 0 0 0 001791 002095 0 0
LAMB1 Laminin subunit beta-1 precursor 1PI00013976 198kDa 13 0 2 0 0 0 001901 0 000284 0 0 0 000728 001025 0 0
LAMB2 Laminin subunit beta-2 precursor 1PI00296922 196 kDa 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
LAMCI Laminin subunit gamma-1 precursor 1PI00298281 178k0a 4 0 0 0 0 0 000585 0 0 0 0 0 000195 000338 0 0
LGALS1 Galectin-1 1PI00219219 15kDa 0 2 0 0 0 0 0 0.00289 0 0 0 0 000096 000167 0
LMNA Isoform A of Lamin-A/C 1PI00021405 74k0a H 0 2 7 0 0 000731 0 001705 0.00890 0 0 0.00812 000856 0.00297 000514
LMNB1 Lamin-81 1PI00217975 66kDa 3 0 0 0 0 0 000439 0 0 0 0 0 000146 000253 0 0
LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor 1PI00171160 52kDa 19 57 2 0 0 0 002778 0.08248 003126 0 0 0 004718 003062 0 0
MFI2 Isoform 1 of Melanotransferrin precursor 1PI00029275 80kDa 0 0 2 0 0 0 0 0 000284 0 0 0 0.00095 000164 0 0
MGST3 Microsomal glutathione S-transferase 3 1PI00024266 17k0a 0 0 7 0 0 0 0 0 000995 0 0 0 000332 000574 0 0
MME Neprilysin (CD10) 1PI00247063 86kDa 0 0 0 0 3 0 0 0 0 0 000398 0 0 0 000133 000230
MOXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor 1PI00419596 70kDa 0 0 0 2 0 0 0 0 0 0.00254 0 0 0 0 0.00085 000147
MPHOSPH1 Isoform 1 of M-phase phosphoprotein 1 1PI00044751 211k0a 0 0 2 0 0 0 0 0 000284 0 0 0 0.00095 000164 0 0
MRLC2 Myosin regulatory light chain 1PI00033494 20kDa 12 0 2 15 18 0 001755 0 002842 001907 002386 0 001532 001434 001431 001262
MSN Moesin 1PI00219365 68kDa 0 0 0 3 3 0 0 0 0 0.00381 000398 0 0 0 000260 000225
MVP Major vault protein 1PI00000105. 99kDa 17 0 2 0 0 0 002486 0 004121 0 0 0 002202 002075 0 0
MXRAS Matrix-remodeling-associated protein 5 precursor (adlican) 1PI00012347 312k0a 0 0 0 20 18 8 0 0 0 002543 002386 001135 0 0 002021 000772
MYADM Myeloid-associated differentiation marker 1PI00102685 35kDa 0 0 5 0 0 0 0 0 000711 0 0 0 000237 000410 0 0
MYH10 Isoform 1 of Myosin-10 1PI00397526 229k0a ¥ 0 88 a 3 0 005411 0 012505 005213 005701 0 005972 006271 003638 003160
MYHO Myosin-9 1PI00019502 227k0a 2 0 462 a13 33 0 033780 0 065652 052507 042822 0 033144 032831 031776 027942
MYL Isoform Non-muscle of Myosin light polypeptide 6 1PI00335168 17k0a 15 0 2 2 3 0 002193 0 003126 003051 004375 0 001773 001605 002475 002244
MYL9 Myosin regulatory light chain 2, smooth muscle isoform 1PI00220278 20k0a 0 0 1 0 0 0 0 0 001989 0 0 0 0.00663 001149 0 0
MYO1C Myosin-lc 1PI00010418 118kDa 7 0 0 2 15 0 001024 0 0 002670 001989 0 0.00341 000591 001553 001387
MYO1D Isoform 1 of Myosi 1PI00329719 116kDa 0 0 0 0 2 0 0 0 0 0 000265 0 0 0 000088 000153
NCL Isoform 1 of Nucleolin 1PI00G04620 77k0a 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
NID1 Isoform 1 of Nidogen-1 precursor 1PI00026944 136kDa 2 0 5 0 0 0 002925 0 000711 0 0 0 001212 001525 0 0
NID2 Nidogen-2 precursor 1PI00028908 151kDa 15 0 3 a 8 0 002193 0 000426 0.00509 001061 0 0.00873 001163 000523 000530
NTSE 5*nucleotidase precursor 1PI00009456 63kDa 2 0 13 18 1 0 004095 0 001847 002288 001458 0 001981 002051 001249 001159
PABPC1 Isoform 1 of Polyadenylate-binding protein 1 1PI00008S24. 71kDa 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0
PCBP2 poly(rC)-binding protein 2 isoform a 1PI00796337 39kDa 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
PDIA Protein disulfide-isomerase A3 precursor 1PI00025252 57kDa 8 0 0 0 0 0 001170 0 0 0 0 0 000390 000675 0 0
PFKP 6-phosphofructokinase type C 1PI00009790 86kDa 3 0 6 0 0 0 000439 0 000853 0 0 0 000430 000426 0 0
PEN1 Profilin-1 1PI00216691 15kDa 7 0 4 0 0 0 001024 0 000568 0 0 0 000531 000513 0 0
PHB Prohibitin 1PI00017334 30kDa 2 0 s 0 0 0 000292 0 000711 0 0 0 000334 000357 0 0
PHB2 Prohibitin-2 1PI00027252 33k0a 7 0 1 0 0 0 001024 0 001563 0 0 0 0.00862 000794 0 0
PHGDH D-3-phosphoglycerate dehydrogenase 1PI00011200 57k0a o 0 2 0 4 0 0 4 000284 0 0 0 0.00095 000164 0 0
PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 1PI00479186 58kDa 2 0 1 0 4 0 000292 0 001563 0 0 0 0.00613 000831 0
POSTN Isoform 1 of Periostin precursor 1PI00007960 93k0a o 0 o 3 4 0 0 4 o 0.00381 0 0 0 0 0.00127 000220
PPIB peptidylprolylisomerase B precursor 1PI00646304 24k0a 2 0 0 0 4 0 000292 0 o 0 0 0 0.00097 000169 0
PROX1 Peroxiredoxin-1 1PI0000074. 22k0a 0 0 2 0 4 0 o 4 000284 0 0 0 0.00095 000164 0 0
PRKCDBP protein kinase C, delta binding protein 1PI00056334 28k0a 0 0 o 2 4 0 0 4 o 000254 0 0 0 o 0.00085 000147
PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit 1P100296337 469 kDa 16 0 12 0 4 0 002340 4 001705 o 4 00138 001210 o
PRPF8 Pre-mRNA-processing-splicing factor 8 1P100007928 274k0a 4 0 o 0 0 0 000585 0 0 0 0 0 0.00195 000338 0 0
PRSS23 Serine protease 23 precursor 1P100026941 43k0a 13 31 7 0 4 0 001901 0.04486 0.00995 4 o 4 00260 001811 0 0
PTRF Isoform 1 of Polymerase | and transcript release factor 1P100176903 43k0a 16 0 7 0 4 0 002340 4 0.00995 4 o 4 00111 001174 o o
RAB1A Isoform 1 of Ras-related protein Rab-1A 1P100005719 23k0a 8 0 8 0 4 0 001170 0 001137 0 0 0 0.00763 000666 0 o
RALY Isoform 1 of RNA-binding protein Raly 1PI00216044 30k0a o 0 2 0 4 0 0 0 000284 0 0 0 0.00095 000164 0 0
RHOC Rho-related GTP-binding protein RhoC precursor 1P100027434 22k0a o 0 2 0 4 0 0 0.00284 4 o 0 5 000164 0 0
RPL10 605 ribosomal protein L10 1PI00554723 25k0a 3 16 5 0 4 0 000439 002315 0.00711 4 o 4 001155 001014 o
RPL10A 605 ribosomal protein L10a 1P100412579 25k0a 15 0 14 0 3 0 02193 4 001989 o 000398 4 001394 001212 000133 000230
RPL11 Isoform 1 of 605 ribosomal protein L1 1P100376798 20k0a o 0 8 0 2 0 0 0 001137 o 000265 0 0.00373 000656 000088 000153
1P100024933 18k0a 5 0 5 0 4 0 0.00731 4 0.00711 4 o 4 0.00481 000416 0 0
1P100304612 24k0a 3 0 0 0 4 0 000439 0 0 0 0 0 000146 000253 0 o
1PI00002821 23k0a 13 0 7 0 4 0 001901 0 000995 0 0 0 0.00965 000951 0 0
1PI00470528 2 k0a 1 0 13 0 4 0 001609 4 001847 4 o 0 001152 001005 0 0
1PI00413324. 21k0a 3 1 11 0 4 0 000439 002026 001563 0 0 001343 000816 0 0
1PI00215719 22k0a 9 0 12 7 3 0 001316 001705 000890  0.00398 0 0.01007 000894 0.00429 000446
RPL18A 605 ribosomal protein L18a 1P100026202 21k0a 0 0 2 0 4 0 o o 0.00284 0 o 0 0.00095 000164 0 0
RPL21;L0C729402;L0C731567 605 ribosomal protein L21 1PI00247583 19k0a 0 8 5 0 0 0 0 001158 0.0071 0 0 0 0.00623 000584 0 0
1PI00010153 15k0a 4 19 7 2 2 0 000585 0.02749 000995 0.00254 000265 0 001443 001150 0.00173 000150
1PI00021266 18k0a 0 20 3 0 0 0 0 0.02894 000426 0 0 0 001107 001562 0 0
1PI00306332 18k0a 6 2 5 0 4 0 000877 0.03183 000711 0 000530 0 001580 001382 0.00177 000306
1PI00007144. 17k0a 0 2 0 0 0 0 0 0.00289 0 0 0 0 0.0008 000167 0 0
1PI00219155 16k0a 0 a 2 0 0 4 0 0.00573 000284 0 0 0.00567 000288 000289 0.00183 000328
1PI00456758 17k0a 0 10 5 0 8 0 0 0.01447 000711 0 001061 0 0.00713 000724 0.00354 000612
1PI00550021 46kDa 2 0 2 0 0 0 000292 0 000284 0 0 0 0.00192 000167 0
1PI00219156 13k0a 2 0 3 0 0 0 000292 0 000426 0 0 0 000240 000218 0 0
1PI00026302 14k0a 0 10 6 0 0 0 0 0.01447 000853 0 0 0 0.00767 000727 0 0
1PI00395998 16k0a 0 3 0 0 0 0 0 0.00434 0 0 o 0 0.00145 000251 0 0
1PI00787131 16k0a 0 10 6 0 0 0 0 0.01447 000853 0 0 0 0.00767 000727 0 0
RPL38 605 ribosomal protein 138 1PI00215730 8kba 0 a 2 0 0 0 0 0.00573 000284 0 0 0 000288 000289 0
RPL4 605 ribosomal protein L4 1PI00003918 48kDa 5 0 10 0 3 0 000731 0 001421 0 000398 0 0.00717 000711 000133 000230
RPL6 605 ribosomal protein L6 1PI00329389 33k0a 18 0 16 8 5 0 002632 0 002274 001017 000663 0 001635 001428 000560 000516
RPL7 605 ribosomal protein L7 1PI00030179 29k0a 13 0 16 7 8 0 001901 0 002274 000830 001061 0 001392 001219 000650 000570
RPL7A 605 ribosomal protein L7a 1PI00299573 30kDa 7 0 19 8 5 0 002486 0 002700 001017 000663 0 001729 001501 000560 000516
RPLS 605 ribosomal protein L8 1P100012772 28k0a 0 1 0 7 0 000585 0 001563 000928 0 000716 000790 0.00309 000536
RPLS 605 ribosomal protein L9 1PI00031691 22k0a 0 0 4 0 0 0 0 0 000568 0 0 0 0.00183 000328 0 0
RPLPO 605 acidic ribosomal protein PO 1PI00008S30 34kba 14 0 10 3 0 0 002047 0 001421 0.00381 0 0 001156 001049 0.00127 000220
RPNL 7 1PI00025874 73k0a 9 0 16 3 3 0 001316 0 002274 0.00381 000398 0 001197 001142 000260 000225
RPS11405 ribosomal protein 511 1PI00025091 18kDa 0 7 7 0 0 0 0 001013 000995 0 0 0 0.00663 000580 0 0
RPS13 405 ribosomal protein 513 1PI00221089 17k0a 7 2 15 B 5 0 001024 0.0303 002132 000636 000663 0 0.02065 001009 0.00433 000375
RPS14 405 ribosomal protein 514 1PI00026271 16k0a 0 7 5 0 7 0 0 0.01013 000711 0 000928 0 0.00574 000520 0.00309 000536
RPS15 405 ribosomal protein 515 1PI00216153 17k0a 0 10 0 0 0 0 0 0.01447 0 0 0 0 0.00482 000835 0 0
RPS15A 405 ribosomal protein S15a 1P100221091 15k0a 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00183 000328 0 0
RPS16 405 ribosomal protein 516 1P100221092 16k0a 8 2 9 7 7 0 001170 0.03183 001279 000830 000928 0 0.01877 001132 000606 000525
RPS17 405 ribosomal protein 517 1PI00221093 16k0a 0 0 4 0 0 0 0 0 000568 0 0 0 0.00183 000328 0 0
RPS18 405 ribosomal protein 518 1PI00013296 18k0a 18 58 27 u 9 4 002632 0.08393 003837 001338 001193 0.00567 0.04954 003038 0.01053 000433
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Unweighted spectrum counts Unweighted spectrum counts counts (%) i (0) an
Identified Proteins (277) Molecular Weight X2 repeat 1 LX-2repeat2 LX-2repeat3 HFFrepeat1 HFFrepeat2 HFF repeat3 LX2repeat1 LX-2repeat2 LX-2repeat3 HFFrepeat1 HFFrepeat2 HFFrepeat3 DC2mean _X2sd HFFmean _HFFs.d
RPS2 405 ribosomal protein 52 1PI00013485 31k0a 2 0 18 2 o 0 001755 o 002558 0.00254 0 0 001438 001308 0.00085 000147
RPS23 405 ribosomal protein 523 1PI00218606 16kDa 0 9 9 0 0 0 0 001302 001279 0 0 0 00860 0.00745 0 0
RPS24 Isoform 1 of 405 ribosomal protein 524 1PI00029750 15k0a 8 13 0 0 0 0 001170 0.01881 0 0 0 0 001017 000950 0 0
RPS25 405 ribosomal protein 525 1PI00012750 14k0a 8 2 7 6 6 0 001170 003183 000995 0.00763 000795 0 001783 001216 0.00519 000450
RPS26,L0C728937;L0C644166 405 ribosomal protein 526 1PI00GSS650 13k0a 0 1 5 0 0 0 0 0.02026 000711 0 0 0 0.00912 001028 0 0
RPS27 405 ribosomal protein 527 1PI00513971 9kDa 0 0 4 0 0 0 0 0 000568 0 0 0 0.00189 000328 0 0
tin and 1PI00179330 18k0a 19 0 36 37 2 0 002778 0 005116 004704 003885 0 002631 002561 002850 002505
RPS29 405 ribosomal protein 529 1PI00182289 7k0a 0 9 0 0 0 0 0 001302 0 0 0 0 000434 000752 0 0
RPS3 405 ribosomal protein 53 1PI00011253 27k0a 2 0 2 4 3 0 003802 0 002984 0.00509 000398 0 0.02262 002001 0.00302 000267
RPS3A 405 ribosomal protein $3a 1PI00419880 30kDa 2 0 2 0 0 0 000292 0 001705 0 0 0 000666 000912 0 0
RPS4X 405 ribosomal protein 54, X isoform 1PI00217030 30kDa 2 2 E] 6 8 0 004095 0.06077 004689 000763 001061 0 004954 001018 000608 000547
RPSS 405 ribosomal protein S5 1PI00008433 23k0a 0 0 4 0 0 0 0 0 000568 0 0 0 0.00189 000328 0 0
RPS6 405 ribosomal protein 56 1PI00021840 29k0a 0 0 6 0 0 0 0 0 000853 0 0 0 000284 000492 0 0
RPS7 405 ribosomal protein 57 1PI00013415 22k0a 8 a 8 0 0 0 001170 0.00579 001137 0 0 0 0.00962 000332 0 0
RPS8 405 ribosomal protein 58 1PI00216587 24 kDa 9 0 9 0 0 0 001316 0 001279 0 0 0 0.00865 000749 0 0
RPS9 405 ribosomal protein 59 1PI00221088 23k0a 9 a 2 3 a 0 001316 000579 003695 0.00381 000530 0 001863 001628 000304 000274
RUVBL1 Isoform 1 of Ruve-like 1 1PI00021187 50kDa 0 0 4 0 0 0 0 0 000568 0 0 0 0.00189 000328 0 0
y 1PI00412713 52kDa 7 0 7 0 0 0 001024 0 000995 0 0 0 000673 000583 0 0
SERPINE1 Plasminogen activator inhibitor 1 precursor 1PI00007118 45kDa 2 0 13 0 0 0 000292 0 001847 0 0 0 000713 000993 0 0
SERPINF1 Pigment epithelium-derived factor precursor 1PI00006114 46kDa 0 0 0 0 0 2 0 0 0 0 0 000284 0 0 0.00095 000164
SERPINH1 Serpin H1 precursor 1PI00032140 46kDa 2 0 4 2 0 0 000292 0 000568 0.00254 0 0.00287 000284 0.00085 000147
Serum albumin precursor 1PI00708398 69kDa 49 28 49 16 18 78 007165 032002 006963 002034 002386 0.11064 015707 014970 0.05161 005115
SFRS3 Splicing factor, arginine/serine-rich 3 1PI00010204 19kDa 0 a 0 0 0 0 0 000579 0 0 0 0 000193 000334 0 0
SLC25A11 Mitochondrial 2-oxoglutarate/malate carrier protein 1PI00219729 34kDa 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
SLC25A13 Mitochondrial aspartate-glutamate carrier protein 1PI00007084 74k0a 0 0 2 0 0 0 0 0 000284 0 0 0 0.00095 000164 0 0
5LC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor 1PI00022202 40kDa 0 0 16 0 0 0 0 0 002274 0 0 0 000758 001313 0 0
SLC25AS ADP/ATP translocase 2 1PI00007188 33k0a 2 0 36 0 0 0 004095 0 005116 0 0 0 003070 002707 0 0
SLC25A6 ADP/ATP translocase 3 1PI00291467 33k0a 0 0 2 0 0 0 0 0 008121 0 0 0 001374 002379 0 0
SNRPD3 Small nuclear ribonucleoprotein Sm D3 1PI00017964 14k0a 3 0 0 0 0 0 000439 0 0 0 0 0 000146 000253 0 0
STAU1 Staufen, RNA binding protein, homolog 1 1PI00641873 55kDa 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
STOM Erythrocyte band 7 integral membrane protein 1PI00219682 32k0a 18 0 7 6 10 0 002632 0 000995 000763 001326 0 001209 001329 000696 000665
STT3A Dolichy! p bunit STT3A 1PI00297492 80kDa 0 0 7 0 0 0 0 0 000995 0 0 0 000332 000574 0 0
SURF4 Isoform 1 of Surfeit locus protein 4 1PI0000S737 30kDa 2 0 13 0 0 0 000292 0 001847 0 0 0 000713 000993 0 0
TFPI2 Tissue factor pathway inhibitor 2 precursor 1PI00009198 27k0a 0 2 5 0 0 0 0 003473 000711 0 0 0 001394 001835 0 0
TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor 1PI00018219 75kba 57 140 58 19 13 23 008335 0.20258 008242 002416 001723 003972 012278 006911 002704 001151
TGM2 Isoform 1 of 2 1PI00294578 77k0a 1 0 12 37 16 0 002047 0 001705 004704 002121 001251 001097 002275 002356
THBS1 Thrombospondin-1 precursor 1PI00296099 129k0a 0 0 0 0 0 8 0 0 0 0 0 001135 0 0 000378 000655
THSD4 thrombospondin, type |, domain containing 4 1PI00794391 112k0a 2 0 0 0 0 0 000292 0 0 0 0 0 0.00097 000169 0 0
THY1 Thy-1 membrane glycoprotein precursor 1PI00022892 18kDa 8 0 4 7 9 0 001170 0 000568 000890 001193 0 000579 000585 000694 000620
TIMP3 Metalloproteinase inhibitor 3 precursor 1PI00218247 24 kDa 0 5 0 0 0 0 0 000724 0 0 0 0 0.00241 000418 0 0
TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor 1PI0000SS63 52kDa 6 0 3 0 0 0 000877 0 000426 0 0 0 0.00435 000439 0 0
TMED10 Transmembrane emp24 domain-containing protein 10 precursor 1PI00028055. 25kDa 0 0 2 0 0 0 0 0 000284 0 0 0 0.00095 000164 0 0
TMEM33 Transmembrane protein 33 1PI00299084 28kDa 0 0 2 0 0 0 0 0 000284 0 0 0 0.00095 000164 0 0
TMEMA3 Transmembrane protein 43 1PI00301280 45kDa 15 0 2 6 4 0 002193 0 002984 000763 000530 0 001726 001546 0.00431 000391
TNC Isoform 1 of Tenascin precursor 1PI00031008 241kDa 7 295 154 0 30 51 011114 0.42687 021884 0.05085 003977 007234 025228 016050 005432 001656
1of 1PI00014053 38kDa 5 0 3 0 0 0 000731 0 000426 0 0 0 000386 000367 0 0
TOP2A DNA topoisomerase 2 1PI00178667 183kDa 6 5 0 0 000877 0 000711 0 0 0 000529 000466 0 0
TPM1 Isoform 3 of Tropomyosin alpha-1 chain 1PI00216135 33k0a 5 4 7 6 000731 0 000568 000890 000795 0 000433 000384 0.00562 000489
TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 1PI00003505. 49kDa 0 0 3 0 0 0 0 0 000426 0 0 0 000142 000246 0 0
Trypsin - Sus scrofa (Pi). MAN00000761 24 kDa 36 95 a5 55 a7 a2 005264 013747 006395 0.06992 006231 005957 0.08469 004606 006394 000536
TUBA1B Tubulin alpha-18 chain 1PI00387144 50kDa 127 0 160 2 2 0 018572 0 022737 002797 002784 0 0.13769 012105 001860 001611
TUBB Tubulin beta chain 1PI00011654 50kDa 166 5 202 a7 36 0 024275 000724 028705 005975 004773 0 0.17901 015040 003583 003160
TUBB2C Tubulin beta-2C chain 1PI00007752 50kDa 142 0 176 0 0 0 020765 0 025010 0 0 0 0.15258 013384 0 0
TUBBS Tubulin beta-3 chain 1PI00013683 50kDa 101 0 126 0 0 0 014770 0 017905 0 0 0 0.10892 009562 0 0
TUBBG 46 kDa protein 1PI00G41706 46kDa 0 0 9 0 0 0 0 0 013500 0 0 0 004500 007794 0 0
TUBBE TUBBE protein 1PI00G46779 50kDa 75 0 89 0 0 0 010967 0 012647 0 0 0 007872 006869 0 0
UPF1 Isoform 1 of Regulator of nonsense transcripts 1 1P100034049 124k0a 2 0 2 o 4 0 000292 o 0.00284 4 o 4 0.00192 0.00167 o 0
VDAC1 Voltage-dependent anion-selective channel protein 1 1P100216308 31k0a 38 0 27 7 6 0 005557 4 003837 000830 000795 0 003131 002845 0.00562 000489
VDAC2 Voltage-dependent anion-selective channel protein 2 1PI00024145 38k0a 16 0 15 7 8 0 002340 4 002132 000890 001061 4 001430 001295 000650 000570
VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 1PI00031804 31k0a 14 0 13 7 6 o 0.02047 4 001847 000890  0.00795 4 001298 001129 0.00562 000489
VIM Vimentin 1PI00418471 54kDa 97 0 124 75 52 6 014185 4 017621 009535 0.06894 0.00851 0.10602 009341 005760 004452
VIN Vitronectin precursor 1P100298971 54k0a o 0 0 6 o 0 o 4 o 0.00763 0 0 0 0 000254 000440
WNTSA Protein Wnt-Sa precursor 1PI00013178 41k0a o 9 2 0 4 0 0 0.01302 000284 0 0 0 0.00529 000685 0 0
XRCCS ATP-dependent DNA helicase 2 subunit 2 1P100220834 83k0a o 0 2 0 4 0 0 0 000284 0 0 0 0.00095 000164 0 0
YWHAE 14-3-3 protein epsilon 1PI00000816 29k0a 7 0 5 0 4 0 001024 4 0.00711 4 0 0 000578 000525 0 0
YWHAZ 14-3-3 protein zeta/delta 1PI00021263 28k0a 6 0 5 0 4 0 0.00877 4 0.00711 0 o 0 0.00529 000466 0 o
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Table S5. Hierarchical clustering analysis of proteins identified in LX-2 and HFF CDM purifications (full datasets).
#ECM and secreted proteins are hiahliahted in arev

Mean normalised spectral count (%

Gene symbol and protein name® LX-2 HFF Cluster

H2AFY H2A histone family, member Y isoform 2 HFF enriched
HIST1HA4F;HIST2H4B;HIST1HAL;HIST1HA;HISTIHAA HISTIHAJ;HIST1HAK;HISTIHAD; HISTIHAE;HISTIHAC; HIST4H4;HIST1H4H; HIST1HA4B; HIST2H4A Histone H4 . .. HFF enriched
HFF enriched

MYO1C Myosin-Ic . X HFF enriched
PRKCDBP protein kinase C, delta bindii i 0 . HFF enriched

I0OXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor 0.0008 HFF enriched

MME Neprilysin (CD10, 0.0013 HFF enriched

MYO1D Isoform 1 of Myosin-ld 0.0009 HFF enriched
MSN Moesin 0.0026 HFF enriched

HIST1H3F;HIST1H3E;HISTIH3H;HIST1H3J;HIST1H3B;HISTIH3A;HIST1H3;HISTIH3C;HISTIH3G;HIST1H3D;HIST1H2BN Histone H3.1 HFF enriched
SLC25A5 ADP/ATP translocase 2 0.0307 0 LX-2 enriched
SFRS3 Splicing factor, arginine/serine-rich 3 0.0019 0 LX-2 enriched
PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 0.0062 0 LX-2 enriched
BANF1 Barrier-to-autointegration factor 0.0073 0 LX-2 enriched
RPL35 60S ribosomal protein L35 0.0077 [ LX-2 enriched
PHB Prohibitin 0.0033 0 LX-2 enriched
PHB2 Prohibitin-2 0.0086 0 LX-2 enriched

PS3A 40S ribosomal protein S3a 0.0067 LX-2 enriched

R i 0
SLC25A6 ADP/ATP translocase 3 0.0137
PS11 40S ribosomal protein S11

LX-2 enriched
LX-2 enriched
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RPS24 Isoform 1 of 40S ribosomal 2 enriched

ANXAS Annexin A5 0.0039 0 LX-2 enriched

TUBB3 Tubulin beta-3 chain 0.1089 0 LX-2 enriched

ARPC3 Actin-related protein 2/3 complex subunit 3 0.0058 0 LX-2 enriched
0

PL26L1 60S ribosomal protein L26-like 1 0.0010 LX-2 enriched

RPL21;L0C729402;LOC731567 60S ribosomal protein L21 0.0062 0 LX-2 enriched

RPS26;L0C728937;L0C644166 40S ribosomal iro(ein S26 0.0091 0 LX-2 enriched
EEF2 Elongation factor 2 0.0015 0 LX-2 enriched
LMNB1 Lamin-B1 0.0015 0 LX-2 enriched
NCL Isoform 1 of Nucleolin 0.0010 0 LX-2 enriched
GNB2 Guanine ide-binding protein T) subunit beta-2 0.0020 0 LX-2 enriched
RPL3 60S ribosomal protein L3 0.0019 0 LX-2 enriched
PABPC1 Isoform 1 of Polyadenylate-binding protein 1 0.0010 0 LX-2 enriched
EIF3A Eukaryotic translation initiation factor 3 subunit 10 0.0010 0 LX-2 enriched
RPL13A 60S ribosomal protein L13a 0.0015 0 LX-2 enriched
ANXAL1 Annexin A1 0.0010 0 LX-2 enriched
PCBP2 ﬁﬁrc -bll’\dlﬁ iruteln 2 isoform a 0.0010 0 LX-2 enriched
BCAM Lutheran blood group glycoprotein precursor (CD239 - laminin receptor) 0.0010 0 LX-2 enriched
ATAD3A ATPase family, AAA domain containing 3A 0.0024 0 LX-2 enriched
TUBB6 46 kDa protein 0.0450 0 LX-2 enriched
RAB1A Isoform 1 of Ras-related protein Rab-1A 0.0077 0 LX-2 enriched
RPS7 40S ribosomal protein S7 0.0096 0 LX-2 enriched
FLNA Filamin-A 0.0115 0 LX-2 enriched
KRT18 Keratin, type | cytoskeletal 18 0.0091 0 LX-2 enriched

PL31 60S ribosomal protein L31 0.0077 0 LX-2 enriched

RPL15 60S ribosomal protein L15 0.0115 0 LX-2 enriched
CLTC Isoform 1 of Clathrin heaﬁ chain 1 0.0043 0 LX-2 enriched
CSNK2A1 Casein kinase Il subunit alpha 0.0038 0 LX-2 enriched
GNB1 Guanine ide-binding protein T) subunit beta-1 0.0038 0 LX-2 enriched
EIF4A3 Eukaﬁﬁc initiation factor 4A-IIl 0.0077 0 LX-2 enriched
RPL10 60S ribosomal protein L10 0.0115 0 LX-2 enriched
EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component 0.0043 0 LX-2 enriched
RPL17 60S ribosomal protein L17 0.0134 0 LX-2 enriched
COXS5A Cytochrome c oxidase subunit 5A, mitochondrial precursor 0.0010 0 LX-2 enriched
SNRPD3 Small nuclear ribonucleoprotein Sm D3 0.0015 0 LX-2 enriched
HNRNPC Isoform C1 of + nuclear rit ins C1/C2 0.0096 0 LX-2 enriched
PDIA3 Protein disulfide-isomerase A3 precursor 0.0039 0 LX-2 enriched
IMMT Isoform 1 of Mitochondrial inner membrane protein 0.0115 0 LX-2 enriched
CAV1 Caveolin 0.0125 0 LX-2 enriched
[COL5AL Collagen alpha-1(V) chainprecursor o077 0 Lx2eniched
PRPF8 Pre-mRNA-processing-splicing factor 8 0.0020 0 LX-2 enriched
CPNE2 Copine Il 0.0010 0 LX-2 enriched
MYADM Myeloid-associated differentiation marker 0.0024 0 LX-2 enriched
STAUL1 Staufen, RNA binding protein, homolog 1 0.0010 0 LX-2 enriched
UPF1 Isoform 1 of Regulator of nonsense transcripts 1 0.0019 0 LX-2 enriched
CFL1 Cofilin-1 0.0024 0 LX-2 enriched
BST1 ADP-ribosyl cyclase 2 precursor 0.0015 0 LX-2 enriched
PPIB peptidylprolyl isomerase B precursor 0.0010 0 LX-2 enriched
SLC25A11 Mitochondrial 2-oxoglutarate/malate carrier protein 0.0010 0 LX-2 enriched
GANARB Isoform 1 of Neutral alpha-glucosidase AB precursor 0.0010 0 LX-2 enriched
HSPAS8 Isoform 1 of Heat shock coinate 71 kDa iro(ein 0.0106 0 LX-2 enriched
PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit 0.0135 0 LX-2 enriched
SAMMS50 Sorting and assembly machinery component 50 homolog 0.0067 0 LX-2 enriched
ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial 0.0014 0 LX-2 enriched
BB Hemoglobin subunit beta 0.0071 0 LX-2 enriched

HADHA Trifunctional eiﬂe subunit aliha mitochondrial irecursor 0.0063 0 LX-2 enriched
RPS6 40S ribosomal protein S6 0.0028 0 LX-2 enriched
RPL14 60S ribosomal protein L14 0.0097 0 LX-2 enriched
CAPZAL1 F-actin-capping protein subunit alpha-1 0.0015 0 LX-2 enriched
TOMMA40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog 0.0039 0 LX-2 enriched

PL12 60S ribosomal protein L12 0.0048 0 LX-2 enriched

MGST3 Microsomal ilmathione S-transferase 3 0.0033 0 LX-2 enriched
STT3A Dolichyl-di i ide--proteir subunit STT3A 0.0033 0 LX-2 enriched
PTRF Isoform 1 of Polymerase | and transcript release factor 0.0111 0 LX-2 enriched
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MYL9 in regulatory light chain 2, smooth muscle isoform 0.0066 LX-2 enriched

HSPD1 60 kDa heat shock imlein mitochondrial irecursor 0.0014 0 LX-2 enriched
ARF1 ADP-ribosylation factor 1 0.0033 0 LX-2 enriched
RPS15 40S ribosomal protein S15 0.0048 0 LX-2 enriched
TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 0.0014 0 LX-2 enriched
TMEM33 Transmembrane protein 33 0.0009 0 LX-2 enriched
XRCC5 ATP-deiendenl DNA helicase 2 subunit 2 0.0009 0 LX-2 enriched
DDX5 Probable ATP-dependent RNA helicase DDX5 0.0019 0 LX-2 enriched
RUVBL1 Isoform 1 of RuvB-like 1 0.0019 0 LX-2 enriched
RPL18A 60S ribosomal protein L18a 0.0009 0 LX-2 enriched
RPS15A 408 ribosomal irutein Si5a 0.0019 0 LX-2 enriched
RALY Isoform 1 of RNA-binding protein Raly 0.0009 0 LX-2 enriched
RPS27 40S ribosomal protein S27 0.0019 0 LX-2 enriched
CHCHD3 Coiled-coil-helix-coiled-coil-helix d i ining protein 3 0.0019 0 LX-2 enriched
RPS5 40S ribosomal protein S5 0.0019 0 LX-2 enriched
PHGDH D-3-phosphoglycerate dehydrogenase 0.0009 0 LX-2 enriched
BCAP31 B-cell receptor-associated protein 31 0.0009 0 LX-2 enriched
SURF4 Isoform 1 of Surfeit locus protein 4 0.0071 0 LX-2 enriched

CS citrate synthase precursor, isoform b 0.0009 0 LX-2 enriched
HSP90AB1 85 kDa protein 0.0062 0 LX-2 enriched
MFI2 Isoform 1 of Melanotransferrin precursor 0.0009 0 LX-2 enriched
RPS8 40S ribosomal irolein S8 0.0087 0 LX-2 enriched
ABCD3 ATP-binding cassette sub-family D member 3 0.0068 0 LX-2 enriched
HADHB Trifunctional enzyme beta subunit, mitochondrial precursor 0.0009 0 LX-2 enriched
SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor 0.0076 0 LX-2 enriched
HNRPM Isoform 1 of } nuclear ril in M 0.0029 0 LX-2 enriched
'YWHAZ 14-3-3 protein zeta/delta 0.0053 0 LX-2 enriched
PFKP 6-phosphofructokinase type C 0.0043 [ LX-2 enriched
SLC25A13 Mitochondrial aspartate-glutamate carrier protein 0.0009 0 LX-2 enriched
PRDX1 Peroxiredoxin-1 0.0009 0 LX-2 enriched
DDX3X ATP-dependent RNA helicase DDX3X 0.0048 0 LX-2 enriched
RHOC Rho-related GTP-bindini irolein RhoC irecursor 0.0009 0 LX-2 enriched
TMED10 emp24 d i ining protein 10 precursor 0.0009 0 LX-2 enriched
RPS29 40S ribosomal protein S29 0.0043 0 LX-2 enriched
MVP Major vault protein 0.0220 0 LX-2 enriched
RPL9 60S ribosomal protein L9 0.0019 0 LX-2 enriched
RPL30 60S ribosomal protein L30 0.0024 0 LX-2 enriched
ATP5CL1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor 0.0019 0 LX-2 enriched
HNRPH1 nuclear ril in H 0.0009 0 LX-2 enriched
RPS17 40S ribosomal protein S17 0.0019 0 LX-2 enriched
HNRNPU nuclear ril in U 0.0038 0 LX-2 enriched
H2BFS Histone H2B 0.0009 0 LX-2 enriched
'SERPINEL Plasminogen activator inhibitor 1 precursor o0t 0  L2enched
MPHOSPHL1 Isoform 1 of M-phase phosphoprotein 1 0.0009 0 LX-2 enriched
RPS23 40S ribosomal protein S23 0.0086 0 LX-2 enriched
TOP2A DNA topoisomerase 2 0.0053 0 LX-2 enriched
ERLIN1 ER lipid raft associated 1 0.0049 0 LX-2 enriched
TUBB6 TUBBS6 protein 0.0787 0 LX-2 enriched
ACTR2 Actin-related irutein 2 0.0058 0 LX-2 enriched
PFN1 Profilin-1 0.0053 0 LX-2 enriched
CPNE1 Copine-1 0.0057 0 LX-2 enriched
YWHAE 14-3-3 protein epsilon 0.0058 0 LX-2 enriched
RPL38 60S ribosomal iro(ein L38 0.0029 0 LX-2 enriched
RPL32 60S ribosomal protein L32 0.0014 0 LX-2 enriched
EIF4A1 Eukaryotic initiation factor 4A- 0.0110 0 LX-2 enriched
RPL23AhCG_16001 60S ribosomal iro(ein L23a 0.0111 0 LX-2 enriched
KRT8 Keratin, type Il cytoskeletal 8 0.0096 0 LX-2 enriched
TUBB2C Tubulin beta-2C chain 0.1526 0 LX-2 enriched
KRT14 Keratin, ﬁe | cﬁnskeletal 14 0.0130 0 LX-2 enriched
RPS2 40S ribosomal protein S2 0.0144 0.0008 LX-2 enriched
GAPDH Gly 3 0.0072 0.0013 LX-2 enriched
VDAC1 Voltage-dependent anion-selective channel protein 1 0.0313 0.0056 LX-2 enriched
RPL4 60S ribosomal protein L4 0.0072 0.0013 LX-2 enriched
RPS9 40S ribosomal protein S9 0.0186 0.0030 LX-2 enriched
GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit 0.0087 0.0013 LX-2 enriched
KRTS5 Keratin, type Il cytoskeletal 5 0.0096 0.0014 LX-2 enriched
FLOT? flotillin 2 0.0265 0.0039 LX-2 enriched
[COL12AL Isoform 1 of Collagen alpha-L(XIl chainprecursor o010l 00175 LX2eniched
EEF1AL1 Elongation factor 1-alpha 1 0.0340 0.0040 LX-2 enriched
RPL23 60S ribosomal protein L23 0.0144 0.0017 LX-2 enriched
RPS4X 40S ribosomal protein S4, X isoform 0.0495 0.0061 LX-2 enriched
RPL24 60S ribosomal protein L24 0.0159 0.0018 LX-2 enriched
RPLPO 60S acidic ribosomal protein PO 0.0116 0.0013 LX-2 enriched
TUBAL1B Tubulin alpha-1B chain 0.1377 0.0186 LX-2 enriched
RPS3 40S ribosomal iro(ein S3 0.0226 0.0030 LX-2 enriched
RPL10A 60S ribosomal protein L10a 0.0139 0.0013 LX-2 enriched
ACTR3 Actin-related protein 3 0.0087 0.0008 LX-2 enriched
RPL11 Isoform 1 of 60S ribosomal protein L11 0.0038 0.0009 LX-2 enriched
ATP5A1 ATP synthase subunit alpha, mitochondrial precursor 0.0115 0.0026 LX-2 enriched
TMEM43 Transmembrane protein 43 0.0173 0.0043 LX-2 enriched
KRT10 Keratin, type | cytoskeletal 10 0.0753 0.0182 LX-2 enriched
RPS13 40S ribosomal protein S13 0.0206 0.0043 LX-2 enriched
RPS18 40S ribosomal iro(eln S18 495 0105 LX-2 enriched
RPN1 Dolichy p 67 kDa subunit precursor 0.0120 0.0026 LX-2 enriched
TUBB Tubulin beta chain 0.1790 0.0358 LX-2 enriched
ARPC2 Actin-related protein 2/3 complex subunit 2 0.0029 0.0009 LX-2 enriched
ATP5B ATP synthase subunit beta, mitochondrial precursor 0.0162 0.0048 LX-2 enriched
RPS25 40S ribosomal protein S25 0.0178 0.0052 LX-2 enriched
KRT2 Keratin, We ] ﬁoskele(al 2 eiidermal 0.0632 0.0187 LX-2 enriched
FLOT1 Flotillin-1 0.0231 0.0069 LX-2 enriched
DDOST dolichyl-dij i ide-proteir precursor 0.0063 0.0017 LX-2 enriched
RPS16 40S ribosomal protein S16 0.0188 0.0061 LX-2 enriched
RPL7A 60S ribosomal protein L7a 0.0173 0.0056 LX-2 enriched
Serum albumin precursor 0.1571 0.0516 LX-2 enriched
ACTN1 Alpha-actinin-1 0.0038 0.0013 LX-2 enriched
RPL6 60S ri protein L6 0.0164 0.0056 LX-2 enriched
LMNA Isoform A of Lamin-A/C 0.0081 0.0030 HFF and LX-2 Shared
KRT1 Keratin, type Il cytoskeletal 1 0.1866 0.0730 HFF and LX-2 Shared
'VDAC?2 Voltage-dependent anion-selective channel protein 2 0.0149 0.0065 HFF and LX-2 Shared
'VDACS3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 0.0130 0.0056 HFF and LX-2 Shared
RPL8 60S ribosomal protein L8 0.0072 0.0031 HFF and LX-2 Shared
RPL18 60S ribosomal protein L18 0.0101 0.0043 HFF and LX-2 Shared
ANXAG Annexin A6 0.0288 0.0134 HFF and LX-2 Shared
RPL7 60S ribosomal protein L7 0.0139 0.0065 HFF and LX-2 Shared
ANXA2 Annexin A2 0.0058 0.0026 HFF and LX-2 Shared
/A2M Apha-2-macroglobulinprecursor 0003 00028 HFFandLX-2Shared
ERLIN2 Isoform 1 of Erlin-2 precursor 0.0116 0.0056 HFF and LX-2 Shared
RPL27A 60S ribosomal protein L27a 0.0072 0.0035 HFF and LX-2 Shared
KRT6A Keratin, type Il cytoskeletal 6A 0.0106 0.0055 HFF and LX-2 Shared
VIM Vimentin 0.1060 0.0576 HFF and LX-2 Shared
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RPS14 40S ribosomal protein S14 0.0057 HFF and LX-2 Shared
RPL27 60S ribosomal protein L27 0.0029 HFF and LX-2 Shared

MYH10 Isoform 1 of Myosi 0.0597 0.0364 HFF and LX-2 Shared

10
STOM Erythrocyte band 7 integral membrane protein 0.0121 0.0070 HFF and LX-2 Shared
H2AFV Histone H2AV 0.0202 0.0159 HFF and LX-2 Shared

KRT9 Keratin, type | cytoskeletal 9 0.0834 0.0592 HFF and LX-2 Shared
ARPC4 Actin-related protein 2/3 complex subunit 4 0.0019 0.0013 HFF and LX-2 Shared

Trypsin - Sus scrofa (Pig). 0.0847 0.0639 HFF and LX-2 Shared
CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 0.0131 0.0095 HFF and LX-2 Shared
MYH9 Miisin-g 0.3314 0.3178 HFF and LX-2 Shared
HIST2H2BE Histone H2B type 2-E 0.0631 0.0623 HFF and LX-2 Shared
THY1 Thy-1 membrane glycoprotein precursor 0.0058 0.0069 HFF and LX-2 Shared

HIST1H2BL Histone H2B type 1-L 0.0640 0.0768 HFF and LX-2 Shared
TPML1 Isoform 3 of Tropomyosin alpha-1 chain 0.0043 0.0056 HFF and LX-2 Shared

HIST1H2AH Histone H2A type 1-H 0.0424 0.0463 HFF and LX-2 Shared
RPS27A;UBB;UBC ubiiui(in and ribosomal iro(ein S27a irecursur 0.0263 0.0285 HFF and LX-2 Shared
ACTAL Actin, alpha skeletal muscle 0.0642 0.1184 HFF and LX-2 Shared
HIST1H1B Histone H1.5 0.0144 0.0233 HFF and LX-2 Shared

HIST1H1D Histone H1.3 0.0163 0.0260 HFF and LX-2 Shared
MYL6 Isoform N le of Myosin light ide 6 0.0177 0.0248 HFF and LX-2 Shared
ACTB Actin. ic 1 0.1258 0.1824 HFF and LX-2 Shared




Table S6. Statistical analysis of abundance changes of proteins identified in LX-2 and HFF CDM purifications

Qspec output. FDR<5% estimated if Bayes Factor 210 and Fold change 21.5 or <-1.5

Positive Fold changes are enriched to LX-2 and negative fold changes are enriched to HFF and values are represented as Ln(fold change)
All ECM and secreted proteins are highlighted in grey

L i spectrum counts L i spectrum counts
Proteins (277) Accession Number  LX-2 repeat 1 LX-2 repeat 2 LX-2repeat3 HFFrepeat 1 HFF repeat2 HFF repeat 3 Bayes Factor Fold Change

ABCD3 ATP-binding cassette sub-family D member 3 1P100002372 11 0 3 0 0 0 30.262 3.049 Yes
ACTA1 Actin, alpha skeletal muscle 1P100021428 55 0 79 148 126 0 0.118 -0.166
ACTB Actin, cytoplasmic 1 1P100021439 118 7 137 209 176 34 17.169 -0.796
ACTN1 Alpha-actinin-1 1P100013508 4 0 4 3 0 0 0.662 1.071
ACTR2 Actin-related protein 2 1P100005159 7 0 5 0 0 0 51.992 3.134 Yes
ACTR3 Actin-related protein 3 1P100028091 10 0 8 2 0 0 38.062 2.094 Yes

ANXA1 Annexin Al 1P100218918 2 0 0 0 0 0 1.777 1711

ANXA2 Annexin A2 1P100455315 6 0 6 4 2 0 0.987 0.745

ANXAS Annexin A5 1P100329801 6 0 2 0 0 0 11.323 2.822 Yes
ANXA6 Annexin A6 1P100221226 26 0 34 14 17 0 3.678 0.443

ARF1 ADP-ribosylation factor 1 IP100215914 0 0 7 0 0 0 5.579 2.266

ARPC2 Actin-related protein 2/3 complex subunit 2 IP100005161 3 0 3 0 2 0 1.105 1.169

ARPC3 Actin-related protein 2/3 complex subunit 3 IP100005162 6 0 6 0 0 0 75.441 3.072 Yes
ARPC4 Actin-related protein 2/3 complex subunit 4 IP100554811 0 0 4 0 3 0 0.503 0.142

ATAD3A ATPase family, AAA domain containing 3A 1P100646144 3 0 2 0 ] 0 4.277 2.442

ATP5A1 ATP synthase subunit alpha, mitochondrial precursor 1P100440493 8 0 16 3 3 0 18.459 1.199

ATP5B ATP synthase subunit beta, mitochondrial precursor 1P100303476 9 0 25 6 5 0 4.729 0.815

ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor 1P100478410 0 0 4 0 0 0 2.743 2211

ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial 1P100220300 0 0 3 0 0 0 2112 2.037

ATP50 ATP synthase subunit O, mitochondrial precursor IP100007611 0 0 0 2 0 0 1.755 -1.81

BANF1 Barrier-to-autointegration factor 1P100026087 15 0 0 0 0 0 4.413 2.389

BCAM Lutheran blood group glycoprotein precursor (CD239 - laminin receptor) 1P100002406 2 0 0 0 0 0 1.777 1.711

BCAP31 B-cell receptor-associated protein 31 1P100218200 0 0 2 0 0 0 1.842 1.687

BST1 ADP-ribosyl cyclase 2 precursor 1P100026240 3 0 0 0 0 0
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CAPZA1 F-actin-capping protein subunit alpha-1 IP100005969 3 0 0 0 0 0 2.118

CAV1 Caveolin 1PI00853146 12 0 14 0 0 0 2001.603 3.564 Yes
CD44 Isoform 3 of CD44 antigen precursor 1P100827650 4 0 0 4 5 0 0.758 -0.967

CFL1 Cofilin-1 IP100012011 0 [ 5 [ 0 [ 3.199 2.301
CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 1P100015833 0 0 4 0 ] 0 2.743 2211

CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 1P100141318 19 0 8 12 10 0 0.307 0.01

CLTC Isoform 1 of Clathrin heavy chain 1 1P100024067
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13.098 2.672 Yes

COX5A Cytochrome c oxidase subunit 5A, mitochondrial precursor 1P100025086 1.711
CPNE1 Copine-1 1P100018452 3 0 9 [ 0 [ 26.107 3.173 Yes
CPNE2 Copine Il IP100645310 2 0 0 0 0 0 1.777 1.711
CS citrate synthase precursor, isoform b 1P100383539 0 0 2 0 ] 0 1.842 1.687
CSNK2A1 Casein kinase Il subunit alpha IP100744507 4 0 4 0 ] 0 13.981 2.895 Yes
DDOST dolichyl-dij i ide-protei ase precursor IP100297084 8 [ 5 2 2 [ 2.772 1.089
DDX3X ATP-dependent RNA helicase DDX3X IP100215637 4 0 6 [ 0 [ 23.265 2.878 Yes
DDX5 Probable ATP-dependent RNA helicase DDX5 IP100017617 0 0 4 0 0 0 2.743 2.211

EEF1A1 Elongation factor 1-alpha 1 1P100396485 28 0 43 0 9 0 128.041 2.04 Yes
EEF2 Elongation factor 2 IP100186290 3 0 0 0 0 0 2.118 2.018
EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IP100003519 6 0 3 0 ] 0 17.613 2.854 Yes
EIF3A Eukaryotic translation initiation factor 3 subunit 10 IP100029012 2 0 0 0 0 0 1.777 1.711
EIF4A1 Eukaryotic initiation factor 4A-I IP100025491 9 [ 14 0 0 0 1148.851 3.272 Yes



L i spectrum counts L i spectrum counts
Proteins (277) Accession Number  LX-2 repeat 1 LX-2 repeat 2 LX-2repeat3 HFFrepeat1 HFFrepeat2 HFF repeat3 Bayes Factor Fold Change

EIF4A3 Eukaryotic initiation factor 4A-I1I 1PI00009328 8 0 8 0 0 0 283.124 3.207 Yes

ERLIN1 ER lipid raft associated 1 IP100007940
ERLIN2 Isoform 1 of Erlin-2 precursor 1P100026942 14 0 10 7 6 0 0.87 0.538

FLNA Filamin-A 1P100333541 0 0 0 0 1439.766

FLOT1 Flotillin-1 1P100027438 23 0 25 8 8 0 25.428 0.88

FLOT2 flotillin 2 1P100789008 30 0 25 4 5 0 560.851 1.469 Yes
PN fibronectin Tisoform 4 preproprotein . plooa4283 164 0 141 s 55 49 0009 204
GANAB Isoform 1 of Neutral alpha-glucosidase AB precursor 1P100383581 2 0 0 0 0 0 1.777 1711

GAPDH Glycer 3 ydrog: 1P100219018 5 0 10 3 0 0 4.07 1.498

GNAI2 Isoform 1 of Guanine nucleotide-binding protein Gf(i), alpha-2 subunit IP100748145 12 0 6 0 3 0 9.582 1.727

GNB1 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-1 1PI00026268 4 0 4 0 0 0 13.981 2.895 Yes
GNB2 Guanine nucleotide-binding protein G(1)/G(S)/G(T) subunit beta-2 1P100003348 4 0 0 0 0 0 3.804 2.112

H2AFV Histone H2AV 1P100018278 21 0 21 0 36 0 1.255 1.818
H2AFY H2A histone family, member Y isoform 2 IP100059366 3 0 8 13 16 0 7.585 -0.916
H2BFS Histone H2B I1PI00745513 0 0 2 0 0 0 1.842 1.687
HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor 1P100031522 11 0 2 0 ] 0 15.793 3.302 Yes
HADHB Trifunctional enzyme beta subunit, mitochondrial precursor 1P100022793 0 0 2 0 ] 0 1.842 1.687
HBA2;HBA1 Hemoglobin subunit alpha 1P100410714 4 11 14 12 22 44 17.648 -1.003
HBB Hemoglobin subunit beta IP100654755 0 5 10 0 ] 0 141.741 3.414 Yes
HIST1H1B Histone H1.5 1P100217468 17 0 13 30 24 0 3.296 -0.426
HIST1H1D Histone H1.3 1P100217466 16 0 18 31 29 0 0.417 -0.387
HIST1H2AH Histone H2A type 1-H 1PI00081836 47 9 32 55 52 0 0.048 0.404
HIST1H2BL Histone H2B type 1-L 1P100018534 76 0 57 87 86 4 0.017 -0.407
HISTIH3F;HIST1H3E;HISTIH3H;HISTIH3J;HISTIH3B;HISTIH3A;HIST1H3I;HISTIH3C;HISTIH3G;HISTIH3D;HISTIH2BN Histone H3.1 1P100465070 8 0 10 71 66 28 131962.716 -2.043 Yes
HIST1HAF;HIST2H4B;HIST1HAL;HIST1HAI;HISTIH4A;HIST1HAJ;HISTIHAK;HISTIHAD; HISTIHAE;HISTIHAC;HISTAHA;HISTIHAH; HISTIHAB; HIST2H4A Histone H4 1P100453473 93 11 67 193 168 91 90877.755 -1.478
HIST2H2BE Histone H2B type 2-E 1PI00003935 74 0 57 73 71 0 0.723 -0.045
HNRNPC Isoform C1 of + nuclear ril oteins C1/C2 1P100216592 12 0 8 0 0 0 732.979 3.671 Yes
HNRNPU Heter nuclear ril otein U 1PI00644224 0 0 8 0 0 0 5.344 2.593
HNRPH1 Heter nuclear rif otein H IP100013881 0 [ 2 [ 0 [ 1.842 1.687
HNRPM Isoform 1 of Heter nuclear ri otein M 1PI00171903 3 0 3 0 0 0 5.383 2.72
HSP90AB1 85 kDa protein IP100334775 4 [ 9 [ 0 [ 59.336 3.233 Yes
HSPAS Isoform 1 of Heat shock cognate 71 kDa protein 1P100003865 12 0 10 0 ] 0 1261.608 3.521 Yes
HSPB1 Heat shock protein beta-1 IP100025512 0 [ 4 4 5 [ 1.097 -0.94
HSPD1 60 kDa heat shock protein, mitochondrial precursor IP100784154 0 0 3 0 0 0 2.112 2.037

IMMT Isoform 1 of Mitochondrial inner membrane protein 1P100009960 7 0 17 0 ] 0 432.926 3.333 Yes
KRT1 Keratin, type Il cytoskeletal 1 I1P100220327 104 219 64 77 40 48 98.758 0.752
KRT10 Keratin, type | cytoskeletal 10 IP100009865 47 93 16 11 6 23 80.311 1.237
KRT14 Keratin, type | cytoskeletal 14 1P100384444 0 27 0 [ 0 [ 2.34 2.498
KRT18 Keratin, type | cytoskeletal 18 IP100784347 10 [ 9 [ 0 [ 553.133 3.416 Yes
KRT2 Keratin, type Il cytoskeletal 2 epidermal 1P100021304 36 75 20 19 6 17 96.819 1.045
KRTS Keratin, type Il cytoskeletal 5 IP100009867 0 20 0 [ 0 3 0.772 0.423
KRT6A Keratin, type Il cytoskeletal 6A IP100300725 0 22 0 13 0 [ 0.58 -0.05
KRT8 Keratin, type Il cytoskeletal 8 IP100554648 12 0 8 [ 0 [ 732.979 3.671 Yes
KRT9 Keratin, type | cytoskeletal 9 IP100019359 48 94 31 43 35 54 0.448 0.243

LMNA Isoform A of Lamin-A/C I1P100021405 5 0 12 7 0 [ 1.67 1.033
LMNB1 Lamin-B1 IP100217975 3 0 0 0 0 0 2.118 2.018
LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor . oomue 19 s 20 0 0 76799579 4628 Yes
MFI2 Isoform 1 of Melanotransferrin precursor 1P100029275 0 0 2 0 ] 0 1.842 1.687
MGST3 Microsomal glutathione S-transferase 3 1P100024266 0 0 7 0 ] 0 5.579 2.266
MME Neprilysin (CD10) IP100247063 0 [ 0 [ 3 [ 1.638 -1.853
MOXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor 1P100419596 0 0 0 2 ] 0 1.755 -1.81
MPHOSPH1 Isoform 1 of M-phase phosphoprotein 1 1P100044751 0 0 2 0 ] 0 1.842 1.687
MRLC2 Myosin regulatory light chain 1P100033494 12 0 20 15 18 0 0.5 -0.038
MSN Moesin IP100219365 0 [ 0 3 3 0 5.407 -2.833
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MVP Major vault protein 1P100000105 17 0 29 0 0 0 8862.143 3.73 Yes
IMXRAS Matrix-remodeling-associated protein 5 precursor (adlican) o034 0 0 0 20 18 8 1031246 395 Yes
MYADM Myeloid-associated differentiation marker 1P100102685 0 0 5 0 0 0 3.199 2301

MYH10 Isoform 1 of Myosin-10 IP100397526 37 0 88 41 43 0 0.129 -0.015

MYH9 Myosin-9 IP100019502 231 0 462 413 323 0 0.354 -0.032

MYL6 Isoform Non-muscle of Myosin light polypeptide 6 1P100335168 15 0 22 24 33 0 0.016 -0.265

MYL9 Myosin regulatory light chain 2, smooth muscle isoform 1P100220278 0 0 14 0 0 0 5.396 2.39

MYO1C Myosin-Ic 1P100010418 7 0 0 21 15 0 21.199 -1.716 Yes
MYO1D Isoform 1 of Myosin-Id 1P100329719 0 0 0 0 2 0 1.874 -1.66

NCL Isoform 1 of Nucleolin 1P100604620 2 0 0 0 0 1.777 1711

NTSE 5'-nucleotidase precursor 1P100009456 28 0 13 18 11 0 0.262 0.197

PABPC1 Isoform 1 of Polyadenylate-binding protein 1 1P100008524 2 0 0 0 0 0 1.777 1.711

PCBP2 poly(rC)-binding protein 2 isoform a IP100796337 2 0 0 0 0 0 1.777 1.711

PDIA3 Protein disulfide-isomerase A3 precursor 1P100025252 8 0 0 0 0 0 3.893 2215

PFKP 6-phosphofructokinase type C 1P100009790 3 0 6 0 0 0 14.753 2.842 Yes
PFN1 Profilin-1 IP100216691 7 0 4 0 0 0 51.344 3.064 Yes
PHB Prohibitin IP100017334 2 0 5 0 0 0 6.418 2.754

PHB2 Prohibitin-2 IP100027252 7 0 11 0 0 0 518.614 3.271 Yes
PHGDH D-3 ate dehydrog 1P100011200 0 0 2 0 0 0 1.842 1.687

PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 1P100479186 2 0 11 0 0 0 19.813 3.168 Yes
POSTN Isoform 1 of Periostin precursor . mooo7%0 o0 0 0 3 0o 0 %07 209
PPIB peptidylprolyl isomerase B precursor 1P100646304 2 0 0 0 0 0 1.777 1.711

PRDX1 Peroxiredoxin-1 IP100000874 0 0 2 [ 0 [ 1.842 1.687
PRKCDBP protein kinase C, delta binding protein IP100056334 0 0 0 2 0 0 1.755 -1.81

PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IP100296337 16 0 12 0 0 0 2683.889 3.64 Yes
PRPF8 Pre-mRNA-processing-splicing factor 8 IPI00007928 4 0 0 0 0 0 3.804 2.112

PTRF Isoform 1 of Polymerase | and transcript release factor IP100176903 16 0 7 0 0 0 465.06 3.595 Yes
RAB1A Isoform 1 of Ras-related protein Rab-1A IP100005719 8 0 8 0 0 0 283.124 3.207 Yes
RALY Isoform 1 of RNA-binding protein Raly 1P100216044 0 0 2 0 0 0 1.842 1.687
RHOC Rho-related GTP-binding protein RhoC precursor IP100027434 0 0 2 0 0 0 1.842 1.687
RPL10 60S ribosomal protein L10 IP100554723 3 16 5 0 0 [ 19.033 3.727 Yes
RPL10A 605 ribosomal protein L10a 1P100412579 15 0 14 0 3 0 220.221 2.077 Yes
RPL11 Isoform 1 of 60S ribosomal protein L11 IP100376798 0 0 8 0 2 0 1.38 0.774
RPL12 60S ribosomal protein L12 1P100024933 5 0 5 0 0 0 24.446 3.447 Yes
RPL13A 60S ribosomal protein L13a IP100304612 [ 0 [ 0 [ 2.118 2.018
RPL14 60S ribosomal protein L14 IP100002821 13 [ 7 [ 0 [ 507.405 3.895 Yes
RPL15 60S ribosomal protein L15 IP100470528 11 [ 13 [ 0 [ 1054.643 3.505 Yes
RPL17 60S ribosomal protein L17 1P100413324 3 14 11 [ 0 [ 169.187 3.806 Yes
RPL18 60S ribosomal protein L18 IP100215719 9 [ 12 7 3 [ 1371 0.809
RPL18A 60S ribosomal protein L18a 1P100026202 0 [ 2 [ 0 [ 1.842 1.687
RPL21;L0C729402;L0C731567 60S ribosomal protein L21 IP100247583 0 8 5 [ 0 [ 89.474 3.371 Yes
RPL23 60S ribosomal protein L23 IP100010153 4 19 7 2 2 [ 21.526 1.811 Yes
RPL23A;hCG_16001 60S ribosomal protein L23a IP100021266 0 20 3 [ 0 [ 54.617 3.41 Yes
RPL24 60S ribosomal protein L24 IP100306332 6 22 5 [ 4 [ 5.228 2.018
RPL26L1 60S ribosomal protein L26-like 1 IP100007144 0 2 0 [ 0 [ 1.684 1.883
RPL27 60S ribosomal protein L27 IP100219155 0 4 2 [ 0 4 0.714 0.535
RPL27A 60S ribosomal protein L27a IP100456758 0 10 5 [ 8 [ 0.76 0.947
RPL3 605 ribosomal protein L3 IP100550021 2 [ 2 [ 0 [ 2.131 2.508
RPL30 60S ribosomal protein L30 IP100219156 2 [ 3 [ 0 [ 4.292 2.6
RPL31 60S ribosomal protein L31 1P100026302 0 10 6 [ 0 [ 194.612 3.224 Yes
RPL32 60S ribosomal protein L32 IP100395998 0 3 0 [ 0 [ 2.532 2.128
RPL35 60S ribosomal protein L35 IP100787131 0 10 6 [ 0 [ 194.612 3.224 Yes
RPL38 60S ribosomal protein L38 IP100215790 0 4 2 [ 0 [ 5.695 2.565
RPL4 605 ribosomal protein L4 IP100003918 5 0 10 [ 3 [ 4.847 1.601
RPL6 605 ribosomal protein L6 IP100329389 18 [ 16 8 5 [ 3.587 0.792
RPL7 605 ribosomal protein L7 IP100030179 13 0 16 7 8 [ 0.954 0.596
RPL7A 605 ribosomal protein L7a IP100299573 17 [ 19 8 5 [ 1.646 0.9
RPL8 605 ribosomal protein L8 IP100012772 4 [ 11 [ 7 [ 0.969 1.071
RPL9 605 ribosomal protein L9 IP100031691 0 [ 4 [ 0 [ 2.743 2.211
RPLPO 605 acidic ribosomal protein PO IP100008530 14 [ 10 3 0 [ 33.145 2.088 Yes
RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor 1P100025874 9 0 16 3 3 0 15.717 1.208
RPS11 40S ribosomal protein S11 IP100025091 0 7 7 0 0 [ 108.352 3.101 Yes
RPS13 40S ribosomal protein S13 I1P100221089 7 21 15 5 5 [ 11.504 1.597 Yes
RPS14 40S ribosomal protein S14 IP100026271 0 7 5 0 7 [ 1.229 0.736
RPS15 40S ribosomal protein S15 IP100216153 0 10 0 [ 0 0 8.021 2.481
RPS15A 40S ribosomal protein S15a 1P100221091 0 [ 4 [ 0 [ 2.743 2.211
RPS16 40S ribosomal protein S16 1P100221092 8 22 9 7 7 0 2.1 1.058
RPS17 40S ribosomal protein S17 1P100221093 0 0 4 0 0 0 2.743 2.211
RPS18 40S ribosomal protein S18 IP100013296 18 58 27 11 9 4 532.932 1.497 Yes
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RPS2 405 ribosomal protein $2 1P100013485 12 0 18 2 0 0 463.141 2.313 Yes
RPS23 40S ribosomal protein S23 1P100218606 0 9 9 0 0 0 371.071 3.933 Yes
RPS24 Isoform 1 of 40S ribosomal protein S24 IP100029750 8 13 0 0 0 0 689.417 3.577 Yes
RPS25 40S ribosomal protein S25 IP100012750 8 22 7 6 6 0 1.685 1117
RPS26;L0C728937;L0C644166 40S ribosomal protein S26 IP100655650 0 14 5 0 0 0 148.4 3.551 Yes
RPS27 40S ribosomal protein S27 IP100513971 0 0 4 0 0 0 2.743 2.211
RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor 1P100179330 19 0 36 37 29 0 2.946 -0.17
RPS29 40S ribosomal protein $29 1P100182289 0 9 0 0 0 0 5.681 2474
RPS3 40S ribosomal protein S3 1P100011253 26 0 21 4 3 0 222.276 1.582 Yes
RPS3A 40S ribosomal protein S3a 1P100419880 2 0 12 0 0 0 23.271 3.162 Yes
RPS4X 40S ribosomal protein S4, X isoform 1P100217030 28 42 33 6 8 0 127804.228 1.946 Yes
RPS5 40S ribosomal protein S5 1P100008433 0 0 4 0 0 0 2.743 2211
RPS6 405 ribosomal protein S6 1P100021840 0 0 6 0 0 0 5.467 2.28
RPS7 40S ribosomal protein S7 1P100013415 8 4 8 0 0 0 10.65 3.647 Yes
RPS8 40S ribosomal protein S8 1P100216587 9 0 9 0 0 0 545.997 3.415 Yes
RPS9 40S ribosomal protein S9 1P100221088 9 4 26 3 4 0 7.982 1.611
RUVBL1 Isoform 1 of RuvB-like 1 1P100021187 0 0 4 0 0 0 2.743 2.211
SAMMS0 Sorting and assembly machinery component 50 homolog 1P100412713 7 0 0 0 0 112.778 3.536

Serum albumin precursor 1P100708398 55.973 1.039
SFRS3 Splicing factor, arginine/serine-rich 3 1P100010204 0 4 0 O 0 O 3.335 2.143
SLC25A11 Mif ial 2 /malate carrier protein 1P100219729 2 0 0 0 0 0 1.777 1.711
SLC25A13 Mitochondrial aspartate-glutamate carrier protein 1P100007084 0 0 2 0 0 0 1.842 1.687
SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor 1P100022202 0 0 16 0 0 0 3.973 2.294
SLC25AS5 ADP/ATP translocase 2 1PI00007188 28 0 36 0 0 0 31152.452 3.929 Yes
SLC25A6 ADP/ATP translocase 3 1P100291467 0 0 29 0 [ 0 2.938 2.524
SNRPD3 Small nuclear ribonucleoprotein Sm D3 1P100017964 3 0 0 0 0 0 2.118 2.018
STAU1 Staufen, RNA binding protein, homolog 1 1P100641873 2 0 0 0 0 0 1.777 1.711
STOM Erythrocyte band 7 |ntegra| membrane protein 1P100219682 18 0 7 6 10 0 0.692 0.295
STT3A Dolichyl-dif tei ase subunit STT3A 1P100297492 0 0 7 0 0 0 5.579 2.266
SURF4 Isoform 1 of Surfeit locus protein 4 IP100005737 0 0 0 24.031

THY1 Thy-1 membrane glvcoproteln precursor 1P100022892

TMED10 Transmembrane emp24 domain-containing protein 10 precursor IP100028055 0 0 2 0 0 0 1.842 1.687
TMEM33 Transmembrane protein 33 1P100299084 0 0 2 0 0 0 1.842 1.687
TMEM43 Transmembrane protein 43 1P100301280 8.486 1.115
—
TOMMA4O0 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog 1P100014053 5 0 3 0 ] 0 16.121 2.909 Yes
TOP2A DNA topoisomerase 2 IP100178667 6 [ 5 [ 0 [ 33.951 2.993 Yes
TPML1 Isoform 3 of Tropomyosin alpha-1 chain 1P100216135 5 0 4 7 6 0 0.666 -0.369

TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 1P100003505 0 0 3 0 ] 0 2.112 2.037

Trypsin - Sus scrofa (Pig). MAN00000761 36 95 45 55 47 42 1.046 0.161

TUBA1B Tubulin alpha-1B chain IP100387144 127 [ 160 22 21 [ 9.267 0.77

TUBB Tubulin beta chain IP100011654 166 5 202 47 36 [ 0.264 1.022

TUBB2C Tubulin beta-2C chain IP100007752 142 [ 176 [ 0 [ 19698.074 4.202 Yes
TUBB3 Tubulin beta-3 chain IP100013683 101 [ 126 [ 0 [ 22426.041 4.24 Yes
TUBBG 46 kDa protein IP100641706 0 0 95 [ 0 [ 48333.947 4.255 Yes
TUBB6 TUBB6 protein IP100646779 75 0 89 [ 0 [ 3.158 2.119

UPF1 Isoform 1 of Regulator of nonsense transcripts 1 1P100034049 2 0 2 0 ] 0 2131 2.508

VDACL1 Voltage-dependent anion-selective channel protein 1 1P100216308 38 0 27 7 6 0 108.701 1.231

VDAC2 Voltage-dependent anion-selective channel protein 2 1P100024145 16 0 15 7 8 0 6.454 0.601

VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 1P100031804 14 0 13 7 6 0 4,531 0.639

VIM Vimentin IP100418471 97 0 124 75 52 6 0.014 -0.461

XRCC5 ATP-dependent DNA helicase 2 subunit 2 1P100220834 0 [ 2 0 0 0 1.842 1.687

YWHAE 14-3-3 protein epsilon IP100000816 7 [ 5 0 0 0 51.992 3.134 Yes
YWHAZ 14-3-3 protein zeta/delta IP100021263 6 0 5 [ 0 [ 33.951 2.993 Yes
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