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Methods 

 

Flow cytometry 

Cells were either detached with trypsin EDTA or Hank’s Balanced Salt Solution with 

Phenol Red without calcium and magnesium (Lonza Bioscience, Wokingham, UK) 

supplemented with EDTA. Cells were resuspended at 0.5–1 × 107 cells/ml in 

phosphate-buffered saline (PBS; Lonza Bioscience, UK) containing 1% (v/v) FCS (PBS-

FCS).  Antibodies were added to a final concentration of 10–20 µg/ml and incubated for 

60 min on ice.  Cells were washed with PBS-FCS, and anti-mouse IgG–FITC or anti-rat 

IgG–FITC conjugated antibodies were added at 1:200 dilution in PBS-FCS for 45 min 

on ice.  Cells were then washed with PBS-FCS and fixed with 0.4% (v/v) formaldehyde 

in PBS.  Cells were analysed with a Beckman Coulter Cyan ADP FACS machine 

(Beckman Coulter Limited, High Wycombe, UK). 
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Figure S1 LX-2 flow cytometry 
 
Flow cytometry was performed with a panel of anti-integrin antibodies and the 
LX-2 cell line.  The x-axis denotes fluorescence intensity and the y-axis shows 
cell count.  Green lines are for the indicated antibodies (clone name) and 
black lines are for appropriate species specific negative controls. 
 

 
 

 
 

Anti α6 (GOH3) Anti αV (CLB706) Anti αVβ3 (LM609) 

Anti β3 (MCA728GA) Anti β3 (SZ21) Anti β1 (K20) 

Anti α1 (TS2/7) Anti α2 (mab 1950) Anti α3 (P1B5) 

Anti α4 (HP2/1) Anti α5 (JBS5) Anti α5 (VC5) 
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Anti PAR (1A/b) Anti αV (17E6) Anti β6 (10D5) 

Anti β8 (37E1) Anti β5 (ALULA) Anti β1 (K20) 
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Figure S2. Replicate patient staining of fibulin 2, Wnt-5a and CYR61 in human fibrotic 
liver sections with negative control staining.
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Figure S2. A–L, representative images of histological sections from three different 
patients demonstrating immunohistochemical staining in human hepatitis C virus-
induced liver fibrosis.  Fibulin-2 staining (A, B and C) was observed within fibrotic 
areas.  Wnt-5a (E, F and G) and CYR61 (I, J and K) staining was localised to fibrotic 
septa in human liver tissue.  Sections displayed are from three different individual 
patients. Control (D, H and L) indicates section stained with the omission of the 
primary antibody. Images were acquired at 400× magnification.
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Figure S3. Replicate animal staining of Wnt-5a and CYR61 in mouse fibrotic liver 
sections with negative control staining.

Figure S3. A–H, representative images of histological sections from three different 
animals demonstrating immunohistochemical staining in murine CCl4-induced liver 
fibrosis.  Wnt-5a (A, B and C) and CYR61 (E, F and G) both heavily stained peri-
fibrotic areas in murine liver tissue.  Sections displayed are from three different indi-
vidual animals. Control (D and H) indicates section stained with the omission of the 
primary antibody. Images were acquired at 400× magnification.
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Figure S4. Control staining of Wnt-5a and CYR61 in mouse fibrotic liver 

sections and normal liver sections. 

 

 

 

 

 

A: Incubation of fibrotic murine liver tissue without the antibody to CYR61(negative control) x10 

objective. 

B: Incubation of normal murine tissue with CYR61 x10 objective. 

C: Incubation of fibrotic murine liver tissue without the antibody to WNT5a (negative control) x10 

objective. 

D: Incubation of normal murine tissue with WNT5a x10 objective. 

 

Liver sections from three mice treated with CCL4 to induce liver fibrosis were stained 

for both CYR61 and WNT5a, using the techniques detailed in the methods section. 

Negative control tissue, in which the primary antibody was omitted, did not stain 

positively (see panels A and C) and normal murine liver tissue did not stain positively 

for either CYR61 (see panel 1B) or WNT5a (panel 1D). 

 

A B 

C D 
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Table S1 Protein identifications for all biological repeats of LX-2 and HFF CDM purifications

Threshold criterion for peptides: 90.0% minimum

Threshold criteria for proteins: 99.0% minimum and 2 peptides minimum

Biological sample category Gene symbol and protein name Protein accession numbers Protein molecular weight (Da) Protein identification probability Number of unique peptides Number of unique spectra Number of total spectra Percentage sequence coverage

LX-2 Repeat 1 ATAD3A ATPase family, AAA domain containing 3A IPI00295992,IPI00643435,IPI00646144 64,338.10 99.80% 2 2 3 4.37%

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50%

LX-2 Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,262.60 99.80% 2 2 4 16.90%

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80%

LX-2 Repeat 1 CAPZA1 F-actin-capping protein subunit alpha-1 IPI00005969 32,905.10 100.00% 3 3 3 15.00%

LX-2 Repeat 1 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 100.00% 3 3 6 6.85%

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40%

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 15,885.70 100.00% 3 3 8 26.90%

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67%

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82%

LX-2 Repeat 1 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 4 19.60%

LX-2 Repeat 1 CPNE1 Copine-1 IPI00018452 59,040.60 99.80% 2 2 3 5.40%

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,167.40 100.00% 8 9 28 21.90%

LX-2 Repeat 1 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 11,529.20 100.00% 3 3 6 27.30%

LX-2 Repeat 1 LAMB2 Laminin subunit beta-2 precursor IPI00296922 195,957.90 99.80% 2 2 2 2.73%

LX-2 Repeat 1 BCAM Lutheran blood group glycoprotein precursor IPI00002406,IPI00554618,IPI00794214 67,385.90 99.80% 2 2 2 3.82%

LX-2 Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 55,621.60 100.00% 4 4 5 8.83%

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 15,470.10 99.80% 2 2 5 22.00%

LX-2 Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 31,530.00 100.00% 4 4 5 21.80%

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,713.50 100.00% 7 7 19 3.43%

LX-2 Repeat 1 LAMC1 Laminin subunit gamma-1 precursor IPI00298281 177,587.10 100.00% 4 4 4 3.54%

LX-2 Repeat 1 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,953.50 99.80% 2 2 2 6.06%

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30%

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90%

LX-2 Repeat 1 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,299.10 99.80% 2 2 3 2.84%

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,971.70 100.00% 5 6 76 38.10%

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 21,862.70 100.00% 5 6 9 34.00%

LX-2 Repeat 1 PCBP2 poly(rC)-binding protein 2 isoform a IPI00012066,IPI00216689,IPI00470509,IPI00796337 38,634.00 99.80% 2 2 2 6.56%

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20%

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30%

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 36,214.30 100.00% 7 7 16 29.90%

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00%

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20%

LX-2 Repeat 1 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 3 3 4 5.71%

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90%

LX-2 Repeat 1 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 21,110.80 99.80% 2 2 2 16.70%

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90%

LX-2 Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 2 6.94%

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 107,122.60 100.00% 9 10 13 14.30%

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,156.50 100.00% 4 4 11 20.60%

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60%

LX-2 Repeat 1 ANXA1 Annexin A1 IPI00218918,IPI00549413 22,738.00 99.80% 2 2 2 12.70%

LX-2 Repeat 1 RPL13A 60S ribosomal protein L13a IPI00304612,IPI00398964,IPI00746448 23,340.30 99.60% 2 2 3 8.78%

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77%

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50%

LX-2 Repeat 1 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 100.00% 3 3 5 10.80%

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10%

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 276,523.10 99.90% 2 2 10 0.84%

LX-2 Repeat 1 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 5 5 7 19.20%

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20%

LX-2 Repeat 1 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 3 3 7 8.74%

LX-2 Repeat 1 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 19,392.50 100.00% 3 3 6 17.90%

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 200,457.00 100.00% 4 4 13 4.03%

LX-2 Repeat 1 ANXA5 Annexin A5 IPI00329801 35,920.60 100.00% 4 4 6 16.60%

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50%

LX-2 Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 4 4 7 32.50%

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10%

LX-2 Repeat 1 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,931.90 100.00% 3 3 4 30.70%

LX-2 Repeat 1 EIF3A Eukaryotic translation initiation factor 3 subunit 10 IPI00029012 166,556.90 99.40% 2 2 2 0.58%

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20%

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22%

LX-2 Repeat 1 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 80,622.80 99.80% 2 2 2 3.15%

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70%

LX-2 Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 75,926.60 100.00% 3 3 4 5.07%

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30%

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90%

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20%

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70%

LX-2 Repeat 1 GNB2 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 IPI00003348 37,313.80 99.80% 2 2 2 20.60%

LX-2 Repeat 1 EEF2 Elongation factor 2 IPI00186290 95,322.10 100.00% 3 3 3 4.90%

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50%

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30%

LX-2 Repeat 1 LMNB1 Lamin-B1 IPI00217975,IPI00790831 44,627.00 99.80% 2 2 3 5.94%

LX-2 Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,166.80 100.00% 3 3 3 8.13%

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 131,840.50 100.00% 6 7 12 6.01%

LX-2 Repeat 1 NCL Isoform 1 of Nucleolin IPI00444262,IPI00604620,IPI00827674 74,380.20 99.90% 2 2 2 2.62%

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 30,531.30 100.00% 6 6 17 22.20%

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40%

LX-2 Repeat 1 RPL3 60S ribosomal protein L3 IPI00550021,IPI00651660 40,134.10 99.90% 2 2 2 5.93%

LX-2 Repeat 1 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 82,607.80 100.00% 4 4 7 6.83%

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70%

LX-2 Repeat 1 PABPC1 Isoform 1 of Polyadenylate-binding protein 1 IPI00008524,IPI00301154,IPI00410017,IPI00478522,IPI00794246,IPI00796945 35,746.00 99.80% 2 2 2 5.99%

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90%

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70%

LX-2 Repeat 1 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 187,876.80 99.80% 2 2 4 1.28%

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 122,075.20 100.00% 15 15 20 15.20%

LX-2 Repeat 1 SLC25A11 Mitochondrial 2-oxoglutarate/malate carrier protein IPI00219729 34,045.20 99.80% 2 2 2 6.69%

LX-2 Repeat 1 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 99.90% 2 2 2 9.20%

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,773.10 100.00% 5 5 8 21.80%

LX-2 Repeat 1 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 2 3 4 10.50%

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60%

LX-2 Repeat 1 PPIB peptidylprolyl isomerase B precursor IPI00646304 23,725.20 99.80% 2 2 2 12.00%

LX-2 Repeat 1 BST1 ADP-ribosyl cyclase 2 precursor IPI00026240,IPI00657860 37,465.20 100.00% 3 3 3 9.91%

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30%

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40%

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20%

LX-2 Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 31,682.10 99.80% 2 2 5 9.93%

LX-2 Repeat 1 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,559.60 99.80% 2 2 3 6.54%

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20%

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50%

LX-2 Repeat 1 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 5 5 7 18.00%

LX-2 Repeat 1 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 5 5 6 6.58%

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80%

LX-2 Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 5 5 6 20.10%

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63%

LX-2 Repeat 1 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 99.90% 2 2 3 16.00%

LX-2 Repeat 1 THSD4 thrombospondin, type I, domain containing 4 IPI00794391 112,429.10 99.80% 2 2 2 2.06%

LX-2 Repeat 1 STAU1 Staufen, RNA binding protein, homolog 1 IPI00000001,IPI00218609,IPI00641873,IPI00643664 55,617.60 99.80% 2 2 2 5.18%

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50%

LX-2 Repeat 1 CPNE2 Copine II IPI00645310 63,948.10 99.80% 2 2 2 4.18%

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 24,416.70 100.00% 4 4 13 22.10%

LX-2 Repeat 1 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 3 4 5 30.30%

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,421.20 100.00% 5 5 12 19.80%

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 18,481.20 100.00% 7 8 15 52.70%

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 14,593.50 100.00% 3 3 13 26.60%

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40%

LX-2 Repeat 1 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 5 5 7 21.40%

LX-2 Repeat 1 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 7 32.90%

LX-2 Repeat 1 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 99.80% 2 2 2 3.77%

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60%

LX-2 Repeat 1 PHB Prohibitin IPI00017334 29,786.60 99.90% 2 2 2 7.72%

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 26,764.20 100.00% 3 3 11 18.60%

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80%

LX-2 Repeat 1 RPL30 60S ribosomal protein L30 IPI00219156 12,766.70 99.80% 2 2 2 27.00%

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60%

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 54,947.60 100.00% 6 6 8 17.10%

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00%

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 27,804.00 100.00% 5 5 12 16.80%

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 20,440.00 100.00% 7 7 12 49.20%

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10%

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20%

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10%

LX-2 Repeat 1 HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903,IPI00383296 73,604.50 100.00% 3 3 3 4.20%

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90%
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LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00%

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,051.40 99.80% 2 2 8 20.80%

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30%

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40%

LX-2 Repeat 1 SNRPD3 Small nuclear ribonucleoprotein Sm D3 IPI00017964 13,898.60 99.30% 2 2 3 15.10%

LX-2 Repeat 1 COX5A Cytochrome c oxidase subunit 5A, mitochondrial precursor IPI00025086 16,756.60 99.80% 2 2 2 20.70%

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90%

LX-2 Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 119,613.60 100.00% 4 4 7 3.93%

LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,570.90 100.00% 3 3 8 22.60%

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,725.20 100.00% 5 7 18 20.50%

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 45,068.70 100.00% 16 22 118 53.50%

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 465,453.20 100.00% 7 7 16 2.22%

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20%

LX-2 Repeat 1 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 5 5.15%

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10%

LX-2 Repeat 1 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 4 4 4 19.40%

LX-2 Repeat 1 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 99.80% 2 2 4 3.32%

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 49,652.10 100.00% 15 21 127 51.90%

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,971.00 100.00% 4 5 47 35.70%

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10%

LX-2 Repeat 1 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,381.30 99.80% 2 2 3 14.10%

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80%

LX-2 Repeat 1 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 99.80% 2 2 2 6.46%

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70%

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34%

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,932.80 99.80% 2 2 10 38.10%

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,682.80 100.00% 6 8 15 30.10%

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10%

LX-2 Repeat 1 UPF1 Isoform 1 of Regulator of nonsense transcripts 1 IPI00034049,IPI00399170 123,019.30 99.80% 2 2 2 2.59%

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90%

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 67,800.60 100.00% 13 14 19 29.50%

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30%

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 231,296.70 100.00% 9 9 14 13.00%

LX-2 Repeat 1 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 178,871.20 100.00% 5 5 6 3.32%

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10%

LX-2 Repeat 1 GANAB Isoform 1 of Neutral alpha-glucosidase AB precursor IPI00011454,IPI00383581,IPI00472068 106,831.00 100.00% 2 2 2 2.54%

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30%

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90%

LX-2 Repeat 1 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 2 2 4 9.46%

LX-2 Repeat 1 PRPF8 Pre-mRNA-processing-splicing factor 8 IPI00007928 273,590.60 100.00% 4 4 4 1.93%

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30%

LX-2 Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47%

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90%

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,262.60 99.80% 2 2 11 16.90%

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50%

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 32,745.60 100.00% 4 4 9 13.70%

LX-2 Repeat 2 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 16,398.20 99.80% 2 2 4 14.30%

LX-2 Repeat 2 RPL26L1 60S ribosomal protein L26-like 1 IPI00007144,IPI00027270,IPI00433834,IPI00737562,IPI00741964,IPI00789514 12,915.80 99.80% 2 2 2 14.50%

LX-2 Repeat 2 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 18,912.40 99.80% 2 2 5 10.90%

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,713.50 100.00% 12 12 30 5.49%

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 48,018.90 100.00% 5 5 8 13.00%

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10%

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10%

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 16,663.30 99.80% 2 2 9 14.40%

LX-2 Repeat 2 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 99.80% 2 2 4 10.30%

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00%

LX-2 Repeat 2 IGFBP5 Insulin-like growth factor-binding protein 5 precursor IPI00029236 30,552.00 99.80% 2 2 2 6.25%

LX-2 Repeat 2 SFRS3 Splicing factor, arginine/serine-rich 3 IPI00010204,IPI00843996 14,185.30 99.80% 2 2 4 24.20%

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60%

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40%

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 12,953.50 100.00% 3 3 22 27.30%

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50%

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40%

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,931.90 100.00% 4 5 19 36.40%

LX-2 Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 2 2 4 10.30%

LX-2 Repeat 2 LGALS1 Galectin-1 IPI00219219 14,697.80 100.00% 2 2 2 17.00%

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60%

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60%

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80%

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 13,978.00 100.00% 3 3 10 28.90%

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40%

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30%

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,604.30 100.00% 4 4 10 27.70%

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10%

LX-2 Repeat 2 C4A Complement C4-A precursor IPI00032258,IPI00418163,IPI00643525,IPI00654875 192,776.80 100.00% 3 3 4 1.78%

LX-2 Repeat 2 GREM1 Isoform 1 of Gremlin-1 precursor IPI00298476 20,678.90 99.80% 2 2 5 17.90%

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50%

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,559.60 100.00% 3 3 16 11.70%

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50%

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,503.00 99.80% 2 2 8 16.20%

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90%

LX-2 Repeat 2 RPL32 60S ribosomal protein L32 IPI00005589,IPI00395998,IPI00794734 12,939.10 100.00% 3 3 3 33.90%

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30%

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60%

LX-2 Repeat 2 TIMP3 Metalloproteinase inhibitor 3 precursor IPI00218247,IPI00640293 24,127.50 100.00% 3 3 5 13.70%

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60%

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70%

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30%

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30%

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,051.40 100.00% 4 4 13 30.00%

LX-2 Repeat 2 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 4 4 7 29.10%

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40%

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,570.90 100.00% 3 3 22 22.60%

LX-2 Repeat 2 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.80% 2 2 2 1.26%

LX-2 Repeat 2 CLEC3B Putative uncharacterized protein DKFZp686H17246 IPI00792115 17,776.20 100.00% 3 3 3 29.40%

LX-2 Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 15.90%

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 52,730.10 100.00% 5 5 8 11.50%

LX-2 Repeat 2 RPL38 60S ribosomal protein L38 IPI00215790,IPI00792410 7,959.20 100.00% 3 3 4 35.80%

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,918.80 100.00% 3 3 9 30.50%

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,381.30 100.00% 4 4 14 22.80%

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,786.10 100.00% 4 4 20 20.30%

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40%

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30%

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85%

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00%

LX-2 Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 45,068.70 100.00% 4 4 7 12.90%

LX-2 Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 99.80% 2 2 5 4.50%

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 10,627.10 99.80% 2 3 10 24.00%

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40%

LX-2 Repeat 3 RPS6 40S ribosomal protein S6 IPI00021840 28,663.70 99.80% 2 2 6 8.03%

LX-2 Repeat 3 ATAD3A ATPase family, AAA domain containing 3A IPI00295992,IPI00643435,IPI00646144 64,338.10 99.80% 2 2 2 3.50%

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15%

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,262.60 100.00% 3 4 14 28.20%

LX-2 Repeat 3 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 99.60% 2 2 2 2.49%

LX-2 Repeat 3 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 99.80% 2 2 3 4.71%

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90%

LX-2 Repeat 3 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 4 15.50%

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70%

LX-2 Repeat 3 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 32,745.60 99.70% 2 2 2 7.22%

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37%

LX-2 Repeat 3 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 16,398.20 100.00% 2 2 2 11.40%

LX-2 Repeat 3 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 3 22.90%

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68%

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,167.40 100.00% 8 9 43 21.90%

LX-2 Repeat 3 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 11,529.20 100.00% 3 3 6 27.30%

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 24,199.40 100.00% 4 4 16 20.50%

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 55,621.60 100.00% 8 8 12 16.20%

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 15,470.10 100.00% 3 3 6 26.70%

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 31,530.00 100.00% 5 5 10 26.60%

LX-2 Repeat 3 HADHB Trifunctional enzyme beta subunit, mitochondrial precursor IPI00022793 51,379.10 99.90% 2 2 2 4.21%

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 18,912.40 99.80% 2 2 10 10.90%

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,713.50 100.00% 6 6 16 3.23%

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,953.50 100.00% 6 6 12 26.50%

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90%

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50%

LX-2 Repeat 3 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,299.10 100.00% 3 3 6 4.77%
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LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,898.60 100.00% 4 5 57 31.00%

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 21,862.70 100.00% 6 7 9 37.80%

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80%

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50%

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 36,214.30 100.00% 8 9 15 30.20%

LX-2 Repeat 3 ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial IPI00219291,IPI00220300,IPI00456013,IPI00719814 5,723.00 99.80% 2 2 3 49.00%

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50%

LX-2 Repeat 3 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 7 15.10%

LX-2 Repeat 3 MFI2 Isoform 1 of Melanotransferrin precursor IPI00029275 80,222.80 99.90% 2 2 2 5.15%

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 83,249.30 100.00% 7 7 9 10.90%

LX-2 Repeat 3 CS citrate synthase precursor, isoform b IPI00025366,IPI00383539,IPI00793839 47,994.20 99.70% 2 2 2 4.87%

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 21,110.80 100.00% 4 4 13 26.90%

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 16,663.30 99.80% 2 2 9 14.40%

LX-2 Repeat 3 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 107,122.60 99.70% 2 2 2 5.16%

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,156.50 100.00% 3 3 13 13.70%

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60%

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,107.10 99.80% 2 2 8 13.00%

LX-2 Repeat 3 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 3 3 3 7.87%

LX-2 Repeat 3 BCAP31 B-cell receptor-associated protein 31 IPI00218200 34,735.10 99.80% 2 2 2 7.67%

LX-2 Repeat 3 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 3 5.31%

LX-2 Repeat 3 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 99.80% 2 2 2 11.70%

LX-2 Repeat 3 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 99.90% 2 2 3 8.59%

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50%

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 276,523.10 100.00% 6 6 14 2.69%

LX-2 Repeat 3 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 4 4 5 16.10%

LX-2 Repeat 3 PHGDH D-3-phosphoglycerate dehydrogenase IPI00011200,IPI00642548 53,067.40 99.80% 2 2 2 5.21%

LX-2 Repeat 3 RPS5 40S ribosomal protein S5 IPI00008433 22,859.00 99.80% 2 3 4 13.70%

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00%

LX-2 Repeat 3 CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 IPI00015833 26,134.50 100.00% 4 4 4 21.10%

LX-2 Repeat 3 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 4 4 7 11.30%

LX-2 Repeat 3 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 3 3 4 17.60%

LX-2 Repeat 3 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 12,953.50 100.00% 3 3 5 27.30%

LX-2 Repeat 3 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 200,457.00 99.80% 2 2 2 1.16%

LX-2 Repeat 3 ANXA5 Annexin A5 IPI00329801 35,920.60 99.90% 2 2 2 7.50%

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36%

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80%

LX-2 Repeat 3 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,931.90 100.00% 3 4 7 30.70%

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70%

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50%

LX-2 Repeat 3 RPS27 40S ribosomal protein S27 IPI00397358,IPI00513971,IPI00746004 9,442.90 99.80% 2 2 4 25.00%

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90%

LX-2 Repeat 3 RPS15A 40S ribosomal protein S15a IPI00221091 14,822.00 99.90% 2 2 4 18.50%

LX-2 Repeat 3 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 80,622.80 100.00% 4 4 5 6.98%

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10%

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10%

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60%

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70%

LX-2 Repeat 3 DDX5 Probable ATP-dependent RNA helicase DDX5 IPI00017617,IPI00023785,IPI00651653,IPI00651677 72,525.20 99.80% 2 2 3 5.52%

LX-2 Repeat 3 LAMA4 Isoform 1 of Laminin subunit alpha-4 precursor IPI00329482,IPI00735310 201,764.50 100.00% 4 4 4 3.96%

LX-2 Repeat 3 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 13,978.00 100.00% 3 3 6 28.90%

LX-2 Repeat 3 TMEM33 Transmembrane protein 33 IPI00299084 27,961.70 99.80% 2 2 2 9.31%

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90%

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80%

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,166.80 100.00% 5 5 8 17.90%

LX-2 Repeat 3 XRCC5 ATP-dependent DNA helicase 2 subunit 2 IPI00220834 82,689.10 99.80% 2 2 2 3.69%

LX-2 Repeat 3 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 131,840.50 99.60% 2 2 2 1.54%

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90%

LX-2 Repeat 3 RPL3 60S ribosomal protein L3 IPI00550021,IPI00651660 40,134.10 99.80% 2 2 2 5.93%

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30%

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 82,607.80 100.00% 11 11 17 17.70%

LX-2 Repeat 3 RUVBL1 Isoform 1 of RuvB-like 1 IPI00021187,IPI00787897 44,158.40 100.00% 4 4 4 15.90%

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50%

LX-2 Repeat 3 RPL18A 60S ribosomal protein L18a IPI00026202,IPI00847774 15,773.50 99.80% 2 2 2 16.20%

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30%

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40%

LX-2 Repeat 3 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 187,876.80 99.80% 2 2 5 1.28%

LX-2 Repeat 3 COL4A1 Collagen alpha-1(IV) chain precursor IPI00743696,IPI00844360 160,599.50 100.00% 3 3 4 2.52%

LX-2 Repeat 3 RALY Isoform 1 of RNA-binding protein Raly IPI00011268,IPI00216044,IPI00640938,IPI00641351,IPI00642213,IPI00847752 32,445.90 99.50% 2 2 2 7.19%

LX-2 Repeat 3 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 122,075.20 100.00% 5 5 5 5.39%

LX-2 Repeat 3 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,412.20 100.00% 3 3 5 24.50%

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40%

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,773.10 100.00% 4 4 10 27.50%

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00%

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38%

LX-2 Repeat 3 ARF1 ADP-ribosylation factor 1 IPI00215914,IPI00215917 20,583.70 100.00% 5 5 7 40.90%

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30%

LX-2 Repeat 3 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 5 5 6 16.10%

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70%

LX-2 Repeat 3 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 31,682.10 100.00% 3 3 4 13.20%

LX-2 Repeat 3 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,559.60 100.00% 3 3 5 11.70%

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70%

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50%

LX-2 Repeat 3 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 4 4 5 12.70%

LX-2 Repeat 3 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 3 3 3 3.70%

LX-2 Repeat 3 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 6 15.30%

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14%

LX-2 Repeat 3 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 100.00% 3 3 3 11.00%

LX-2 Repeat 3 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 9,868.30 99.80% 2 2 5 29.90%

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80%

LX-2 Repeat 3 MYADM Myeloid-associated differentiation marker IPI00102685,IPI00385137,IPI00657979,IPI00658209 26,222.50 99.80% 2 2 5 13.60%

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10%

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 24,416.70 100.00% 5 6 16 26.40%

LX-2 Repeat 3 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 4 4 5 39.40%

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,421.20 100.00% 6 7 18 25.60%

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 18,481.20 100.00% 9 11 22 52.70%

LX-2 Repeat 3 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 14,593.50 100.00% 3 3 7 28.20%

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40%

LX-2 Repeat 3 RPS17 40S ribosomal protein S17 IPI00221093,IPI00478114,IPI00791157 15,902.00 99.70% 2 2 4 16.20%

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40%

LX-2 Repeat 3 HNRPH1 Heterogeneous nuclear ribonucleoprotein H IPI00013881,IPI00479191 51,212.10 99.80% 2 2 2 6.99%

LX-2 Repeat 3 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 4 4 5 27.20%

LX-2 Repeat 3 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 4 31.40%

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50%

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30%

LX-2 Repeat 3 PHB Prohibitin IPI00017334 29,786.60 100.00% 4 4 5 19.50%

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10%

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 26,764.20 100.00% 4 4 7 21.50%

LX-2 Repeat 3 RPL30 60S ribosomal protein L30 IPI00219156 12,766.70 99.90% 2 2 3 24.30%

LX-2 Repeat 3 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,470.00 100.00% 3 3 4 16.20%

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60%

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60%

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 27,804.00 99.80% 2 2 8 9.20%

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 20,440.00 100.00% 7 7 20 39.00%

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 21,848.90 100.00% 7 7 18 17.40%

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40%

LX-2 Repeat 3 HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903,IPI00383296 73,604.50 99.80% 2 2 3 3.18%

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10%

LX-2 Repeat 3 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 4 4 7 14.60%

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94%

LX-2 Repeat 3 STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80,456.90 100.00% 4 4 7 5.39%

LX-2 Repeat 3 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 3 3 7 24.70%

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70%

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00%

LX-2 Repeat 3 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,570.90 100.00% 4 4 7 24.20%

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,725.20 100.00% 7 8 16 27.10%

LX-2 Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.50% 2 2 5 1.26%

LX-2 Repeat 3 TMED10 Transmembrane emp24 domain-containing protein 10 precursor IPI00028055 24,959.50 99.60% 2 2 2 12.80%

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 465,453.20 100.00% 9 9 12 2.39%

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50%

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49%

LX-2 Repeat 3 ENTPD4;LOXL2 Lysyl oxidase homolog 2 precursor IPI00294839,IPI00782994 86,705.10 99.80% 2 2 2 3.75%

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80%

LX-2 Repeat 3 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 100.00% 2 2 5 21.20%

LX-2 Repeat 3 MGST3 Microsomal glutathione S-transferase 3 IPI00024266,IPI00639812 18,399.00 100.00% 3 3 7 29.50%

LX-2 Repeat 3 SLC25A13 Mitochondrial aspartate-glutamate carrier protein IPI00007084 74,287.30 99.60% 2 2 2 2.51%

LX-2 Repeat 3 PRDX1 Peroxiredoxin-1 IPI00000874,IPI00640741 18,958.30 99.80% 2 2 2 12.30%

LX-2 Repeat 3 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 3 3 4 9.71%

LX-2 Repeat 3 RPL38 60S ribosomal protein L38 IPI00215790,IPI00792410 7,959.20 99.40% 2 2 2 35.80%
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LX-2 Repeat 3 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 100.00% 4 4 6 6.80%

LX-2 Repeat 3 RHOC Rho-related GTP-binding protein RhoC precursor IPI00027434,IPI00027500,IPI00478231,IPI00552834,IPI00643368,IPI00644425,IPI00647268,IPI00789202,IPI00789866,IPI00789934 11,971.90 99.50% 2 2 2 18.30%

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,918.80 100.00% 3 4 32 30.50%

LX-2 Repeat 3 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 7 23.60%

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,381.30 100.00% 6 7 11 36.40%

LX-2 Repeat 3 COL4A2 Collagen alpha-2(IV) chain precursor IPI00306322,IPI00477950,IPI00853342 167,198.20 99.80% 2 2 3 1.35%

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30%

LX-2 Repeat 3 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 100.00% 4 4 4 12.90%

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40%

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77%

LX-2 Repeat 3 ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor IPI00395769,IPI00478410 32,980.00 100.00% 4 4 4 14.80%

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,886.70 99.80% 2 2 11 31.00%

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,682.80 100.00% 8 9 14 37.00%

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10%

LX-2 Repeat 3 UPF1 Isoform 1 of Regulator of nonsense transcripts 1 IPI00034049,IPI00399170 123,019.30 99.80% 2 2 2 1.88%

LX-2 Repeat 3 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,786.10 100.00% 3 3 3 20.30%

LX-2 Repeat 3 CFL1 Cofilin-1 IPI00012011 18,485.10 99.80% 2 2 5 15.10%

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60%

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 67,800.60 100.00% 6 6 8 11.00%

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20%

LX-2 Repeat 3 MPHOSPH1 Isoform 1 of M-phase phosphoprotein 1 IPI00044751,IPI00412862,IPI00644494,IPI00827503 214,317.30 99.60% 2 2 2 1.13%

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 231,296.70 100.00% 15 15 27 19.10%

LX-2 Repeat 3 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 178,871.20 100.00% 3 3 5 2.42%

LX-2 Repeat 3 TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 IPI00003505 48,534.10 100.00% 3 3 3 11.60%

LX-2 Repeat 3 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 3 5 31.30%

LX-2 Repeat 3 H2BFS Histone H2B IPI00646240,IPI00745513,IPI00745769,IPI00747989,IPI00748038,IPI00748726,IPI00787441 7,638.10 99.70% 2 2 2 20.30%

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70%

LX-2 Repeat 3 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 3 3 4 13.00%

LX-2 Repeat 3 HSPD1 60 kDa heat shock protein, mitochondrial precursor IPI00472102,IPI00784154 61,037.70 100.00% 3 3 3 6.63%

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90%

LX-2 Repeat 3 RPL9 60S ribosomal protein L9 IPI00031691,IPI00795717 19,044.70 100.00% 3 3 4 15.80%

LX-2 Repeat 3 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 104,839.20 99.80% 2 2 4 2.41%

LX-2 Repeat 3 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 5 5 5 11.80%

LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90%

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40%

LX-2 Repeat 3 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 10,627.10 99.80% 2 2 6 24.00%

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10%

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10%

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70%

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 45,068.70 100.00% 19 25 137 60.60%

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70%

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10%

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50%

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 49,652.10 100.00% 17 22 160 56.40%

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80%

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20%

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00%

HFF Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 15,885.70 99.80% 2 2 7 17.20%

HFF Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 55,621.60 100.00% 5 5 7 11.30%

HFF Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 31,530.00 99.80% 2 2 3 9.90%

HFF Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,713.50 99.80% 2 2 6 1.17%

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10%

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,898.60 100.00% 12 14 87 56.30%

HFF Repeat 1 ATP5O ATP synthase subunit O, mitochondrial precursor IPI00007611 23,259.40 99.80% 2 2 2 10.80%

HFF Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 4 4 6 14.00%

HFF Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 7 14.50%

HFF Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 36,214.30 100.00% 4 4 7 15.10%

HFF Repeat 1 POSTN Isoform 1 of Periostin precursor IPI00007960,IPI00218585,IPI00410241,IPI00641231 90,129.40 100.00% 3 3 3 4.58%

HFF Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.90% 2 2 7 7.08%

HFF Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 6 3.82%

HFF Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 107,122.60 99.80% 2 2 4 2.06%

HFF Repeat 1 EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor IPI00296058,IPI00556657 67,737.30 99.80% 2 2 4 3.06%

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40%

HFF Repeat 1 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 4 24.90%

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62%

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40%

HFF Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 3 3 5 18.50%

HFF Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 3 12.90%

HFF Repeat 1 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,931.90 99.70% 2 2 2 18.60%

HFF Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 6 11.70%

HFF Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 7 33.60%

HFF Repeat 1 PRKCDBP protein kinase C, delta binding protein IPI00056334 27,682.80 99.50% 2 2 2 10.70%

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40%

HFF Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 75,926.60 99.80% 2 2 4 3.04%

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80%

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10%

HFF Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 3 3 3 7.05%

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00%

HFF Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 5 20.20%

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20%

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,166.80 100.00% 3 3 13 10.80%

HFF Repeat 1 MOXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor IPI00419596,IPI00844146 62,684.30 99.70% 2 2 2 3.30%

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 131,840.50 100.00% 8 9 41 6.58%

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40%

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80%

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80%

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50%

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80%

HFF Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,773.10 100.00% 3 3 3 19.40%

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68%

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00%

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00%

HFF Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 31,682.10 100.00% 4 4 7 17.60%

HFF Repeat 1 COL1A2 Collagen alpha-2(I) chain precursor IPI00304962 129,270.60 99.80% 2 2 4 1.90%

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40%

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10%

HFF Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 4 13.60%

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42%

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94%

HFF Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 24,416.70 99.80% 2 2 7 12.00%

HFF Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,421.20 99.90% 2 2 2 7.85%

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 18,481.20 100.00% 9 11 24 60.50%

HFF Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 3 3 6 11.00%

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50%

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80%

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00%

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90%

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 20,440.00 100.00% 4 4 15 23.20%

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 21,848.90 100.00% 7 7 31 28.30%

HFF Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 3 3 3 5.26%

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10%

HFF Repeat 1 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29%

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 119,613.60 100.00% 9 9 21 10.10%

HFF Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,570.90 99.80% 2 2 6 15.30%

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,725.20 100.00% 5 5 8 11.50%

HFF Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 3 3 3 10.40%

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,918.80 100.00% 5 6 55 36.70%

HFF Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 6 16.30%

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,240.80 99.90% 2 2 9 3.27%

HFF Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 99.80% 2 2 4 5.84%

HFF Repeat 1 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 99.80% 2 2 2 6.46%

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,886.70 99.80% 2 2 10 54.80%

HFF Repeat 1 VTN Vitronectin precursor IPI00298971 54,288.10 99.80% 2 2 6 3.77%

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30%

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20%

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 58,564.30 100.00% 9 9 12 23.60%

HFF Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 99.90% 2 2 4 7.82%

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 231,296.70 100.00% 12 12 19 13.60%

HFF Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 99.60% 2 2 2 7.89%

HFF Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 104,839.20 99.80% 2 2 3 2.63%

HFF Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 99.80% 2 2 2 4.39%

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00%

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 49,652.10 100.00% 9 10 22 29.80%

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30%

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30%

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 45,068.70 100.00% 20 27 209 52.00%
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HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30%

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,262.60 100.00% 4 5 22 34.50%

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00%

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 15,885.70 99.80% 2 2 9 17.20%

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,167.40 99.80% 2 2 9 4.11%

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 15,470.10 99.80% 2 2 4 22.00%

HFF Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,713.50 99.80% 2 2 3 1.17%

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70%

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,898.60 100.00% 11 14 86 56.30%

HFF Repeat 2 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 3 3 4 11.50%

HFF Repeat 2 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 6 14.50%

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 36,214.30 100.00% 5 5 8 19.30%

HFF Repeat 2 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.80% 2 2 6 7.08%

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 107,122.60 100.00% 4 4 8 4.64%

HFF Repeat 2 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,107.10 99.80% 2 2 2 13.00%

HFF Repeat 2 EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor IPI00296058,IPI00556657 67,737.30 99.80% 2 2 2 3.06%

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91%

HFF Repeat 2 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 5 21.50%

HFF Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 19,392.50 99.80% 2 2 4 13.10%

HFF Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 3 3 4 8.53%

HFF Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 99.80% 2 2 5 8.61%

HFF Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 4 13.90%

HFF Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,931.90 100.00% 2 2 2 18.60%

HFF Repeat 2 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 5 9.83%

HFF Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 3 7 8.22%

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30%

HFF Repeat 2 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 46,231.30 99.80% 2 2 5 5.88%

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50%

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40%

HFF Repeat 2 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 3 3 3 6.69%

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90%

HFF Repeat 2 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 3 13.30%

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00%

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,166.80 100.00% 5 5 16 19.20%

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 131,840.50 100.00% 6 6 29 5.04%

HFF Repeat 2 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 5 19.20%

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80%

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00%

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80%

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40%

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,412.20 99.80% 2 2 8 8.84%

HFF Repeat 2 ADAMTS1 ADAMTS-1 precursor IPI00005908 105,339.70 99.80% 2 2 2 1.96%

HFF Repeat 2 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,773.10 100.00% 3 3 3 19.00%

HFF Repeat 2 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 99.90% 2 2 7 10.50%

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61%

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00%

HFF Repeat 2 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 99.80% 2 2 3 7.32%

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00%

HFF Repeat 2 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 31,682.10 100.00% 4 4 6 12.90%

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70%

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00%

HFF Repeat 2 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 99.80% 2 2 2 5.60%

HFF Repeat 2 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 2 2 3 2.60%

HFF Repeat 2 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 99.80% 2 2 2 6.00%

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94%

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 24,416.70 99.80% 2 2 8 10.60%

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 18,481.20 100.00% 11 13 33 60.50%

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22%

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60%

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50%

HFF Repeat 2 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,470.00 99.80% 2 2 3 11.40%

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00%

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60%

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 20,440.00 100.00% 6 6 18 28.80%

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 21,848.90 100.00% 6 6 29 22.80%

HFF Repeat 2 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 3 3 3 5.11%

HFF Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 4 4 6 7.25%

HFF Repeat 2 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29%

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 119,613.60 100.00% 8 8 15 8.24%

HFF Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,570.90 99.80% 2 2 6 15.30%

HFF Repeat 2 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,725.20 100.00% 4 4 5 12.50%

HFF Repeat 2 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 3 4.68%

HFF Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 17.90%

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,918.80 100.00% 5 7 52 36.70%

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40%

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,240.80 100.00% 4 4 8 5.83%

HFF Repeat 2 MYO1D Isoform 1 of Myosin-Id IPI00329719 116,188.20 99.90% 2 2 2 1.99%

HFF Repeat 2 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 4 4 5 11.20%

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,886.70 99.80% 2 2 11 54.80%

HFF Repeat 2 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,682.80 99.60% 2 3 3 6.02%

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30%

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30%

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 67,800.60 100.00% 8 8 10 19.20%

HFF Repeat 2 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 3 3 3 16.00%

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 231,296.70 100.00% 11 11 16 11.10%

HFF Repeat 2 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 99.70% 2 2 2 4.82%

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 45,068.70 100.00% 20 27 176 52.00%

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 49,652.10 100.00% 8 8 21 25.30%

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50%

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90%

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50%

HFF Repeat 2 MME Neprilysin IPI00247063 85,499.00 99.80% 2 2 3 2.67%

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,262.60 100.00% 3 3 44 23.20%

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30%

HFF Repeat 3 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 16,398.20 99.80% 2 2 4 14.30%

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10%

HFF Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,898.60 99.70% 2 2 4 15.90%

HFF Repeat 3 DPT Dermatopontin precursor IPI00292130 23,986.70 99.80% 2 2 3 9.45%

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72%

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50%

HFF Repeat 3 SERPINF1 Pigment epithelium-derived factor precursor IPI00006114,IPI00796279 24,498.40 99.80% 2 2 2 6.02%

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40%

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20%

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10%

HFF Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 3 3 4 19.10%

HFF Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 3 3 6 6.44%

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70%

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97%

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16%

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70%

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70%

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50%

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32%

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00%

HFF Repeat 3 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 99.80% 2 2 3 3.56%

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70%

HFF Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 100.00% 3 3 7 1.80%

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23%

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60%

HFF Repeat 3 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 99.90% 2 2 6 1.56%

HFF Repeat 3 COL5A2 Collagen alpha-2(V) chain precursor IPI00739099,IPI00844306 109,625.50 100.00% 3 3 4 2.81%

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28%

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 45,068.70 100.00% 6 6 34 19.30%
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Table S2 Peptides and spectra for all biological repeats of LX-2 and HFF CDM purifications

Threshold criterion for peptides: 90.0% minimum

Threshold criteria for proteins: 99.0% minimum and 2 peptides minimum

(*) Peptides denoted FALSE are not exclusively assigned to the indicated proteins but are used for unweighted spectral count quantification

LX-2 Repeat 1 ATAD3A ATPase family, AAA domain containing 3A IPI00295992,IPI00643435,IPI00646144 64,338.10 99.80% 2 2 3 4.37% GLLLFVDEADAFLR R K 95.00% 49.4 37.9 3.34 2 790.0239 1,578.03 1,578.85 2 0.1877 118.9 391 404 TRUE

LX-2 Repeat 1 ATAD3A ATPase family, AAA domain containing 3A IPI00295992,IPI00643435,IPI00646144 64,338.10 99.80% 2 2 3 4.37% GLLLFVDEADAFLR R K 95.00% 59.8 37.8 4.2 2 790.4786 1,578.94 1,578.85 2 1.097 59.65 391 404 TRUE

LX-2 Repeat 1 ATAD3A ATPase family, AAA domain containing 3A IPI00295992,IPI00643435,IPI00646144 64,338.10 99.80% 2 2 3 4.37% TAGTLFGEGFR R A 95.00% 83.3 39 2.33 2 578.3218 1,154.63 1,155.58 2 0.05684 49.18 214 224 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AAGVPSATITWR R K 95.00% 69.5 39.2 1.82 2 615.3618 1,228.71 1,229.66 2 0.05257 42.75 1979 1990 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AELLVTEAPSKPITVTVEEQR R S 95.00% 40.3 36.1 1.77 2 770.7235 2,309.15 2,310.26 3 -0.09935 -43.01 1759 1779 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AGFFGDAMK K A 95.00% 42 39.5 0 2 472.2678 942.521 943.4343 2 0.09393 99.55 797 805 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% ALEVEEcR R C 95.00% 48.2 39.7 0 2 c7: Carbamidomethyl (+57.02) 503.3103 1,004.61 1,005.47 2 0.1463 145.5 1524 1531 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AmDFNGILTIR R N 95.00% 45.2 38.7 0 2 m2: Oxidation (+15.99) 633.8986 1,265.78 1,266.65 2 0.1387 109.5 1818 1828 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AmDFNGILTIR R N 95.00% 61.9 38.7 1.77 2 m2: Oxidation (+15.99) 634.3471 1,266.68 1,266.65 2 1.036 25.92 1818 1828 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AmDFNGILTIR R N 95.00% 62.6 38.7 1.57 2 m2: Oxidation (+15.99) 633.8609 1,265.71 1,266.65 2 0.06326 49.94 1818 1828 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AmDFNGILTIR R N 95.00% 70.2 38.7 3.26 2 m2: Oxidation (+15.99) 633.8081 1,265.60 1,266.65 2 -0.04243 -33.5 1818 1828 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AMDFNGILTIR R N 95.00% 75.4 38.8 3.09 2 626.3367 1,250.66 1,250.66 2 1.01 5.705 1818 1828 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% AMDFNGILTIR R N 95.00% 80.6 38.8 3.27 2 626.3663 1,250.72 1,250.66 2 1.069 52.89 1818 1828 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% ASYAQQPAESR R V 95.00% 51 39.1 3.52 2 604.3251 1,206.64 1,207.57 2 0.07286 60.33 1091 1101 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% ASYAQQPAESR R V 95.00% 68.4 39.1 4.19 2 604.3126 1,206.61 1,207.57 2 0.04787 39.64 1091 1101 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% EHLLmALADLDELLIR R A 95.00% 43.4 37.3 2.19 2 m5: Oxidation (+15.99) 628.0202 1,881.04 1,881.02 3 1.031 14.83 1479 1494 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% EHLLMALADLDELLIR R A 95.00% 52.5 37.5 1.7 2 622.411 1,864.21 1,865.02 3 0.1981 106.2 1479 1494 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% EHLLmALAGIDTLLIR R A 95.00% 115 37.7 3.6 2 m5: Oxidation (+15.99) 599.0402 1,794.10 1,795.02 3 0.09104 50.71 1075 1090 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% EVSEAVVDTLESEYLK R I 95.00% 45 37.3 2.27 2 906.0767 1,810.14 1,810.90 2 0.2503 138.2 110 125 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% EVSEAVVDTLESEYLK R I 95.00% 49.6 37.3 3.15 2 906.0903 1,810.17 1,810.90 2 0.2775 153.2 110 125 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% FDAGSGMATIR R H 95.00% 58.5 38.8 1.8 2 563.2541 1,124.49 1,125.54 2 -0.03483 -30.95 3737 3747 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% FLGDKVTSYGGELR R F 95.00% 48.6 38.2 1.77 2 514.6764 1,541.01 1,541.80 3 0.2187 141.8 997 1010 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% FLVHDSFWALPEQFLGNK R V 95.00% 36.5 36.5 0 2 717.0662 2,148.18 2,148.09 3 1.093 41.79 589 606 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% FLVHDSFWALPEQFLGNK R V 95.00% 48 36.5 0 2 716.7327 2,147.18 2,148.09 3 0.09205 42.85 589 606 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% GHTPTQPGALNQR R Q 95.00% 60 38.6 2.43 2 459.9589 1,376.86 1,376.70 3 1.159 113.5 648 660 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% GMLEPVQRPDVVLVGAGYR R L 95.00% 37.1 36.6 0 2 686.437 2,056.29 2,056.10 3 1.195 93.59 625 643 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% GMLEPVQRPDVVLVGAGYR R L 95.00% 37.2 36.6 0 2 686.4319 2,056.27 2,056.10 3 1.18 86.14 625 643 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% GmLEPVQRPDVVLVGAGYR R L 95.00% 44.6 36.6 5.52 2 m2: Oxidation (+15.99) 691.3906 2,071.15 2,072.10 3 0.06134 29.6 625 643 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% GmLEPVQRPDVVLVGAGYR R L 95.00% 48.1 36.6 2.68 2 m2: Oxidation (+15.99) 691.3835 2,071.13 2,072.10 3 0.04004 19.32 625 643 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% GMVFGIPDGVLELVPQR R G 95.00% 48.8 37.3 3.43 2 914.0844 1,826.15 1,826.98 2 0.1779 97.34 486 502 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% GMVFGIPDGVLELVPQR R G 95.00% 57.9 37.3 1.21 2 914.1766 1,826.34 1,826.98 2 0.3624 198.3 486 502 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% GmVFGIPDGVLELVPQR R G 95.00% 78.8 37.5 4.44 2 m2: Oxidation (+15.99) 922.1136 1,842.21 1,842.98 2 0.2414 131 486 502 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% HLISTHFAPGDFQGFALVNPQR R N 95.00% 45.6 35.8 3.37 2 818.503 2,452.49 2,452.25 3 1.242 97.65 1342 1363 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% HLISTHFAPGDFQGFALVNPQR R N 95.00% 47.7 35.8 3.26 2 818.5077 2,452.50 2,452.25 3 1.256 103.3 1342 1363 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% IPGDQVVSVVFIK K E 95.00% 80.3 38.5 4.49 2 700.8923 1,399.77 1,400.81 2 -0.03767 -26.89 126 138 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% IPGDQVVSVVFIK K E 95.00% 81.5 38.5 3.44 2 700.9535 1,399.89 1,400.81 2 0.08481 60.54 126 138 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% IQVVVLSASDASPPPVK R I 95.00% 72.2 37.7 2.01 2 570.0302 1,707.07 1,706.97 3 1.107 61.13 2038 2054 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% IQVVVLSASDASPPPVK R I 95.00% 119 37.6 7.64 2 854.0583 1,706.10 1,706.97 2 0.1404 82.26 2038 2054 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LDVEFKPLAPDGVLLFSGGK R S 95.00% 0 0 3.09 2 702.073 2,103.20 2,102.15 3 2.051 21.61 3953 3972 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LDVEFKPLAPDGVLLFSGGK R S 95.00% 55 36.6 2.82 2 701.735 2,102.18 2,102.15 3 1.037 16.18 3953 3972 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LEGDTLIIPR R V 95.00% 61.8 39.1 3.3 2 564.3164 1,126.62 1,126.65 2 0.9786 -21.37 3258 3267 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LGTVPQFPR R A 95.00% 54.5 39.4 1.92 2 507.8325 1,013.65 1,014.57 2 0.08447 83.25 189 197 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LLQVTPADSGEYVcR R V 95.00% 51.7 37.7 4.09 2 c14: Carbamidomethyl (+57.02) 854.5503 1,707.09 1,707.84 2 0.2561 149.9 2490 2504 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LLSGPYFWSLPSR R F 95.00% 51.7 38.2 1.85 2 761.9531 1,521.89 1,522.81 2 0.09364 61.49 984 996 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LLSGPYFWSLPSR R F 95.00% 52.2 38.2 2.85 2 761.961 1,521.91 1,522.81 2 0.1095 71.88 984 996 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LLSGPYFWSLPSR R F 95.00% 54.7 38.2 1.06 2 762.4803 1,522.95 1,522.81 2 1.148 95.28 984 996 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LLSGPYFWSLPSR R F 95.00% 62.7 38.2 4.31 2 761.9507 1,521.89 1,522.81 2 0.0888 58.31 984 996 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LRLPQVSPADSGEYVcR R V 95.00% 67.9 37.3 6.3 2 c16: Carbamidomethyl (+57.02) 650.0773 1,947.21 1,946.98 3 1.242 122.8 2102 2118 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LRLPQVSPADSGEYVcR R V 95.00% 76.7 37.2 0.886 2 c16: Carbamidomethyl (+57.02) 649.5002 1,945.48 1,946.98 3 -0.4894 -251.4 2102 2118 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LSGSHSQGVAYPVR R I 95.00% 63.3 38.3 0.886 2 486.669 1,456.99 1,457.75 3 0.2428 166.5 2524 2537 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% LYIFQASPADAGQYVcR R A 95.00% 81 37 0 2 c16: Carbamidomethyl (+57.02) 654.0048 1,958.99 1,958.94 3 1.057 27.61 2296 2312 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% QPQAIITWYK R R 95.00% 36.9 39 1.01 2 624.4295 1,246.84 1,247.68 2 0.1733 138.9 2656 2665 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SGPVEDFVSLAMVGGHLEFR K Y 95.00% 36.7 36.5 0 2 716.6889 2,147.05 2,147.06 3 0.9931 -4.482 3973 3992 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SGPVEDFVSLAMVGGHLEFR K Y 95.00% 71.9 36.5 0 2 716.7372 2,147.19 2,147.06 3 1.138 62.98 3973 3992 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SIEYSPQLEDAGSR R E 95.00% 66.7 38.2 6.24 2 776.4745 1,550.93 1,551.73 2 0.213 137.3 93 106 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SIEYSPQLEDAGSR R E 95.00% 72.4 38.2 4.24 2 776.4761 1,550.94 1,551.73 2 0.2162 139.3 93 106 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SPAYTLVWTR K L 95.00% 41.9 38.9 3.62 2 597.3882 1,192.76 1,193.63 2 0.1377 115.4 1799 1808 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SPAYTLVWTR K L 95.00% 62.1 38.9 2.28 2 597.4027 1,192.79 1,193.63 2 0.1669 139.8 1799 1808 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SPAYTLVWTR K L 95.00% 71.7 38.9 2.7 2 597.3894 1,192.76 1,193.63 2 0.1402 117.4 1799 1808 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SPAYTLVWTR K L 95.00% 79.6 38.9 0.959 2 597.3611 1,192.71 1,193.63 2 0.08351 69.95 1799 1808 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SQSVRPGADVTFIcTAK R S 95.00% 25.2 37.6 1.15 2 c14: Carbamidomethyl (+57.02) 613.4134 1,837.22 1,836.93 3 1.298 160.8 1780 1796 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% SQSVRPGADVTFIcTAK R S 95.00% 25.4 37.8 1.1 2 c14: Carbamidomethyl (+57.02) 613.0352 1,836.08 1,836.93 3 0.1636 89.05 1780 1796 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% TPSGLYLGTcER R C 95.00% 53.2 38.6 3.64 2 c10: Carbamidomethyl (+57.02) 677.3569 1,352.70 1,353.65 2 0.05971 44.11 1147 1158 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% TPSGLYLGTcER R C 95.00% 55.5 38.6 4.74 2 c10: Carbamidomethyl (+57.02) 677.3716 1,352.73 1,353.65 2 0.08893 65.69 1147 1158 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% VAEGQTLDLK R C 95.00% 78.2 39.9 1.3 2 537.2953 1,072.58 1,073.58 2 -0.000673 -0.6269 2838 2847 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% VDSYGGSLR K Y 95.00% 51.3 38.8 2.89 2 477.3188 952.623 953.4687 2 0.1615 169.4 607 615 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% VPGSPTNLANR R Q 95.00% 85.7 38.8 4.82 2 563.3592 1,124.70 1,125.60 2 0.11 97.67 3709 3719 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% YELGSGLAVLR R S 95.00% 61.5 39.2 1.68 2 589.8633 1,177.71 1,177.66 2 1.062 50.05 3993 4003 TRUE

LX-2 Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 36 37 66 11.50% YELGSGLAVLR R S 95.00% 64.4 39.3 2.62 2 589.3598 1,176.71 1,177.66 2 0.05472 46.46 3993 4003 TRUE

LX-2 Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 4 16.90% MFLSFPTTK R T 95.00% 38.7 39.6 2.72 2 536.2755 1,070.54 1,071.55 2 -0.01077 -10.05 33 41 TRUE

LX-2 Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 4 16.90% MFLSFPTTK R T 95.00% 39.5 39.6 1.59 2 536.3737 1,070.73 1,071.55 2 0.1857 173.3 33 41 TRUE

LX-2 Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 4 16.90% MFLSFPTTK R T 95.00% 43.4 39.6 2.64 2 536.3364 1,070.66 1,071.55 2 0.1112 103.7 33 41 TRUE

LX-2 Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 4 16.90% VGAHAGEYGAEALER K M 95.00% 66.3 38.2 0.921 2 510.6969 1,529.07 1,529.73 3 0.3419 223.5 18 32 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% DATLTALDR K G 95.00% 39.8 40.1 0 2 488.3131 974.6117 975.5107 2 0.1082 110.9 391 399 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% DLNSDMDSILASLK K L 95.00% 44.4 38.3 1.42 2 761.4366 1,520.86 1,521.75 2 0.1192 78.33 647 660 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% DTSASAVAVGLK K Q 95.00% 60.9 39.6 2.66 2 559.8153 1,117.62 1,118.61 2 0.01803 16.12 520 531 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% ELHSEFSEVMNEIWASDQIR K S 95.00% 49 35.7 0 2 807.4949 2,419.46 2,420.12 3 0.3513 145.1 67 86 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% FVDLYGAQK R I 95.00% 41.6 39 0 2 520.8471 1,039.68 1,040.54 2 0.1458 140.1 720 728 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% GFYIYQEGVK K R 95.00% 33.8 39.3 0.824 2 602.8203 1,203.63 1,203.60 2 1.029 21.58 635 644 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% ILQEGVDPK R K 92.60% 25.3 39 0.77 2 499.8634 997.7122 998.5519 2 0.1676 167.8 561 569 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% MGLVDQLVEPLGPGLKPPEER K T 95.00% 39.6 36.4 0 2 758.8002 2,273.38 2,274.22 3 0.1693 74.42 215 235 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% MQLLEIITTEK K T 95.00% 60.8 39 2.8 2 659.888 1,317.76 1,318.73 2 0.03979 30.17 506 516 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% MVGVPAALDMMLTGR K S 95.00% 63.3 38 4.92 2 781.4731 1,560.93 1,561.79 2 0.1488 95.27 191 205 TRUE

LX-2 Repeat 1 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 100.00% 11 11 11 19.80% TVLGTPEVLLGALPGAGGTQR K L 95.00% 55.8 36.8 2.4 2 670.0449 2,007.11 2,007.12 3 0.9964 -3.167 167 187 TRUE

LX-2 Repeat 1 CAPZA1 F-actin-capping protein subunit alpha-1 IPI00005969 32,905.10 100.00% 3 3 3 15.00% FITHAPPGEFNEVFNDVR K L 95.00% 26.7 36.9 1 2 697.4016 2,089.18 2,089.01 3 1.176 83.11 20 37 TRUE

LX-2 Repeat 1 CAPZA1 F-actin-capping protein subunit alpha-1 IPI00005969 32,905.10 100.00% 3 3 3 15.00% FTITPPTAQVVGVLK K I 95.00% 43.6 38.1 4.41 2 786.0456 1,570.08 1,570.92 2 0.1633 104 179 193 TRUE

LX-2 Repeat 1 CAPZA1 F-actin-capping protein subunit alpha-1 IPI00005969 32,905.10 100.00% 3 3 3 15.00% LLLNNDNLLR R E 95.00% 65.6 38.9 0 2 599.3617 1,196.71 1,197.70 2 0.02099 17.52 38 47 TRUE

LX-2 Repeat 1 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 100.00% 3 3 6 6.85% ITGWGEETLPDGR K T 95.00% 0 0 3.22 2 716.8964 1,431.78 1,430.69 2 2.094 61.96 404 416 TRUE

LX-2 Repeat 1 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 100.00% 3 3 6 6.85% ITGWGEETLPDGR K T 95.00% 69.2 38.6 2.28 2 715.8978 1,429.78 1,430.69 2 0.09693 67.74 404 416 TRUE

LX-2 Repeat 1 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 100.00% 3 3 6 6.85% LDGAWWFLR R R 95.00% 35.6 39.2 1.46 2 582.3903 1,162.77 1,163.60 2 0.1735 149.1 275 283 TRUE

LX-2 Repeat 1 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 100.00% 3 3 6 6.85% LDGAWWFLR R R 95.00% 45.4 39.2 1.17 2 582.8123 1,163.61 1,163.60 2 1.018 12.83 275 283 TRUE

LX-2 Repeat 1 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 100.00% 3 3 6 6.85% LDGAWWFLR R R 95.00% 54.6 39.2 1.66 2 582.306 1,162.60 1,163.60 2 0.004955 4.258 275 283 TRUE

LX-2 Repeat 1 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 100.00% 3 3 6 6.85% YcQEQDLccR R G 95.00% 45.9 38.5 1.8 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 716.3377 1,430.66 1,431.55 2 0.1229 85.88 47 56 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% DIASTPHELYR R N 95.00% 63.6 38.7 4.26 2 651.3748 1,300.74 1,301.65 2 0.09387 72.11 203 213 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% DYDSLAQPGFFDR K F 95.00% 49.1 38.3 5.37 2 765.8841 1,529.75 1,530.69 2 0.07482 48.88 1001 1013 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% GTVHFAVVITDGHVTGSPcGGIK K L 95.00% 55.7 36.1 0 2 c19: Carbamidomethyl (+57.02) 770.7239 2,309.15 2,309.17 3 0.986 -7.22 152 174 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% KQNVVPTVLALGSDVDmDVLTTLSLGDR R A 95.00% 53.3 34.4 2.42 2 m17: Oxidation (+15.99) 991.9802 2,972.92 2,972.56 3 1.365 121.7 966 993 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% KQNVVPTVLALGSDVDmDVLTTLSLGDR R A 95.00% 74.3 34.3 2.43 2 m17: Oxidation (+15.99) 991.6202 2,971.84 2,972.56 3 0.2846 95.75 966 993 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% LFAVAPNQNLK R E 95.00% 28.8 39.2 2.22 2 608.3878 1,214.76 1,214.69 2 1.079 62.76 187 197 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% LFAVAPNQNLK R E 95.00% 37.1 39 1.18 2 607.8739 1,213.73 1,214.69 2 0.0513 42.23 187 197 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% LFAVAPNQNLK R E 95.00% 41 39 0 2 607.909 1,213.80 1,214.69 2 0.1215 100 187 197 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% LFAVAPNQNLK R E 95.00% 54.8 39.2 3.85 2 608.3703 1,214.73 1,214.69 2 1.044 33.97 187 197 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% NDYATMLPDSTEIDQDTINR R I 95.00% 54.8 36.1 0 2 771.7677 2,312.28 2,312.04 3 1.253 108.4 214 233 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% NFVINVVNR K L 92.30% 37 39.8 0 2 537.7588 1,073.50 1,074.61 2 -0.09493 -88.35 636 644 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% NFVINVVNR K L 95.00% 47.9 39.8 0 2 537.8668 1,073.72 1,074.61 2 0.1211 112.7 636 644 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% VFAVVITDGR R H 94.60% 38.2 39.6 0 2 538.87 1,075.73 1,076.61 2 0.1229 114.1 725 734 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% VFAVVITDGR R H 95.00% 16.3 39.6 1.49 2 538.3378 1,074.66 1,076.61 2 -0.9417 56.76 725 734 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% VFAVVITDGR R H 95.00% 52.2 39.6 2.8 2 538.8468 1,075.68 1,076.61 2 0.07633 70.89 725 734 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% VFAVVITDGR R H 95.00% 53.3 39.6 1.51 2 538.8645 1,075.71 1,076.61 2 0.1117 103.7 725 734 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% VFAVVITDGR R H 95.00% 54.5 39.6 2.19 2 539.3874 1,076.76 1,076.61 2 1.158 143.7 725 734 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% VFAVVITDGR R H 95.00% 62.4 39.6 4 2 538.8395 1,075.66 1,076.61 2 0.06179 57.39 725 734 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% VMKHEAYGEcYK K V 95.00% 45.9 38.2 2.42 2 c10: Carbamidomethyl (+57.02) 505.6243 1,513.85 1,514.68 3 0.1816 119.9 237 248 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% YGGLHFSDQVEVFSPPGSDR R A 95.00% 44.3 36.5 0 2 731.9756 2,192.91 2,194.02 3 -0.1078 -49.13 96 115 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% YGGLHFSDQVEVFSPPGSDR R A 95.00% 53.5 36.4 1.2 2 732.3648 2,194.07 2,194.02 3 1.06 25.95 96 115 TRUE

LX-2 Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 10 10 22 15.40% YGGLHFSDQVEVFSPPGSDR R A 95.00% 54.7 36.5 0 2 732.0576 2,193.15 2,194.02 3 0.1382 62.98 96 115 TRUE

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 100.00% 3 3 8 24.20% HVLFGTVGVPEHTYR K S 95.00% 27.8 37.7 2.21 2 571.3769 1,711.11 1,711.89 3 0.2245 131.1 61 75 TRUE

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 100.00% 3 3 8 24.20% HVLFGTVGVPEHTYR K S 95.00% 35 37.7 1.13 2 571.3911 1,711.15 1,711.89 3 0.2672 156 61 75 TRUE

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 100.00% 3 3 8 24.20% VLYLSAFTSK K D 95.00% 48 39.4 0 2 565.3366 1,128.66 1,128.63 2 1.036 29.42 88 97 TRUE

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 100.00% 3 3 8 24.20% VLYLSAFTSK K D 95.00% 62.6 39.3 2.11 2 564.8975 1,127.78 1,128.63 2 0.1577 139.7 88 97 TRUE

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 100.00% 3 3 8 24.20% VLYLSAFTSK K D 95.00% 65.2 39.4 0.886 2 565.4053 1,128.80 1,128.63 2 1.173 151 88 97 TRUE

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 100.00% 3 3 8 24.20% VTSLTAcLVDQSLR K L 95.00% 62.9 38.2 5.07 2 c7: Carbamidomethyl (+57.02) 781.9503 1,561.89 1,562.82 2 0.07247 46.37 22 35 TRUE

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 100.00% 3 3 8 24.20% VTSLTAcLVDQSLR K L 95.00% 73.8 38.2 5.17 2 c7: Carbamidomethyl (+57.02) 781.999 1,561.98 1,562.82 2 0.17 108.7 22 35 TRUE

LX-2 Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 100.00% 3 3 8 24.20% VTSLTAcLVDQSLR K L 95.00% 91 38.2 3.68 2 c7: Carbamidomethyl (+57.02) 781.9781 1,561.94 1,562.82 2 0.1282 82.03 22 35 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% AQIFANTVDNAR R I 95.00% 75.7 39 3.96 2 660.468 1,318.92 1,319.67 2 0.2585 195.8 138 149 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% AQIFANTVDNAR R I 95.00% 76.6 39 3.38 2 660.4041 1,318.79 1,319.67 2 0.1307 99 138 149 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% IVLQIDNAR R L 95.00% 41.2 39.2 0 2 521.3736 1,040.73 1,041.61 2 0.1347 129.3 150 158 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% IVLQIDNAR R L 95.00% 47.7 38.8 1.96 2 521.0363 1,040.06 1,041.61 2 -0.54 444.5 150 158 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% IVLQIDNAR R L 95.00% 52.6 39.2 0.886 2 521.4086 1,040.80 1,041.61 2 0.2047 196.5 150 158 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% IVLQIDNAR R L 95.00% 55 39.2 0 2 521.4008 1,040.79 1,041.61 2 0.1891 181.5 150 158 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% IVLQIDNAR R L 95.00% 66.7 39.2 1.74 2 521.4003 1,040.79 1,041.61 2 0.188 180.5 150 158 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% QAQEYEALLNIK R V 95.00% 38.7 38.5 1.44 2 710.359 1,418.70 1,419.75 2 -0.03717 -26.18 359 370 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% QAQEYEALLNIK R V 95.00% 51.9 38.4 1.21 2 710.9603 1,419.91 1,419.75 2 1.165 114.4 359 370 TRUE

LX-2 Repeat 1 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 3 3 10 7.67% QAQEYEALLNIK R V 95.00% 53.1 38.5 1.06 2 710.4129 1,418.81 1,419.75 2 0.07057 49.7 359 370 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% AIVDVHFDPTTAFR R A 95.00% 38.6 38.2 0.796 2 530.6257 1,588.86 1,588.81 3 1.051 30.19 1202 1215 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% AIVDVHFDPTTAFR R A 95.00% 39.2 38.3 2.6 2 530.2802 1,587.82 1,588.81 3 0.01405 8.844 1202 1215 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% FDTGSGPAVLTSAVPVEPGQWHR R L 95.00% 29 35.8 4.37 2 803.4345 2,407.28 2,408.20 3 0.08931 37.08 1434 1456 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% FGALcEAETGR R C 95.00% 67.6 38.6 2.52 2 c5: Carbamidomethyl (+57.02) 605.7663 1,209.52 1,210.55 2 -0.02693 -22.24 542 552 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% GLYVAAQGAcR R G 95.00% 29.5 39 1.74 2 c10: Carbamidomethyl (+57.02) 583.3203 1,164.63 1,165.58 2 0.05497 47.16 741 751 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% IFFVNPAPPYLWPAHK R N 95.00% 25.1 37.1 3.06 2 633.0323 1,896.08 1,897.02 3 0.0662 34.9 114 129 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% LELGIGPGAATR R G 95.00% 53.8 38.9 3.49 2 577.8843 1,153.75 1,154.65 2 0.1082 93.72 1530 1541 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% SFLAFPTLR R A 95.00% 38.5 39.2 1.8 2 526.3166 1,050.62 1,051.59 2 0.03246 30.86 1381 1389 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% SFLAFPTLR R A 95.00% 42.9 39 2.51 2 526.8063 1,051.60 1,051.59 2 1.012 8.549 1381 1389 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% SFLAFPTLR R A 95.00% 48 39.2 1.96 2 526.3623 1,050.71 1,051.59 2 0.1237 117.6 1381 1389 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% SIESTLDDLFR R N 95.00% 59.5 38.5 2.17 2 648.8355 1,295.66 1,295.65 2 1.016 10.02 1168 1178 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% SIESTLDDLFR R N 95.00% 63.6 38.6 1.8 2 648.3303 1,294.65 1,295.65 2 0.005327 4.111 1168 1178 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% SIESTLDDLFR R N 95.00% 74.2 38.6 2.57 2 648.3224 1,294.63 1,295.65 2 -0.01032 -7.969 1168 1178 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% SIESTLDDLFR R N 95.00% 79.8 38.6 2.47 2 648.369 1,294.72 1,295.65 2 0.08283 63.92 1168 1178 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% VLGAPVPAFEGR K S 95.00% 30.8 38.6 1.66 2 606.8368 1,211.66 1,212.67 2 -0.007231 -5.963 1369 1380 TRUE

LX-2 Repeat 1 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 9 9 16 5.82% VLGAPVPAFEGR K S 95.00% 49 38.8 1.24 2 607.4079 1,212.80 1,212.67 2 1.135 108.8 1369 1380 TRUE

LX-2 Repeat 1 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 4 19.60% DIcNDVLSLLEK R F 95.00% 58.2 38.5 2.06 2 c3: Carbamidomethyl (+57.02) 710.4164 1,418.82 1,418.72 2 1.106 72.58 92 103 TRUE

LX-2 Repeat 1 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 4 19.60% DIcNDVLSLLEK R F 95.00% 74.3 38.6 1.89 2 c3: Carbamidomethyl (+57.02) 709.9141 1,417.81 1,418.72 2 0.1011 71.23 92 103 TRUE

LX-2 Repeat 1 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 4 19.60% DSTLIMQLLR K D 95.00% 30.4 39.2 0.77 2 595.3666 1,188.72 1,189.66 2 0.06486 54.51 213 222 FALSE IPI00000816

LX-2 Repeat 1 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 4 19.60% DSTLIMQLLR K D 95.00% 50.7 39.2 0 2 595.3373 1,188.66 1,189.66 2 0.006127 5.15 213 222 FALSE IPI00000816

LX-2 Repeat 1 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 4 19.60% FLIPNASQAESK K V 95.00% 47.8 38.8 1.72 2 652.8817 1,303.75 1,304.68 2 0.0716 54.88 104 115 TRUE

LX-2 Repeat 1 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 4 19.60% SVTEQGAELSNEER K N 95.00% 81 38.2 4.8 2 774.908 1,547.80 1,548.71 2 0.09511 61.41 28 41 TRUE

LX-2 Repeat 1 CPNE1 Copine-1 IPI00018452 59,040.60 99.80% 2 2 3 5.40% EALAQTVLAEVPTQLVSYFR R A 95.00% 50.5 36.2 1.92 2 745.8018 2,234.38 2,235.20 3 0.1888 84.47 495 514 TRUE

LX-2 Repeat 1 CPNE1 Copine-1 IPI00018452 59,040.60 99.80% 2 2 3 5.40% SDPFLEFFR K Q 95.00% 32.4 39.3 2.6 2 579.3053 1,156.60 1,157.56 2 0.04063 35.1 158 166 TRUE

LX-2 Repeat 1 CPNE1 Copine-1 IPI00018452 59,040.60 99.80% 2 2 3 5.40% SDPFLEFFR K Q 95.00% 38.6 39.3 1.07 2 579.3332 1,156.65 1,157.56 2 0.09647 83.33 158 166 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% EHALLAYTLGVK R Q 95.00% 49.6 38.7 4.27 2 657.8695 1,313.72 1,314.74 2 -0.009997 -7.604 135 146 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% EHALLAYTLGVK R Q 95.00% 52.4 38.7 3.96 2 657.9029 1,313.79 1,314.74 2 0.05675 43.16 135 146 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% EHALLAYTLGVK R Q 95.00% 55.5 38.7 6.03 2 657.8781 1,313.74 1,314.74 2 0.007269 5.529 135 146 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% EHALLAYTLGVK R Q 95.00% 55.8 38.7 5.31 2 658.3867 1,314.76 1,314.74 2 1.024 16.46 135 146 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% EHALLAYTLGVK R Q 95.00% 57.6 38.7 4.6 2 657.8621 1,313.71 1,314.74 2 -0.02484 -18.89 135 146 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% IGGIGTVPVGR K V 95.00% 19 39 1.21 2 513.3678 1,024.72 1,025.61 2 0.1178 114.9 256 266 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% IGGIGTVPVGR K V 95.00% 29.5 39 2 2 513.3481 1,024.68 1,025.61 2 0.07847 76.51 256 266 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% IGGIGTVPVGR K V 95.00% 36 39 1.04 2 513.3553 1,024.70 1,025.61 2 0.09283 90.5 256 266 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% IGGIGTVPVGR K V 95.00% 49.4 39 1.35 2 513.3322 1,024.65 1,025.61 2 0.0467 45.53 256 266 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% IGGIGTVPVGR K V 95.00% 52 39 1.52 2 513.3659 1,024.72 1,025.61 2 0.1141 111.3 256 266 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% IGGIGTVPVGR K V 95.00% 52.7 39 2.42 2 513.3793 1,024.74 1,025.61 2 0.1408 137.3 256 266 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% IGGIGTVPVGR K V 95.00% 58.8 39 3.21 2 513.3867 1,024.76 1,025.61 2 0.1557 151.8 256 266 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% LPLQDVYK R I 91.10% 36.7 40.1 0 2 488.3457 974.6769 975.5511 2 0.133 136.4 248 255 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% LPLQDVYK R I 95.00% 36.7 40.1 1.38 2 488.2905 974.5665 975.5511 2 0.02265 23.22 248 255 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% QTVAVGVIK R A 95.00% 33.6 39.7 1.33 2 457.8366 913.6586 914.567 2 0.09886 108.1 431 439 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% QTVAVGVIK R A 95.00% 45.2 39.7 2.85 2 457.8471 913.6796 914.567 2 0.1198 131 431 439 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% STTTGHLIYK K C 95.00% 34.7 39.5 1.96 2 560.868 1,119.72 1,120.60 2 0.1288 114.9 21 30 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% STTTGHLIYK K C 95.00% 51.4 39.5 2.01 2 560.8255 1,119.64 1,120.60 2 0.04395 39.22 21 30 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% THINIVVIGHVDSGK K S 95.00% 41.2 38.2 0 2 530.7302 1,589.17 1,588.88 3 1.295 184 6 20 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% VETGVLKPGmVVTFAPVNVTTEVK R S 95.00% 45.4 35.5 1.4 2 m10: Oxidation (+15.99) 844.5902 2,530.75 2,531.38 3 0.3768 148.8 267 290 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% VETGVLKPGMVVTFAPVNVTTEVK R S 95.00% 48.7 35.5 1.85 2 839.4635 2,515.37 2,515.38 3 0.9918 -4.363 267 290 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% YYVTIIDAPGHR K D 95.00% 28 38.4 0.745 2 468.9974 1,403.97 1,404.73 3 0.2504 178.2 85 96 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% YYVTIIDAPGHR K D 95.00% 40.8 38.4 0 2 469.3389 1,405.00 1,404.73 3 1.275 193.7 85 96 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% YYVTIIDAPGHR K D 95.00% 46.8 38.4 4.15 2 469.0042 1,403.99 1,404.73 3 0.271 192.9 85 96 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% YYVTIIDAPGHR K D 95.00% 48.8 38.4 1.96 2 468.9733 1,403.90 1,404.73 3 0.1783 126.9 85 96 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% YYVTIIDAPGHR K D 95.00% 52.8 38.4 3.04 2 468.9677 1,403.88 1,404.73 3 0.1614 114.8 85 96 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% YYVTIIDAPGHR K D 95.00% 53.9 38.4 3.8 2 468.9938 1,403.96 1,404.73 3 0.2398 170.7 85 96 TRUE

LX-2 Repeat 1 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 28 21.90% YYVTIIDAPGHR K D 95.00% 67.4 38.4 4.1 2 703.4381 1,404.86 1,404.73 2 1.142 98.95 85 96 TRUE

LX-2 Repeat 1 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% DTDIVDEAIYYFK K A 95.00% 64.4 38 1.17 2 796.9363 1,591.86 1,591.75 2 1.112 68.87 38 50 TRUE

LX-2 Repeat 1 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% DTDIVDEAIYYFK K A 95.00% 79.6 37.9 3.59 2 796.4598 1,590.91 1,591.75 2 0.1595 100.2 38 50 TRUE

LX-2 Repeat 1 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% ETKDTDIVDEAIYYFK R A 95.00% 45.6 37.2 0 2 650.6662 1,948.98 1,949.94 3 0.04585 23.51 35 50 TRUE

LX-2 Repeat 1 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% LIGNMALLPIR K S 95.00% 51.7 38.6 0 2 605.8683 1,209.72 1,210.73 2 -0.004973 -4.107 15 25 TRUE

LX-2 Repeat 1 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% LIGNmALLPIR K S 95.00% 69 38.6 0 2 m5: Oxidation (+15.99) 613.9344 1,225.85 1,226.73 2 0.1323 107.9 15 25 TRUE

LX-2 Repeat 1 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% LIGNMALLPIR K S 95.00% 70.5 38.6 0 2 605.9123 1,209.81 1,210.73 2 0.08301 68.56 15 25 TRUE

LX-2 Repeat 1 LAMB2 Laminin subunit beta-2 precursor IPI00296922 195,957.90 99.80% 2 2 2 2.73% TGGSAQPETPYSGPGLLIDSLVLLPR R V 95.00% 38.9 35.4 0 2 880.2852 2,637.83 2,638.41 3 0.4319 163.7 698 723 TRUE

LX-2 Repeat 1 LAMB2 Laminin subunit beta-2 precursor IPI00296922 195,957.90 99.80% 2 2 2 2.73% VLDPAIPIPDPYSSR R I 95.00% 7.75 37.8 1.51 2 821.059 1,640.10 1,639.87 2 1.242 145.5 221 235 TRUE

LX-2 Repeat 1 LAMB2 Laminin subunit beta-2 precursor IPI00296922 195,957.90 99.80% 2 2 2 2.73% VLELSIPASAEQIQHLAGAIAER R V 95.00% 30.9 35.8 1.64 2 806.4741 2,416.40 2,416.32 3 1.088 35.37 1540 1562 TRUE

LX-2 Repeat 1 BCAM Lutheran blood group glycoprotein precursor IPI00002406,IPI00554618,IPI00794214 67,385.90 99.80% 2 2 2 3.82% LSVPPLVEVMR R G 95.00% 55.4 38.5 3.12 2 620.4103 1,238.81 1,239.71 2 0.1002 80.84 35 45 TRUE

LX-2 Repeat 1 BCAM Lutheran blood group glycoprotein precursor IPI00002406,IPI00554618,IPI00794214 67,385.90 99.80% 2 2 2 3.82% VAYLDPLELSEGK R V 95.00% 61.9 38.4 4.13 2 717.4067 1,432.80 1,433.75 2 0.05377 37.5 358 370 TRUE

LX-2 Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 4 4 5 6.48% ITESEEVVSR R E 95.00% 69.7 39.2 2.32 2 574.8526 1,147.69 1,148.58 2 0.1186 103.3 63 72 TRUE

LX-2 Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 4 4 5 6.48% LADALQELR R A 95.00% 65.7 39.3 0.77 2 514.816 1,027.62 1,028.57 2 0.05106 49.63 241 249 TRUE

LX-2 Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 4 4 5 6.48% SGAQASSTPLSPTR R I 95.00% 66 38.9 2.15 2 680.358 1,358.70 1,359.69 2 0.02238 16.46 12 25 TRUE

LX-2 Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 4 4 5 6.48% SLETENAGLR R L 95.00% 52.4 39.6 0 2 545.8219 1,089.63 1,089.55 2 1.083 73.53 51 60 TRUE

LX-2 Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 4 4 5 6.48% SLETENAGLR R L 95.00% 54.7 39.6 0 2 545.3502 1,088.69 1,089.55 2 0.1396 128.1 51 60 TRUE

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 28.2 39.9 1.08 2 472.8369 943.6593 944.5313 2 0.1353 143.2 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 34 39.9 0.921 2 472.8515 943.6883 944.5313 2 0.1643 173.9 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 37.7 39.9 1.27 2 472.8236 943.6327 944.5313 2 0.1086 115 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 43.9 39.9 0.796 2 472.8446 943.6746 944.5313 2 0.1505 159.3 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 46.5 39.9 0 2 472.8543 943.6941 944.5313 2 0.17 179.9 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 48.7 39.9 1.34 2 472.8366 943.6586 944.5313 2 0.1345 142.4 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 51 39.9 1.11 2 472.8157 943.6168 944.5313 2 0.09276 98.2 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 54.8 39.9 1.09 2 472.831 943.6475 944.5313 2 0.1234 130.7 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 54.9 39.9 0 2 472.8495 943.6844 944.5313 2 0.1603 169.7 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 57.6 39.9 1.68 2 472.8357 943.6568 944.5313 2 0.1328 140.5 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 58 39.9 0.921 2 472.8188 943.6231 944.5313 2 0.09902 104.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 61 39.9 1.2 2 472.8286 943.6426 944.5313 2 0.1185 125.5 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 61.5 39.9 1.35 2 472.8547 943.6949 944.5313 2 0.1709 180.9 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 61.8 39.9 0.854 2 472.8401 943.6656 944.5313 2 0.1415 149.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 62.9 39.9 1.7 2 472.8218 943.629 944.5313 2 0.1049 111.1 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% AGLQFPVGR R I 95.00% 66.2 39.9 0.959 2 472.8269 943.6392 944.5313 2 0.1152 121.9 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% ATIAGGGVIPHIHK K S 95.00% 36.8 38.4 1.77 2 685.9097 1,369.80 1,370.79 2 0.02161 15.76 103 116 TRUE

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% ATIAGGGVIPHIHK K S 95.00% 42 38.4 0.854 2 685.8878 1,369.76 1,370.79 2 -0.02227 -16.25 103 116 TRUE

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% GDEELDSLIK R A 89.90% 35.7 39.6 0 2 559.8772 1,117.74 1,118.56 2 0.1893 169.2 93 102 TRUE

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% GDEELDSLIK R A 91.70% 36.5 39.6 0 2 559.8084 1,117.60 1,118.56 2 0.05171 46.23 93 102 TRUE

LX-2 Repeat 1 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 5 25.80% GDEELDSLIK R A 95.00% 49.7 39.6 0 2 559.8409 1,117.67 1,118.56 2 0.1167 104.3 93 102 TRUE

LX-2 Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 4 4 5 19.10% GALQNIIPASTGAAK R A 95.00% 36.9 38.4 1.48 2 706.9249 1,411.84 1,411.79 2 1.052 34.84 201 215 TRUE

LX-2 Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 4 4 5 19.10% LISWYDNEFGYSNR K V 95.00% 48.7 37.9 1.14 2 883.0299 1,764.05 1,763.80 2 1.25 140.2 310 323 TRUE

LX-2 Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 4 4 5 19.10% LVINGNPITIFQER K D 95.00% 59.3 38.2 3.24 2 807.5874 1,613.16 1,613.90 2 0.2664 165 67 80 TRUE

LX-2 Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 4 4 5 19.10% LVINGNPITIFQER K D 95.00% 75.6 38.2 4.55 2 807.5392 1,613.06 1,613.90 2 0.17 105.3 67 80 TRUE

LX-2 Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 4 4 5 19.10% VIISAPSADAPMFVMGVNHEK R Y 95.00% 52.9 36.2 0 2 738.4288 2,212.26 2,213.11 3 0.1623 73.31 119 139 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% cELDTAcPR R G 95.00% 52.4 39.5 2.66 2 c1: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 561.2756 1,120.54 1,121.47 2 0.07231 64.47 935 943 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% cELDTAcPR R G 95.00% 57.7 39.5 3.37 2 c1: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 561.2988 1,120.58 1,121.47 2 0.1188 105.9 935 943 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% cNcNSGYEPDASGR R N 95.00% 23.4 38.1 3.96 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 793.4464 1,584.88 1,586.60 2 -0.7103 184.4 793 806 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% GTcWLNIQDSR K C 95.00% 68.1 38.8 2.22 2 c3: Carbamidomethyl (+57.02) 675.8403 1,349.67 1,349.63 2 1.046 32.39 896 906 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% LLcDNGLcR R N 95.00% 46.1 39.5 0.921 2 c3: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 560.8264 1,119.64 1,120.52 2 0.1216 108.5 819 827 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% LSSTGLIcIDSLK K G 95.00% 78.7 38.3 4.68 2 c8: Carbamidomethyl (+57.02) 703.9463 1,405.88 1,406.76 2 0.1291 91.74 883 895 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% NcmDIDEcERNPLLcR K G 95.00% 38.5 36.6 0 2 c2: Carbamidomethyl (+57.02), m3: Oxidation (+15.99), c8: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 704.7231 2,111.15 2,110.88 3 1.277 130 1155 1170 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 31.6 37.7 1 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9772 1,691.91 1,692.67 3 0.2467 145.8 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 34.3 37.7 1.17 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9043 1,691.69 1,692.67 3 0.02802 16.55 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 36.3 37.7 1.77 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9615 1,691.86 1,692.67 3 0.1997 118 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 38.5 37.7 3.64 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.954 1,691.84 1,692.67 3 0.1772 104.7 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 41.8 37.6 0 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.2962 1,692.87 1,692.67 3 1.204 118.7 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 43.6 37.7 2.25 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9555 1,691.84 1,692.67 3 0.1817 107.3 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 52.6 37.7 0 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9682 1,691.88 1,692.67 3 0.2197 129.8 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 57 37.7 0.796 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9782 1,691.91 1,692.67 3 0.2497 147.5 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 58.8 37.6 1.24 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.2846 1,692.83 1,692.67 3 1.169 98.08 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 59.5 37.7 3.08 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9645 1,691.87 1,692.67 3 0.2085 123.2 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 68.9 37.7 2.62 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9482 1,691.82 1,692.67 3 0.1597 94.36 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% RPDGEGcVDENEcR R T 95.00% 82 37.7 4.48 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9143 1,691.72 1,692.67 3 0.0581 34.32 2330 2343 TRUE

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 50.2 38 1.92 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9654 1,583.92 1,584.80 2 0.1248 78.75 103 116 FALSE IPI00784458

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 61.5 38.1 1.85 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 793.4978 1,584.98 1,584.80 2 1.19 117.8 103 116 FALSE IPI00784458

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 66.5 38 2.54 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9766 1,583.94 1,584.80 2 0.1471 92.81 103 116 FALSE IPI00784458

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 67.6 38 4.09 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9825 1,583.95 1,584.80 2 0.159 100.3 103 116 FALSE IPI00784458

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 68.8 38 5.21 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9643 1,583.91 1,584.80 2 0.1225 77.3 103 116 FALSE IPI00784458

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 72.2 38 1.42 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 793.0128 1,584.01 1,584.80 2 0.2195 138.5 103 116 FALSE IPI00784458

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 77.8 38 4.11 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9603 1,583.91 1,584.80 2 0.1145 72.26 103 116 FALSE IPI00784458

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 84.3 38 2.47 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9764 1,583.94 1,584.80 2 0.1468 92.64 103 116 FALSE IPI00784458

LX-2 Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 7 7 19 3.43% TLPGGNQcIVPIcR K N 95.00% 100 38 3.1 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9783 1,583.94 1,584.80 2 0.1505 94.97 103 116 FALSE IPI00784458

LX-2 Repeat 1 LAMC1 Laminin subunit gamma-1 precursor IPI00298281 177,587.10 100.00% 4 4 4 3.54% LSAEDLVLEGAGLR R V 95.00% 75.2 38.4 1.8 2 721.9434 1,441.87 1,442.79 2 0.09441 65.43 590 603 TRUE

LX-2 Repeat 1 LAMC1 Laminin subunit gamma-1 precursor IPI00298281 177,587.10 100.00% 4 4 4 3.54% NTIEETGNLAEQAR R A 95.00% 32.6 38.2 2.39 2 773.4008 1,544.79 1,545.75 2 0.04387 28.38 1122 1135 TRUE

LX-2 Repeat 1 LAMC1 Laminin subunit gamma-1 precursor IPI00298281 177,587.10 100.00% 4 4 4 3.54% SQEcYFDPELYR R S 95.00% 65 37.8 3 2 c4: Carbamidomethyl (+57.02) 803.9466 1,605.88 1,606.68 2 0.2016 125.5 348 359 TRUE

LX-2 Repeat 1 LAMC1 Laminin subunit gamma-1 precursor IPI00298281 177,587.10 100.00% 4 4 4 3.54% TGQcEcQPGITGQHcER R C 95.00% 48.2 37 1.15 2 c4: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 673.3421 2,017.00 2,017.83 3 0.1842 91.26 951 967 TRUE

LX-2 Repeat 1 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 99.80% 2 2 2 6.06% LFcVGFTK R K 91.50% 36.2 39.4 0 2 c3: Carbamidomethyl (+57.02) 486.3626 970.7106 971.502 2 0.2159 222.2 137 144 TRUE

LX-2 Repeat 1 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 99.80% 2 2 2 6.06% TTDGYLLR K L 95.00% 51.6 39 1.31 2 469.8083 937.602 938.4943 2 0.1149 122.4 129 136 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% AAVAASGLNTMLEGNGQYTLLAPTNEAFEK R I 93.20% 31.1 34 0 2 1,028.28 3,081.83 3,081.52 3 1.314 100.8 258 287 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% ADHHATNGVVHLIDK K V 95.00% 31.7 37.9 1.11 2 543.0338 1,626.08 1,626.83 3 0.2521 154.9 220 234 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% DGTPPIDAHTR K N 95.00% 30 39.1 1.77 2 590.3672 1,178.72 1,179.58 2 0.1516 128.5 422 432 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% DLLNNHILK R S 95.00% 32 39.3 1.07 2 540.3859 1,078.76 1,079.62 2 0.1436 133 305 313 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% EGVYTVFAPTNEAFR R A 95.00% 22.5 37.7 1.68 2 851.0165 1,700.02 1,700.83 2 0.1978 116.3 534 548 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% EGVYTVFAPTNEAFR R A 95.00% 25.8 37.7 1.25 2 850.9869 1,699.96 1,700.83 2 0.1388 81.58 534 548 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% EGVYTVFAPTNEAFR R A 95.00% 37.4 37.7 4.12 2 851.0154 1,700.02 1,700.83 2 0.1957 115.1 534 548 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% EGVYTVFAPTNEAFR R A 95.00% 77.7 37.8 1.1 2 568.033 1,701.08 1,700.83 3 1.257 149.2 534 548 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% FSMLVAAIQSAGLTETLNR R E 95.00% 38 36.9 1.85 2 674.7239 2,021.15 2,022.07 3 0.0881 43.57 515 533 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% FSmLVAAIQSAGLTETLNR R E 95.00% 45.6 36.8 0 2 m3: Oxidation (+15.99) 680.0752 2,037.20 2,038.06 3 0.1471 72.19 515 533 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% FSmLVAAIQSAGLTETLNR R E 95.00% 54.1 36.8 7.74 2 m3: Oxidation (+15.99) 1,019.65 2,037.28 2,038.06 2 0.2249 110.3 515 533 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% FSMLVAAIQSAGLTETLNR R E 95.00% 63 36.9 3.16 2 675.0738 2,022.20 2,022.07 3 1.138 66.74 515 533 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% FSMLVAAIQSAGLTETLNR R E 95.00% 71.9 36.9 9.43 2 1,011.60 2,021.19 2,022.07 2 0.1259 62.28 515 533 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% FSMLVAAIQSAGLTETLNR R E 95.00% 73.9 36.9 2.29 2 674.6864 2,021.04 2,022.07 3 -0.02442 -12.08 515 533 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% GcPAALPLSNLYETLGVVGSTTTQLYTDR K T 95.00% 26.2 34 1.52 2 c2: Carbamidomethyl (+57.02) 1,033.32 3,096.93 3,097.55 3 0.3853 124.4 96 124 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% GDELADSALEIFK R Q 95.00% 41.1 38.3 1.82 2 704.3906 1,406.77 1,407.70 2 0.07353 52.23 643 655 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% GDELADSALEIFK R Q 95.00% 74.3 38.3 3.34 2 704.3685 1,406.72 1,407.70 2 0.0293 20.81 643 655 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% ILGDPEALR R D 95.00% 41 38.9 0 2 492.3387 982.6628 983.5522 2 0.1179 119.8 296 304 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% IPSETLNR K I 95.00% 44.9 39.7 1.09 2 465.3216 928.6286 929.5051 2 0.1308 140.7 288 295 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% IPSETLNR K I 95.00% 53.7 39.7 1.55 2 465.3117 928.6089 929.5051 2 0.1111 119.5 288 295 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% IPSETLNR K I 95.00% 57.7 39.7 2.18 2 465.3349 928.6553 929.5051 2 0.1574 169.3 288 295 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 32.4 38.7 0.959 2 658.4103 1,314.81 1,315.80 2 0.01473 11.19 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 37.1 38.8 1.47 2 658.9053 1,315.80 1,315.80 2 1.005 1.518 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 39.5 38.7 0 2 658.4507 1,314.89 1,315.80 2 0.09557 72.63 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 40 38.7 0.745 2 658.4567 1,314.90 1,315.80 2 0.1075 81.68 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 40.7 38.7 1.41 2 658.4196 1,314.82 1,315.80 2 0.03348 25.44 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 40.8 38.7 1.3 2 658.3269 1,314.64 1,315.80 2 -0.1519 -115.5 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 44.2 38.7 1.89 2 658.4175 1,314.82 1,315.80 2 0.02913 22.14 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 51.1 38.7 0 2 658.4703 1,314.93 1,315.80 2 0.1347 102.4 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% LTLLAPLNSVFK R D 95.00% 70.9 38.8 1.74 2 658.8973 1,315.78 1,315.80 2 0.9888 -10.54 410 421 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% NSLcIENScIAAHDK R R 93.70% 35.2 37.8 0 2 c4: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 578.0035 1,730.99 1,731.78 3 0.2169 125.2 470 484 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% QAGLGNHLSGSER R L 95.00% 65.5 38.5 4.39 2 663.3785 1,324.74 1,325.66 2 0.09396 70.87 397 409 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% qHGPNVcAVQK R V 95.00% 0 0 4.49 2 c7: Carbamidomethyl (+57.02), n-term: Pyro-cmC (-17.03) 610.8694 1,219.72 1,220.58 2 0.1473 120.7 43 53 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% RVLTDELK R H 95.00% 29.7 40 1 2 487.3242 972.6338 973.5678 2 0.07327 75.26 179 186 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% SLQGDKLEVSLK K N 95.00% 56 38.8 4.39 2 658.918 1,315.82 1,316.74 2 0.08638 65.6 591 602 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% SPYQLVLQHSR K L 95.00% 67.5 38.7 2.6 2 664.4046 1,326.79 1,327.71 2 0.09014 67.88 28 38 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% STVISYEccPGYEK K V 95.00% 44.9 37.7 5.04 2 c8: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 846.9543 1,691.89 1,692.72 2 0.1768 104.4 77 90 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% STVISYEccPGYEKVPGEK K G 95.00% 45.7 36.5 0 2 c8: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 735.3926 2,203.16 2,203.00 3 1.158 70.65 77 95 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% VISTITNNIQQIIEIEDTFETLR K A 95.00% 45.2 35.1 2.08 2 897.9488 2,690.82 2,690.43 3 1.407 150.1 235 257 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% VLTPPMGTVMDVLK R G 95.00% 27.7 38.2 1.96 2 750.9369 1,499.86 1,500.82 2 0.04986 33.22 497 510 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% VLTPPMGTVMDVLK R G 95.00% 31.2 38.4 0.824 2 751.4306 1,500.85 1,500.82 2 1.037 22.98 497 510 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% VLTPPmGTVMDVLK R G 95.00% 37.3 38.3 0 2 m6: Oxidation (+15.99) 758.9531 1,515.89 1,516.81 2 0.08733 57.57 497 510 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% VLTPPmGTVMDVLK R G 95.00% 50.5 38.3 0 2 m6: Oxidation (+15.99) 758.9365 1,515.86 1,516.81 2 0.05411 35.67 497 510 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% VLTPPMGTVMDVLK R G 95.00% 64.4 38.2 4.46 2 750.9448 1,499.88 1,500.82 2 0.06549 43.64 497 510 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YGTLFTMDR R V 95.00% 38.7 39.7 0.824 2 552.7674 1,103.52 1,103.52 2 1.008 5.146 488 496 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YGTLFTMDR R V 95.00% 40.3 39.7 0 2 552.8295 1,103.64 1,103.52 2 1.133 117.6 488 496 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YGTLFTMDR R V 95.00% 46 39.7 3.77 2 552.3143 1,102.61 1,103.52 2 0.1021 92.5 488 496 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YGTLFTmDR R V 95.00% 46.2 39.6 0 2 m7: Oxidation (+15.99) 560.3178 1,118.62 1,119.51 2 0.1142 102 488 496 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YHIGDEILVSGGIGALVR K L 95.00% 33.9 37.2 0.745 2 624.0814 1,869.22 1,869.02 3 1.206 108.9 571 588 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YHIGDEILVSGGIGALVR K L 95.00% 39 37.2 0 2 624.0007 1,868.98 1,869.02 3 0.9644 -20.47 571 588 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YHIGDEILVSGGIGALVR K L 95.00% 56.8 37.1 3.48 2 623.7419 1,868.20 1,869.02 3 0.1881 100.7 571 588 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YHIGDEILVSGGIGALVR K L 95.00% 60.9 37.1 3.41 2 623.704 1,868.09 1,869.02 3 0.07427 39.74 571 588 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YHIGDEILVSGGIGALVR K L 95.00% 62.4 37.1 2.74 2 623.446 1,867.32 1,869.02 3 -0.6998 162.1 571 588 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YHIGDEILVSGGIGALVR K L 95.00% 83.9 37.2 2.42 2 623.9893 1,868.95 1,869.02 3 0.9301 -38.83 571 588 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YLYHGQTLETLGGK K K 95.00% 40.2 37.8 0 2 527.3621 1,579.06 1,579.81 3 0.2601 164.6 448 461 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YLYHGQTLETLGGK K K 95.00% 45.2 37.8 0 2 527.3379 1,578.99 1,579.81 3 0.1875 118.7 448 461 TRUE

LX-2 Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 24 27 57 49.30% YLYHGQTLETLGGK K K 95.00% 48.9 37.8 1.57 2 790.4865 1,578.96 1,579.81 2 0.1539 97.4 448 461 TRUE

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90% EFADSLGIPFLETSAK K N 95.00% 69.4 37.7 0.854 2 863.0149 1,724.02 1,724.87 2 0.1482 85.89 138 153 FALSE IPI00005719

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90% LLLIGDSGVGK K S 95.00% 57.1 39.6 1.6 2 536.3478 1,070.68 1,071.64 2 0.04713 43.97 11 21 FALSE IPI00005719

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90% LLLIGDSGVGK K S 95.00% 61.9 39.6 2.41 2 536.3703 1,070.73 1,071.64 2 0.09213 85.96 11 21 FALSE IPI00005719

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90% LLLIGDSGVGK K S 95.00% 62.4 39.6 2.49 2 536.3653 1,070.72 1,071.64 2 0.08213 76.63 11 21 FALSE IPI00005719

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90% LQIWDTAGQER K F 91.40% 35.5 38.8 0 2 658.883 1,315.75 1,316.66 2 0.09918 75.32 59 69 FALSE IPI00005719

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90% LQIWDTAGQER K F 95.00% 45.6 38.8 0 2 658.8951 1,315.78 1,316.66 2 0.1234 93.69 59 69 FALSE IPI00005719

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90% LQIWDTAGQER K F 95.00% 49.1 38.8 0 2 658.8832 1,315.75 1,316.66 2 0.09965 75.68 59 69 FALSE IPI00005719

LX-2 Repeat 1 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 3 3 8 18.90% LQIWDTAGQER K F 95.00% 66.1 38.9 1.51 2 659.389 1,316.76 1,316.66 2 1.111 82.33 59 69 FALSE IPI00005719

LX-2 Repeat 1 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 99.80% 2 2 3 2.81% MLAIYDGFDGFAK R G 95.00% 56.8 38.5 1.92 2 724.4103 1,446.81 1,447.69 2 0.1204 83.18 443 455 TRUE

LX-2 Repeat 1 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 99.80% 2 2 3 2.81% TFVLEVMGR R H 95.00% 34.8 39.2 1.72 2 526.3511 1,050.69 1,051.56 2 0.1344 127.8 211 219 TRUE

LX-2 Repeat 1 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 99.80% 2 2 3 2.81% TFVLEVMGR R H 95.00% 42.9 39.2 1.46 2 526.3561 1,050.70 1,051.56 2 0.1443 137.2 211 219 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 90.80% 33.9 37.5 0 2 872.5318 1,743.05 1,743.82 2 0.2369 135.8 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 91.90% 34.5 37.6 0 2 m5: Oxidation (+15.99) 880.5548 1,759.10 1,759.81 2 0.2881 163.7 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGIMNSFVNDIFER K I 92.20% 19.9 37.6 0.824 2 m2: Oxidation (+15.99) 880.5015 1,758.99 1,759.81 2 0.1814 103.1 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 93.10% 34.6 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.9754 1,775.90 1,775.81 3 1.103 56.19 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 30.9 37.6 1.55 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4963 1,774.98 1,775.81 2 0.1761 99.15 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 31 37.7 2.23 2 872.9942 1,743.97 1,743.82 2 1.162 91.09 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 32.7 37.5 0.745 2 872.4832 1,742.95 1,743.82 2 0.1398 80.17 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 36.2 37.6 0 2 m5: Oxidation (+15.99) 587.3002 1,758.88 1,759.81 3 0.07174 40.76 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGIMNSFVNDIFER K I 95.00% 38.7 37.6 2.96 2 m2: Oxidation (+15.99) 880.5175 1,759.02 1,759.81 2 0.2134 121.3 59 73 TRUE

Number of unique peptidesBiological sample name Gene symbol and protein name Protein accession numbers Protein molecular weight (Da) Protein identification probability ModificationsNumber of unique spectra Number of total spectra Percentage sequence coverage Peptide sequence Previous amino acid Next amino acid Peptide identification probability Mascot Ion score Mascot Identity score X! Tandem -log(e) score Number of enzymatic termini Peptide start index Peptide stop index Exclusive (*) Other proteins matched to peptideObserved m/z Actual peptide mass (AMU) Calculated +1H Peptide Mass (AMU) Spectrum charge Actual minus calculated peptide mass (AMU) Actual minus calculated peptide mass (PPM)
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LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 39 37.6 1.44 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5193 1,775.02 1,775.81 2 0.2221 125.1 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 40.8 37.6 0 2 m5: Oxidation (+15.99) 880.5042 1,758.99 1,759.81 2 0.1868 106.2 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 0 0 3.27 2 873.4803 1,744.95 1,743.82 2 2.134 73.58 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 41 37.7 0 2 872.9763 1,743.94 1,743.82 2 1.126 70.6 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 41.2 37.7 1.85 2 m5: Oxidation (+15.99) 880.9847 1,759.95 1,759.81 2 1.148 82.38 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 42 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.8722 1,775.59 1,775.81 3 0.7928 -118.2 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 42.8 37.7 0 2 873.0063 1,744.00 1,743.82 2 1.186 105 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 43.3 37.5 2.19 2 582.0324 1,743.08 1,743.82 3 0.2632 150.9 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 44.6 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.7102 1,775.11 1,775.81 3 0.3068 172.7 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 46.2 37.5 5.15 2 872.544 1,743.07 1,743.82 2 0.2613 149.8 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 47 37.7 1.72 2 582.3348 1,743.98 1,743.82 3 1.17 96.14 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGIMNSFVNDIFER K I 95.00% 47.2 37.7 4.28 2 m2: Oxidation (+15.99) 881.0152 1,760.02 1,759.81 2 1.209 117.1 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 47.7 37.7 4.49 2 872.9703 1,743.93 1,743.82 2 1.114 63.73 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGIMNSFVNDIFER K I 95.00% 49.8 37.7 0 2 m2: Oxidation (+15.99) 881.0077 1,760.00 1,759.81 2 1.194 108.6 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 50.1 37.6 2.7 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.5489 1,774.63 1,775.81 3 -0.1769 -99.64 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 50.9 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0063 1,776.00 1,775.81 2 1.196 108.9 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 53.1 37.6 4.18 2 m5: Oxidation (+15.99) 880.4853 1,758.96 1,759.81 2 0.149 84.67 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 53.2 37.6 2.77 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5005 1,774.99 1,775.81 2 0.1846 104 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 55.3 37.5 0 2 581.9976 1,742.97 1,743.82 3 0.159 91.2 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 55.7 37.7 2.35 2 873.0303 1,744.05 1,743.82 2 1.234 132.5 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 56.7 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.5602 1,774.66 1,775.81 3 -0.1432 -80.63 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 58.5 37.7 0 2 582.367 1,744.08 1,743.82 3 1.267 151.4 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 58.8 37.5 4.28 2 872.5003 1,742.99 1,743.82 2 0.1739 99.73 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 58.8 37.5 4.82 2 581.9761 1,742.91 1,743.82 3 0.09426 54.05 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 60.8 37.7 0 2 m5: Oxidation (+15.99) 880.9881 1,759.96 1,759.81 2 1.155 86.22 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 61.1 37.5 3.44 2 872.5139 1,743.01 1,743.82 2 0.2012 115.3 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 61.9 37.7 3.48 2 873.0853 1,744.16 1,743.82 2 1.344 195.5 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 62.3 37.7 5.96 2 872.9943 1,743.97 1,743.82 2 1.162 91.23 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 62.4 37.5 4.96 2 872.5403 1,743.07 1,743.82 2 0.2539 145.6 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 62.4 37.5 7.62 2 582.078 1,743.21 1,743.82 3 0.4 229.3 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 63.6 37.6 6.89 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0223 1,776.03 1,775.81 2 1.228 126.8 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 64.2 37.7 0 2 873.0124 1,744.01 1,743.82 2 1.198 112 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 67.1 37.7 4.34 2 872.9859 1,743.96 1,743.82 2 1.145 81.66 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGImNSFVNDIFER K I 95.00% 72.8 37.6 6 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5219 1,775.03 1,775.81 2 0.2273 128 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 76.4 37.5 0 2 581.9062 1,742.70 1,743.82 3 -0.1153 -66.15 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 80.8 37.7 1.19 2 582.3507 1,744.03 1,743.82 3 1.218 123.4 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 80.9 37.7 5.19 2 m5: Oxidation (+15.99) 881.0313 1,760.05 1,759.81 2 1.241 135.3 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 81.3 37.6 6.39 2 m5: Oxidation (+15.99) 880.5275 1,759.04 1,759.81 2 0.2335 132.7 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 81.8 37.5 5.11 2 872.5126 1,743.01 1,743.82 2 0.1985 113.8 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 82.3 37.7 1.24 2 m5: Oxidation (+15.99) 587.6762 1,760.01 1,759.81 3 1.2 111.9 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 82.8 37.7 1.74 2 582.3097 1,743.91 1,743.82 3 1.095 52.92 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGIMNSFVNDIFER K I 95.00% 87.5 37.6 6.66 2 m2: Oxidation (+15.99) 880.5024 1,758.99 1,759.81 2 0.1833 104.1 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AmGIMNSFVNDIFER K I 95.00% 87.9 37.6 4.51 2 m2: Oxidation (+15.99) 880.4463 1,758.88 1,759.81 2 0.07101 40.35 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 93.3 37.5 8.96 2 872.5165 1,743.02 1,743.82 2 0.2064 118.4 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGImNSFVNDIFER K I 95.00% 94.7 37.6 4.47 2 m5: Oxidation (+15.99) 880.5421 1,759.07 1,759.81 2 0.2626 149.2 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% AMGIMNSFVNDIFER K I 95.00% 95.3 37.5 4.28 2 872.5757 1,743.14 1,743.82 2 0.3247 186.2 59 73 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% ESYSVYVYK K V 95.00% 40.9 39.1 1.57 2 569.3487 1,136.68 1,137.55 2 0.1439 126.5 36 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% ESYSVYVYK K V 95.00% 45.6 39.1 0 2 569.3409 1,136.67 1,137.55 2 0.1283 112.8 36 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% ESYSVYVYK K V 95.00% 46.7 39.3 1.57 2 568.7903 1,135.57 1,137.55 2 -0.9729 26.27 36 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% ESYSVYVYK K V 95.00% 57.6 39.1 1 2 569.3767 1,136.74 1,137.55 2 0.2 175.8 36 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% ESYSVYVYK K V 95.00% 57.8 39.1 0 2 569.366 1,136.72 1,137.55 2 0.1786 156.9 36 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% ESYSVYVYK K V 95.00% 59.6 39.1 1.26 2 569.3121 1,136.61 1,137.55 2 0.07076 62.2 36 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% KESYSVYVYK R V 95.00% 33.4 38.8 5.37 2 633.3917 1,264.77 1,265.64 2 0.1349 106.6 35 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% KESYSVYVYK R V 95.00% 38 38.8 3.36 2 633.3706 1,264.73 1,265.64 2 0.09272 73.26 35 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% KESYSVYVYK R V 95.00% 47.1 38.8 3.01 2 633.3354 1,264.66 1,265.64 2 0.02246 17.74 35 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% KESYSVYVYK R V 95.00% 52.7 38.8 3.2 2 633.3588 1,264.70 1,265.64 2 0.06917 54.65 35 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% KESYSVYVYK R V 95.00% 53 38.8 3.7 2 633.3699 1,264.73 1,265.64 2 0.09132 72.15 35 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% KESYSVYVYK R V 95.00% 53.2 38.8 6 2 633.3723 1,264.73 1,265.64 2 0.09613 75.95 35 44 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% LLLPGELAK R H 92.90% 36.3 38.8 0 2 477.4088 952.803 953.6032 2 0.207 217 101 109 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% LLLPGELAK R H 94.20% 37.2 38.8 0 2 477.362 952.7095 953.6032 2 0.1136 119.1 101 109 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% LLLPGELAK R H 95.00% 38.2 38.8 0 2 477.3419 952.6693 953.6032 2 0.07336 76.92 101 109 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% LLLPGELAK R H 95.00% 41.2 38.8 0 2 477.3555 952.6965 953.6032 2 0.1006 105.4 101 109 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% LLLPGELAK R H 95.00% 44 38.8 0 2 477.3571 952.6996 953.6032 2 0.1036 108.6 101 109 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% LLLPGELAK R H 95.00% 45 38.8 0 2 477.408 952.8014 953.6032 2 0.2054 215.3 101 109 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% LLLPGELAK R H 95.00% 47.6 38.8 0 2 477.3264 952.6382 953.6032 2 0.0422 44.25 101 109 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% VLKQVHPDTGISSK K A 95.00% 31.4 38.2 1.29 2 503.7165 1,508.13 1,508.84 3 0.2916 193.2 45 58 TRUE

LX-2 Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 5 6 76 38.10% VLKQVHPDTGISSK K A 95.00% 54 38.2 4 2 503.7089 1,508.11 1,508.84 3 0.2689 178.2 45 58 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% IIDVVYNASNNELVR R T 95.00% 71 37.8 3.85 2 574.0359 1,719.09 1,718.91 3 1.186 106.6 78 92 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% IIDVVYNASNNELVR R T 95.00% 74.4 37.8 3.28 2 573.7244 1,718.15 1,718.91 3 0.2515 146.3 78 92 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% IIDVVYNASNNELVR R T 95.00% 80.4 37.8 5.12 2 860.0224 1,718.03 1,718.91 2 0.1304 75.85 78 92 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% ISSLLEEQFQQGK K L 95.00% 38.6 38.1 0.921 2 753.9069 1,505.80 1,506.78 2 0.02656 17.63 158 170 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% ISSLLEEQFQQGK K L 95.00% 75 38.1 1.4 2 754.399 1,506.78 1,506.78 2 1.011 5.305 158 170 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% LTPEEEEILNK K K 95.00% 47.3 38.7 1.42 2 657.8832 1,313.75 1,314.68 2 0.08016 60.97 129 139 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% NcIVLIDSTPYR K Q 95.00% 56.5 38.4 3.2 2 c2: Carbamidomethyl (+57.02) 725.9303 1,449.85 1,450.74 2 0.1173 80.83 99 110 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% NcIVLIDSTPYR K Q 95.00% 58.1 38.1 2.72 2 c2: Carbamidomethyl (+57.02) 726.4578 1,450.90 1,450.74 2 1.172 116.8 99 110 TRUE

LX-2 Repeat 1 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 5 6 9 30.80% QWYESHYALPLGR R K 94.20% 19.4 38 0.959 2 540.3302 1,617.97 1,619.80 3 -0.8205 112.5 111 123 TRUE

LX-2 Repeat 1 PCBP2 poly(rC)-binding protein 2 isoform a IPI00012066,IPI00216689,IPI00470509,IPI00796337 38,634.00 99.80% 2 2 2 6.56% IANPVEGSTDR K Q 95.00% 29.4 39.4 1.35 2 580.2962 1,158.58 1,158.58 2 1.01 6.339 324 334 TRUE

LX-2 Repeat 1 PCBP2 poly(rC)-binding protein 2 isoform a IPI00012066,IPI00216689,IPI00470509,IPI00796337 38,634.00 99.80% 2 2 2 6.56% IITLAGPTNAIFK R A 95.00% 43.9 38.8 0.824 2 679.5603 1,357.11 1,358.80 2 -0.6912 229.4 58 70 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% FFLSSGLIDK R V 95.00% 44.5 39.1 0 2 564.3669 1,126.72 1,126.61 2 1.112 97.04 190 199 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% FFLSSGLIDK R V 95.00% 53.1 38.9 0.921 2 563.8603 1,125.71 1,126.61 2 0.09883 87.71 190 199 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% FFLSSGLIDKVDNFK R S 95.00% 27.1 37.7 0.921 2 577.3619 1,729.06 1,729.92 3 0.1551 89.63 190 204 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% FFLSSGLIDKVDNFK R S 95.00% 37.5 37.7 0 2 577.3694 1,729.09 1,729.92 3 0.1775 102.6 190 204 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% FFLSSGLIDKVDNFK R S 95.00% 59.5 37.7 4.62 2 865.609 1,729.20 1,729.92 2 0.2946 170.3 190 204 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% GDFFYHSENPKYPEVGDLR R V 95.00% 35.2 36.3 0 2 757.8002 2,270.38 2,270.05 3 1.335 146.1 222 240 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% GDQLVPFSTK R S 95.00% 44.9 39.3 2.09 2 546.8584 1,091.70 1,091.57 2 1.136 122.1 269 278 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% ILYTLVDWFPVFR R D 95.00% 47.6 37.9 4.36 2 834.9353 1,667.86 1,668.91 2 -0.05167 -30.96 329 341 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% LVHIIGALR R T 95.00% 29.9 39.8 1.62 2 496.4205 990.8265 991.6412 2 0.1925 194.1 88 96 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% NPSAMAVESFMATAPFVQIGR K F 95.00% 45.6 36.6 1 2 742.432 2,224.27 2,224.09 3 1.193 85.28 169 189 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% QRGDQLVPFSTK R S 95.00% 39.3 38.7 2.66 2 688.4142 1,374.81 1,375.73 2 0.0881 64.03 267 278 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% TATSLAEGLSLVVSPDSIHSVAPENEGR K L 95.00% 27.6 34.7 0.77 2 946.2196 2,835.64 2,836.43 3 0.2118 74.66 60 87 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% TSSQPGFLER K L 95.00% 60.1 39.5 2.02 2 561.3399 1,120.67 1,121.56 2 0.114 101.6 19 28 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% VSFSYAGLSGDDPDLGPAHVVTVIAR R Q 95.00% 28.9 35.1 1.68 2 881.9284 2,642.76 2,643.34 3 0.4291 162.3 241 266 TRUE

LX-2 Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 12 13 15 38.20% YPEVGDLR K V 95.00% 46.3 39.8 0.824 2 474.8031 947.5916 948.4786 2 0.1202 126.7 233 240 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% EHINLGcDMDFDIAGPSIR R G 95.00% 62.6 36.7 3.19 2 c7: Carbamidomethyl (+57.02) 720.7286 2,159.16 2,159.99 3 0.1859 86.06 121 139 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% EHINLGcDMDFDIAGPSIR R G 95.00% 80.4 36.6 2.46 2 c7: Carbamidomethyl (+57.02) 721.0394 2,160.10 2,159.99 3 1.118 53.52 121 139 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% GALVLGYEGWLAGYQmNFETAK R S 95.00% 47.3 35.8 3.59 2 m16: Oxidation (+15.99) 812.4262 2,434.26 2,434.18 3 1.089 35.44 140 161 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% GALVLGYEGWLAGYQMNFETAK R S 95.00% 60.2 35.6 4.89 2 807.1716 2,418.49 2,418.18 3 1.32 131.2 140 161 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTFDSSFSPNTGK K K 95.00% 38.4 38.5 2.89 2 700.8746 1,399.73 1,400.67 2 0.07261 51.83 97 109 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTFDSSFSPNTGK K K 95.00% 43.8 38.5 3.72 2 700.8426 1,399.67 1,400.67 2 0.008633 6.163 97 109 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTFDSSFSPNTGK K K 95.00% 61 38.5 1.74 2 701.3738 1,400.73 1,400.67 2 1.071 48.69 97 109 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTFDSSFSPNTGK K K 95.00% 88.5 38.5 4.92 2 700.8678 1,399.72 1,400.67 2 0.05893 42.07 97 109 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTFDSSFSPNTGKK K N 95.00% 34.8 38.2 0.745 2 765.4419 1,528.87 1,528.76 2 1.112 71.6 97 110 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTFDSSFSPNTGKK K N 95.00% 38.6 38 2.66 2 764.3781 1,526.74 1,528.76 2 -1.015 -8.276 97 110 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTFDSSFSPNTGKK K N 95.00% 59 38.2 1.28 2 510.6566 1,528.95 1,528.76 3 1.191 123 97 110 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTLSALLDGK K N 95.00% 46.2 39.7 1.82 2 515.8503 1,029.69 1,030.61 2 0.07873 76.38 257 266 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTLSALLDGK K N 95.00% 51.2 39.7 0 2 515.9083 1,029.80 1,030.61 2 0.1948 189 257 266 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTLSALLDGK K N 95.00% 64 39.7 1.85 2 515.8723 1,029.73 1,030.61 2 0.1227 119 257 266 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTLSALLDGK K N 95.00% 70.9 39.7 0 2 515.8317 1,029.65 1,030.61 2 0.04159 40.35 257 266 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTLSALLDGK K N 95.00% 71.8 39.7 1.51 2 515.9045 1,029.79 1,030.61 2 0.1871 181.5 257 266 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% LTLSALLDGK K N 95.00% 78.7 39.7 2.36 2 515.8625 1,029.71 1,030.61 2 0.1032 100.1 257 266 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% TDEFQLHTNVNDGTEFGGSIYQK K V 95.00% 37.3 35.2 1.85 2 867.4969 2,599.47 2,600.19 3 0.2858 109.9 175 197 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% TDEFQLHTNVNDGTEFGGSIYQK K V 95.00% 40.2 35.2 0 2 867.5286 2,599.56 2,600.19 3 0.3811 146.6 175 197 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% TDEFQLHTNVNDGTEFGGSIYQK K V 95.00% 46.1 35.3 2.08 2 867.8493 2,600.53 2,600.19 3 1.343 130.9 175 197 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% TKSENGLEFTSSGSANTETTK K V 95.00% 46.7 36.3 0 2 730.6832 2,189.03 2,189.02 3 1.014 5.353 33 53 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% TKSENGLEFTSSGSANTETTK K V 95.00% 49.3 36.3 1.82 2 730.4277 2,188.26 2,189.02 3 0.248 113.3 33 53 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% VNNSSLIGLGYTQTLKPGIK K L 95.00% 28.8 36.6 1.49 2 701.8093 2,102.41 2,103.18 3 0.2321 110.4 237 256 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% VNNSSLIGLGYTQTLKPGIK K L 95.00% 45.1 36.6 0 2 701.7644 2,102.27 2,103.18 3 0.09757 46.39 237 256 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% VNNSSLIGLGYTQTLKPGIK K L 95.00% 69.4 36.6 2.54 2 702.1131 2,103.32 2,103.18 3 1.144 66.98 237 256 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% VTQSNFAVGYK R T 95.00% 49.2 38.8 2.92 2 607.3896 1,212.76 1,213.62 2 0.1508 124.2 164 174 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% VTQSNFAVGYK R T 95.00% 57.9 38.8 0 2 607.3494 1,212.68 1,213.62 2 0.07031 57.93 164 174 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% WNTDNTLGTEITVEDQLAR K G 95.00% 51.8 36.6 1.19 2 726.4433 2,176.31 2,176.05 3 1.263 119.7 75 93 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% WNTDNTLGTEITVEDQLAR K G 95.00% 54 36.5 0 2 726.1089 2,175.31 2,176.05 3 0.2603 119.6 75 93 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% WTEYGLTFTEK R W 94.50% 37.3 38.7 0 2 687.8764 1,373.74 1,374.66 2 0.08782 63.88 64 74 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% WTEYGLTFTEK R W 95.00% 40.7 38.7 0 2 687.7503 1,373.49 1,374.66 2 -0.1645 -119.7 64 74 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% WTEYGLTFTEK R W 95.00% 43.8 38.7 2.92 2 687.8844 1,373.75 1,374.66 2 0.1038 75.48 64 74 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% WTEYGLTFTEK R W 95.00% 56.8 38.7 1.27 2 687.9007 1,373.79 1,374.66 2 0.1364 99.19 64 74 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% YQIDPDAcFSAK K V 95.00% 22.2 38.4 3.48 2 c8: Carbamidomethyl (+57.02) 707.8943 1,413.77 1,414.63 2 0.1505 106.4 225 236 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% YQIDPDAcFSAK K V 95.00% 30 38.4 2.59 2 c8: Carbamidomethyl (+57.02) 707.8714 1,413.73 1,414.63 2 0.1047 73.98 225 236 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% YQIDPDAcFSAK K V 95.00% 50.1 38.4 4.96 2 c8: Carbamidomethyl (+57.02) 707.8674 1,413.72 1,414.63 2 0.09666 68.32 225 236 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% YQIDPDAcFSAK K V 95.00% 51.4 38.5 6.09 2 c8: Carbamidomethyl (+57.02) 708.3532 1,414.69 1,414.63 2 1.068 46.29 225 236 TRUE

LX-2 Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 13 38 64.30% YQIDPDAcFSAK K V 95.00% 60.6 38.4 4.96 2 c8: Carbamidomethyl (+57.02) 707.8598 1,413.71 1,414.63 2 0.08146 57.58 225 236 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% LTFDTTFSPNTGK K K 95.00% 44.6 38.6 2 2 714.8956 1,427.78 1,428.70 2 0.08309 58.15 123 135 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% LTFDTTFSPNTGK K K 95.00% 73.2 38.6 4.62 2 714.8778 1,427.74 1,428.70 2 0.04753 33.26 123 135 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% LTFDTTFSPNTGK K K 95.00% 86.4 38.6 5.11 2 714.8935 1,427.77 1,428.70 2 0.07898 55.28 123 135 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% LTLSALVDGK K S 95.00% 72.1 39.9 1.42 2 508.873 1,015.73 1,016.60 2 0.1399 137.6 283 292 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% LTLSALVDGK K S 95.00% 75.7 39.9 1 2 508.8722 1,015.73 1,016.60 2 0.1382 135.9 283 292 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% LTLSALVDGK K S 95.00% 76.8 40 2.22 2 509.3544 1,016.69 1,016.60 2 1.103 98.29 283 292 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% NNFAVGYR R T 95.00% 26.1 38.8 1.04 2 470.7619 939.5093 940.4634 2 0.05316 56.52 193 200 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% NNFAVGYR R T 95.00% 38.2 38.8 0.959 2 470.775 939.5354 940.4634 2 0.07925 84.26 193 200 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% TGDFQLHTNVNDGTEFGGSIYQK R V 95.00% 52.8 35.5 1.7 2 843.5102 2,527.51 2,528.17 3 0.3469 137.2 201 223 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% TGDFQLHTNVNDGTEFGGSIYQK R V 95.00% 56 35.5 5.2 2 843.3902 2,527.15 2,528.17 3 -0.01315 -5.201 201 223 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% WcEYGLTFTEK K W 95.00% 65.1 38.4 2.92 2 c2: Carbamidomethyl (+57.02) 717.3676 1,432.72 1,433.64 2 0.08725 60.86 90 100 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% WNTDNTLGTEIAIEDQIcQGLK K L 95.00% 40.7 35.9 0 2 c18: Carbamidomethyl (+57.02) 840.7802 2,519.32 2,519.21 3 1.117 45.46 101 122 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% WNTDNTLGTEIAIEDQIcQGLK K L 95.00% 45 35.6 0 2 c18: Carbamidomethyl (+57.02) 840.5077 2,518.50 2,519.21 3 0.2998 119 101 122 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% YQLDPTASISAK K V 95.00% 32.3 38.9 4.24 2 647.3675 1,292.72 1,293.67 2 0.05905 45.64 251 262 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% YQLDPTASISAK K V 95.00% 59.2 38.9 2 2 647.3612 1,292.71 1,293.67 2 0.04638 35.85 251 262 TRUE

LX-2 Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 7 7 16 28.50% YQLDPTASISAK K V 95.00% 68.4 38.7 6.03 2 647.8269 1,293.64 1,293.67 2 0.978 -19.13 251 262 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% DIPNMFMDSAGSVSK K Q 95.00% 74.5 38 3.14 2 800.4554 1,598.90 1,598.72 2 1.184 113.6 300 314 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% GGALLTSTSGPGFHLMLPFITSYK R S 95.00% 35.8 35.7 2.92 2 832.5586 2,494.65 2,495.30 3 0.3605 144.4 37 60 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% ISEIEDAAFLAR K E 95.00% 54.8 38.7 0.854 2 667.8246 1,333.63 1,334.70 2 -0.0533 -39.94 242 253 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% ISEIEDAAFLAR K E 95.00% 66.1 38.7 1.21 2 668.3274 1,334.64 1,334.70 2 0.9524 -37.67 242 253 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% ISEIEDAAFLAR K E 95.00% 68 38.7 3.89 2 667.8753 1,333.74 1,334.70 2 0.04813 36.06 242 253 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% ISEIEDAAFLAR K E 95.00% 68 38.7 4.47 2 667.8303 1,333.65 1,334.70 2 -0.04187 -31.37 242 253 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% ISEIEDAAFLAR K E 95.00% 86.7 38.7 4.26 2 668.3293 1,334.64 1,334.70 2 0.9561 -34.89 242 253 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% LALQQDLTSMAPGLVIQAVR K V 95.00% 31.2 36.8 0.854 2 709.0671 2,124.18 2,124.18 3 1.002 -0.4483 150 169 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% LALQQDLTSMAPGLVIQAVR K V 95.00% 93.3 36.7 3.33 2 708.8402 2,123.50 2,124.18 3 0.3212 151.2 150 169 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% LTPEYLQLMK K Y 95.00% 40.7 39 1.26 2 618.3882 1,234.76 1,235.67 2 0.09856 79.76 276 285 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% SVQTTLQTDEVK K N 95.00% 50.1 39.1 2.03 2 674.8561 1,347.70 1,348.70 2 0.009335 6.921 61 72 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% SVQTTLQTDEVK K N 95.00% 50.4 39.1 1.3 2 674.8913 1,347.77 1,348.70 2 0.07963 59.04 61 72 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% VAQVAEITYGQK K V 95.00% 49.5 38.7 1.96 2 653.8732 1,305.73 1,306.70 2 0.03891 29.78 221 232 TRUE

LX-2 Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 7 7 14 31.00% VAQVAEITYGQK K V 95.00% 60.9 38.7 1.34 2 653.8698 1,305.73 1,306.70 2 0.03203 24.51 221 232 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% DFLLNYPFSTSVK K L 95.00% 41.8 38.3 0 2 765.9474 1,529.88 1,530.78 2 0.1036 67.68 143 155 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% DFLLNYPFSTSVK K L 95.00% 43.6 38.3 1.92 2 765.974 1,529.93 1,530.78 2 0.1567 102.4 143 155 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% DFLLNYPFSTSVK K L 95.00% 44.4 38.3 0.745 2 765.9356 1,529.86 1,530.78 2 0.08004 52.28 143 155 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% DFLLNYPFSTSVK K L 95.00% 44.6 38.3 0 2 765.9569 1,529.90 1,530.78 2 0.1225 80.02 143 155 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% DFLLNYPFSTSVK K L 95.00% 45.6 38.3 0.796 2 765.9556 1,529.90 1,530.78 2 0.1199 78.31 143 155 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% GNANDIGMDYDYALLELK K K 95.00% 34.2 36.9 3.59 2 1,008.10 2,014.18 2,014.94 2 0.249 123.6 236 253 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% GNANDIGMDYDYALLELK K K 95.00% 45.8 36.9 1.41 2 1,008.10 2,014.19 2,014.94 2 0.2568 127.4 236 253 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% HVLTAAHcIHDGK K T 95.00% 45.3 38.5 0 2 c8: Carbamidomethyl (+57.02) 486.9844 1,457.93 1,458.73 3 0.2114 144.9 169 181 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% LSTGcTGTLVAEK K H 94.10% 36.9 38.5 0 2 c5: Carbamidomethyl (+57.02) 668.8983 1,335.78 1,336.68 2 0.1114 83.31 156 168 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% LSTGcTGTLVAEK K H 95.00% 51.8 38.5 0 2 c5: Carbamidomethyl (+57.02) 668.9036 1,335.79 1,336.68 2 0.122 91.29 156 168 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% LSTGcTGTLVAEK K H 95.00% 78.9 38.5 3.16 2 c5: Carbamidomethyl (+57.02) 668.8224 1,335.63 1,336.68 2 -0.04038 -30.21 156 168 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% LSTGcTGTLVAEK K H 95.00% 92.4 38.5 3.89 2 c5: Carbamidomethyl (+57.02) 668.8809 1,335.75 1,336.68 2 0.07669 57.37 156 168 TRUE

LX-2 Repeat 1 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 13 17.20% YAQIcYWIK K G 95.00% 43.4 39 2.48 2 c5: Carbamidomethyl (+57.02) 622.8593 1,243.70 1,244.61 2 0.09807 78.79 366 374 TRUE

LX-2 Repeat 1 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 3 3 4 5.71% GVVDSEDLPLNISR R E 95.00% 44.6 38.2 2.64 2 757.6803 1,513.35 1,513.79 2 0.5674 -287.5 379 392 TRUE

LX-2 Repeat 1 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 3 3 4 5.71% GVVDSEDLPLNISR R E 95.00% 87.6 38.2 4.8 2 757.4793 1,512.94 1,513.79 2 0.1654 109.3 379 392 TRUE

LX-2 Repeat 1 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 3 3 4 5.71% HSQFIGYPITLYLEK K E 95.00% 36.6 37.4 0 2 603.8402 1,808.50 1,808.96 3 0.5477 -251.5 205 219 TRUE

LX-2 Repeat 1 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 3 3 4 5.71% TLTLVDTGIGMTK R A 95.00% 63 39.1 2.59 2 675.4124 1,348.81 1,349.73 2 0.08264 61.22 83 95 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% AYVVLGQFLVLK K K 95.00% 32.7 39.1 1.49 2 675.4562 1,348.90 1,349.82 2 0.08588 63.62 42 53 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% AYVVLGQFLVLK K K 95.00% 42.4 38.8 1.05 2 675.9515 1,349.89 1,349.82 2 1.076 54.52 42 53 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% AYVVLGQFLVLK K K 95.00% 48.7 39.1 1.52 2 675.4751 1,348.94 1,349.82 2 0.1237 91.67 42 53 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% AYVVLGQFLVLK K K 95.00% 71.2 39.1 3.46 2 675.4568 1,348.90 1,349.82 2 0.08715 64.56 42 53 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DcFGcLR R E 95.00% 40.5 39.1 0 2 c2: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 464.2552 926.4958 927.3813 2 0.1218 131.4 76 82 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DEDLFREWLK K D 90.10% 35 38.8 0 2 675.8453 1,349.68 1,350.67 2 0.01423 10.53 55 64 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DFVAEPMGEKPVGSLAGIGEVLGK R K 95.00% 35 35.9 1.55 2 801.1548 2,400.44 2,400.25 3 1.201 82.77 9 32 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DFVAEPmGEKPVGSLAGIGEVLGK R K 95.00% 36 36 1.42 2 m7: Oxidation (+15.99) 806.1666 2,415.48 2,416.24 3 0.2419 100.1 9 32 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DFVAEPMGEKPVGSLAGIGEVLGK R K 95.00% 39.7 36 1.03 2 800.8544 2,399.54 2,400.25 3 0.3003 125.1 9 32 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DFVAEPMGEKPVGSLAGIGEVLGK R K 95.00% 46.9 35.9 2.96 2 801.2169 2,400.63 2,400.25 3 1.388 160.3 9 32 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DFVAEPmGEKPVGSLAGIGEVLGK R K 95.00% 51.1 35.8 0 2 m7: Oxidation (+15.99) 806.4962 2,416.47 2,416.24 3 1.231 94.32 9 32 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DFVAEPmGEKPVGSLAGIGEVLGK R K 95.00% 57.8 35.9 2.62 2 m7: Oxidation (+15.99) 806.2017 2,415.58 2,416.24 3 0.3472 143.7 9 32 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% DFVAEPmGEKPVGSLAGIGEVLGK R K 95.00% 65.5 35.8 5.59 2 m7: Oxidation (+15.99) 806.5128 2,416.52 2,416.24 3 1.281 114.9 9 32 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% HRDFVAEPMGEKPVGSLAGIGEVLGK K K 94.10% 0 0 2.72 2 898.9802 2,693.92 2,693.41 3 1.518 -181 7 32 TRUE

LX-2 Repeat 1 BANF1 Barrier-to-autointegration factor IPI00026087 10,040.70 100.00% 6 6 15 62.90% KDEDLFR K E 95.00% 59.9 39.4 0 2 461.806 921.5975 922.463 2 0.1417 153.6 54 60 TRUE

LX-2 Repeat 1 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 99.80% 2 2 2 11.50% GQNDLMGTAEDFADQFLR M V 95.00% 56.9 36.9 0 2 677.0352 2,028.08 2,027.91 3 1.178 86.36 2 19 TRUE

LX-2 Repeat 1 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 99.80% 2 2 2 11.50% LcLISTFLEDGIR R M 95.00% 78.5 38.1 3.82 2 c2: Carbamidomethyl (+57.02) 768.9649 1,535.92 1,536.81 2 0.1132 73.66 31 43 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% cDPHEATcYDDGK K T 90.60% 33.8 38.1 0 2 c1: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 523.2452 1,566.71 1,567.58 3 0.1419 90.54 2232 2244 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% cDPHEATcYDDGK K T 93.70% 17.1 38.1 0.921 2 c1: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 523.2873 1,566.84 1,567.58 3 0.2684 171.2 2232 2244 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% cDPHEATcYDDGK K T 95.00% 19.9 38.1 3.4 2 c1: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 523.2711 1,566.79 1,567.58 3 0.2198 140.2 2232 2244 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% cDPHEATcYDDGK K T 95.00% 36.5 38.1 2.62 2 c1: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 523.3364 1,566.99 1,567.58 3 0.4157 265.1 2232 2244 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% cDPHEATcYDDGK K T 95.00% 37.3 38.1 0 2 c1: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 523.2602 1,566.76 1,567.58 3 0.1869 119.2 2232 2244 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% cDPHEATcYDDGK K T 95.00% 39.6 38.1 0 2 c1: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 523.3011 1,566.88 1,567.58 3 0.3098 197.6 2232 2244 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% cDPHEATcYDDGK K T 95.00% 46.8 38.1 1.92 2 c1: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 523.2602 1,566.76 1,567.58 3 0.1869 119.2 2232 2244 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% cDPHEATcYDDGK K T 95.00% 52.7 38.1 2.6 2 c1: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 523.2635 1,566.77 1,567.58 3 0.1969 125.6 2232 2244 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 32.4 35.8 2.89 2 825.9177 2,474.73 2,475.30 3 0.4403 177.8 1252 1274 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 43.5 35.7 0 2 826.1702 2,475.49 2,475.30 3 1.198 78.75 1252 1274 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLEVVAATPTSLLISWDAPAVTVR R Y 95.00% 48.9 35.5 0 2 842.5089 2,524.51 2,524.37 3 1.146 56.85 1453 1476 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLEVVAATPTSLLISWDAPAVTVR R Y 95.00% 74.3 35.5 4.7 2 842.1665 2,523.48 2,524.37 3 0.119 47.14 1453 1476 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLQFVEVTDVK R V 95.00% 30.9 38.9 3.27 2 646.8712 1,291.73 1,292.67 2 0.06165 47.69 912 922 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLQFVEVTDVK R V 95.00% 38 38.9 1.82 2 646.8673 1,291.72 1,292.67 2 0.05395 41.73 912 922 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLQFVEVTDVK R V 95.00% 41.8 38.9 1.96 2 647.479 1,292.94 1,292.67 2 1.277 212.2 912 922 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLQFVEVTDVK R V 95.00% 46.6 38.9 0 2 646.8778 1,291.74 1,292.67 2 0.07483 57.88 912 922 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLQFVEVTDVK R V 95.00% 52.2 38.9 3.25 2 646.8688 1,291.72 1,292.67 2 0.05697 44.07 912 922 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLQFVEVTDVK R V 95.00% 53.1 38.9 2.27 2 646.8735 1,291.73 1,292.67 2 0.0663 51.28 912 922 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% DLQFVEVTDVK R V 95.00% 54.9 38.9 3.36 2 646.8542 1,291.69 1,292.67 2 0.02775 21.47 912 922 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 35.3 37 2.39 2 964.1365 1,926.26 1,927.04 2 0.222 115.2 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 36.2 37 1.08 2 643.4102 1,927.21 1,927.04 3 1.172 87.92 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 38.7 37 0 2 643.0735 1,926.20 1,927.04 3 0.1623 84.19 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 41.6 37 0 2 643.4064 1,927.20 1,927.04 3 1.161 82.08 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 43.8 37 0 2 643.1072 1,926.30 1,927.04 3 0.2633 136.6 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 49 37 0 2 643.3802 1,927.12 1,927.04 3 1.082 41.24 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 54.1 37 0 2 643.3462 1,927.02 1,927.04 3 0.9803 -11.66 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 56.5 37 0 2 643.0333 1,926.08 1,927.04 3 0.04163 21.6 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 59.5 37 3.55 2 964.1315 1,926.25 1,927.04 2 0.212 110 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 60 37 1.48 2 643.0548 1,926.14 1,927.04 3 0.1061 55.05 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 63.6 37 0 2 643.3759 1,927.11 1,927.04 3 1.069 34.57 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FLATTPNSLLVSWQPPR R A 95.00% 67.8 37 0 2 643.3762 1,927.11 1,927.04 3 1.07 35.02 1911 1927 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FTNIGPDTMR R V 95.00% 34.8 38.9 1.89 2 576.3003 1,150.59 1,151.55 2 0.04173 36.23 1275 1284 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FTNIGPDTMR R V 95.00% 45 38.9 0 2 576.3187 1,150.62 1,151.55 2 0.07857 68.22 1275 1284 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FTNIGPDTMR R V 95.00% 58 38.9 1.02 2 576.3296 1,150.64 1,151.55 2 0.1003 87.09 1275 1284 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FTNIGPDTMR R V 95.00% 59 38.9 0 2 576.3468 1,150.68 1,151.55 2 0.1347 117 1275 1284 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FTNIGPDTMR R V 95.00% 73.1 38.9 2.2 2 576.3298 1,150.65 1,151.55 2 0.1007 87.46 1275 1284 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 21.5 35.2 0.824 2 898.5562 2,692.65 2,692.37 3 1.281 103.3 1730 1753 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 43.8 35.1 2.25 2 898.2002 2,691.58 2,692.37 3 0.2129 79.05 1730 1753 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GATYNIIVEALKDQQR R H 95.00% 48.4 37.8 3 2 607.2273 1,818.66 1,818.97 3 0.6964 -168.4 2109 2124 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GATYNIIVEALKDQQR R H 95.00% 59 37.8 1.44 2 607.3802 1,819.12 1,818.97 3 1.155 83.63 2109 2124 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GDSPASSKPISINYR R T 95.00% 34.2 37.9 2.2 2 531.3339 1,590.98 1,591.81 3 0.1797 112.9 1525 1539 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GDSPASSKPISINYR R T 95.00% 37.3 37.9 1.48 2 531.3502 1,591.03 1,591.81 3 0.2285 143.5 1525 1539 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GDSPASSKPISINYR R T 95.00% 42.4 38 0 2 531.6379 1,591.89 1,591.81 3 1.092 55.75 1525 1539 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GEWTcIAYSQLR R D 95.00% 37.1 38.2 0.77 2 c5: Carbamidomethyl (+57.02) 742.3902 1,482.77 1,483.70 2 0.07319 49.33 504 515 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 60.9 38.7 2.15 2 690.3373 1,378.66 1,379.71 2 -0.03815 -27.66 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 69.8 38.7 2.77 2 690.2981 1,378.58 1,379.71 2 -0.1167 -84.6 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 72 38.7 2.6 2 690.8403 1,379.67 1,379.71 2 0.9677 -25.35 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 74.7 38.7 2.38 2 690.3735 1,378.73 1,379.71 2 0.0342 24.79 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 79 38.7 0 2 690.3432 1,378.67 1,379.71 2 -0.02637 -19.11 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 85.5 38.7 1.89 2 690.2103 1,378.41 1,379.71 2 -0.2923 -211.9 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 88 38.7 0 2 690.8499 1,379.69 1,379.71 2 0.9869 -11.44 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 88 38.7 3.28 2 690.3855 1,378.76 1,379.71 2 0.05813 42.13 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 91.5 38.7 3.52 2 690.8703 1,379.73 1,379.71 2 1.028 18.11 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLAFTDVDVDSIK K I 95.00% 94 38.7 2.42 2 690.3995 1,378.78 1,379.71 2 0.08619 62.47 1637 1649 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GLKPGVVYEGQLISIQQYGHQEVTR K F 95.00% 49.6 34.9 1.15 2 934.2902 2,799.85 2,799.48 3 1.377 133.6 670 694 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% GNLLQcIcTGNGR R G 95.00% 61.1 38.3 2.89 2 c6: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 731.9324 1,461.85 1,462.69 2 0.1684 115.1 253 265 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 68.3 37.4 1.7 2 621.9602 1,862.86 1,863.88 3 -0.01725 -9.254 273 290 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IScTIANR R C 95.00% 39.5 40 1.43 2 c3: Carbamidomethyl (+57.02) 467.7956 933.5767 934.4775 2 0.1064 113.9 133 140 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IScTIANR R C 95.00% 45.5 40 0 2 c3: Carbamidomethyl (+57.02) 467.7806 933.5467 934.4775 2 0.07646 81.81 133 140 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IScTIANR R C 95.00% 58.7 40 0 2 c3: Carbamidomethyl (+57.02) 467.8003 933.586 934.4775 2 0.1158 123.9 133 140 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IScTIANR R C 95.00% 61.8 40 0 2 c3: Carbamidomethyl (+57.02) 467.8077 933.6008 934.4775 2 0.1306 139.7 133 140 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IScTIANR R C 95.00% 65.8 40 1.17 2 c3: Carbamidomethyl (+57.02) 467.8302 933.6458 934.4775 2 0.1756 187.8 133 140 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 44.4 38.7 1.74 2 678.3236 1,354.63 1,355.70 2 -0.05551 -40.95 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 65.8 38.8 2.96 2 678.8818 1,355.75 1,355.70 2 1.061 42.88 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 70.8 38.8 1.4 2 678.8321 1,355.65 1,355.70 2 0.9615 -30.42 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 74.6 38.7 1.37 2 678.3617 1,354.71 1,355.70 2 0.02075 15.31 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 76.7 38.7 4.14 2 678.3546 1,354.69 1,355.70 2 0.006399 4.72 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 80.4 38.8 2.85 2 678.8703 1,355.73 1,355.70 2 1.038 25.87 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 85.2 38.8 5.85 2 678.8809 1,355.75 1,355.70 2 1.059 41.48 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 86.2 38.7 4.57 2 678.3059 1,354.60 1,355.70 2 -0.09092 -67.07 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 88.1 38.7 4.21 2 678.3725 1,354.73 1,355.70 2 0.04222 31.14 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% IYLYTLNDNAR K S 95.00% 89.8 38.8 3.66 2 678.8703 1,355.73 1,355.70 2 1.038 25.87 1881 1891 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% LLcQcLGFGSGHFR K C 95.00% 47.4 38 0 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 551.3702 1,651.09 1,651.78 3 0.3126 189.2 2175 2188 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NLQPASEYTVSLVAIK R G 95.00% 27 37.6 1.44 2 867.0967 1,732.18 1,732.95 2 0.2381 137.4 1055 1070 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NLQPASEYTVSLVAIK R G 95.00% 32.5 37.6 2.92 2 867.5487 1,733.08 1,732.95 2 1.142 80.33 1055 1070 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NLQPASEYTVSLVAIK R G 95.00% 34.2 37.6 2.32 2 867.0653 1,732.12 1,732.95 2 0.1752 101.1 1055 1070 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NLQPASEYTVSLVAIK R G 95.00% 36.5 37.6 4.03 2 866.9703 1,731.93 1,732.95 2 -0.01477 -8.525 1055 1070 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NLQPASEYTVSLVAIK R G 95.00% 37.6 37.6 4.52 2 867.0303 1,732.05 1,732.95 2 0.1052 60.72 1055 1070 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NLQPASEYTVSLVAIK R G 95.00% 41.8 37.7 1.46 2 867.5738 1,733.13 1,732.95 2 1.192 109.3 1055 1070 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NLQPASEYTVSLVAIK R G 95.00% 42.6 37.6 3.52 2 867.0903 1,732.17 1,732.95 2 0.2252 130 1055 1070 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NLQPASEYTVSLVAIK R G 95.00% 74 37.6 7.51 2 867.0909 1,732.17 1,732.95 2 0.2264 130.6 1055 1070 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NSITLTNLTPGTEYVVSIVALNGR R E 95.00% 39 35.4 0 2 844.9282 2,531.76 2,532.37 3 0.4032 159.2 1411 1434 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NSITLTNLTPGTEYVVSIVALNGR R E 95.00% 47 35.4 2.14 2 845.2689 2,532.79 2,532.37 3 1.425 166.8 1411 1434 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NTFAEVTGLSPGVTYYFK R V 92.90% 34.5 37 0 2 997.6327 1,993.25 1,993.99 2 0.2674 134.1 959 976 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 38.3 37 0 2 997.5774 1,993.14 1,993.99 2 0.1569 78.69 959 976 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 46.8 37 2.09 2 997.6533 1,993.29 1,993.99 2 0.3086 154.8 959 976 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 47.4 37 0 2 997.566 1,993.12 1,993.99 2 0.1341 67.22 959 976 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 102 37 7.09 2 997.5855 1,993.16 1,993.99 2 0.173 86.77 959 976 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% QDGHLWcSTTSNYEQDQK R Y 95.00% 79.8 36.2 2.96 2 c7: Carbamidomethyl (+57.02) 733.0391 2,196.10 2,196.93 3 0.1775 80.81 380 397 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% QYNVGPSVSK R Y 95.00% 38.5 39.5 1.74 2 539.8193 1,077.62 1,078.55 2 0.07849 72.77 1041 1050 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% QYNVGPSVSK R Y 95.00% 47.7 39.5 1.7 2 539.8332 1,077.65 1,078.55 2 0.1065 98.71 1041 1050 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% QYNVGPSVSK R Y 95.00% 48 39.5 1.8 2 539.8591 1,077.70 1,078.55 2 0.1582 146.7 1041 1050 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% QYNVGPSVSK R Y 95.00% 48.1 39.5 0.796 2 539.8335 1,077.65 1,078.55 2 0.107 99.22 1041 1050 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% QYNVGPSVSK R Y 95.00% 50.3 39.5 1.52 2 539.8401 1,077.67 1,078.55 2 0.1202 111.4 1041 1050 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 43.1 37.2 0 2 638.6889 1,913.05 1,913.00 3 1.055 27.15 1892 1910 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 50.5 37.2 3 2 957.6072 1,913.20 1,913.00 2 1.21 108.1 1892 1910 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 50.5 37.2 0 2 638.3875 1,912.14 1,913.00 3 0.1503 78.55 1892 1910 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STATISGLKPGVDYTITVYAVTGR K G 95.00% 37 35.9 1.62 2 824.1062 2,469.30 2,470.32 3 -0.01505 -6.092 1501 1524 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STATISGLKPGVDYTITVYAVTGR K G 95.00% 38.7 35.4 1.52 2 824.5502 2,470.63 2,470.32 3 1.317 127.1 1501 1524 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STATISGLKPGVDYTITVYAVTGR K G 95.00% 43.3 35.6 2.43 2 824.5052 2,470.49 2,470.32 3 1.182 72.52 1501 1524 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STTPDITGYR R I 95.00% 32.2 38.8 0.854 2 555.8337 1,109.65 1,110.54 2 0.1173 105.6 1198 1207 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STTPDITGYR R I 95.00% 37.8 38.8 1.54 2 555.8082 1,109.60 1,110.54 2 0.06632 59.71 1198 1207 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STTPDITGYR R I 95.00% 37.9 38.8 0 2 555.825 1,109.64 1,110.54 2 0.09989 89.94 1198 1207 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STTPDITGYR R I 95.00% 38.4 38.7 1 2 556.3486 1,110.68 1,110.54 2 1.147 129.9 1198 1207 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STTPDITGYR R I 95.00% 42 38.8 1.34 2 555.8258 1,109.64 1,110.54 2 0.1015 91.38 1198 1207 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% STTPDITGYR R I 95.00% 44.3 38.8 0.745 2 555.8626 1,109.71 1,110.54 2 0.1752 157.8 1198 1207 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SYTITGLQPGTDYK R I 95.00% 36.4 38.3 2.43 2 772.9561 1,543.90 1,543.76 2 1.141 89.33 1867 1880 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SYTITGLQPGTDYK R I 95.00% 44.8 38.3 1.59 2 772.9838 1,543.95 1,543.76 2 1.196 125.2 1867 1880 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SYTITGLQPGTDYK R I 95.00% 46.7 38.3 1.72 2 773.0103 1,544.01 1,543.76 2 1.249 159.5 1867 1880 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SYTITGLQPGTDYK R I 95.00% 48.6 38.3 1.72 2 772.4043 1,542.79 1,543.76 2 0.03713 24.05 1867 1880 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SYTITGLQPGTDYK R I 95.00% 49.3 38.3 3.85 2 772.9803 1,543.95 1,543.76 2 1.189 120.6 1867 1880 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% SYTITGLQPGTDYK R I 95.00% 53.6 38.3 4.6 2 772.4103 1,542.81 1,543.76 2 0.04913 31.82 1867 1880 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% TFYScTTEGR R Q 95.00% 31.2 39.1 3.22 2 c5: Carbamidomethyl (+57.02) 611.2863 1,220.56 1,221.52 2 0.04477 36.65 370 379 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% TFYScTTEGR R Q 95.00% 33.3 39.1 2.7 2 c5: Carbamidomethyl (+57.02) 611.3119 1,220.61 1,221.52 2 0.09602 78.6 370 379 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% TFYScTTEGR R Q 95.00% 36.8 39.1 2.35 2 c5: Carbamidomethyl (+57.02) 611.3315 1,220.65 1,221.52 2 0.1352 110.6 370 379 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% TFYScTTEGR R Q 95.00% 64.9 39.1 1.3 2 c5: Carbamidomethyl (+57.02) 611.3057 1,220.60 1,221.52 2 0.08354 68.39 370 379 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% TGLDSPTGIDFSDITANSFTVHWIAPR K A 95.00% 75.5 34.7 5 2 973.8962 2,918.67 2,918.43 3 1.242 81.87 1356 1382 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 46.1 35.4 0 2 858.5277 2,572.56 2,572.34 3 1.232 88.91 1836 1859 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 48.3 35.5 1.82 2 858.2289 2,571.67 2,572.34 3 0.3353 130.3 1836 1859 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 56.5 35.5 1.25 2 858.5402 2,572.60 2,572.34 3 1.269 103.5 1836 1859 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 23.5 38.1 1.14 2 544.3569 1,630.05 1,629.87 3 1.185 111.9 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 42.3 38 1.62 2 544.0002 1,628.98 1,629.87 3 0.1151 70.64 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 43.7 38.1 2.51 2 544.2302 1,629.67 1,629.87 3 0.8051 -121.2 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 43.8 38 2.85 2 544.004 1,628.99 1,629.87 3 0.1266 77.66 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 46.7 38 3.29 2 543.9959 1,628.97 1,629.87 3 0.1022 62.7 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 50.1 38.1 1.29 2 544.3717 1,630.09 1,629.87 3 1.23 139.1 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 51.2 38.1 0.824 2 544.3414 1,630.00 1,629.87 3 1.139 83.37 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 52.1 38.1 3.2 2 544.2771 1,629.81 1,629.87 3 0.9457 -34.98 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VDVIPVNLPGEHGQR R L 95.00% 55.2 38 3.96 2 544.0235 1,629.05 1,629.87 3 0.1851 113.5 939 953 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VPGTSTSATLTGLTR R G 95.00% 71.7 38.5 6.85 2 731.4196 1,460.82 1,461.79 2 0.04099 28.04 2094 2108 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VPGTSTSATLTGLTR R G 95.00% 76.1 38.5 5.01 2 731.4768 1,460.94 1,461.79 2 0.1554 106.3 2094 2108 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VPGTSTSATLTGLTR R G 95.00% 83.5 38.5 8.52 2 731.4436 1,460.87 1,461.79 2 0.08899 60.88 2094 2108 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VPGTSTSATLTGLTR R G 95.00% 84.5 38.5 8.82 2 731.4756 1,460.94 1,461.79 2 0.153 104.7 2094 2108 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 27.8 37 2.47 2 964.1025 1,926.19 1,926.05 2 1.149 76.02 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 30.2 37 0.959 2 964.1103 1,926.21 1,926.05 2 1.165 84.06 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 30.6 37.2 4.04 2 963.6251 1,925.24 1,926.05 2 0.1943 100.9 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 33.6 37.2 3.27 2 963.6303 1,925.25 1,926.05 2 0.2047 106.3 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 34.6 37 3.64 2 964.0503 1,926.09 1,926.05 2 1.045 21.79 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 35 37.2 2.19 2 963.5987 1,925.18 1,926.05 2 0.1415 73.45 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 37.8 37.2 6.77 2 963.5606 1,925.11 1,926.05 2 0.06537 33.94 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 39.2 37.2 1.52 2 963.6044 1,925.19 1,926.05 2 0.1529 79.38 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 0 0 2.89 2 643.3467 1,927.02 1,926.05 3 1.977 -14.83 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 44.5 37.2 2.19 2 642.6818 1,925.02 1,926.05 3 -0.01775 -9.215 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 54.7 37 4.62 2 643.0069 1,926.00 1,926.05 3 0.9575 -23.5 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 57.2 37 2.28 2 643.1102 1,926.31 1,926.05 3 1.267 137.4 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 71.6 37 5.02 2 643.0159 1,926.03 1,926.05 3 0.9846 -9.411 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 81.6 37.2 2.68 2 642.718 1,925.13 1,926.05 3 0.09102 47.26 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 84.8 37 3.85 2 643.0389 1,926.10 1,926.05 3 1.054 26.45 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 91.3 37.2 1.12 2 642.6962 1,925.07 1,926.05 3 0.02545 13.21 1285 1301 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VVTPLSPPTNLHLEANPDTGVLTVSWER K S 95.00% 17.1 34.3 1.57 2 1,014.96 3,041.86 3,042.59 3 0.2763 90.79 1170 1197 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VVTPLSPPTNLHLEANPDTGVLTVSWER K S 95.00% 28.6 34.3 2.68 2 1,015.26 3,042.76 3,042.59 3 1.176 57.01 1170 1197 TRUE
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LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% VVTPLSPPTNLHLEANPDTGVLTVSWER K S 95.00% 0 0 2.85 2 1,015.67 3,043.99 3,042.59 3 2.412 133.6 1170 1197 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% WcGTTQNYDADQK K F 95.00% 59.7 38.2 2.66 2 c2: Carbamidomethyl (+57.02) 793.8555 1,585.70 1,586.65 2 0.04947 31.18 445 457 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% WLPSSSPVTGYR K V 95.00% 43.8 39.1 4.72 2 675.3557 1,348.70 1,349.68 2 0.01931 14.31 1562 1573 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% WLPSSSPVTGYR K V 95.00% 44.2 38.8 2.96 2 675.8149 1,349.62 1,349.68 2 0.9377 -48.18 1562 1573 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% WLPSSSPVTGYR K V 95.00% 45.8 39.1 1.59 2 675.3546 1,348.69 1,349.68 2 0.017 12.59 1562 1573 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% WLPSSSPVTGYR K V 95.00% 50.3 39.1 2.24 2 675.3741 1,348.73 1,349.68 2 0.05606 41.53 1562 1573 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% WLPSSSPVTGYR K V 95.00% 53.6 38.8 2.66 2 675.8266 1,349.64 1,349.68 2 0.9612 -30.78 1562 1573 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% YEVSVYALK K D 95.00% 14.5 39.8 1.19 2 536.8666 1,071.72 1,071.57 2 1.154 141 1788 1796 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% YEVSVYALK K D 95.00% 15.9 39.6 1.07 2 536.3668 1,070.72 1,071.57 2 0.1544 144 1788 1796 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% YEVSVYALK K D 95.00% 36.8 39.8 1.85 2 536.825 1,071.64 1,071.57 2 1.071 63.37 1788 1796 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% YSFcTDHTVLVQTR K G 95.00% 40.7 37.6 3.43 2 c4: Carbamidomethyl (+57.02) 576.3345 1,725.98 1,726.82 3 0.1671 96.74 398 411 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% YSFcTDHTVLVQTR K G 95.00% 78.5 37.5 1.6 2 c4: Carbamidomethyl (+57.02) 576.6602 1,726.96 1,726.82 3 1.144 81.87 398 411 TRUE

LX-2 Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 37 40 164 25.90% YSFcTDHTVLVQTR K G 95.00% 80.6 37.5 2.34 2 c4: Carbamidomethyl (+57.02) 576.6348 1,726.88 1,726.82 3 1.068 37.8 398 411 TRUE

LX-2 Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 2 6.94% AILFLPMSAK K - 95.00% 39.2 39.6 0 2 545.8603 1,089.71 1,090.63 2 0.0803 73.62 278 287 TRUE

LX-2 Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 2 6.94% LESNNYNTYR R S 95.00% 55.5 38.9 1.11 2 637.3655 1,272.72 1,273.58 2 0.1431 112.3 240 249 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% AGLELGAEPETIVNSGLISPEGLAIDHIR R R 95.00% 51.6 34.3 2.77 2 991.6545 2,971.94 2,971.57 3 1.375 125.2 1169 1197 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% GNLYWTDWNR R E 95.00% 41.3 38.5 0 2 663.3863 1,324.76 1,324.61 2 1.158 117.4 1241 1250 FALSE IPI00026944,IPI00384542

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% GNLYWTDWNR R E 95.00% 60.2 38.5 2.47 2 662.8446 1,323.67 1,324.61 2 0.07508 56.68 1241 1250 FALSE IPI00026944,IPI00384542

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% HPSFPTTQQLNVDR R V 95.00% 42.9 37.7 0 2 547.342 1,639.00 1,639.82 3 0.1926 117.4 715 728 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% HPSFPTTQQLNVDR R V 95.00% 50.9 37.7 2.52 2 820.4987 1,638.98 1,639.82 2 0.1714 104.5 715 728 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% ITQTAEGLDPENYLSIK R T 95.00% 30.9 37.4 1.96 2 946.5634 1,891.11 1,891.97 2 0.1544 81.59 629 645 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% LLcWADAGTK K K 95.00% 51.2 39.4 1.25 2 c3: Carbamidomethyl (+57.02) 567.88 1,133.75 1,134.56 2 0.1912 168.5 1287 1296 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% MVYWTDVAGR R T 95.00% 45.8 38.9 1.82 2 599.3703 1,196.73 1,197.57 2 0.1611 134.5 1155 1164 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% NcVDENEcATGFHR R C 95.00% 33.3 37.7 2.59 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 570.309 1,707.91 1,708.68 3 0.2323 135.9 798 811 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% NcVDENEcATGFHR R C 95.00% 50.4 37.7 0 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 570.6448 1,708.91 1,708.68 3 1.24 138.6 798 811 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% VFALYNDEER R V 95.00% 43.6 38.9 0 2 628.7985 1,255.58 1,255.60 2 0.9944 -6.63 729 738 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% VFALYNDEER R V 95.00% 75.3 38.9 3.7 2 628.3134 1,254.61 1,255.60 2 0.02408 19.18 729 738 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% VLFYTDLVNPR K A 95.00% 40.4 38.6 1.33 2 669.3803 1,336.75 1,336.73 2 1.027 18.31 1222 1232 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% VLFYTDLVNPR K A 95.00% 45.2 38.5 2.06 2 668.8719 1,335.73 1,336.73 2 0.01056 7.901 1222 1232 TRUE

LX-2 Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 9 10 13 10.10% WRENLLEHYGGTPR R D 95.00% 36.2 37.5 0 2 576.7065 1,727.10 1,727.86 3 0.2437 141 1022 1035 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% FFEVILIDPFHK K A 95.00% 34.5 38.1 0.745 2 502.6502 1,504.93 1,504.82 3 1.116 75.18 129 140 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% SLQSVAEER R A 95.00% 48.3 39.9 0 2 509.7921 1,017.57 1,018.52 2 0.06062 59.51 97 105 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% SLQSVAEER R A 95.00% 55.3 39.9 0 2 509.8254 1,017.64 1,018.52 2 0.1271 124.8 97 105 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% SLQSVAEER R A 95.00% 71.8 39.9 0 2 509.8621 1,017.71 1,018.52 2 0.2005 196.8 97 105 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% VLNSYWVGEDSTYK R F 95.00% 63.2 37.9 2.92 2 830.9621 1,659.91 1,660.79 2 0.1316 79.21 115 128 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% VLNSYWVGEDSTYK R F 95.00% 67 37.9 5.11 2 830.986 1,659.96 1,660.79 2 0.1793 108 115 128 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% YIQELWR K K 95.00% 38.2 39.2 0 2 504.8451 1,007.68 1,007.53 2 1.152 147.9 6 12 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% YIQELWR K K 95.00% 38.8 39.2 0 2 504.5736 1,007.13 1,007.53 2 0.609 -390.6 6 12 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% YIQELWR K K 95.00% 46.4 39.3 0 2 504.3194 1,006.62 1,007.53 2 0.1006 99.8 6 12 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% YIQELWR K K 95.00% 48.4 39.3 0 2 504.3723 1,006.73 1,007.53 2 0.2063 204.7 6 12 TRUE

LX-2 Repeat 1 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 4 4 11 20.60% YIQELWR K K 95.00% 50 39.2 0 2 504.7819 1,007.55 1,007.53 2 1.026 22.74 6 12 TRUE

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 35.4 38.6 1.06 2 669.4606 1,336.91 1,337.86 2 0.05817 43.48 59 70 TRUE

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 37.9 38.5 0 2 669.9303 1,337.85 1,337.86 2 0.9975 -3.885 59 70 TRUE

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 39 38.6 1.77 2 669.4978 1,336.98 1,337.86 2 0.1325 99.04 59 70 TRUE

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 47.6 38.6 2.05 2 669.4492 1,336.88 1,337.86 2 0.03528 26.37 59 70 TRUE

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 56.7 38.6 1.41 2 669.4603 1,336.91 1,337.86 2 0.05753 43 59 70 TRUE

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% HVVFIAQR K R 95.00% 37.4 38.8 3.21 2 485.345 968.6754 969.5628 2 0.1198 123.5 91 98 TRUE

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% TLTAVHDAILEDLVFPSEIVGK R R 91.10% 32 36.1 0 2 790.1039 2,367.29 2,367.28 3 1.016 5.647 121 142 TRUE

LX-2 Repeat 1 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% TLTAVHDAILEDLVFPSEIVGK R R 95.00% 34.4 36 3.29 2 789.7908 2,366.35 2,367.28 3 0.07682 32.45 121 142 TRUE

LX-2 Repeat 1 ANXA1 Annexin A1 IPI00218918,IPI00549413 38,697.90 99.80% 2 2 2 7.51% ALTGHLEEVVLALLK K T 95.00% 29.3 37.9 1.11 2 536.0169 1,605.03 1,605.96 3 0.07835 48.79 99 113 TRUE

LX-2 Repeat 1 ANXA1 Annexin A1 IPI00218918,IPI00549413 38,697.90 99.80% 2 2 2 7.51% TPAQFDADELR K A 95.00% 64.5 38.9 3.14 2 631.8453 1,261.68 1,262.60 2 0.08193 64.88 114 124 TRUE

LX-2 Repeat 1 RPL13A 60S ribosomal protein L13a IPI00304612,IPI00398964,IPI00746448 23,559.90 99.60% 2 2 3 8.87% cEGINISGNFYR R N 95.00% 49.3 38.5 5.8 2 c1: Carbamidomethyl (+57.02) 715.3763 1,428.74 1,429.65 2 0.09248 64.68 38 49 TRUE

LX-2 Repeat 1 RPL13A 60S ribosomal protein L13a IPI00304612,IPI00398964,IPI00746448 23,559.90 99.60% 2 2 3 8.87% cEGINISGNFYR R N 95.00% 54 38.5 4.62 2 c1: Carbamidomethyl (+57.02) 715.2649 1,428.52 1,429.65 2 -0.1304 -91.22 38 49 TRUE

LX-2 Repeat 1 RPL13A 60S ribosomal protein L13a IPI00304612,IPI00398964,IPI00746448 23,559.90 99.60% 2 2 3 8.87% GHLLGR R L 91.50% 19.9 39.9 0.824 2 650.9705 649.9633 652.389 1 -1.418 -638.7 13 18 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% FSMGFIDSIIAK R Y 95.00% 43.7 38.7 0 2 664.9149 1,327.82 1,328.69 2 0.1305 98.17 311 322 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% FSMGFIDSIIAK R Y 95.00% 51.5 38.7 1.37 2 664.9042 1,327.79 1,328.69 2 0.1091 82.12 311 322 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% FSMGFIDSIIAK R Y 95.00% 64.2 38.7 3.77 2 664.9024 1,327.79 1,328.69 2 0.1055 79.38 311 322 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% IANPDQLLTQDVEK R F 95.00% 41.3 38 2.38 2 792.5133 1,583.01 1,583.83 2 0.1914 120.8 182 195 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% VLGELWPLFGGR R L 95.00% 21.1 38.7 1.09 2 672.8434 1,343.67 1,343.75 2 0.9323 -52.34 485 496 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% VLGELWPLFGGR R L 95.00% 26.1 38.7 1.24 2 672.9417 1,343.87 1,343.75 2 1.129 93.81 485 496 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% VLGELWPLFGGR R L 95.00% 26.7 38.7 0.886 2 672.891 1,343.77 1,343.75 2 1.028 18.47 485 496 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% VLGELWPLFGGR R L 95.00% 29.6 38.6 0.886 2 672.3885 1,342.76 1,343.75 2 0.0225 16.74 485 496 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% VLGELWPLFGGR R L 95.00% 43.5 38.6 1.05 2 672.4307 1,342.85 1,343.75 2 0.1069 79.57 485 496 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% VLGELWPLFGGR R L 95.00% 57.1 38.6 2.8 2 672.3855 1,342.76 1,343.75 2 0.01643 12.22 485 496 TRUE

LX-2 Repeat 1 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 11 5.77% VLGELWPLFGGR R L 95.00% 59.2 38.7 3.41 2 672.8403 1,343.67 1,343.75 2 0.926 -57.04 485 496 TRUE

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50% GDTcQSDVDEcSAR R R 95.00% 38.8 38 2.48 2 c4: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 800.9117 1,599.81 1,599.60 2 1.215 132.6 131 144 TRUE

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50% GDTcQSDVDEcSAR R R 95.00% 57.5 38 3.8 2 c4: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 800.3862 1,598.76 1,599.60 2 0.164 102.5 131 144 TRUE

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50% GDTcQSDVDEcSAR R R 95.00% 63.3 38 4.72 2 c4: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 800.4081 1,598.80 1,599.60 2 0.2078 129.9 131 144 TRUE

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50% GDTcQSDVDEcSAR R R 95.00% 82.3 38 5.24 2 c4: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 800.4031 1,598.79 1,599.60 2 0.1978 123.7 131 144 TRUE

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50% VAPNPTGVDSAMKEEVQR R L 95.00% 13.7 37 2.06 2 643.3548 1,927.04 1,927.95 3 0.0955 49.53 185 202 TRUE

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50% VAPNPTGVDSAmKEEVQR R L 95.00% 43.8 37.1 1.09 2 m12: Oxidation (+15.99) 648.6549 1,942.94 1,943.95 3 0.000854 0.4393 185 202 TRUE

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50% VAPNPTGVDSAMKEEVQR R L 95.00% 53.9 37 3.15 2 643.3545 1,927.04 1,927.95 3 0.09451 49.02 185 202 TRUE

LX-2 Repeat 1 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 100.00% 3 3 8 16.50% VYQPFLTTcDGHR R A 95.00% 70.1 37.9 0 2 c9: Carbamidomethyl (+57.02) 532.2654 1,593.77 1,593.75 3 1.034 19.39 48 60 TRUE

LX-2 Repeat 1 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 100.00% 3 3 5 10.80% ELFPIQMEGVK K L 95.00% 30.9 38.8 0.796 2 645.8764 1,289.74 1,290.68 2 0.06914 53.56 92 102 TRUE

LX-2 Repeat 1 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 100.00% 3 3 5 10.80% FVNWQVDGEYR K G 95.00% 36.3 38.3 0.886 2 706.4409 1,410.87 1,412.66 2 -0.7848 154.4 185 195 TRUE

LX-2 Repeat 1 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 100.00% 3 3 5 10.80% LPPLPLTLALGAFLNHR K K 95.00% 66.9 37.4 5.85 2 615.1264 1,842.36 1,843.10 3 0.269 145.9 332 348 TRUE

LX-2 Repeat 1 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 100.00% 3 3 5 10.80% LPPLPLTLALGAFLNHR K K 95.00% 67.3 37.4 3.62 2 615.4075 1,843.20 1,843.10 3 1.112 59.45 332 348 TRUE

LX-2 Repeat 1 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 100.00% 3 3 5 10.80% LPPLPLTLALGAFLNHR K K 95.00% 70.2 37.4 4.8 2 615.4525 1,843.34 1,843.10 3 1.247 132.6 332 348 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% AAYFGIYDTAK R G 95.00% 41.6 39.1 0 2 610.3692 1,218.72 1,219.60 2 0.1317 108 189 199 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% AAYFGIYDTAK R G 95.00% 43.9 39.1 1 2 610.3303 1,218.65 1,219.60 2 0.05393 44.22 189 199 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% AAYFGIYDTAK R G 95.00% 44 39.1 1.77 2 610.3318 1,218.65 1,219.60 2 0.05695 46.69 189 199 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% AAYFGIYDTAK R G 95.00% 46 39.1 1.18 2 610.3547 1,218.69 1,219.60 2 0.1027 84.21 189 199 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% DFLAGGVAAAISK K T 95.00% 15.2 39.1 1 2 610.3803 1,218.75 1,219.67 2 0.08503 69.71 11 23 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% DFLAGGVAAAISK K T 95.00% 66.9 39.1 1.89 2 610.3803 1,218.75 1,219.67 2 0.08503 69.71 11 23 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 93.80% 37.5 39.5 0 2 561.3477 1,120.68 1,121.57 2 0.1143 101.9 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 33.4 39.5 2.77 2 561.3767 1,120.74 1,121.57 2 0.1722 153.5 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 35.8 39.2 0.854 2 561.8621 1,121.71 1,121.57 2 1.143 125 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 37.3 39.5 2.27 2 561.3987 1,120.78 1,121.57 2 0.2162 192.7 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 38.6 39.5 2.07 2 561.3824 1,120.75 1,121.57 2 0.1838 163.8 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 39 39.5 0 2 561.3572 1,120.70 1,121.57 2 0.1332 118.7 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 40.7 39.5 0 2 561.3653 1,120.72 1,121.57 2 0.1494 133.2 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 40.9 39.5 0.824 2 561.353 1,120.69 1,121.57 2 0.1248 111.3 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 42.5 39.5 0 2 561.3612 1,120.71 1,121.57 2 0.1414 126 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 47.7 39.5 1.42 2 561.3582 1,120.70 1,121.57 2 0.1352 120.6 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 49 39.5 1.92 2 561.3458 1,120.68 1,121.57 2 0.1104 98.44 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% EQGVLSFWR K G 95.00% 51.7 39.5 0 2 561.338 1,120.66 1,121.57 2 0.09491 84.62 64 72 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 34.1 38.5 1 2 724.4103 1,446.81 1,446.74 2 1.072 47.59 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 39 38.5 3.51 2 723.8503 1,445.69 1,446.74 2 -0.04837 -33.44 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 40.9 38.5 1.36 2 723.9018 1,445.79 1,446.74 2 0.05476 37.85 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 42.6 38.5 1.92 2 723.9213 1,445.83 1,446.74 2 0.09363 64.71 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 47.7 38.5 0 2 724.4663 1,446.92 1,446.74 2 1.184 124.9 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 48.5 38.5 1 2 724.3803 1,446.75 1,446.74 2 1.012 6.146 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 60.4 38.5 3.39 2 723.8703 1,445.73 1,446.74 2 -0.008373 -5.788 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 64.2 38.5 2.64 2 723.9686 1,445.92 1,446.74 2 0.1884 130.2 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 64.4 38.5 3.85 2 723.9571 1,445.90 1,446.74 2 0.1653 114.2 81 92 TRUE

LX-2 Repeat 1 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 4 4 28 15.10% YFPTQALNFAFK R D 95.00% 70.1 38.5 3.68 2 723.9078 1,445.80 1,446.74 2 0.06663 46.05 81 92 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 42.7 38.6 0 2 613.9503 1,225.89 1,226.77 2 0.1212 98.81 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 58.8 39 0.796 2 614.4647 1,226.91 1,226.77 2 1.15 120 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 59.1 38.6 2.05 2 613.9064 1,225.80 1,226.77 2 0.03354 27.34 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 59.4 38.6 1.37 2 613.9472 1,225.88 1,226.77 2 0.1151 93.84 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 59.5 38.6 1.77 2 613.9239 1,225.83 1,226.77 2 0.06851 55.84 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 72.9 38.6 1.59 2 613.9249 1,225.84 1,226.77 2 0.07046 57.43 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 72.9 38.6 2 2 613.9319 1,225.85 1,226.77 2 0.08456 68.92 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 73.9 38.6 2.41 2 613.9656 1,225.92 1,226.77 2 0.1519 123.8 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LIALLEVLSQK R K 95.00% 73.9 38.6 2.23 2 613.9753 1,225.94 1,226.77 2 0.1712 139.6 77 87 TRUE

LX-2 Repeat 1 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 99.90% 2 2 10 0.83% LPQLPITNFSR K D 95.00% 56 38.9 1.41 2 643.879 1,285.74 1,285.73 2 1.024 16.79 180 190 TRUE

LX-2 Repeat 1 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 5 5 7 19.20% DSTLIMQLLR K D 95.00% 30.4 39.2 0.77 2 595.3666 1,188.72 1,189.66 2 0.06486 54.51 216 225 TRUE

LX-2 Repeat 1 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 5 5 7 19.20% DSTLIMQLLR K D 95.00% 50.7 39.2 0 2 595.3373 1,188.66 1,189.66 2 0.006127 5.15 216 225 TRUE

LX-2 Repeat 1 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 5 5 7 19.20% EAAENSLVAYK K A 95.00% 57.5 38.8 0 2 597.8433 1,193.67 1,194.60 2 0.07923 66.32 143 153 TRUE

LX-2 Repeat 1 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 5 5 7 19.20% EAAENSLVAYK K A 95.00% 81.8 38.8 0.959 2 597.8418 1,193.67 1,194.60 2 0.0763 63.87 143 153 TRUE

LX-2 Repeat 1 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 5 5 7 19.20% GDYHRYLAEFATGNDR K K 95.00% 47.3 37.2 0 2 629.3582 1,885.05 1,884.86 3 1.198 103.3 126 141 TRUE

LX-2 Repeat 1 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 5 5 7 19.20% LIccDILDVLDK K H 95.00% 65.6 38.6 3.8 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 738.9254 1,475.84 1,476.74 2 0.0994 67.31 95 106 TRUE

LX-2 Repeat 1 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 5 5 7 19.20% YLAEFATGNDR R K 95.00% 53.4 39 2.02 2 629.3583 1,256.70 1,256.59 2 1.119 92.15 131 141 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% AcGcAAAPDVK R E 95.00% 79.1 39.6 3.47 2 c2: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 560.3142 1,118.61 1,119.49 2 0.1288 115.1 110 120 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% APTAQVESFR R I 95.00% 69.9 39.6 2.85 2 553.3353 1,104.66 1,105.56 2 0.09963 90.11 1732 1741 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% APTAQVESFR R I 95.00% 76 39.6 0.886 2 553.3388 1,104.66 1,105.56 2 0.1067 96.54 1732 1741 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% AVDIPGLEAATPYR R V 95.00% 48.4 38.4 3.64 2 737.4232 1,472.83 1,472.77 2 1.065 41.99 1401 1414 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% AVDIPGLEAATPYR R V 95.00% 57.3 38.4 2.22 2 736.9733 1,471.93 1,472.77 2 0.1648 111.9 1401 1414 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% DHGETAFAVYDKFSVGDAK R T 95.00% 101 36.7 3.66 2 686.3947 2,056.16 2,056.96 3 0.2084 101.3 2078 2096 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% DLTATEVQSETALLTWRPPR R A 94.70% 34.3 36.1 0 2 762.1389 2,283.40 2,284.19 3 0.2088 91.4 1892 1911 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% DLTATEVQSETALLTWRPPR R A 95.00% 60.6 36 0 2 762.5352 2,284.58 2,284.19 3 1.398 172.7 1892 1911 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% EEFWLGLDNLNK R I 95.00% 47.1 38.4 0 2 739.9109 1,477.81 1,477.73 2 1.082 53.72 2052 2063 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% ELLSRLEELENLVSSLR K E 95.00% 58.1 37.1 2.85 2 667.3976 1,999.17 2,000.10 3 0.07576 37.87 121 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% ENFYQNWK R A 93.10% 36.9 39.3 0 2 564.7998 1,127.59 1,128.51 2 0.08148 72.19 2034 2041 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% ETFTTGLDAPR K N 95.00% 56.5 38.9 2.27 2 604.844 1,207.67 1,207.60 2 1.085 68.2 887 897 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% ETFTTGLDAPR K N 95.00% 58.3 39.1 2.18 2 604.345 1,206.68 1,207.60 2 0.08714 72.15 887 897 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% ETFTTGLDAPR K N 95.00% 65.1 39.1 3.8 2 604.3572 1,206.70 1,207.60 2 0.1116 92.38 887 897 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% ETFTTGLDAPR K N 95.00% 74 39.1 2.51 2 604.3392 1,206.66 1,207.60 2 0.07562 62.62 887 897 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% GLEPGQEYNVLLTAEK R G 95.00% 18.4 37.6 1.23 2 881.5066 1,761.00 1,760.91 2 1.099 54.68 1042 1057 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% GLEPGQEYNVLLTAEK R G 95.00% 51.9 37.7 1.39 2 881.0188 1,760.02 1,760.91 2 0.1237 70.23 1042 1057 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% GLEPGQEYNVLLTAEK R G 95.00% 63.2 37.6 2.11 2 881.5803 1,761.15 1,760.91 2 1.247 138.4 1042 1057 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% IQALNGPLR K S 95.00% 50 39 0 2 491.3103 980.606 981.5841 2 0.02913 29.67 1955 1963 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% IQALNGPLR K S 95.00% 52.1 39 1.28 2 491.335 980.6554 981.5841 2 0.07854 80.01 1955 1963 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% ITAQGQYELR K V 95.00% 42.5 39.2 0 2 589.8654 1,177.72 1,178.62 2 0.107 90.8 2064 2073 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% KQSEPLEITLLAPER K T 95.00% 43 37.7 0 2 575.3916 1,723.15 1,723.96 3 0.201 116.6 1659 1673 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% KQSEPLEITLLAPER K T 95.00% 46.8 37.7 0 2 575.2989 1,722.88 1,723.96 3 -0.0769 -44.61 1659 1673 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LDAPSQIEVK R D 95.00% 29.9 39.2 0.824 2 550.3713 1,098.73 1,099.60 2 0.1357 123.4 803 812 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LDAPSQIEVK R D 95.00% 30.8 39.2 0.854 2 550.3633 1,098.71 1,099.60 2 0.1198 108.9 803 812 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LDAPSQIEVK R D 95.00% 32.9 39.4 1.49 2 550.859 1,099.70 1,099.60 2 1.111 98.57 803 812 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LDAPSQIEVK R D 95.00% 41.1 39.2 0 2 550.3722 1,098.73 1,099.60 2 0.1376 125.1 803 812 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 31.1 38.5 1.59 2 701.4453 1,400.88 1,401.76 2 0.1248 89.04 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 54.6 38.5 1.85 2 701.9519 1,401.89 1,401.76 2 1.138 96.46 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 59.6 38.5 2.6 2 701.3336 1,400.65 1,401.76 2 -0.09851 -70.28 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 61.6 38.5 1.24 2 701.9703 1,401.93 1,401.76 2 1.175 122.7 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 67.5 38.5 4.14 2 701.4334 1,400.85 1,401.76 2 0.1011 72.12 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 71.1 38.5 3.68 2 701.9067 1,401.80 1,401.76 2 1.048 32.11 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 71.3 38.5 3.55 2 701.9485 1,401.88 1,401.76 2 1.131 91.57 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 72.7 38.5 3.7 2 701.4063 1,400.80 1,401.76 2 0.04683 33.4 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 77.3 38.5 3.72 2 701.4183 1,400.82 1,401.76 2 0.07083 50.52 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LEELENLVSSLR R E 95.00% 90.6 38.5 3.82 2 701.4368 1,400.86 1,401.76 2 0.1079 76.95 126 137 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LIPGVEYLVSIIAmK K G 95.00% 37.2 37.9 2.49 2 m14: Oxidation (+15.99) 832.0673 1,662.12 1,661.95 2 1.172 102 1769 1783 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LIPGVEYLVSIIAmK K G 95.00% 37.3 37.9 4.05 2 m14: Oxidation (+15.99) 832.0775 1,662.14 1,661.95 2 1.193 114.4 1769 1783 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LIPGVEYLVSIIAmK K G 95.00% 44.8 37.9 2.64 2 m14: Oxidation (+15.99) 832.0249 1,662.04 1,661.95 2 1.088 51.06 1769 1783 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LIPGVEYLVSIIAmK K G 95.00% 51 37.9 1.31 2 m14: Oxidation (+15.99) 554.7014 1,661.08 1,661.95 3 0.1349 81.15 1769 1783 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LIPGVEYLVSIIAmK K G 95.00% 58.1 37.9 3 2 m14: Oxidation (+15.99) 831.5317 1,661.05 1,661.95 2 0.1013 60.93 1769 1783 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LIPGVEYLVSIIAmK K G 95.00% 59.4 37.9 0 2 m14: Oxidation (+15.99) 555.1202 1,662.34 1,661.95 3 1.391 233.5 1769 1783 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LIPGVEYLVSIIAmK K G 95.00% 62.9 37.9 2.96 2 m14: Oxidation (+15.99) 831.5135 1,661.01 1,661.95 2 0.06484 39.01 1769 1783 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LSWTADEGVFDNFVLK R I 95.00% 49.6 37.4 0 2 921.5536 1,841.09 1,840.91 2 1.188 100.7 1638 1653 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% LSWTADEGVFDNFVLK R I 95.00% 58.3 37.4 6.04 2 921.0887 1,840.16 1,840.91 2 0.2584 140.3 1638 1653 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% QSEPLEITLLAPER K T 95.00% 46.3 37.9 4.28 2 798.4961 1,594.98 1,595.86 2 0.1207 75.63 1660 1673 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% REEFWLGLDNLNK R I 93.70% 35.4 38 0 2 545.3488 1,633.02 1,633.83 3 0.1984 121.4 2051 2063 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% SMEIPGLR R A 95.00% 47.7 40.5 0 2 451.8277 901.6409 902.4765 2 0.1716 190.1 1310 1317 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% SNmIQTIFTTIGLLYPFPK R D 95.00% 47.7 36.6 1.54 2 m3: Oxidation (+15.99) 734.0871 2,199.24 2,200.17 3 0.07406 33.66 1964 1982 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% SNmIQTIFTTIGLLYPFPK R D 95.00% 52.2 36.6 2.3 2 m3: Oxidation (+15.99) 734.4098 2,200.21 2,200.17 3 1.042 17.95 1964 1982 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 43.1 35.1 1.82 2 871.8489 2,612.53 2,612.41 3 1.124 46.29 1492 1516 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 60.9 35 2.77 2 871.9038 2,612.69 2,612.41 3 1.288 109.3 1492 1516 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 63.8 35 2.18 2 871.6058 2,611.80 2,612.41 3 0.3944 151 1492 1516 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 73.7 35 2.1 2 871.6089 2,611.81 2,612.41 3 0.4037 154.5 1492 1516 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 34.2 35.7 0 2 848.7966 2,543.37 2,543.25 3 1.124 47.64 1844 1866 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 56.3 35.6 1.35 2 848.8472 2,543.52 2,543.25 3 1.276 107.3 1844 1866 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VATYLPAPEGLK R F 93.10% 36.5 38.9 0 2 629.9121 1,257.81 1,258.70 2 0.1126 89.42 708 719 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VATYLPAPEGLK R F 95.00% 40.4 38.9 1.36 2 629.8935 1,257.77 1,258.70 2 0.07533 59.84 708 719 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VATYLPAPEGLK R F 95.00% 44.2 38.9 0 2 629.8949 1,257.78 1,258.70 2 0.07812 62.06 708 719 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VATYLPAPEGLK R F 95.00% 45.2 39 0 2 630.3612 1,258.71 1,258.70 2 1.011 6.364 708 719 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VFAILENK R K 95.00% 42.5 40 0 2 467.3821 932.7496 933.5404 2 0.2164 231.8 692 699 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VFAILENK R K 95.00% 43.3 40 0 2 467.3909 932.7672 933.5404 2 0.234 250.6 692 699 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VFAILENK R K 95.00% 49.2 40 0 2 467.351 932.6874 933.5404 2 0.1542 165.2 692 699 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VFAILENKK R S 95.00% 48.2 39.6 0 2 531.365 1,060.72 1,061.64 2 0.0873 82.23 692 700 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 42.5 35.6 1.6 2 831.5169 2,491.53 2,491.27 3 1.264 104.9 670 691 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 49.4 35.6 0 2 831.444 2,491.31 2,491.27 3 1.046 17.17 670 691 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 56.3 35.6 4.38 2 831.159 2,490.46 2,491.27 3 0.1906 76.51 670 691 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 60.9 35.6 0 2 831.1316 2,490.37 2,491.27 3 0.1084 43.53 670 691 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VSIYGVIR R G 95.00% 42.5 39.9 0 2 453.8545 905.6945 906.5407 2 0.1611 177.6 1415 1422 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VSQTDNSITLEWR R N 95.00% 48.2 38.2 2.22 2 774.9639 1,547.91 1,548.77 2 0.1553 100.2 902 914 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VSQTDNSITLEWR R N 95.00% 53 38.2 0 2 775.4451 1,548.88 1,548.77 2 1.118 74.07 902 914 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% VSQTDNSITLEWR R N 95.00% 64.5 38.2 2.11 2 774.9435 1,547.87 1,548.77 2 0.1143 73.81 902 914 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% WQPAIATVDSYVISYTGEKVPEITR R T 90.00% 30.3 34.8 0 2 942.2748 2,823.80 2,823.46 3 1.353 124.1 1819 1843 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% WQPAIATVDSYVISYTGEKVPEITR R T 94.20% 9.8 34.6 0.959 2 942.3189 2,823.94 2,823.46 3 1.486 171 1819 1843 TRUE

LX-2 Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 30 31 76 17.20% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 38 34.8 1.44 2 942.2402 2,823.70 2,823.46 3 1.249 87.34 1819 1843 TRUE

LX-2 Repeat 1 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 3 3 7 8.74% THFFLNAGNLcNLNYGEGPK R A 95.00% 53.8 36.2 2.22 2 c11: Carbamidomethyl (+57.02) 756.0699 2,265.19 2,266.07 3 0.1239 54.69 393 412 TRUE

LX-2 Repeat 1 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 3 3 7 8.74% VTGQFPWSSLR K E 95.00% 43.3 39 2.77 2 639.358 1,276.70 1,277.66 2 0.04491 35.15 195 205 TRUE

LX-2 Repeat 1 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 3 3 7 8.74% VTGQFPWSSLR K E 95.00% 54 39 2.89 2 639.3919 1,276.77 1,277.66 2 0.1129 88.33 195 205 TRUE

LX-2 Repeat 1 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 3 3 7 8.74% VTGQFPWSSLR K E 95.00% 56.7 38.8 0.796 2 639.8403 1,277.67 1,277.66 2 1.01 5.317 195 205 TRUE

LX-2 Repeat 1 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 3 3 7 8.74% VTGQFPWSSLR K E 95.00% 59.3 39 3.48 2 639.3826 1,276.75 1,277.66 2 0.09427 73.78 195 205 TRUE

LX-2 Repeat 1 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 3 3 7 8.74% WSYGAGIVLR R L 93.80% 37.6 39.5 0 2 561.3403 1,120.67 1,121.61 2 0.06303 56.19 424 433 TRUE

LX-2 Repeat 1 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 3 3 7 8.74% WSYGAGIVLR R L 95.00% 35.9 39.5 1.54 2 561.0003 1,119.99 1,121.61 2 -0.617 344.1 424 433 TRUE

LX-2 Repeat 1 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 6 19.10% AITGASLADIMAK R R 95.00% 46.6 39 3.72 2 631.4019 1,260.79 1,261.68 2 0.1144 90.63 81 93 TRUE

LX-2 Repeat 1 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 6 19.10% QINWTVLYR R R 95.00% 39.4 39 1.33 2 596.8805 1,191.75 1,192.65 2 0.1064 89.2 48 56 TRUE

LX-2 Repeat 1 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 6 19.10% QINWTVLYR R R 95.00% 61.8 38.9 1.82 2 597.3603 1,192.71 1,192.65 2 1.066 52.94 48 56 TRUE

LX-2 Repeat 1 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 6 19.10% QINWTVLYR R R 95.00% 62.3 39 2.1 2 596.9103 1,191.81 1,192.65 2 0.1659 139.1 48 56 TRUE

LX-2 Repeat 1 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 6 19.10% QINWTVLYR R R 95.00% 67 39 1.89 2 596.8732 1,191.73 1,192.65 2 0.09181 76.97 48 56 TRUE

LX-2 Repeat 1 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 6 19.10% VFQFLNAK K C 94.50% 37.7 39.2 0 2 483.8573 965.7 966.5407 2 0.1665 172.3 28 35 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% AMDLDQDVLSALAEVEQLSK K M 95.00% 58.1 36.5 0 2 726.0122 2,175.01 2,175.09 3 0.9368 -30.32 1444 1463 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% AmDLDQDVLSALAEVEQLSK K M 95.00% 58.3 36.6 3.55 2 m2: Oxidation (+15.99) 731.3948 2,191.16 2,191.08 3 1.09 39.7 1444 1463 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% IPSWTGAGFVR R V 95.00% 44.2 39.3 1.38 2 595.8263 1,189.64 1,190.63 2 0.01353 11.36 580 590 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% IPSWTGAGFVR R V 95.00% 45.8 39.3 0 2 595.8646 1,189.71 1,190.63 2 0.0901 75.67 580 590 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% IPSWTGAGFVR R V 95.00% 50 39.2 1.06 2 596.3967 1,190.78 1,190.63 2 1.154 127.3 580 590 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% IPSWTGAGFVR R V 95.00% 51.1 39.3 3.16 2 595.9895 1,189.96 1,190.63 2 0.34 285.5 580 590 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% IPSWTGAGFVR R V 95.00% 55.7 39.3 3.96 2 595.8311 1,189.65 1,190.63 2 0.02317 19.46 580 590 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% IPSWTGAGFVR R V 95.00% 63.7 39.3 3.31 2 595.8898 1,189.77 1,190.63 2 0.1405 118 580 590 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% NFLTQDSADLDSIEAVANEVLK R M 90.60% 31.6 35.9 0 2 798.458 2,392.35 2,392.19 3 1.171 70.42 1509 1530 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% NFLTQDSADLDSIEAVANEVLK R M 95.00% 46.2 35.9 2.96 2 798.1873 2,391.54 2,392.19 3 0.3594 150.2 1509 1530 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% NFLTQDSADLDSIEAVANEVLK R M 95.00% 49.3 35.9 0 2 798.4802 2,392.42 2,392.19 3 1.238 98.28 1509 1530 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% VESLSQVEVILQHSAADIAR R A 95.00% 32.1 36.7 0.959 2 722.4596 2,164.36 2,165.16 3 0.2082 96.15 1551 1570 TRUE

LX-2 Repeat 1 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 100.00% 4 4 13 4.09% VESLSQVEVILQHSAADIAR R A 95.00% 76.2 36.6 4.09 2 722.7771 2,165.31 2,165.16 3 1.16 72.82 1551 1570 TRUE

LX-2 Repeat 1 ANXA5 Annexin A5 IPI00329801 35,920.60 100.00% 4 4 6 16.60% DLLDDLKSELTGK R F 94.10% 22.9 38.5 0.921 2 723.9697 1,445.92 1,446.77 2 0.1632 112.8 64 76 TRUE

LX-2 Repeat 1 ANXA5 Annexin A5 IPI00329801 35,920.60 100.00% 4 4 6 16.60% GLGTDEESILTLLTSR K S 95.00% 96 37.8 4.6 2 853.0755 1,704.14 1,704.90 2 0.2419 141.9 30 45 TRUE

LX-2 Repeat 1 ANXA5 Annexin A5 IPI00329801 35,920.60 100.00% 4 4 6 16.60% VLTEIIASR K T 95.00% 64.6 39.9 1.57 2 501.3603 1,000.71 1,001.60 2 0.1142 114 109 117 TRUE

LX-2 Repeat 1 ANXA5 Annexin A5 IPI00329801 35,920.60 100.00% 4 4 6 16.60% WGTDEEKFITIFGTR K S 95.00% 31.9 37.4 1.42 2 600.7273 1,799.16 1,799.90 3 0.2708 150.4 187 201 TRUE

LX-2 Repeat 1 ANXA5 Annexin A5 IPI00329801 35,920.60 100.00% 4 4 6 16.60% WGTDEEKFITIFGTR K S 95.00% 35.3 37.4 2.39 2 600.658 1,798.95 1,799.90 3 0.06291 34.95 187 201 TRUE

LX-2 Repeat 1 ANXA5 Annexin A5 IPI00329801 35,920.60 100.00% 4 4 6 16.60% WGTDEEKFITIFGTR K S 95.00% 35.9 37.3 0 2 600.3638 1,798.07 1,799.90 3 -0.8196 101.8 187 201 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% AQYEEIAQR K S 95.00% 42.4 39.4 0 2 554.3309 1,106.65 1,107.54 2 0.1115 100.7 360 368 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% AQYEEIAQR K S 95.00% 46.3 39.4 0 2 554.3103 1,106.61 1,107.54 2 0.07033 63.49 360 368 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% AQYEEIAQR K S 95.00% 53.2 39.4 2.25 2 554.3304 1,106.65 1,107.54 2 0.1107 99.91 360 368 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% AQYEEIAQR K S 95.00% 57.2 39.4 2.6 2 554.361 1,106.71 1,107.54 2 0.1719 155.2 360 368 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 40.6 38.6 0 2 738.9688 1,475.92 1,475.79 2 1.145 96.31 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 40.8 38.6 0 2 738.4283 1,474.84 1,475.79 2 0.06383 43.25 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 41.2 38.6 0 2 739.0034 1,475.99 1,475.79 2 1.214 143.1 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 44.4 38.6 0 2 738.4485 1,474.88 1,475.79 2 0.1043 70.67 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 45.3 38.6 0 2 738.4761 1,474.94 1,475.79 2 0.1596 108.1 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 45.6 38.6 1.8 2 738.4572 1,474.90 1,475.79 2 0.1217 82.44 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 49.3 38.6 1.54 2 738.9319 1,475.85 1,475.79 2 1.071 46.22 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 52.2 38.6 2 2 738.4465 1,474.88 1,475.79 2 0.1002 67.89 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 54.2 38.6 1.92 2 738.4269 1,474.84 1,475.79 2 0.061 41.33 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 55 38.6 2.7 2 738.4499 1,474.89 1,475.79 2 0.107 72.49 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 56.5 38.6 0.921 2 738.4832 1,474.95 1,475.79 2 0.1736 117.6 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 61.6 38.6 1.36 2 738.9474 1,475.88 1,475.79 2 1.102 67.29 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 72 38.6 1.16 2 738.4253 1,474.84 1,475.79 2 0.05783 39.18 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 72.7 38.6 1.96 2 738.3992 1,474.78 1,475.79 2 0.005665 3.839 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% FLEQQNQVLQTK R W 95.00% 74.6 38.6 1.24 2 738.4374 1,474.86 1,475.79 2 0.08211 55.64 204 215 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% GFSSGSAVVSGGSR R R 95.00% 74.6 38.8 3.62 2 627.7892 1,253.56 1,254.61 2 -0.03608 -28.76 21 34 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% GFSSGSAVVSGGSR R R 95.00% 89.7 38.8 8.01 2 627.7768 1,253.54 1,254.61 2 -0.06083 -48.49 21 34 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% IEISELNR K V 95.00% 44.2 40 0 2 487.3073 972.6 973.5313 2 0.07597 78.02 400 407 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% IEISELNR K V 95.00% 49.6 40 0 2 487.3355 972.6565 973.5313 2 0.1325 136.1 400 407 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% IEISELNR K V 95.00% 59 40 0.959 2 487.2854 972.5563 973.5313 2 0.03223 33.11 400 407 FALSE IPI00220327

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% LLEGEEcR K M 95.00% 42.3 39.7 0 2 c7: Carbamidomethyl (+57.02) 503.2776 1,004.54 1,005.47 2 0.08077 80.33 489 496 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% LLEGEEcR K M 95.00% 48.8 39.7 1.29 2 c7: Carbamidomethyl (+57.02) 503.3341 1,004.65 1,005.47 2 0.1938 192.7 489 496 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% NLDLDSIIAEVK R A 95.00% 15.6 38.7 1.92 2 665.4093 1,328.80 1,329.73 2 0.08503 63.94 348 359 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% NLDLDSIIAEVK R A 95.00% 23.6 38.7 2.8 2 665.419 1,328.82 1,329.73 2 0.1045 78.6 348 359 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% NLDLDSIIAEVK R A 95.00% 48.9 38.7 2.26 2 665.4154 1,328.82 1,329.73 2 0.09719 73.08 348 359 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% SKEEAEALYHSK R Y 95.00% 27.4 38.5 1.89 2 464.6508 1,390.93 1,391.68 3 0.2576 185.1 369 380 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% SKEEAEALYHSK R Y 95.00% 30.2 38.5 1.21 2 464.6156 1,390.83 1,391.68 3 0.1522 109.4 369 380 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% STSSFScLSR R H 95.00% 49 39.3 1.74 2 c7: Carbamidomethyl (+57.02) 566.2748 1,130.54 1,131.51 2 0.03256 28.78 36 45 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% VDPEIQNVK K A 94.10% 26.1 39.2 0.921 2 521.3363 1,040.66 1,041.56 2 0.1076 103.3 173 181 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% YEELQVTVGR K H 95.00% 45 38.8 2.8 2 597.8457 1,193.68 1,193.62 2 1.068 54.67 381 390 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% YEELQVTVGR K H 95.00% 72.3 38.8 3.44 2 597.7803 1,193.55 1,193.62 2 0.9371 -54.92 381 390 TRUE

LX-2 Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 9 9 18 17.50% YLDGLTAER R T 95.00% 44.4 39.1 2.08 2 519.3393 1,036.66 1,037.53 2 0.145 139.8 245 253 TRUE

LX-2 Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 4 4 7 32.50% GLAPDLPEDLYHLIK K K 95.00% 30.3 37.6 1.72 2 565.3843 1,693.13 1,693.92 3 0.2221 131.1 79 93 TRUE

LX-2 Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 4 4 7 32.50% GLSQSALPYR K R 95.00% 29.7 39.5 1 2 546.3783 1,090.74 1,091.58 2 0.1648 151 10 19 TRUE

LX-2 Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 4 4 7 32.50% GLTPSQIGVILR K D 94.40% 37.3 38.8 0 2 627.3972 1,252.78 1,253.76 2 0.02927 23.35 44 55 TRUE

LX-2 Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 4 4 7 32.50% GLTPSQIGVILR K D 95.00% 23.7 38.8 2.13 2 627.4421 1,252.87 1,253.76 2 0.1191 94.96 44 55 TRUE

LX-2 Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 4 4 7 32.50% GLTPSQIGVILR K D 95.00% 59.3 38.8 0 2 627.9277 1,253.84 1,253.76 2 1.09 69.71 44 55 TRUE

LX-2 Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 4 4 7 32.50% LTSDDVKEQIYK K L 95.00% 70.3 38.3 0 2 719.9241 1,437.83 1,438.74 2 0.0982 68.25 28 39 TRUE

LX-2 Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 4 4 7 32.50% LTSDDVKEQIYK K L 95.00% 72 38.3 2.96 2 719.9241 1,437.83 1,438.74 2 0.09833 68.34 28 39 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% IEDFLER K R 95.00% 43.2 39.6 0.886 2 461.3311 920.6477 921.4677 2 0.1873 203.2 102 108 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% IEDFLER K R 95.00% 44.7 39.4 1.02 2 461.7649 921.5152 921.4677 2 1.055 56.4 102 108 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% LDYILGLK K I 95.00% 40.1 39.8 1.16 2 468.3508 934.687 934.561 2 1.133 139.4 94 101 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% LFEGNALLR R R 93.40% 37.6 39.8 0 2 516.8326 1,031.65 1,032.58 2 0.07421 71.86 71 79 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% LFEGNALLR R R 95.00% 46.7 39.8 0 2 517.3653 1,032.72 1,032.58 2 1.14 132.3 71 79 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% LFEGNALLR R R 95.00% 69.6 39.8 0 2 516.859 1,031.70 1,032.58 2 0.127 123 71 79 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% MKLDYILGLK K I 95.00% 27.8 38.9 1.62 2 597.3603 1,192.71 1,193.70 2 0.01673 14.01 92 101 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% QVVNIPSFIVR K L 95.00% 30 38.9 3.24 2 636.8853 1,271.76 1,271.75 2 1.016 10.61 140 150 TRUE

LX-2 Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 5 5 9 19.10% QVVNIPSFIVR K L 95.00% 40.2 38.7 1.66 2 636.4553 1,270.90 1,271.75 2 0.1562 122.8 140 150 TRUE

LX-2 Repeat 1 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 3 4 30.70% EcADLWPR K I 95.00% 48.1 39.6 0 2 c2: Carbamidomethyl (+57.02) 523.4239 1,044.83 1,046.47 2 -0.632 354.5 124 131 TRUE

LX-2 Repeat 1 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 3 4 30.70% ISLGLPVGAVINcADNTGAK R N 95.00% 24.5 36.9 1.82 2 c13: Carbamidomethyl (+57.02) 657.4137 1,969.22 1,970.04 3 0.1887 95.8 16 35 TRUE

LX-2 Repeat 1 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 3 4 30.70% LPAAGVGDMVMATVK R K 95.00% 37.8 38.6 2.03 2 730.4363 1,458.86 1,459.76 2 0.1003 68.72 52 66 TRUE

LX-2 Repeat 1 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 3 4 30.70% LPAAGVGDMVMATVK R K 95.00% 47.8 38.6 3.96 2 730.4648 1,458.92 1,459.76 2 0.1574 107.8 52 66 TRUE

LX-2 Repeat 1 EIF3A Eukaryotic translation initiation factor 3 subunit 10 IPI00029012 166,556.90 99.40% 2 2 2 0.58% GPPLR R S 92.50% 5.58 37.2 0.921 2 540.0352 539.0279 539.3301 1 0.705 -551.3 1297 1301 TRUE

LX-2 Repeat 1 EIF3A Eukaryotic translation initiation factor 3 subunit 10 IPI00029012 166,556.90 99.40% 2 2 2 0.58% GPPLRSER R E 92.40% 0 0 2.23 2 456.3134 910.6122 911.5058 2 0.1136 124.7 1297 1304 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% FLSQPFQVAEVFTGHMGK R L 95.00% 54.3 36.9 1.7 2 674.9939 2,021.96 2,023.01 3 -0.0437 -21.6 463 480 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% FTQAGSEVSALLGR R I 95.00% 61.1 38.4 3.85 2 718.4434 1,434.87 1,435.75 2 0.1255 87.43 311 324 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% FTQAGSEVSALLGR R I 95.00% 68 38.4 3.89 2 718.9203 1,435.83 1,435.75 2 1.079 53.24 311 324 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% FTQAGSEVSALLGR R I 95.00% 68.5 38.4 3.28 2 718.8615 1,435.71 1,435.75 2 0.9616 -28.61 311 324 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% IGLFGGAGVGK K T 95.00% 48.4 40.1 3.39 2 488.281 974.5475 975.5624 2 -0.007673 -7.865 202 212 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% TVLIMELINNVAK K A 95.00% 38.5 38.3 0 2 729.475 1,456.94 1,457.84 2 0.1029 70.61 213 225 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% TVLIMELINNVAK K A 95.00% 52 38.3 4.77 2 729.5003 1,456.99 1,457.84 2 0.1535 105.3 213 225 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% VLDSGAPIKIPVGPETLGR K I 95.00% 29 37.4 2.17 2 640.4402 1,918.30 1,919.10 3 0.2096 109.2 125 143 TRUE

LX-2 Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 5 5 9 14.20% VLDSGAPIKIPVGPETLGR K I 95.00% 41 37.4 2.66 2 640.4123 1,918.21 1,919.10 3 0.1258 65.53 125 143 TRUE

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22% LLEPVLLLGK K E 95.00% 37.6 38.9 1.22 2 547.8903 1,093.77 1,094.72 2 0.05463 49.9 51 60 TRUE

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22% LLEPVLLLGK K E 95.00% 46.7 38.9 3.09 2 547.9117 1,093.81 1,094.72 2 0.09749 89.04 51 60 TRUE

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22% LLEPVLLLGK K E 95.00% 47.3 38.9 2.48 2 547.9074 1,093.80 1,094.72 2 0.08897 81.26 51 60 TRUE

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22% LLEPVLLLGK K E 95.00% 56.1 38.9 2.05 2 547.9667 1,093.92 1,094.72 2 0.2075 189.5 51 60 TRUE

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22% LLEPVLLLGK K E 95.00% 56.2 38.9 2.72 2 547.8706 1,093.73 1,094.72 2 0.0152 13.88 51 60 TRUE

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22% LLEPVLLLGK K E 95.00% 56.7 38.9 2.8 2 547.887 1,093.76 1,094.72 2 0.04811 43.94 51 60 TRUE

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22% LLEPVLLLGK K E 95.00% 64 38.9 1.89 2 547.8968 1,093.78 1,094.72 2 0.06767 61.81 51 60 TRUE

LX-2 Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 2 8 8.22% LLEPVLLLGKER K F 95.00% 50.2 38.7 2.7 2 460.6982 1,379.07 1,379.86 3 0.2177 157.7 51 62 TRUE

LX-2 Repeat 1 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 85,679.80 99.80% 2 2 2 2.94% DSQEEEKTEALTSAK K R 95.00% 26.3 37.8 1.11 2 555.9701 1,664.89 1,665.78 3 0.1141 68.47 714 728 TRUE

LX-2 Repeat 1 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 85,679.80 99.80% 2 2 2 2.94% EPGLQIWR K V 95.00% 42.8 39.4 0 2 500.2803 998.546 998.5419 2 1.011 8.602 65 72 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% AEAESLYQSK K Y 95.00% 48.9 38.8 1 2 563.2932 1,124.57 1,125.54 2 0.03697 32.85 367 376 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% AEAESLYQSK K Y 95.00% 51.2 38.8 0.796 2 563.3291 1,124.64 1,125.54 2 0.1087 96.54 367 376 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% DVDGAYMTK K V 93.60% 37.3 39.4 0 2 500.2338 998.4531 999.4453 2 0.01499 15 290 298 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% DVDGAYMTK K V 95.00% 43.1 39.4 0 2 500.2909 998.5673 999.4453 2 0.1292 129.3 290 298 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% DYQELMNTK R L 95.00% 33.4 39 1.11 2 571.3995 1,140.78 1,141.52 2 0.2721 238.3 464 472 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 40.6 38.6 0 2 738.9688 1,475.92 1,475.79 2 1.145 96.31 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 40.8 38.6 0 2 738.4283 1,474.84 1,475.79 2 0.06383 43.25 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 41.2 38.6 0 2 739.0034 1,475.99 1,475.79 2 1.214 143.1 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 44.4 38.6 0 2 738.4485 1,474.88 1,475.79 2 0.1043 70.67 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 45.3 38.6 0 2 738.4761 1,474.94 1,475.79 2 0.1596 108.1 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 45.6 38.6 1.8 2 738.4572 1,474.90 1,475.79 2 0.1217 82.44 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 49.3 38.6 1.54 2 738.9319 1,475.85 1,475.79 2 1.071 46.22 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 52.2 38.6 2 2 738.4465 1,474.88 1,475.79 2 0.1002 67.89 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 54.2 38.6 1.92 2 738.4269 1,474.84 1,475.79 2 0.061 41.33 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 55 38.6 2.7 2 738.4499 1,474.89 1,475.79 2 0.107 72.49 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 56.5 38.6 0.921 2 738.4832 1,474.95 1,475.79 2 0.1736 117.6 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 61.6 38.6 1.36 2 738.9474 1,475.88 1,475.79 2 1.102 67.29 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 72 38.6 1.16 2 738.4253 1,474.84 1,475.79 2 0.05783 39.18 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 72.7 38.6 1.96 2 738.3992 1,474.78 1,475.79 2 0.005665 3.839 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% FLEQQNQVLQTK R W 95.00% 74.6 38.6 1.24 2 738.4374 1,474.86 1,475.79 2 0.08211 55.64 200 211 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR R G 95.00% 38.4 36.2 6.52 2 795.4145 2,383.22 2,383.95 3 0.2767 116 519 549 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% IEISELNR K V 95.00% 44.2 40 0 2 487.3073 972.6 973.5313 2 0.07597 78.02 396 403 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% IEISELNR K V 95.00% 49.6 40 0 2 487.3355 972.6565 973.5313 2 0.1325 136.1 396 403 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% IEISELNR K V 95.00% 59 40 0.959 2 487.2854 972.5563 973.5313 2 0.03223 33.11 396 403 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% LALDLEIATYR K T 95.00% 39.4 39 2.89 2 639.4274 1,276.84 1,277.71 2 0.1373 107.5 473 483 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% NMQDMVEDYR K N 95.00% 52.1 38.7 1.26 2 651.2268 1,300.44 1,300.53 2 0.9165 -66.24 258 267 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% NMQDMVEDYR K N 95.00% 55 38.7 2.51 2 651.2936 1,300.57 1,300.53 2 1.05 36.47 258 267 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% NMQDmVEDYR K N 95.00% 55.7 38.8 3.21 2 m5: Oxidation (+15.99) 658.768 1,315.52 1,316.52 2 0.003996 3.035 258 267 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% NMQDMVEDYR K N 95.00% 58.7 38.7 2.55 2 650.8203 1,299.63 1,300.53 2 0.1035 79.6 258 267 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% NMQDMVEDYR K N 95.00% 59.8 38.7 2.42 2 650.8051 1,299.60 1,300.53 2 0.07316 56.25 258 267 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% NMQDMVEDYR K N 95.00% 60.2 38.7 1.01 2 650.7727 1,299.53 1,300.53 2 0.008423 6.477 258 267 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SKAEAESLYQSK K Y 95.00% 81.3 38.6 5.39 2 670.8723 1,339.73 1,340.67 2 0.06803 50.74 365 376 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 36.9 38.7 2.44 2 651.8745 1,301.73 1,302.72 2 0.02639 20.26 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 37.5 38.8 1.6 2 652.3503 1,302.69 1,302.72 2 0.9779 -19.02 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 38 38.7 0 2 651.8719 1,301.73 1,302.72 2 0.02117 16.25 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 46.4 38.8 2.62 2 652.3628 1,302.71 1,302.72 2 1.003 0.1522 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 46.3 38.7 0.77 2 651.9099 1,301.81 1,302.72 2 0.09713 74.55 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 46.5 38.7 1.96 2 651.8886 1,301.76 1,302.72 2 0.05459 41.91 344 355 TRUE
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LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 50.8 38.7 0.959 2 651.9073 1,301.80 1,302.72 2 0.09191 70.55 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 51.7 38.7 3.05 2 651.829 1,301.64 1,302.72 2 -0.06457 -49.57 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 54.4 38.7 2.62 2 651.9005 1,301.79 1,302.72 2 0.07842 60.19 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 54.6 38.7 2.74 2 651.8974 1,301.78 1,302.72 2 0.07209 55.33 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 55.3 38.7 3.19 2 651.8957 1,301.78 1,302.72 2 0.0687 52.73 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 56 38.7 2.8 2 651.8981 1,301.78 1,302.72 2 0.07364 56.53 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 57.2 38.7 2.22 2 651.8625 1,301.71 1,302.72 2 0.002443 1.875 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 57.8 38.7 2.92 2 651.8103 1,301.61 1,302.72 2 -0.1021 -78.36 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 58.5 38.8 1.72 2 652.378 1,302.74 1,302.72 2 1.033 23.46 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 58.6 38.8 1.49 2 652.3803 1,302.75 1,302.72 2 1.038 27 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 58.6 38.8 2.3 2 652.3953 1,302.78 1,302.72 2 1.068 50.01 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 63.4 38.7 2 2 651.8894 1,301.76 1,302.72 2 0.05611 43.07 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 64 38.7 3.3 2 651.9066 1,301.80 1,302.72 2 0.09056 69.51 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 65.6 38.7 2.17 2 651.914 1,301.81 1,302.72 2 0.1053 80.84 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 66 38.7 2.77 2 651.8469 1,301.68 1,302.72 2 -0.02874 -22.06 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 67.8 38.7 1.34 2 651.8667 1,301.72 1,302.72 2 0.01087 8.343 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 67.9 38.7 3.13 2 651.9214 1,301.83 1,302.72 2 0.1201 92.2 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLDLDSIIAEVK R A 95.00% 70.5 38.7 2.74 2 651.9083 1,301.80 1,302.72 2 0.09393 72.1 344 355 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 45.8 38.6 1.72 2 692.3571 1,382.70 1,383.69 2 0.01668 12.05 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 54.9 38.6 0.796 2 692.3917 1,382.77 1,383.69 2 0.08571 61.94 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 58 38.6 2.19 2 692.844 1,383.67 1,383.69 2 0.9903 -8.979 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 59.6 38.6 0.854 2 692.3823 1,382.75 1,383.69 2 0.06693 48.37 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 62 38.6 1.68 2 692.3559 1,382.70 1,383.69 2 0.01423 10.28 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 63.6 38.6 2.89 2 692.8403 1,383.67 1,383.69 2 0.9829 -14.3 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 73.3 38.6 2 2 692.3882 1,382.76 1,383.69 2 0.07869 56.87 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 73.7 38.6 0 2 692.4055 1,382.80 1,383.69 2 0.1134 81.92 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 73.7 38.6 1.13 2 692.4333 1,382.85 1,383.69 2 0.1689 122.1 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 81.3 38.6 1.59 2 692.3708 1,382.73 1,383.69 2 0.04406 31.84 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 86.6 38.6 3.22 2 692.3703 1,382.73 1,383.69 2 0.04293 31.02 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 86.7 38.6 3.44 2 692.3703 1,382.73 1,383.69 2 0.04293 31.02 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 88.1 38.6 2.46 2 692.3812 1,382.75 1,383.69 2 0.06487 46.88 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% SLNNQFASFIDK K V 95.00% 88.4 38.6 1.89 2 692.3601 1,382.71 1,383.69 2 0.02258 16.32 186 197 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% THNLEPYFESFINNLR R R 95.00% 28.3 37 2.89 2 665.3758 1,993.11 1,993.98 3 0.1361 68.23 224 239 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% THNLEPYFESFINNLR R R 95.00% 37.5 37 0 2 665.4035 1,993.19 1,993.98 3 0.2194 110 224 239 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% THNLEPYFESFINNLR R R 95.00% 43 37 1.6 2 665.3602 1,993.06 1,993.98 3 0.08935 44.81 224 239 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% THNLEPYFESFINNLR R R 95.00% 43.6 37 4.11 2 665.3905 1,993.15 1,993.98 3 0.1802 90.37 224 239 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% THNLEPYFESFINNLR R R 95.00% 46.5 37 2.06 2 665.2833 1,992.83 1,993.98 3 -0.1412 -70.81 224 239 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% THNLEPYFESFINNLR R R 95.00% 48.1 37 0.796 2 665.2677 1,992.78 1,993.98 3 -0.1881 -94.37 224 239 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% THNLEPYFESFINNLR R R 95.00% 64.7 37 2.92 2 665.3799 1,993.12 1,993.98 3 0.1484 74.44 224 239 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TLLEGEESR R M 95.00% 31.6 39.8 1.02 2 517.3333 1,032.65 1,033.52 2 0.1431 138.5 484 492 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TLLEGEESR R M 95.00% 42.6 39.8 0 2 517.3109 1,032.61 1,033.52 2 0.09838 95.18 484 492 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TLLEGEESR R M 95.00% 56.5 39.8 1.19 2 517.3137 1,032.61 1,033.52 2 0.104 100.6 484 492 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TLLEGEESR R M 95.00% 63.7 39.8 1.44 2 517.2912 1,032.57 1,033.52 2 0.05906 57.14 484 492 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TLLEGEESR R M 95.00% 79.3 39.8 1.19 2 517.3099 1,032.61 1,033.52 2 0.09643 93.29 484 492 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TLLEGEESR R M 95.00% 79.6 39.8 1.33 2 517.3094 1,032.60 1,033.52 2 0.09541 92.3 484 492 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TLLEGEESR R M 95.00% 79.6 39.8 1.44 2 517.327 1,032.64 1,033.52 2 0.1306 126.3 484 492 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TNAENEFVTIK R K 95.00% 50.4 38.8 1.68 2 633.3336 1,264.65 1,265.64 2 0.02275 17.98 278 288 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TNAENEFVTIK R K 95.00% 66.9 38.8 3.6 2 633.3666 1,264.72 1,265.64 2 0.08865 70.04 278 288 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TNAENEFVTIK R K 95.00% 67.6 38.8 2.14 2 633.3575 1,264.70 1,265.64 2 0.07039 55.61 278 288 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TNAENEFVTIK R K 95.00% 67.6 38.8 2.49 2 633.379 1,264.74 1,265.64 2 0.1135 89.69 278 288 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TNAENEFVTIKK R D 95.00% 31.9 38.4 1.01 2 465.3314 1,392.97 1,393.73 3 0.2474 177.5 278 289 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TNAENEFVTIKK R D 95.00% 39.2 38.4 0 2 465.3455 1,393.01 1,393.73 3 0.2898 207.9 278 289 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% TNAENEFVTIKK R D 95.00% 59 38.4 1.62 2 465.3056 1,392.90 1,393.73 3 0.1701 122 278 289 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 32.5 38.6 2.77 2 738.4194 1,474.82 1,475.75 2 0.08251 55.91 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 49.8 38.6 5.03 2 738.9095 1,475.80 1,475.75 2 1.063 40.6 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 56.6 38.6 3.64 2 738.3865 1,474.76 1,475.75 2 0.0167 11.31 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 60.2 38.6 3.47 2 738.9271 1,475.84 1,475.75 2 1.098 64.45 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 60.7 38.6 7.17 2 738.3988 1,474.78 1,475.75 2 0.04137 28.03 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 61.4 38.6 4.42 2 738.4238 1,474.83 1,475.75 2 0.09137 61.91 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 70.8 38.6 6.08 2 738.356 1,474.70 1,475.75 2 -0.04434 -30.05 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 78.3 38.6 3.72 2 738.4179 1,474.82 1,475.75 2 0.07954 53.89 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% WELLQQVDTSTR K T 95.00% 78.3 38.6 5.96 2 738.4203 1,474.83 1,475.75 2 0.08423 57.07 212 223 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% YEELQITAGR K H 95.00% 52.2 39.1 1.66 2 590.3341 1,178.65 1,179.60 2 0.06046 51.25 377 386 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% YEELQITAGR K H 95.00% 60.6 39.1 2.35 2 590.3685 1,178.72 1,179.60 2 0.1291 109.4 377 386 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% YEELQITAGR K H 95.00% 62.8 39.1 2.33 2 590.358 1,178.70 1,179.60 2 0.1081 91.67 377 386 TRUE

LX-2 Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 17 17 104 28.70% YEELQITAGR K H 95.00% 65.4 39.1 2.74 2 590.3853 1,178.76 1,179.60 2 0.1627 137.9 377 386 TRUE

LX-2 Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 100.00% 3 3 4 4.92% ALSIGFETcR K Y 95.00% 48.2 39 0 2 c9: Carbamidomethyl (+57.02) 577.3211 1,152.63 1,153.57 2 0.06783 58.8 69 78 TRUE

LX-2 Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 100.00% 3 3 4 4.92% LVINSGNGAVEDR K K 95.00% 42.9 38.7 0 2 672.8234 1,343.63 1,343.69 2 0.948 -40.72 651 663 TRUE

LX-2 Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 100.00% 3 3 4 4.92% LVINSGNGAVEDR K K 95.00% 91.1 38.6 6.24 2 672.3594 1,342.70 1,343.69 2 0.02006 14.93 651 663 TRUE

LX-2 Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 100.00% 3 3 4 4.92% YGFIEGHVVIPR R I 95.00% 28.4 38.5 1.44 2 463.0137 1,386.02 1,386.75 3 0.2735 197.2 79 90 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% EVPAGKYPFIVTSDDGR K K 95.00% 53.8 37.5 1.48 2 617.7452 1,850.21 1,850.93 3 0.2925 158 257 273 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% FPILSANIK K A 95.00% 20.6 39.8 1.02 2 501.871 1,001.73 1,002.60 2 0.1364 136.1 137 145 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% FPILSANIK K A 95.00% 30.1 39.8 1.54 2 501.8317 1,001.65 1,002.60 2 0.05779 57.64 137 145 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% FPILSANIK K A 95.00% 45.4 39.8 1.01 2 501.8833 1,001.75 1,002.60 2 0.1611 160.6 137 145 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% GAEVAHFMNALR K Y 95.00% 57.3 38.7 2.1 2 658.3563 1,314.70 1,315.66 2 0.04773 36.27 98 109 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% GAEVAHFMNALR K Y 95.00% 64.6 38.7 0.854 2 658.3513 1,314.69 1,315.66 2 0.03776 28.7 98 109 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% GPLASQISGLYLPYK K V 95.00% 46.2 37.9 3.01 2 804.5379 1,607.06 1,606.88 2 1.184 113 148 162 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% GPLASQISGLYLPYK K V 95.00% 54.6 37.8 0 2 804.0272 1,606.04 1,606.88 2 0.163 101.4 148 162 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% GPLASQISGLYLPYK K V 95.00% 72.3 37.8 3.82 2 804.0174 1,606.02 1,606.88 2 0.1434 89.24 148 162 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% HDSGDQDINVVSTYISK R M 95.00% 48.2 37.3 6.96 2 939.5619 1,877.11 1,877.89 2 0.2287 121.8 518 534 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% IIALGHSGFEMDK K L 95.00% 42.2 38.5 0 2 709.4122 1,416.81 1,417.71 2 0.1025 72.29 215 227 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% TIVYLDGSSQScR K F 95.00% 41.8 38.6 1.32 2 c12: Carbamidomethyl (+57.02) 743.8863 1,485.76 1,485.70 2 1.065 41.93 342 354 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% TIVYLDGSSQScR K F 95.00% 53.9 38.6 2.37 2 c12: Carbamidomethyl (+57.02) 743.9138 1,485.81 1,485.70 2 1.12 78.89 342 354 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VILPNFLANGGDGFQMIKDELLR K H 93.00% 32.6 35.6 0 2 854.5427 2,560.61 2,560.36 3 1.254 98.03 495 517 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VILPNFLANGGDGFQmIKDELLR K H 95.00% 45.8 35.6 0 2 m16: Oxidation (+15.99) 859.8662 2,576.58 2,576.35 3 1.229 87.95 495 517 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VIYPAVEGR K I 95.00% 46.3 39.8 0.824 2 502.343 1,002.67 1,003.56 2 0.1216 121.1 537 545 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VIYPAVEGR K I 95.00% 53.5 39.8 1.82 2 502.3641 1,002.71 1,003.56 2 0.1637 163.1 537 545 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VLPVGDEVVGIVGYTSK K E 95.00% 49.9 37.8 1.6 2 577.8602 1,730.56 1,731.95 3 -0.3869 -223.5 163 179 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VLPVGDEVVGIVGYTSK K E 95.00% 50.6 37.6 0.959 2 578.3563 1,732.05 1,731.95 3 1.102 57 163 179 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VLPVGDEVVGIVGYTSK K E 95.00% 66 37.6 0 2 578.3616 1,732.06 1,731.95 3 1.117 66.13 163 179 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VLPVGDEVVGIVGYTSK K E 95.00% 66.6 37.8 4.09 2 866.5451 1,731.08 1,731.95 2 0.13 75.08 163 179 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% VLPVGDEVVGIVGYTSK K E 95.00% 74.7 37.7 2.85 2 866.6283 1,731.24 1,731.95 2 0.2963 171.1 163 179 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% YDAmALGNHEFDNGVEGLIEPLLK R E 95.00% 48.5 35.2 0 2 m4: Oxidation (+15.99) 888.2316 2,661.67 2,661.29 3 1.393 146.7 110 133 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% YGQSTGEFLQVGGIHVVYDLSR R K 95.00% 44.5 35.8 0 2 809.5427 2,425.61 2,425.21 3 1.399 163.2 442 463 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% YGQSTGEFLQVGGIHVVYDLSR R K 95.00% 61.1 35.8 3.59 2 809.1602 2,424.46 2,425.21 3 0.2512 103.5 442 463 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% YPFIVTSDDGR K K 95.00% 48.5 38.7 1.55 2 635.3805 1,268.75 1,269.61 2 0.1425 112.2 263 273 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% YPFIVTSDDGR K K 95.00% 75.7 38.7 2.82 2 635.2803 1,268.55 1,269.61 2 -0.05787 -45.59 263 273 TRUE

LX-2 Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 13 14 28 33.30% YPFIVTSDDGR K K 95.00% 87.8 38.7 4.17 2 635.8406 1,269.67 1,269.61 2 1.063 47.25 263 273 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% EIETYHNLLEGGQEDFESSGAGK K I 95.00% 17 35.5 2.17 2 837.4796 2,509.42 2,510.13 3 0.2922 116.4 450 472 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 47.9 39 3.12 2 618.3016 1,234.59 1,235.53 2 0.0672 54.39 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 52.8 39 3.66 2 618.3092 1,234.60 1,235.53 2 0.08252 66.78 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 57.2 39 4.68 2 618.3186 1,234.62 1,235.53 2 0.1013 81.96 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 65.1 39 6.32 2 618.3257 1,234.64 1,235.53 2 0.1154 93.4 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 65.9 39 5.09 2 618.2932 1,234.57 1,235.53 2 0.05051 40.88 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 69.8 38.8 4.26 2 618.8443 1,235.67 1,235.53 2 1.153 121.2 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 70 39 5.4 2 618.3017 1,234.59 1,235.53 2 0.06749 54.62 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 70.9 39 3.82 2 618.3261 1,234.64 1,235.53 2 0.1164 94.18 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 72.8 39 5.72 2 618.3058 1,234.60 1,235.53 2 0.07574 61.3 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 73.1 39 4.07 2 618.3312 1,234.65 1,235.53 2 0.1264 102.3 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 73.1 39 6.39 2 618.31 1,234.61 1,235.53 2 0.08404 68.01 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 81 39 5.96 2 618.3017 1,234.59 1,235.53 2 0.06742 54.56 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% FSSSSGYGGGSSR R V 95.00% 85.1 39 4.92 2 618.2703 1,234.53 1,235.53 2 0.004627 3.745 47 59 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 53.5 37.6 2.44 2 597.9793 1,790.92 1,791.73 3 0.1953 109 491 513 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 54.3 37.6 6.48 2 896.4573 1,790.90 1,791.73 2 0.1792 100 491 513 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 90.4 37.6 12.6 2 896.4963 1,790.98 1,791.73 2 0.2572 143.5 491 513 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 115 37.6 15.2 2 896.4636 1,790.91 1,791.73 2 0.1919 107.1 491 513 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 119 37.6 9.54 2 896.5203 1,791.03 1,791.73 2 0.3052 170.3 491 513 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 123 37.6 10.4 2 896.4486 1,790.88 1,791.73 2 0.1619 90.33 491 513 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 139 37.6 14.8 2 896.4931 1,790.97 1,791.73 2 0.2509 140 491 513 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% mTLDDFR R I 95.00% 41.4 39.1 0 2 m1: Oxidation (+15.99) 457.281 912.5475 913.4086 2 0.1463 160.1 234 240 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% NYSPYYNTIDDLKDQIVDLTVGNNK K T 95.00% 38.4 34.9 0 2 968.6135 2,902.82 2,902.41 3 1.415 142 200 224 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% NYSPYYNTIDDLKDQIVDLTVGNNK K T 95.00% 41.2 34.8 0 2 968.2802 2,901.82 2,902.41 3 0.4152 143 200 224 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QEYEQLIAK R N 91.00% 36 39.5 0 2 561.3831 1,120.75 1,121.58 2 0.1751 156.1 328 336 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QEYEQLIAK R N 95.00% 42 39.5 1 2 561.2788 1,120.54 1,121.58 2 -0.03343 -29.81 328 336 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QGVDADINGLR R Q 94.40% 37.8 39.3 0 2 579.8703 1,157.73 1,157.59 2 1.142 120.3 251 261 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QGVDADINGLR R Q 95.00% 50.3 39.3 1.34 2 579.3546 1,156.69 1,157.59 2 0.1107 95.62 251 261 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QGVDADINGLR R Q 95.00% 62.2 39.3 4.8 2 579.3388 1,156.66 1,157.59 2 0.07914 68.36 251 261 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QGVDADINGLR R Q 95.00% 72.4 39.3 3.38 2 579.3618 1,156.71 1,157.59 2 0.1251 108.1 251 261 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QVLDNLTMEK R S 95.00% 38.7 39.3 0 2 595.8865 1,189.76 1,190.61 2 0.157 131.9 262 271 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QVLDNLTMEK R S 95.00% 44.4 39.3 0 2 595.8273 1,189.64 1,190.61 2 0.03853 32.36 262 271 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% QVLDNLTMEK R S 95.00% 48.8 39.3 0 2 595.8116 1,189.61 1,190.61 2 0.007193 6.041 262 271 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% SGGGGGGGLGSGGSIR R S 95.00% 46.3 39 3.12 2 617.3703 1,232.73 1,232.60 2 1.135 107.3 14 29 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% SGGGGGGGLGSGGSIR R S 95.00% 56.6 39.1 6.44 2 616.8415 1,231.67 1,232.60 2 0.07763 62.97 14 29 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% SGGGGGGGLGSGGSIR R S 95.00% 84.4 39.1 5.46 2 616.8277 1,231.64 1,232.60 2 0.05001 40.57 14 29 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% SGGGGGGGLGSGGSIR R S 95.00% 86.6 39.1 7.07 2 616.8053 1,231.60 1,232.60 2 0.005127 4.16 14 29 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% STMQELNSR K L 94.70% 13.7 39.2 0.959 2 533.3082 1,064.60 1,065.50 2 0.1098 103 155 163 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% STMQELNSR K L 95.00% 17 39.2 1.05 2 533.3345 1,064.65 1,065.50 2 0.1624 152.4 155 163 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% STMQELNSR K L 95.00% 18 39.2 1.41 2 533.3096 1,064.60 1,065.50 2 0.1127 105.7 155 163 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% STMQELNSR K L 95.00% 18.2 39.2 1.01 2 533.3539 1,064.69 1,065.50 2 0.2011 188.7 155 163 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% STMQELNSR K L 95.00% 18.3 39.2 1.66 2 533.2931 1,064.57 1,065.50 2 0.07952 74.63 155 163 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% STMQELNSR K L 95.00% 31.8 39.2 0.824 2 533.3019 1,064.59 1,065.50 2 0.09709 91.11 155 163 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% STMQELNSR K L 95.00% 40.7 39.2 0 2 533.3247 1,064.63 1,065.50 2 0.1428 134 155 163 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% TLLDIDNTR K M 95.00% 27 39.8 1.57 2 530.3265 1,058.64 1,060.56 2 -0.9179 80.08 225 233 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% TLLDIDNTR K M 95.00% 55.9 39.6 0 2 530.8448 1,059.68 1,060.56 2 0.1188 112 225 233 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% TLLDIDNTR K M 95.00% 57.7 39.6 1.48 2 530.8523 1,059.69 1,060.56 2 0.1337 126 225 233 TRUE

LX-2 Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 11 12 48 24.90% TLLDIDNTR K M 95.00% 60.4 39.6 0 2 530.8135 1,059.61 1,060.56 2 0.05622 53 225 233 TRUE

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20% AVDSLVPIGR K G 95.00% 55.1 38.9 0 2 513.8403 1,025.67 1,026.59 2 0.07893 76.88 195 204 TRUE

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20% EVAAFAQFGSDLDAATQQLLSR R G 95.00% 76.2 36.3 1.77 2 780.4802 2,338.42 2,338.17 3 1.258 109.3 442 463 TRUE

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20% HALIIYDDLSK K Q 95.00% 56.1 38.9 5.46 2 644.406 1,286.80 1,287.69 2 0.1102 85.54 306 316 TRUE

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20% LKEIVTNFLAGFEA K - 95.00% 34.6 38.2 1.13 2 776.4603 1,550.91 1,551.84 2 0.07143 46.03 540 553 TRUE

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20% TGAIVDVPVGEELLGR R V 95.00% 41.7 37.9 2.42 2 813.5308 1,625.05 1,624.89 2 1.164 98.92 134 149 TRUE

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20% TGAIVDVPVGEELLGR R V 95.00% 54.3 38 2.92 2 812.9921 1,623.97 1,624.89 2 0.08616 53.02 134 149 TRUE

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20% TSIAIDTIINQK K R 95.00% 58.5 38.8 2.21 2 658.9353 1,315.86 1,316.74 2 0.121 91.91 219 230 TRUE

LX-2 Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 7 7 8 17.20% VLSIGDGIAR R V 95.00% 53.5 39.7 1.72 2 500.8503 999.686 1,000.58 2 0.1145 114.4 74 83 TRUE

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% ALTVPELTQQMFDAK R N 95.00% 20.7 37.7 2.19 2 847.0653 1,692.12 1,691.87 2 1.256 149.4 283 297 FALSE IPI00007752

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% ALTVPELTQQMFDAK R N 95.00% 25.8 37.7 1.28 2 846.4803 1,690.95 1,691.87 2 0.08573 50.67 283 297 FALSE IPI00007752

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 42.2 39.3 0 2 566.3755 1,130.74 1,130.60 2 1.148 128.6 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 43.2 39.3 1.05 2 565.8483 1,129.68 1,130.60 2 0.09394 83.08 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 47.3 39.3 0 2 566.4003 1,130.79 1,130.60 2 1.198 172.4 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 48.3 39.3 1.1 2 566.381 1,130.75 1,130.60 2 1.159 138.3 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 48.7 39.4 0 2 565.3588 1,128.70 1,130.60 2 -0.885 104.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 48.7 39.3 0.959 2 566.3838 1,130.75 1,130.60 2 1.165 143.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 53.8 39.3 1.34 2 565.8541 1,129.69 1,130.60 2 0.1055 93.32 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 54.5 39.3 1.37 2 565.8563 1,129.70 1,130.60 2 0.1098 97.13 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 59.6 39.3 3.21 2 565.8707 1,129.73 1,130.60 2 0.1387 122.6 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 60.8 39.3 2.8 2 565.885 1,129.76 1,130.60 2 0.1673 148 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 61.5 39.3 1.09 2 565.8934 1,129.77 1,130.60 2 0.1841 162.8 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 61.6 39.3 2.4 2 565.8789 1,129.74 1,130.60 2 0.1551 137.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 67.6 39.3 3.16 2 565.8829 1,129.75 1,130.60 2 0.1631 144.3 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 70.4 39.3 1.01 2 565.864 1,129.71 1,130.60 2 0.1253 110.8 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 70.6 39.3 2.28 2 565.7836 1,129.55 1,130.60 2 -0.03551 -31.41 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 70.8 39.3 2.92 2 565.8594 1,129.70 1,130.60 2 0.1161 102.7 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 72.8 39.3 3 2 565.888 1,129.76 1,130.60 2 0.1732 153.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 76.3 39.3 2.6 2 565.9124 1,129.81 1,130.60 2 0.2222 196.5 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% FPGQLNADLR R K 95.00% 83.4 39.3 2.72 2 565.8778 1,129.74 1,130.60 2 0.1529 135.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% GHYTEGAELVDSVLDVVR K K 95.00% 59.5 36.9 2.25 2 653.6488 1,957.92 1,958.98 3 -0.05024 -25.64 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% GHYTEGAELVDSVLDVVR K K 95.00% 63.9 36.9 2.49 2 653.7084 1,958.10 1,958.98 3 0.1286 65.64 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% GHYTEGAELVDSVLDVVR K K 95.00% 67.2 37 1.72 2 653.9889 1,958.95 1,958.98 3 0.9703 -16.55 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% GHYTEGAELVDSVLDVVR K K 95.00% 67.5 36.9 5.06 2 653.7227 1,958.15 1,958.98 3 0.1716 87.56 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% GHYTEGAELVDSVLDVVR K K 95.00% 75 37 0 2 654.0507 1,959.13 1,958.98 3 1.156 78 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% GHYTEGAELVDSVLDVVR K K 95.00% 77.7 36.9 1 2 653.7033 1,958.09 1,958.98 3 0.1135 57.95 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% GHYTEGAELVDSVLDVVR K K 95.00% 91.3 36.9 3.51 2 653.6959 1,958.07 1,958.98 3 0.09119 46.55 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% ISEQFSAMFR R R 95.00% 45.4 39.2 1.64 2 608.3443 1,214.67 1,215.58 2 0.09863 81.13 381 390 TRUE

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% ISEQFSAMFR R R 95.00% 50.5 39.2 2.34 2 608.3063 1,214.60 1,215.58 2 0.02263 18.61 381 390 TRUE

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 33.1 39.5 1.6 2 572.3637 1,142.71 1,143.63 2 0.0858 75.02 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 34.3 39.5 0.854 2 572.3834 1,142.75 1,143.63 2 0.1253 109.5 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 37.7 39.5 1.64 2 572.4119 1,142.81 1,143.63 2 0.1823 159.3 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 38.8 39.5 0.886 2 572.9103 1,143.81 1,143.63 2 1.179 153.9 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 41.8 39.5 1.33 2 572.3801 1,142.75 1,143.63 2 0.1186 103.7 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNmVPFPR K L 95.00% 42.7 39.4 2.54 2 m5: Oxidation (+15.99) 580.3559 1,158.70 1,159.63 2 0.07517 64.82 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 42.8 39.5 2.54 2 572.3829 1,142.75 1,143.63 2 0.1241 108.5 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNmVPFPR K L 95.00% 43.2 39.4 1.57 2 m5: Oxidation (+15.99) 580.3937 1,158.77 1,159.63 2 0.1509 130.1 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 44.4 39.5 1.62 2 572.3543 1,142.69 1,143.63 2 0.06703 58.61 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 45.6 39.5 1.85 2 572.3788 1,142.74 1,143.63 2 0.116 101.4 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 47 39.5 2.92 2 572.3568 1,142.70 1,143.63 2 0.07193 62.89 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 47.2 39.5 0.921 2 572.3636 1,142.71 1,143.63 2 0.08559 74.84 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNmVPFPR K L 95.00% 47.4 39.4 1.07 2 m5: Oxidation (+15.99) 580.3603 1,158.71 1,159.63 2 0.08401 72.44 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 49.4 39.5 3.32 2 572.3634 1,142.71 1,143.63 2 0.08518 74.47 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 49.6 39.5 1 2 572.9373 1,143.86 1,143.63 2 1.233 201.1 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNmVPFPR K L 95.00% 49.8 39.3 0 2 m5: Oxidation (+15.99) 581.0103 1,160.01 1,159.63 2 1.384 328.4 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 51.9 39.5 2.46 2 572.3697 1,142.72 1,143.63 2 0.09786 85.56 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 52.2 39.5 1.85 2 572.3691 1,142.72 1,143.63 2 0.09668 84.53 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNmVPFPR K L 95.00% 52.3 39.4 3.18 2 m5: Oxidation (+15.99) 580.3311 1,158.65 1,159.63 2 0.02561 22.09 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNmVPFPR K L 95.00% 52.3 39.4 2.42 2 m5: Oxidation (+15.99) 580.3857 1,158.76 1,159.63 2 0.1348 116.2 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 52.6 39.5 2.24 2 572.3359 1,142.66 1,143.63 2 0.03015 26.36 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 52.7 39.5 2.43 2 572.3569 1,142.70 1,143.63 2 0.07226 63.18 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 53.5 39.5 1.49 2 572.3835 1,142.75 1,143.63 2 0.1254 109.6 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNmVPFPR K L 95.00% 53.8 39.4 1.82 2 m5: Oxidation (+15.99) 580.4103 1,158.81 1,159.63 2 0.184 158.7 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNMVPFPR K L 95.00% 54.5 39.5 1.47 2 572.3617 1,142.71 1,143.63 2 0.08171 71.44 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LAVNmVPFPR K L 95.00% 67.5 39.4 2.72 2 m5: Oxidation (+15.99) 580.3576 1,158.70 1,159.63 2 0.07861 67.78 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LTTPTYGDLNHLVSATMSGVTTSLR K F 95.00% 34.5 35.4 0.921 2 879.5488 2,635.62 2,635.34 3 1.292 109.7 217 241 TRUE

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LTTPTYGDLNHLVSATMSGVTTSLR K F 95.00% 35.5 35.5 0 2 879.5748 2,635.70 2,635.34 3 1.37 139.3 217 241 TRUE

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% LTTPTYGDLNHLVSATMSGVTTSLR K F 95.00% 43.7 35.3 3.82 2 879.2277 2,634.66 2,635.34 3 0.3287 124.7 217 241 TRUE

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% MASTFIGNSTAIQELFK K R 95.00% 60.5 37.6 6.59 2 929.5978 1,857.18 1,857.94 2 0.2466 132.7 363 379 TRUE

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NMMAAcDPR K H 95.00% 19.5 39.2 1.24 2 c6: Carbamidomethyl (+57.02) 533.3235 1,064.63 1,065.43 2 0.2122 199.1 298 306 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NMMAAcDPR K H 95.00% 35 39.2 1.14 2 c6: Carbamidomethyl (+57.02) 533.2942 1,064.57 1,065.43 2 0.1536 144.1 298 306 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NMMAAcDPR K H 95.00% 39.7 39.2 1.89 2 c6: Carbamidomethyl (+57.02) 533.2704 1,064.53 1,065.43 2 0.1061 99.56 298 306 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NSSYFVEWIPNNVK K V 95.00% 28.2 37.6 0.886 2 849.0253 1,696.04 1,696.83 2 0.2104 124 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NSSYFVEWIPNNVK K V 95.00% 32.3 37.6 2.25 2 848.9944 1,695.97 1,696.83 2 0.1487 87.62 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NSSYFVEWIPNNVK K V 95.00% 36.3 37.6 2.52 2 848.9772 1,695.94 1,696.83 2 0.1143 67.34 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NSSYFVEWIPNNVK K V 95.00% 40.4 37.7 2.39 2 849.4765 1,696.94 1,696.83 2 1.113 64.9 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NSSYFVEWIPNNVK K V 95.00% 47.4 37.6 2.96 2 849.0356 1,696.06 1,696.83 2 0.231 136.1 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NSSYFVEWIPNNVK K V 95.00% 50.5 37.6 3.74 2 849.003 1,695.99 1,696.83 2 0.1659 97.75 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% NSSYFVEWIPNNVK K V 95.00% 50.8 37.6 1.47 2 849.0263 1,696.04 1,696.83 2 0.2124 125.2 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% VAVcDIPPR K G 95.00% 56 38.9 2.35 2 c4: Carbamidomethyl (+57.02) 513.6611 1,025.31 1,026.54 2 -0.2253 -219.6 351 359 FALSE IPI00013683

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% YLTVATVFR R G 95.00% 49.5 39 1.44 2 535.3386 1,068.66 1,069.60 2 0.06589 61.6 310 318 FALSE IPI00013683

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% YLTVATVFR R G 95.00% 51.2 39 1.82 2 535.3288 1,068.64 1,069.60 2 0.04637 43.35 310 318 FALSE IPI00013683

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% YLTVATVFR R G 95.00% 54.4 39 0 2 535.3798 1,068.75 1,069.60 2 0.1482 138.6 310 318 FALSE IPI00013683

LX-2 Repeat 1 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 6 32.70% YLTVATVFR R G 95.00% 54.7 39 0 2 535.3203 1,068.63 1,069.60 2 0.02923 27.32 310 318 FALSE IPI00013683

LX-2 Repeat 1 GNB2 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 IPI00003348 37,313.80 99.80% 2 2 2 20.60% ADQELLMYSHDNIIcGITSVAFSR R S 95.00% 50.9 35.1 2.8 2 c15: Carbamidomethyl (+57.02) 914.5785 2,740.71 2,740.31 3 1.414 149.9 257 280 TRUE

LX-2 Repeat 1 GNB2 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 IPI00003348 37,313.80 99.80% 2 2 2 20.60% LIIWDSYTTNK K V 95.00% 86 38.6 1.89 2 677.3729 1,352.73 1,353.71 2 0.03345 24.71 79 89 FALSE IPI00026268

LX-2 Repeat 1 GNB2 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 IPI00003348 37,313.80 99.80% 2 2 2 20.60% TFVSGAcDASIK R L 95.00% 58.5 38.9 2.77 2 c7: Carbamidomethyl (+57.02) 628.2934 1,254.57 1,255.60 2 -0.01921 -15.3 198 209 TRUE

LX-2 Repeat 1 GNB2 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 IPI00003348 37,313.80 99.80% 2 2 2 20.60% VScLGVTDDGMAVATGSWDSFLK R I 95.00% 69.1 36 5.6 2 c3: Carbamidomethyl (+57.02) 806.1234 2,415.35 2,416.12 3 0.2395 99.11 315 337 FALSE IPI00026268

LX-2 Repeat 1 EEF2 Elongation factor 2 IPI00186290 95,322.10 100.00% 3 3 3 4.90% ALLELQLEPEELYQTFQR R I 95.00% 46.8 36.4 1.02 2 740.7002 2,219.08 2,220.15 3 -0.06895 -31.06 163 180 TRUE

LX-2 Repeat 1 EEF2 Elongation factor 2 IPI00186290 95,322.10 100.00% 3 3 3 4.90% EGIPALDNFLDKL K - 95.00% 53.5 38.5 3.06 2 723.3903 1,444.77 1,444.77 2 1.005 1.382 846 858 TRUE

LX-2 Repeat 1 EEF2 Elongation factor 2 IPI00186290 95,322.10 100.00% 3 3 3 4.90% VFSGLVSTGLK R V 95.00% 40.3 39.4 2.52 2 554.3861 1,106.76 1,107.64 2 0.1239 111.9 416 426 TRUE

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% GcGTVLLSGPR K K 95.00% 36.4 39.4 2.22 2 c2: Carbamidomethyl (+57.02) 558.9303 1,115.85 1,116.58 2 0.2701 241.8 133 143 TRUE

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% GcGTVLLSGPR K K 95.00% 39 39.5 0 2 c2: Carbamidomethyl (+57.02) 559.3369 1,116.66 1,116.58 2 1.083 72.18 133 143 TRUE

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% GcGTVLLSGPR K K 95.00% 53.3 39.4 1.36 2 c2: Carbamidomethyl (+57.02) 558.8042 1,115.59 1,116.58 2 0.01785 15.99 133 143 TRUE

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% GcGTVLLSGPR K K 95.00% 64.1 39.4 1.18 2 c2: Carbamidomethyl (+57.02) 558.8084 1,115.60 1,116.58 2 0.02632 23.57 133 143 TRUE

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% ILTFDQLALDSPK K G 95.00% 47.2 38.6 1.16 2 730.9327 1,459.85 1,460.80 2 0.05826 39.88 120 132 TRUE

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% ILTFDQLALDSPK K G 95.00% 62.8 38.6 3.18 2 730.9432 1,459.87 1,460.80 2 0.07936 54.32 120 132 TRUE

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% TAVVVGTITDDVR K V 95.00% 78.5 39 3.37 2 673.9128 1,345.81 1,345.73 2 1.086 61.77 79 91 FALSE IPI00299573,IPI00479315

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% TAVVVGTITDDVR K V 95.00% 116 38.9 2.92 2 673.3653 1,344.72 1,345.73 2 -0.009073 -6.742 79 91 FALSE IPI00299573,IPI00479315

LX-2 Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 7 25.50% TNSTFNQVVLK R R 95.00% 69.8 38.8 1.54 2 625.9046 1,249.79 1,250.67 2 0.1279 102.3 39 49 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% AGELTEDEVER R V 95.00% 70.7 39 1.62 2 624.3332 1,246.65 1,247.58 2 0.08405 67.37 56 66 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% AGELTEDEVER R V 95.00% 76.4 39 2.35 2 624.3362 1,246.66 1,247.58 2 0.08988 72.04 56 66 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% AGELTEDEVER R V 95.00% 81.8 39 1.96 2 624.3513 1,246.69 1,247.58 2 0.1203 96.39 56 66 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% AGELTEDEVER R V 95.00% 99 39 3.07 2 624.3593 1,246.70 1,247.58 2 0.1361 109.1 56 66 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% AGELTEDEVER R V 95.00% 102 39 1.85 2 624.3492 1,246.68 1,247.58 2 0.1159 92.9 56 66 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% IAFAITAIK K G 95.00% 37.8 39.9 0.824 2 474.3596 946.7046 947.5925 2 0.1193 125.9 26 34 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% IAFAITAIK K G 95.00% 54.8 39.9 1.25 2 474.3477 946.6809 947.5925 2 0.09561 100.9 26 34 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% IPDWFLNR K Q 91.10% 36.2 39.6 0 2 530.8424 1,059.67 1,060.56 2 0.12 113.1 79 86 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% IPDWFLNR K Q 92.50% 36.9 39.6 0 2 530.8498 1,059.69 1,060.56 2 0.1349 127.1 79 86 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% IPDWFLNR K Q 95.00% 49.3 39.6 0 2 530.8687 1,059.72 1,060.56 2 0.1725 162.6 79 86 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% IPDWFLNR K Q 95.00% 50.2 39.6 0 2 530.8591 1,059.70 1,060.56 2 0.1533 144.6 79 86 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% VITIMQNPR R Q 95.00% 59.2 39.6 0 2 536.3363 1,070.66 1,071.60 2 0.06718 62.69 67 75 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% VITIMQNPR R Q 95.00% 62.2 39.6 0.824 2 536.3483 1,070.68 1,071.60 2 0.09128 85.18 67 75 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% VITIMQNPR R Q 95.00% 78.3 39.6 1.07 2 536.3676 1,070.72 1,071.60 2 0.13 121.3 67 75 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% VLNTNIDGR R R 95.00% 41.9 39.9 1.11 2 501.371 1,000.73 1,001.54 2 0.1972 196.9 15 23 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% VLNTNIDGR R R 95.00% 42.1 39.9 0.824 2 501.3379 1,000.66 1,001.54 2 0.131 130.8 15 23 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% VLNTNIDGR R R 95.00% 58.9 39.9 0.959 2 501.3458 1,000.68 1,001.54 2 0.1467 146.4 15 23 TRUE

LX-2 Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 18 30.30% VLNTNIDGR R R 95.00% 64.8 39.9 1.31 2 501.3322 1,000.65 1,001.54 2 0.1195 119.3 15 23 TRUE

LX-2 Repeat 1 LMNB1 Lamin-B1 IPI00217975,IPI00790831 66,391.60 99.80% 2 2 3 3.92% AGGPTTPLSPTR R L 95.00% 40.1 38.9 0 2 577.8819 1,153.75 1,154.62 2 0.1398 121.1 15 26 TRUE

LX-2 Repeat 1 LMNB1 Lamin-B1 IPI00217975,IPI00790831 66,391.60 99.80% 2 2 3 3.92% ALYETELADAR K R 95.00% 35.7 38.8 1.51 2 626.3566 1,250.70 1,251.62 2 0.08436 67.39 80 90 TRUE

LX-2 Repeat 1 LMNB1 Lamin-B1 IPI00217975,IPI00790831 66,391.60 99.80% 2 2 3 3.92% ALYETELADAR K R 95.00% 58.1 38.8 2.96 2 626.324 1,250.63 1,251.62 2 0.01913 15.28 80 90 TRUE

LX-2 Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 3 8.09% AGVIFPVGR K M 95.00% 40.1 39.9 0 2 458.3428 914.6711 915.5411 2 0.1372 149.8 19 27 TRUE

LX-2 Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 3 8.09% EFVEAVLELR K K 95.00% 43.2 39.3 1.72 2 602.8779 1,203.74 1,204.66 2 0.09123 75.72 239 248 TRUE

LX-2 Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 3 8.09% SIAFPSIGSGR K N 95.00% 49.5 39.5 1.26 2 546.3568 1,090.70 1,091.58 2 0.122 111.7 307 317 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% ALTcEPGYALK K D 95.00% 22.5 39 2.35 2 c4: Carbamidomethyl (+57.02) 611.8503 1,221.69 1,222.61 2 0.07947 65 748 758 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% cEDVNEcEAQR R C 95.00% 50.8 38.3 3.66 2 c1: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 705.324 1,408.63 1,409.54 2 0.09868 70 941 951 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% cEDVNEcEAQR R C 95.00% 67.2 38.3 4.14 2 c1: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 705.7774 1,409.54 1,409.54 2 1.006 1.968 941 951 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% cScASGFLLAADGKR R C 93.60% 35.5 38.2 0 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 538.733 1,613.18 1,612.76 3 1.427 263.1 926 940 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% DFALDVEMK R L 95.00% 36 39.1 1.8 2 534.3089 1,066.60 1,067.51 2 0.1026 96.07 1153 1161 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% GNEEGYFGTR K R 95.00% 37.7 39.4 2.82 2 565.3222 1,128.63 1,129.49 2 0.1462 129.4 1124 1133 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% IGPAPAFTGDTIALNIIK R G 95.00% 30.3 37.4 0.854 2 605.0389 1,812.10 1,812.03 3 1.075 40.03 1106 1123 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% IGPAPAFTGDTIALNIIK R G 95.00% 46.2 37.3 2 2 906.6013 1,811.19 1,812.03 2 0.1683 92.9 1106 1123 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% IGPAPAFTGDTIALNIIK R G 95.00% 49.6 37.4 1.44 2 907.0962 1,812.18 1,812.03 2 1.158 85.71 1106 1123 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% IGPAPAFTGDTIALNIIK R G 95.00% 54.4 37.3 3 2 906.5853 1,811.16 1,812.03 2 0.1363 75.23 1106 1123 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% IGPAPAFTGDTIALNIIK R G 95.00% 60.5 37.3 1.74 2 906.6169 1,811.22 1,812.03 2 0.1997 110.2 1106 1123 TRUE

LX-2 Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 7 12 6.25% IGPAPAFTGDTIALNIIK R G 95.00% 77.5 37.4 2.54 2 907.0758 1,812.14 1,812.03 2 1.117 63.27 1106 1123 TRUE

LX-2 Repeat 1 NCL Isoform 1 of Nucleolin IPI00444262,IPI00604620,IPI00827674 76,597.90 99.90% 2 2 2 2.54% NDLAVVDVR K I 95.00% 44.8 39.7 1.31 2 500.8737 999.7328 1,000.54 2 0.1978 197.6 334 342 TRUE

LX-2 Repeat 1 NCL Isoform 1 of Nucleolin IPI00444262,IPI00604620,IPI00827674 76,597.90 99.90% 2 2 2 2.54% TGISDVFAK K N 95.00% 62.1 39.1 0 2 469.3368 936.6591 937.499 2 0.1673 178.4 325 333 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% AGVNTVTTLVENK R K 95.00% 11.5 38.9 1.14 2 673.4266 1,344.84 1,345.73 2 0.1138 84.52 138 150 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% AGVNTVTTLVENK R K 95.00% 34.9 38.9 2.7 2 673.3481 1,344.68 1,345.73 2 -0.04342 -32.26 138 150 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% AGVNTVTTLVENK R K 95.00% 56.6 38.9 0.854 2 673.366 1,344.72 1,345.73 2 -0.007545 -5.607 138 150 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% AGVNTVTTLVENK R K 95.00% 60.4 38.9 3.96 2 673.4134 1,344.81 1,345.73 2 0.08734 64.9 138 150 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% AGVNTVTTLVENKK R A 95.00% 38.9 38.4 1 2 491.9996 1,472.98 1,473.83 3 0.157 106.5 138 151 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% HWGGNVLGPK R S 95.00% 27.7 39.3 1.03 2 532.8328 1,063.65 1,064.56 2 0.09457 88.83 236 245 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% HWGGNVLGPK R S 95.00% 35.6 39.3 2.59 2 532.8201 1,063.63 1,064.56 2 0.06913 64.93 236 245 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% HWGGNVLGPK R S 95.00% 56.6 39.3 2.07 2 532.8751 1,063.74 1,064.56 2 0.1791 168.2 236 245 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% LKVPPAINQFTQALDR R Q 95.00% 43.2 37.3 2.15 2 604.415 1,810.22 1,811.02 3 0.2129 117.6 74 89 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% LKVPPAINQFTQALDR R Q 95.00% 46.8 37.3 1.28 2 604.4067 1,810.20 1,811.02 3 0.1878 103.7 74 89 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% LKVPPAINQFTQALDR R Q 95.00% 50 37.3 0 2 604.7128 1,811.12 1,811.02 3 1.106 57.09 74 89 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% LKVPPAINQFTQALDR R Q 95.00% 55.3 37.3 0 2 604.6502 1,810.93 1,811.02 3 0.9184 -46.57 74 89 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% LKVPPAINQFTQALDR R Q 95.00% 57.5 37.3 0 2 604.7102 1,811.11 1,811.02 3 1.098 52.77 74 89 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% LKVPPAINQFTQALDR R Q 95.00% 63.8 37.3 1.96 2 604.3989 1,810.18 1,811.02 3 0.1646 90.88 74 89 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% TcTTVAFTQVNSEDKGALAK K L 95.00% 56.3 36.7 0.959 2 c2: Carbamidomethyl (+57.02) 714.4011 2,140.18 2,141.05 3 0.1342 62.69 198 217 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% VPPAINQFTQALDR K Q 95.00% 28.1 38.1 1.16 2 785.9903 1,569.97 1,569.84 2 1.135 84.02 76 89 TRUE

LX-2 Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 17 22.60% VPPAINQFTQALDR K Q 95.00% 65.7 38.2 8.18 2 785.5083 1,569.00 1,569.84 2 0.1708 108.8 76 89 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% ALIEILATR K T 95.00% 54.7 39.4 0 2 500.3402 998.6659 999.6198 2 0.05331 53.33 457 465 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% cLIEILASR K T 95.00% 52.1 39.6 0 2 c1: Carbamidomethyl (+57.02) 538.3451 1,074.68 1,074.60 2 1.085 76.75 114 122 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% cLIEILASR K T 95.00% 52.6 39.8 0.921 2 c1: Carbamidomethyl (+57.02) 537.8403 1,073.67 1,074.60 2 0.07557 70.32 114 122 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% DAFVAIVQSVK R N 94.70% 18.4 39.2 0.959 2 588.8653 1,175.72 1,176.66 2 0.06093 51.78 588 598 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% DAISGIGTDEK K C 95.00% 44.7 39.6 0 2 553.3214 1,104.63 1,105.54 2 0.09809 88.72 103 113 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% DLEADIIGDTSGHFQK R M 95.00% 50.4 37.5 0 2 582.657 1,744.95 1,745.83 3 0.1221 69.92 141 156 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% DLIADLKYELTGK K F 95.00% 68.6 38.4 3.42 2 739.9821 1,477.95 1,478.81 2 0.1464 99 69 81 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% EAILDIITSR K S 95.00% 49.4 39.3 1.82 2 565.8863 1,129.76 1,130.64 2 0.1235 109.2 41 50 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% EEDDVVSEDLVQQDVQDLYEAGELK R W 95.00% 58.7 34.9 0 2 956.1902 2,865.55 2,865.32 3 1.24 82.62 167 191 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% FMTILcTR R S 95.00% 40.1 39.2 0 2 c6: Carbamidomethyl (+57.02) 521.3477 1,040.68 1,041.52 2 0.1661 159.4 547 554 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% GELSGDFEK R L 95.00% 21.9 39 1.68 2 491.3067 980.5988 981.4525 2 0.1535 156.4 232 240 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% GELSGDFEK R L 95.00% 51.8 39 0 2 491.2488 980.4831 981.4525 2 0.03784 38.55 232 240 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% GLGTDEDTIIDIITHR K S 95.00% 36.4 37.4 0 2 590.3717 1,768.09 1,768.91 3 0.1926 108.9 378 393 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% GLGTDEDTIIDIITHR K S 95.00% 68.4 37.6 0 2 590.7302 1,769.17 1,768.91 3 1.268 149.8 378 393 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% LILGLMmPPAHYDAK R Q 95.00% 32.7 37.9 1.05 2 m7: Oxidation (+15.99) 563.0132 1,686.02 1,685.88 3 1.149 86.97 428 442 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% LILGLMMPPAHYDAK R Q 95.00% 34.7 37.9 4.64 2 557.366 1,669.08 1,669.88 3 0.2026 121.3 428 442 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% LILGLMmPPAHYDAK R Q 95.00% 35.2 37.9 0.959 2 m7: Oxidation (+15.99) 562.6973 1,685.07 1,685.88 3 0.2018 119.7 428 442 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% LILGLmmPPAHYDAK R Q 95.00% 36.3 37.7 0.77 2 m6: Oxidation (+15.99), m7: Oxidation (+15.99) 568.3138 1,701.92 1,701.87 3 1.056 31.36 428 442 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% MLVVLLQGTR K E 95.00% 54.3 39.4 3.7 2 565.3397 1,128.66 1,129.68 2 -0.004155 -3.678 157 166 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% SEIDLLNIRR R E 95.00% 35.8 39.1 1.44 2 614.9396 1,227.86 1,228.70 2 0.171 139.1 630 639 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% SELDmLDIR R E 95.00% 40.8 39.4 1.92 2 m5: Oxidation (+15.99) 554.3141 1,106.61 1,107.54 2 0.08573 77.4 282 290 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% SELDMLDIR R E 95.00% 59.5 39.5 1.26 2 546.3462 1,090.68 1,091.54 2 0.1448 132.7 282 290 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% SLEDALSSDTSGHFR K R 95.00% 26.1 37.8 1 2 541.3033 1,620.89 1,621.75 3 0.1501 92.57 484 498 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% SLEDALSSDTSGHFR K R 95.00% 46.4 37.8 5.8 2 811.4638 1,620.91 1,621.75 2 0.175 107.9 484 498 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% SLEDALSSDTSGHFR K R 95.00% 65.1 37.8 2.1 2 541.6689 1,621.99 1,621.75 3 1.247 150.4 484 498 TRUE

LX-2 Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 17 18 26 31.40% WGTDEAQFIYILGNR K S 95.00% 83.6 37.8 4.68 2 892.0544 1,782.09 1,782.88 2 0.2203 123.6 192 206 TRUE

LX-2 Repeat 1 RPL3 60S ribosomal protein L3 IPI00550021,IPI00651660 46,091.50 99.90% 2 2 2 5.21% HGSLGFLPR R K 95.00% 38.3 38.9 3.1 2 492.3565 982.6984 983.5422 2 0.1634 166.1 11 19 TRUE

LX-2 Repeat 1 RPL3 60S ribosomal protein L3 IPI00550021,IPI00651660 46,091.50 99.90% 2 2 2 5.21% NNASTDYDLSDK K S 95.00% 38.8 38.7 0 2 671.8803 1,341.75 1,342.58 2 0.1774 132.1 301 312 TRUE

LX-2 Repeat 1 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 4 4 7 6.73% AVDEAADALLK K A 95.00% 32.1 39.3 1.72 2 558.3753 1,114.74 1,115.59 2 0.1488 133.4 287 297 TRUE

LX-2 Repeat 1 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 4 4 7 6.73% ELDSITPEVLPGWK R G 95.00% 38.3 38 1.27 2 792.424 1,582.83 1,583.83 2 0.008927 5.636 372 385 TRUE

LX-2 Repeat 1 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 4 4 7 6.73% KAHQLWLSVEALK R Y 95.00% 22.3 38.2 2.24 2 508.3371 1,521.99 1,522.87 3 0.1225 80.42 565 577 TRUE

LX-2 Repeat 1 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 4 4 7 6.73% YSTSGSSGLTTGK R I 95.00% 73.1 39.1 5.42 2 623.37 1,244.73 1,245.60 2 0.1369 109.9 33 45 TRUE

LX-2 Repeat 1 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 4 4 7 6.73% YSTSGSSGLTTGK R I 95.00% 76.8 39.1 6.11 2 623.1903 1,244.37 1,245.60 2 -0.2226 -178.7 33 45 TRUE

LX-2 Repeat 1 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 4 4 7 6.73% YSTSGSSGLTTGK R I 95.00% 76.9 39.1 5.28 2 623.3469 1,244.68 1,245.60 2 0.09076 72.86 33 45 TRUE

LX-2 Repeat 1 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 4 4 7 6.73% YSTSGSSGLTTGK R I 95.00% 88.9 39.1 7.01 2 623.3478 1,244.68 1,245.60 2 0.09243 74.2 33 45 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% DAGTIAGLNVLR K I 95.00% 68 39.1 2.8 2 600.4078 1,198.80 1,199.67 2 0.1338 111.5 160 171 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% IINEPTAAAIAYGLDKK R V 95.00% 72.7 37.7 4.28 2 596.7216 1,787.14 1,787.99 3 0.1598 89.39 172 188 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% NQVAMNPTNTVFDAK K R 95.00% 46.1 37.8 1.18 2 825.4866 1,648.96 1,649.80 2 0.1708 103.5 57 71 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% SFYPEEVSSMVLTK K M 95.00% 88.5 38.1 3.57 2 808.9623 1,615.91 1,616.79 2 0.1296 80.17 113 126 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% TTPSYVAFTDTER R L 95.00% 44.5 38.2 3.96 2 744.8839 1,487.75 1,487.70 2 1.059 37.93 37 49 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% TTPSYVAFTDTER R L 95.00% 53.6 38.2 6.51 2 744.9003 1,487.79 1,487.70 2 1.092 59.91 37 49 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% TTPSYVAFTDTER R L 95.00% 57.8 38.3 2.62 2 744.387 1,486.76 1,487.70 2 0.06541 43.96 37 49 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% TTPSYVAFTDTER R L 95.00% 69 38.3 6.72 2 744.4003 1,486.79 1,487.70 2 0.09193 61.79 37 49 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% VEIIANDQGNR K T 95.00% 55.4 39.1 2.7 2 614.8503 1,227.69 1,228.63 2 0.06513 53.01 26 36 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% VEIIANDQGNR K T 95.00% 58 39.1 2.35 2 614.8774 1,227.74 1,228.63 2 0.1195 97.22 26 36 TRUE

LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% VEIIANDQGNR K T 95.00% 68.2 39.1 1.6 2 614.8353 1,227.66 1,228.63 2 0.03513 28.59 26 36 TRUE
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LX-2 Repeat 1 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 6 6 12 12.70% VEIIANDQGNR K T 95.00% 70.5 39.1 1.82 2 614.8373 1,227.66 1,228.63 2 0.03913 31.85 26 36 TRUE

LX-2 Repeat 1 PABPC1 Isoform 1 of Polyadenylate-binding protein 1 IPI00008524,IPI00301154,IPI00410017,IPI00478522,IPI00794246,IPI00796945 70,653.30 99.80% 2 2 2 2.99% GFGFVSFER K H 95.00% 39.9 39.6 3.41 2 523.3273 1,044.64 1,045.51 2 0.1372 131.3 232 240 TRUE

LX-2 Repeat 1 PABPC1 Isoform 1 of Polyadenylate-binding protein 1 IPI00008524,IPI00301154,IPI00410017,IPI00478522,IPI00794246,IPI00796945 70,653.30 99.80% 2 2 2 2.99% NLDDGIDDER K L 95.00% 40.5 39.2 1.89 2 581.3317 1,160.65 1,161.50 2 0.154 132.6 300 309 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% EEAENTLQSFR R Q 95.00% 55.2 38.5 3.05 2 662.8263 1,323.64 1,323.62 2 1.028 18.87 197 207 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% EEAENTLQSFR R Q 95.00% 59.5 38.4 1.74 2 662.3438 1,322.67 1,323.62 2 0.06279 47.43 197 207 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% EEAENTLQSFR R Q 95.00% 62.2 38.4 1.68 2 662.3352 1,322.66 1,323.62 2 0.04558 34.43 197 207 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% EEAENTLQSFR R Q 95.00% 76.7 38.4 0 2 662.3218 1,322.63 1,323.62 2 0.0188 14.21 197 207 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% EMEENFAVEAANYQDTIGR R L 95.00% 35.5 36.5 0 2 730.0502 2,187.13 2,186.97 3 1.17 76.47 346 364 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% EMEENFAVEAANYQDTIGR R L 95.00% 73.3 36.5 1.74 2 729.7389 2,186.20 2,186.97 3 0.2363 108 346 364 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% EYQDLLNVK R M 90.20% 9.91 39.2 0.745 2 561.821 1,121.63 1,121.58 2 1.051 42.87 382 390 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% EYQDLLNVK R M 94.80% 38.3 39.5 0 2 561.3834 1,120.75 1,121.58 2 0.1756 156.5 382 390 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% FADLSEAANR K N 95.00% 30.6 39 1.16 2 547.3217 1,092.63 1,093.53 2 0.1089 99.56 295 304 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% FADLSEAANR K N 95.00% 32.8 39 1.36 2 547.3027 1,092.59 1,093.53 2 0.07089 64.82 295 304 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% FADLSEAANR K N 95.00% 51.5 39 1.92 2 547.2919 1,092.57 1,093.53 2 0.04927 45.05 295 304 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% FADLSEAANR K N 95.00% 53.1 39 1.01 2 547.2224 1,092.43 1,093.53 2 -0.08962 -81.97 295 304 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% FADLSEAANR K N 95.00% 53.2 39 2.47 2 547.3119 1,092.61 1,093.53 2 0.08919 81.55 295 304 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% FADLSEAANR K N 95.00% 55.9 39 1.24 2 547.3473 1,092.68 1,093.53 2 0.1601 146.4 295 304 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% FADLSEAANR K N 95.00% 65.3 39 0 2 547.3422 1,092.67 1,093.53 2 0.1498 137 295 304 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% FADLSEAANRNNDALR K Q 95.00% 31.5 37.6 0.824 2 593.369 1,777.09 1,776.86 3 1.23 127.8 295 310 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLK K G 95.00% 49 39.1 0 2 585.9303 1,169.85 1,169.71 2 1.139 116.4 130 139 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLK K G 95.00% 50.8 38.9 0.796 2 585.4308 1,168.85 1,169.71 2 0.1401 119.8 130 139 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLK K G 95.00% 51.3 38.9 1.51 2 585.4458 1,168.88 1,169.71 2 0.1701 145.4 130 139 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLK K G 95.00% 53 38.9 0 2 585.386 1,168.76 1,169.71 2 0.05046 43.13 130 139 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLK K G 95.00% 63.9 38.9 0.921 2 585.4455 1,168.88 1,169.71 2 0.1696 144.9 130 139 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLK K G 95.00% 73.1 38.9 0.824 2 585.4054 1,168.80 1,169.71 2 0.08922 76.27 130 139 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLKGQGK K S 95.00% 35.7 38.2 1.14 2 514.0352 1,539.08 1,539.91 3 0.1802 117 130 143 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLKGQGK K S 95.00% 37.2 38.2 0 2 514.0453 1,539.11 1,539.91 3 0.2106 136.7 130 143 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLKGQGK K S 95.00% 39.8 38.2 0 2 514.3755 1,540.10 1,539.91 3 1.201 128.7 130 143 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLKGQGK K S 95.00% 47.7 38.2 1.11 2 770.5485 1,539.08 1,539.91 2 0.1788 116.1 130 143 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLKGQGK K S 95.00% 51.2 38.2 0 2 514.0662 1,539.18 1,539.91 3 0.2733 177.4 130 143 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ILLAELEQLKGQGK K S 95.00% 63.5 38.2 1.55 2 514.3682 1,540.08 1,539.91 3 1.179 114.5 130 143 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 40.8 38.2 4.54 2 786.5129 1,571.01 1,570.90 2 1.123 76.74 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 41.4 38.1 0 2 524.3702 1,570.09 1,570.90 3 0.2008 127.8 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 45.2 38.2 1.68 2 786.5703 1,571.13 1,570.90 2 1.238 149.7 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 45.5 38.1 2.7 2 786.0223 1,570.03 1,570.90 2 0.1421 90.46 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 45.7 38.2 2 2 786.5103 1,571.01 1,570.90 2 1.118 73.34 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 47.3 38.1 1.48 2 786.0903 1,570.17 1,570.90 2 0.278 177 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 49.3 38.1 5.38 2 785.9768 1,569.94 1,570.90 2 0.05107 32.51 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 52.3 38.1 6.14 2 786.0303 1,570.05 1,570.90 2 0.158 100.6 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 52.8 38.2 3.27 2 786.4503 1,570.89 1,570.90 2 0.998 -2.991 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 53.2 38.1 1.24 2 786.0181 1,570.02 1,570.90 2 0.1337 85.07 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 58.7 38.2 0 2 524.6375 1,570.89 1,570.90 3 1.003 0.07658 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 59.4 38.1 5.92 2 785.9674 1,569.92 1,570.90 2 0.03231 20.57 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% ISLPLPNFSSLNLR R E 95.00% 64 38.1 4.85 2 785.9788 1,569.94 1,570.90 2 0.05517 35.12 411 424 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% KVESLQEEIAFLK R K 95.00% 45.2 38.2 1.92 2 512.0102 1,533.01 1,533.85 3 0.1636 106.6 223 235 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% KVESLQEEIAFLK R K 95.00% 55.6 38.2 2.3 2 512.0286 1,533.06 1,533.85 3 0.2187 142.5 223 235 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% KVESLQEEIAFLKK R L 91.60% 0 0 2.48 2 555.1202 1,662.34 1,661.95 3 1.399 238 223 236 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% KVESLQEEIAFLKK R L 93.90% 0 0 2.7 2 554.729 1,661.17 1,661.95 3 0.225 135.4 223 236 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LGDLYEEEMR R E 95.00% 58.2 38.8 2.7 2 627.8236 1,253.63 1,254.57 2 0.07269 57.94 146 155 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LGDLYEEEMR R E 95.00% 65.9 38.8 4.59 2 627.8236 1,253.63 1,254.57 2 0.07269 57.94 146 155 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LGDLYEEEMR R E 95.00% 66.2 38.8 2.8 2 627.8106 1,253.61 1,254.57 2 0.04676 37.27 146 155 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQDEIQNMKEEMAR R H 89.80% 33.1 37.7 0 2 579.01 1,734.01 1,734.82 3 0.2004 115.5 365 378 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQDEIQNMKEEMAR R H 92.40% 34.3 37.7 0 2 578.9907 1,733.95 1,734.82 3 0.1424 82.09 365 378 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQDEIQNMKEEMAR R H 95.00% 38.3 37.7 0 2 579.0522 1,734.13 1,734.82 3 0.3269 188.4 365 378 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQDEIQNMKEEMAR R H 95.00% 40.5 37.7 0 2 579.3319 1,734.97 1,734.82 3 1.166 94.14 365 378 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQDEIQNMKEEMAR R H 95.00% 46.2 37.7 0 2 579.0237 1,734.05 1,734.82 3 0.2413 139.1 365 378 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQDEIQNMKEEMAR R H 95.00% 46.8 37.7 0.745 2 579.0194 1,734.04 1,734.82 3 0.2285 131.7 365 378 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQDEIQNMKEEMAR R H 95.00% 70.8 37.7 0 2 579.0002 1,733.98 1,734.82 3 0.1709 98.47 365 378 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQEEMLQREEAENTLQSFR K Q 92.20% 32.6 36.1 0 2 784.8002 2,351.38 2,351.13 3 1.256 107.8 189 207 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% LQEEMLQREEAENTLQSFR K Q 95.00% 34.2 36 5.34 2 784.4535 2,350.34 2,351.13 3 0.2163 91.97 189 207 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% mALDIEIATYR K K 95.00% 52.1 38.6 6.39 2 m1: Oxidation (+15.99) 656.8288 1,311.64 1,311.66 2 0.989 -10.49 391 401 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% MALDIEIATYR K K 95.00% 56.2 38.5 0 2 648.9203 1,295.83 1,295.67 2 1.167 126.5 391 401 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% MALDIEIATYR K K 95.00% 75.7 38.6 3.15 2 648.2663 1,294.52 1,295.67 2 -0.1413 -109 391 401 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% MALDIEIATYR K K 95.00% 83.1 38.6 2.92 2 648.4243 1,294.83 1,295.67 2 0.1747 134.8 391 401 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% mFGGPGTASRPSSSR R S 95.00% 33.5 38.1 1.18 2 m1: Oxidation (+15.99) 504.3256 1,509.95 1,510.71 3 0.2554 169 14 28 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% mFGGPGTASRPSSSR R S 95.00% 36.2 38.1 1 2 m1: Oxidation (+15.99) 504.3302 1,509.97 1,510.71 3 0.2692 178.2 14 28 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% NLQEAEEWYK K S 90.30% 34.8 38.6 0 2 655.3353 1,308.66 1,309.61 2 0.05733 43.77 283 292 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% NLQEAEEWYK K S 95.00% 42 38.6 1.57 2 655.3309 1,308.65 1,309.61 2 0.04866 37.16 283 292 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% NLQEAEEWYK K S 95.00% 44.6 38.6 0 2 655.3523 1,308.69 1,309.61 2 0.09147 69.84 283 292 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% NLQEAEEWYK K S 95.00% 47.3 38.6 0 2 655.2975 1,308.58 1,309.61 2 -0.01819 -13.89 283 292 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 25.9 39.7 2.02 2 544.8667 1,087.72 1,088.53 2 0.1929 177.2 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 39.8 39.7 0 2 544.8638 1,087.71 1,088.53 2 0.1871 171.9 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 47.6 39.7 1.24 2 544.8456 1,087.68 1,088.53 2 0.1507 138.5 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 63.3 39.7 3.05 2 544.8413 1,087.67 1,088.53 2 0.1421 130.5 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 64.5 39.7 2.96 2 544.833 1,087.65 1,088.53 2 0.1256 115.3 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 66.5 39.7 2.85 2 544.8561 1,087.70 1,088.53 2 0.1718 157.8 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 69.5 39.7 2.59 2 544.8518 1,087.69 1,088.53 2 0.1633 150 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 69.7 39.7 2.06 2 544.8225 1,087.63 1,088.53 2 0.1045 95.99 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QDVDNASLAR R L 95.00% 75.3 39.7 1.35 2 544.8425 1,087.67 1,088.53 2 0.1447 132.9 208 217 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QVQSLTcEVDALK R G 95.00% 42.6 38.4 1.8 2 c7: Carbamidomethyl (+57.02) 746.3703 1,490.73 1,490.75 2 0.9812 -14.45 322 334 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QVQSLTcEVDALK R G 95.00% 77.2 38.4 3.77 2 c7: Carbamidomethyl (+57.02) 745.9481 1,489.88 1,490.75 2 0.1369 91.82 322 334 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QVQSLTcEVDALKGTNESLER R Q 95.00% 18.3 35.8 1.03 2 c7: Carbamidomethyl (+57.02) 793.5002 2,377.48 2,377.17 3 1.319 133.1 322 342 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QVQSLTcEVDALKGTNESLER R Q 95.00% 28.1 35.8 2.1 2 c7: Carbamidomethyl (+57.02) 793.1777 2,376.51 2,377.17 3 0.3519 148 322 342 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QVQSLTcEVDALKGTNESLER R Q 95.00% 43.2 35.8 2.32 2 c7: Carbamidomethyl (+57.02) 793.4889 2,377.45 2,377.17 3 1.286 119 322 342 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% QVQSLTcEVDALKGTNESLER R Q 95.00% 47.8 35.8 2.62 2 c7: Carbamidomethyl (+57.02) 793.1474 2,376.42 2,377.17 3 0.261 109.8 322 342 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% SLYASSPGGVYATR R S 95.00% 54 38.5 6.28 2 715.3609 1,428.71 1,428.71 2 1.003 -0.01793 51 64 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% SLYASSPGGVYATR R S 95.00% 60.7 38.6 7.74 2 714.8836 1,427.75 1,428.71 2 0.04819 33.73 51 64 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% SLYASSPGGVYATR R S 95.00% 62.6 38.5 1.82 2 715.3724 1,428.73 1,428.71 2 1.026 16.19 51 64 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% SLYASSPGGVYATR R S 95.00% 65.4 38.6 5.32 2 714.9131 1,427.81 1,428.71 2 0.1072 75.06 51 64 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% SLYASSPGGVYATR R S 95.00% 65.8 38.6 4.92 2 714.8843 1,427.75 1,428.71 2 0.04964 34.74 51 64 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% SLYASSPGGVYATR R S 95.00% 65.9 38.6 2.74 2 714.9085 1,427.80 1,428.71 2 0.09789 68.51 51 64 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% TNEKVELQELNDR R F 95.00% 43.7 38.4 0 2 529.9952 1,586.96 1,587.80 3 0.1736 109.3 101 113 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% TNEKVELQELNDR R F 95.00% 47.7 38.4 0 2 530.0132 1,587.02 1,587.80 3 0.2276 143.3 101 113 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% TNEKVELQELNDR R F 95.00% 62.9 38.4 4.66 2 794.3403 1,586.67 1,587.80 2 -0.1242 -78.21 101 113 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% TYSLGSALRPSTSR R S 95.00% 38.7 38.2 1.41 2 499.3248 1,494.95 1,495.79 3 0.1735 116 37 50 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% VELQELNDR K F 95.00% 38.3 39.3 0.824 2 558.3403 1,114.67 1,115.57 2 0.104 93.24 105 113 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% VEVERDNLAEDIMR R L 95.00% 21.2 37.7 2.05 2 564.0065 1,689.00 1,688.83 3 1.178 103.5 171 184 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% VEVERDNLAEDImR R L 95.00% 24.7 37.8 1.12 2 m13: Oxidation (+15.99) 569.0483 1,704.12 1,704.82 3 0.308 180.6 171 184 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% VEVERDNLAEDImR R L 95.00% 26 37.8 0.886 2 m13: Oxidation (+15.99) 569.047 1,704.12 1,704.82 3 0.3042 178.4 171 184 TRUE

LX-2 Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 24 27 97 53.90% VEVERDNLAEDIMR R L 95.00% 41.2 37.8 0 2 563.6967 1,688.07 1,688.83 3 0.2483 147 171 184 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 29.7 38 3.68 2 810.0344 1,618.05 1,617.95 2 1.11 66.38 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGmLPGLLAPLR R T 95.00% 30.1 38 6.57 2 m7: Oxidation (+15.99) 817.5003 1,632.99 1,633.95 2 0.04711 28.83 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 41.8 38 1.85 2 809.4758 1,616.94 1,617.95 2 -0.006861 -4.241 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGmLPGLLAPLR R T 95.00% 46 37.8 1.23 2 m7: Oxidation (+15.99) 817.9975 1,633.98 1,633.95 2 1.042 23.72 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 47.2 38 2.89 2 540.0348 1,617.08 1,617.95 3 0.1386 85.65 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 48.3 38 3.46 2 810.109 1,618.20 1,617.95 2 1.26 158.6 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 50.1 38 4.22 2 810.0764 1,618.14 1,617.95 2 1.194 118.3 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 52.1 38 6.02 2 809.5814 1,617.15 1,617.95 2 0.2042 126.2 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 52.9 38 0 2 540.3602 1,618.06 1,617.95 3 1.115 69.19 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGmLPGLLAPLR R T 95.00% 56.9 38 4.29 2 m7: Oxidation (+15.99) 817.5437 1,633.07 1,633.95 2 0.1339 81.95 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 57.8 38 3.66 2 809.5331 1,617.05 1,617.95 2 0.1077 66.59 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 64.5 38 5.08 2 809.5503 1,617.09 1,617.95 2 0.142 87.77 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 64.5 38 5.47 2 809.5403 1,617.07 1,617.95 2 0.122 75.42 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 64.7 38 4.4 2 809.5244 1,617.03 1,617.95 2 0.0903 55.81 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AAPLQGMLPGLLAPLR R T 95.00% 71.6 38 6.31 2 809.514 1,617.01 1,617.95 2 0.0694 42.89 610 625 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AcNLDVILGFDGSR K D 95.00% 38.7 38.1 2.09 2 c2: Carbamidomethyl (+57.02) 768.9669 1,535.92 1,536.75 2 0.1789 116.4 1834 1847 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% AcNLDVILGFDGSR K D 95.00% 63.8 38.1 1.62 2 c2: Carbamidomethyl (+57.02) 768.9341 1,535.85 1,536.75 2 0.1133 73.73 1834 1847 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALGSAIEYTIENVFESAPNPR R D 91.40% 32.3 36.2 0 2 760.3738 2,278.10 2,278.14 3 0.9717 -13.63 2714 2734 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALGSAIEYTIENVFESAPNPR R D 95.00% 40.4 36.2 1.51 2 760.4437 2,278.31 2,278.14 3 1.182 78.45 2714 2734 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALGSAIEYTIENVFESAPNPR R D 95.00% 42.4 36.2 0 2 760.4102 2,278.21 2,278.14 3 1.081 34.32 2714 2734 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALILVGLER R V 94.80% 37.8 38.9 0 2 492.3699 982.7253 983.6249 2 0.1076 109.4 1976 1984 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALILVGLER R V 95.00% 44.1 38.9 1.04 2 492.374 982.7334 983.6249 2 0.1157 117.6 1976 1984 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALILVGLER R V 95.00% 46.4 38.9 1.09 2 492.3405 982.6664 983.6249 2 0.04874 49.55 1976 1984 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALILVGLER R V 95.00% 56 38.9 1.36 2 492.3232 982.6318 983.6249 2 0.01412 14.35 1976 1984 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALILVGLER R V 95.00% 56.3 38.9 1 2 492.3934 982.7723 983.6249 2 0.1546 157.2 1976 1984 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALILVGLER R V 95.00% 63.5 38.9 2.49 2 492.351 982.6875 983.6249 2 0.06987 71.02 1976 1984 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALNLGYALDYAQR K Y 95.00% 41.5 38.3 4.46 2 734.8803 1,467.75 1,467.76 2 0.9941 -5.856 913 925 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALNLGYALDYAQR K Y 95.00% 48.8 38.1 3.1 2 734.3703 1,466.73 1,467.76 2 -0.02587 -17.63 913 925 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALNLGYALDYAQR K Y 95.00% 54.5 38.1 2.82 2 734.4197 1,466.82 1,467.76 2 0.07295 49.7 913 925 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALNLGYALDYAQR K Y 95.00% 62.1 38.3 4.62 2 734.8203 1,467.63 1,467.76 2 0.8741 -87.57 913 925 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ALNLGYALDYAQR K Y 95.00% 66.2 38.3 2.72 2 734.9063 1,467.80 1,467.76 2 1.046 29.55 913 925 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DFVMNLVNSLDIGNDNIR R V 95.00% 68.9 36.7 1.07 2 684.0074 2,049.00 2,049.01 3 1.001 -1.026 660 677 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DFVmNLVNSLDIGNDNIR R V 95.00% 69 36.7 0 2 m4: Oxidation (+15.99) 689.0188 2,064.03 2,065.00 3 0.03965 19.2 660 677 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DFVmNLVNSLDIGNDNIR R V 95.00% 69.2 36.6 0 2 m4: Oxidation (+15.99) 689.3552 2,065.04 2,065.00 3 1.049 22.37 660 677 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DGVPGGPGETGK R N 95.00% 30.8 39.1 0.745 2 535.8286 1,069.64 1,070.51 2 0.1383 129.1 2185 2196 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DIIFLLDGSANVGK R T 95.00% 29.2 38.5 2.29 2 731.403 1,460.79 1,461.80 2 0.003681 2.518 639 652 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DIIFLLDGSANVGK R T 95.00% 53.9 38.3 0 2 731.9328 1,461.85 1,461.80 2 1.063 41.36 639 652 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DIIFLLDGSANVGK R T 95.00% 59.6 38.5 1.64 2 731.4067 1,460.80 1,461.80 2 0.01109 7.583 639 652 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DSFQEVLR R F 95.00% 55.3 39.5 0 2 497.334 992.6534 993.5 2 0.1606 161.6 1653 1660 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DSFQEVLR R F 95.00% 56.3 39.5 0 2 497.3121 992.6096 993.5 2 0.1168 117.6 1653 1660 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DVVFLIDGSQSAGPEFQYVR R T 95.00% 37 36.3 0 2 743.422 2,227.24 2,227.10 3 1.148 65.33 1233 1252 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% DVVFLLDGSEGVR K S 95.00% 72.6 38.4 1.85 2 703.3841 1,404.75 1,405.73 2 0.02862 20.36 1029 1041 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% EVYTFASEPNDVFFK K L 95.00% 30.1 37.8 3.2 2 897.4203 1,792.83 1,792.84 2 0.9904 -6.858 2782 2796 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% EVYTFASEPNDVFFK K L 95.00% 33 37.8 3.96 2 897.4631 1,792.91 1,792.84 2 1.076 40.92 2782 2796 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% EVYTFASEPNDVFFK K L 95.00% 37 37.8 2.16 2 896.9831 1,791.95 1,792.84 2 0.1161 64.78 2782 2796 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% EVYTFASEPNDVFFK K L 95.00% 43.5 37.8 1.54 2 897.0153 1,792.02 1,792.84 2 0.1804 100.6 2782 2796 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% EVYTFASEPNDVFFK K L 95.00% 48 37.8 3.42 2 897.516 1,793.02 1,792.84 2 1.182 99.85 2782 2796 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% GDSIDQcALIQSIK R D 95.00% 57.5 38.1 0 2 c7: Carbamidomethyl (+57.02) 774.4636 1,546.91 1,547.77 2 0.1462 94.47 2371 2384 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% GDSIDQcALIQSIK R D 95.00% 67.1 38.1 1.04 2 c7: Carbamidomethyl (+57.02) 774.4423 1,546.87 1,547.77 2 0.1037 66.99 2371 2384 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% GYFFVVLGIGR K K 95.00% 45.5 39 3.77 2 614.351 1,226.69 1,227.69 2 0.006155 5.013 2766 2776 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IASNSATAFR K V 95.00% 42.9 39.1 0 2 519.3639 1,036.71 1,037.54 2 0.1831 176.5 1789 1798 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IASNSATAFR K V 95.00% 63.5 39.1 0 2 519.3284 1,036.64 1,037.54 2 0.1122 108.1 1789 1798 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IAVAQYSDDVKVESR R F 93.90% 35.3 37.7 0 2 560.8162 1,679.43 1,679.86 3 0.5741 -255.1 875 889 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IAVAQYSDDVKVESR R F 95.00% 24 37.8 1.21 2 560.7346 1,679.18 1,679.86 3 0.3293 196 875 889 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IAVAQYSDDVKVESR R F 95.00% 46.4 37.7 2.77 2 561.0539 1,680.14 1,679.86 3 1.287 169.2 875 889 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IAVAQYSDDVKVESR R F 95.00% 47.6 37.8 3.46 2 560.728 1,679.16 1,679.86 3 0.3094 184.1 875 889 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEDGVPQHLVLVLGGK R S 95.00% 43.5 37.8 3.43 2 558.4139 1,672.22 1,673.96 3 -0.7318 161.9 1536 1551 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEDGVPQHLVLVLGGK R S 95.00% 53.6 37.8 2.57 2 558.8662 1,673.58 1,673.96 3 0.6252 -225.5 1536 1551 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 92.40% 0 0 2.55 2 573.3337 1,716.98 1,715.96 3 2.029 13.43 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 95.00% 27.4 37.9 2.28 2 858.5804 1,715.15 1,715.96 2 0.1955 113.9 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 95.00% 29.6 37.9 2.04 2 858.5028 1,714.99 1,715.96 2 0.04023 23.44 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 95.00% 33.1 37.8 1.52 2 859.1103 1,716.21 1,715.96 2 1.255 147 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 95.00% 39.9 37.8 4.7 2 859.0519 1,716.09 1,715.96 2 1.139 79.11 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 95.00% 44.1 37.9 2.6 2 572.7002 1,715.08 1,715.96 3 0.128 74.56 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 95.00% 47 37.9 3.43 2 858.6038 1,715.19 1,715.96 2 0.2423 141.2 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 95.00% 48.3 37.8 2.23 2 573.0231 1,716.05 1,715.96 3 1.097 54.77 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGK R S 95.00% 66.6 37.9 2.96 2 572.6488 1,714.92 1,715.96 3 -0.02634 -15.35 1332 1347 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IEEGVPQFLVLISSGKSDDEVDDPAVELK R Q 95.00% 5.38 34.1 1.82 2 1,043.98 3,128.92 3,128.59 3 1.339 107.5 1332 1360 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IGDLHPQIVNLLK K S 94.20% 23.6 38.7 0.959 2 487.3652 1,459.07 1,459.86 3 0.2176 149 1002 1014 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IGDLHPQIVNLLK K S 95.00% 21.2 38.6 1.41 2 487.3192 1,458.94 1,459.86 3 0.07955 54.49 1002 1014 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IGDLHPQIVNLLK K S 95.00% 26.9 38.6 4.28 2 730.5175 1,459.02 1,459.86 2 0.1644 112.6 1002 1014 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IGDLHPQIVNLLK K S 95.00% 27.4 38.6 2.23 2 730.4744 1,458.93 1,459.86 2 0.07801 53.43 1002 1014 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IGDLHPQIVNLLK K S 95.00% 45.4 38.7 0 2 487.3754 1,459.10 1,459.86 3 0.2482 170 1002 1014 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IIDELNVKPEGTR K I 92.20% 34.7 38.2 0 2 495.3726 1,483.10 1,483.81 3 0.2916 196.5 862 874 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IIDELNVKPEGTR K I 95.00% 38.9 38.2 0 2 495.3491 1,483.03 1,483.81 3 0.2211 149 862 874 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IIDELNVKPEGTR K I 95.00% 39.2 38.2 1.05 2 495.3373 1,482.99 1,483.81 3 0.1856 125 862 874 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ISLSPEYVFSVSTFR K E 90.20% 13.6 37.6 0.745 2 867.0003 1,731.99 1,731.90 2 1.098 55.05 1381 1395 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ISLSPEYVFSVSTFR K E 95.00% 51.2 37.8 0.959 2 866.5323 1,731.05 1,731.90 2 0.1621 93.6 1381 1395 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ISLSPEYVFSVSTFR K E 95.00% 65.4 37.6 2.06 2 866.8968 1,731.78 1,731.90 2 0.8911 -64.41 1381 1395 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 29.4 37.5 2.7 2 870.084 1,738.15 1,738.01 2 1.149 84.33 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 39.3 37.5 0 2 870.1037 1,738.19 1,738.01 2 1.189 107 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 46.4 37.6 3.89 2 869.5974 1,737.18 1,738.01 2 0.1763 101.4 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 49.8 37.6 0 2 580.0612 1,737.16 1,738.01 3 0.1578 90.79 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 51 37.5 1.16 2 580.3759 1,738.11 1,738.01 3 1.102 57.02 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 51.4 37.6 3.52 2 869.5933 1,737.17 1,738.01 2 0.168 96.67 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 54.6 37.5 1.92 2 870.0957 1,738.18 1,738.01 2 1.173 97.87 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 59.9 37.5 1.09 2 580.2933 1,737.86 1,738.01 3 0.8542 -85.4 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% ITEGVPQLLIVLTADR R S 95.00% 61.1 37.6 3.74 2 869.509 1,737.00 1,738.01 2 -0.000473 -0.2721 1128 1143 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IVVLMLTGEVPEQQLEEAQR K V 91.80% 32.5 36.2 0 2 761.4871 2,281.44 2,282.21 3 0.2403 105.3 2738 2757 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IVVLMLTGEVPEQQLEEAQR K V 93.40% 33.4 36.2 0 2 761.7489 2,282.23 2,282.21 3 1.026 10.15 2738 2757 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% IVVLMLTGEVPEQQLEEAQR K V 95.00% 57.8 36.2 0 2 761.7777 2,282.31 2,282.21 3 1.112 47.92 2738 2757 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LDQRVPQIAFVITGGK R S 95.00% 36.2 37.4 0 2 581.3894 1,741.15 1,742.00 3 0.1574 90.35 1739 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLPSFVSSENAFYLSPDIR R K 91.40% 32.7 36.6 0 2 719.4152 2,155.22 2,155.11 3 1.124 56.22 2815 2833 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLPSFVSSENAFYLSPDIR R K 95.00% 37.3 36.5 0 2 719.0702 2,154.19 2,155.11 3 0.08895 41.27 2815 2833 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLPSFVSSENAFYLSPDIR R K 95.00% 70.4 36.5 0 2 719.0402 2,154.10 2,155.11 3 -0.001049 -0.4867 2815 2833 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 92.80% 16.5 37.9 0.854 2 843.5793 1,685.14 1,685.97 2 0.1825 108.3 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 95.00% 23.9 37.9 2.25 2 843.5463 1,685.08 1,685.97 2 0.1165 69.11 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 95.00% 37.2 37.8 3.32 2 843.6003 1,685.19 1,685.97 2 0.2245 133.2 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 95.00% 38.1 37.9 0 2 844.0844 1,686.15 1,685.97 2 1.193 112.6 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 95.00% 44.6 37.9 0 2 562.7172 1,685.13 1,685.97 3 0.1684 99.89 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 95.00% 50.5 37.9 1.64 2 844.0273 1,686.04 1,685.97 2 1.079 45 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 95.00% 52.5 37.8 4.31 2 843.5945 1,685.17 1,685.97 2 0.2129 126.3 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 95.00% 53.6 37.9 0 2 562.7027 1,685.09 1,685.97 3 0.1248 73.99 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLTPITTLTSEQIQK K L 95.00% 60 37.9 3.72 2 844.0417 1,686.07 1,685.97 2 1.107 62.03 1404 1418 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLVLITGGK K S 95.00% 44 39.1 0 2 457.3783 912.7421 913.6083 2 0.141 154.3 552 560 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLVLITGGK K S 95.00% 44.8 39.1 0 2 457.3813 912.748 913.6083 2 0.147 160.9 552 560 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLVLITGGK K S 95.00% 59.2 39.1 1 2 457.3787 912.7429 913.6083 2 0.1418 155.2 552 560 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LLVLITGGK K S 95.00% 61.1 39.1 0 2 457.3878 912.761 913.6083 2 0.16 175.1 552 560 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LMHLEFGR R G 95.00% 41.9 39.8 0 2 501.8425 1,001.67 1,002.52 2 0.1588 158.4 1991 1998 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LNLLDLDYELAEQLDNIAEK R A 95.00% 0 0 3 2 778.7702 2,333.29 2,332.19 3 2.104 42.11 2008 2027 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LNLLDLDYELAEQLDNIAEK R A 95.00% 43.6 36 2.24 2 778.1012 2,331.28 2,332.19 3 0.09675 41.48 2008 2027 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LNLLDLDYELAEQLDNIAEK R A 95.00% 56 36 1.74 2 778.1334 2,331.38 2,332.19 3 0.1934 82.93 2008 2027 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LNLLDLDYELAEQLDNIAEK R A 95.00% 57.2 36 1.96 2 778.4588 2,332.35 2,332.19 3 1.169 71.46 2008 2027 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LNLLDLDYELAEQLDNIAEK R A 95.00% 76.4 36 1.64 2 778.0952 2,331.26 2,332.19 3 0.07875 33.77 2008 2027 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LNLLDLDYELAEQLDNIAEK R A 95.00% 105 36 2.85 2 778.4889 2,332.45 2,332.19 3 1.26 110.3 2008 2027 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LQPVLQPLPSPGVGGK R R 93.20% 36.1 38.4 0 2 794.4993 1,586.98 1,586.93 2 1.064 38.85 1216 1231 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LQPVLQPLPSPGVGGK R R 94.10% 24.1 38.2 0.921 2 794.0446 1,586.07 1,586.93 2 0.155 97.66 1216 1231 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 93.50% 36.4 38.5 0 2 702.4539 1,402.89 1,403.79 2 0.111 79.07 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 45.8 38.5 3.04 2 702.4674 1,402.92 1,403.79 2 0.138 98.3 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 50.7 38.5 2.1 2 702.4398 1,402.87 1,403.79 2 0.08273 58.93 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 60.5 38.5 3.7 2 702.4251 1,402.84 1,403.79 2 0.05333 37.99 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 61.8 38.4 2.72 2 702.9165 1,403.82 1,403.79 2 1.036 23.85 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 69.5 38.4 0 2 702.9392 1,403.86 1,403.79 2 1.082 56.07 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 70.5 38.5 0.921 2 702.4306 1,402.85 1,403.79 2 0.0643 45.8 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 76.1 38.4 4.46 2 702.9288 1,403.84 1,403.79 2 1.061 41.39 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 79.4 38.5 3.05 2 702.3963 1,402.78 1,403.79 2 -0.004273 -3.044 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LSDAGITPLFLTR K Q 95.00% 93.7 38.5 4.02 2 702.3657 1,402.72 1,403.79 2 -0.06536 -46.56 2533 2545 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LVDYLDVGFDTTR R V 95.00% 37.1 38.2 1.55 2 757.4484 1,512.88 1,513.75 2 0.1359 89.8 1258 1270 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LVDYLDVGFDTTR R V 95.00% 47.7 38.2 2.22 2 757.426 1,512.84 1,513.75 2 0.09123 60.26 1258 1270 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LVDYLDVGFDTTR R V 95.00% 65 38.2 5.44 2 757.9203 1,513.83 1,513.75 2 1.08 50.83 1258 1270 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LVDYLDVGFDTTR R V 95.00% 65.1 38.2 3.14 2 757.9176 1,513.82 1,513.75 2 1.074 47.33 1258 1270 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LVDYLDVGFDTTR R V 95.00% 66.3 38.2 4.48 2 757.399 1,512.78 1,513.75 2 0.03723 24.59 1258 1270 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LVDYLDVGFDTTR R V 95.00% 67.7 38.2 3.14 2 757.8993 1,513.78 1,513.75 2 1.038 23.1 1258 1270 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LVDYLDVGFDTTR R V 95.00% 70.7 38.2 7.4 2 757.4023 1,512.79 1,513.75 2 0.04373 28.89 1258 1270 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% LVDYLDVGFDTTR R V 95.00% 84.2 38.2 5.92 2 757.4523 1,512.89 1,513.75 2 0.1437 94.94 1258 1270 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% MKPLDGSALYTGSALDFVR K N 95.00% 32.2 36.9 1.03 2 681.0339 2,040.08 2,041.04 3 0.0447 21.9 515 533 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% MKPLDGSALYTGSALDFVR K N 95.00% 46.1 36.9 0 2 681.3302 2,040.97 2,041.04 3 0.9335 -33.93 515 533 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% MKPLDGSALYTGSALDFVR K N 95.00% 54.8 36.9 1.68 2 681.3789 2,041.12 2,041.04 3 1.08 37.69 515 533 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% mKPLDGSALYTGSALDFVR K N 95.00% 59.7 36.7 0 2 m1: Oxidation (+15.99) 686.4002 2,056.18 2,057.04 3 0.1485 72.2 515 533 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% MKPLDGSALYTGSALDFVR K N 95.00% 65.9 36.9 1.6 2 681.3648 2,041.07 2,041.04 3 1.037 16.93 515 533 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% MKPLDGSALYTGSALDFVR K N 95.00% 74.5 36.9 1.03 2 681.0564 2,040.15 2,041.04 3 0.1122 54.97 515 533 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% MRDVVLSIVNDLTIAESNcPR R G 95.00% 46.4 35.8 1.38 2 c19: Carbamidomethyl (+57.02) 801.8877 2,402.64 2,402.22 3 1.432 178.5 2421 2441 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% MRDVVLSIVNDLTIAESNcPR R G 95.00% 47.8 35.8 0 2 c19: Carbamidomethyl (+57.02) 801.7865 2,402.34 2,402.22 3 1.128 52.24 2421 2441 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% MRDVVLSIVNDLTIAESNcPR R G 95.00% 70.5 35.8 4.21 2 c19: Carbamidomethyl (+57.02) 801.4802 2,401.42 2,402.22 3 0.2092 87.08 2421 2441 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NADPAELEQIVLSPAFILAAESLPK K I 95.00% 67.6 35.4 1.89 2 879.9247 2,636.75 2,636.42 3 1.341 128.3 977 1001 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NIDRTELQTITNDPR R L 95.00% 55 37.7 1.01 2 596.0539 1,785.14 1,785.91 3 0.238 133.2 1577 1591 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NILVSSAGSR R I 95.00% 36.7 39.8 0.824 2 502.3525 1,002.69 1,003.55 2 0.1447 144.2 1118 1127 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NLQVALTSK K Q 92.20% 37.2 40 0 2 487.3878 972.761 973.5677 2 0.2005 205.9 2475 2483 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NNLFTSSAGYR R A 93.50% 37.1 39.2 0 2 615.2685 1,228.52 1,229.59 2 -0.0611 -49.7 534 544 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NNLFTSSAGYR R A 95.00% 27.5 39.1 4.24 2 615.7803 1,229.55 1,229.59 2 0.9624 -32.75 534 544 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NNLFTSSAGYR R A 95.00% 33.2 39.2 2.18 2 615.3366 1,228.66 1,229.59 2 0.07506 61.04 534 544 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NNLFTSSAGYR R A 95.00% 41.1 39.2 0 2 615.315 1,228.62 1,229.59 2 0.03179 25.85 534 544 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% NNLFTSSAGYR R A 95.00% 44.4 39.2 1.07 2 615.3168 1,228.62 1,229.59 2 0.03553 28.9 534 544 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QFGVAPFTIAR K N 95.00% 31.5 39.1 1.64 2 604.3458 1,206.68 1,206.66 2 1.021 15.41 1361 1371 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QFGVAPFTIAR K N 95.00% 50.1 39.2 3.24 2 603.862 1,205.71 1,206.66 2 0.05368 44.48 1361 1371 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QFGVAPFTIAR K N 95.00% 56.2 39.2 1.3 2 603.8283 1,205.64 1,206.66 2 -0.01377 -11.41 1361 1371 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QFGVAPFTIAR K N 95.00% 56.4 39.2 2.37 2 603.8403 1,205.67 1,206.66 2 0.01023 8.475 1361 1371 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QFGVAPFTIAR K N 95.00% 57.5 39.2 1.77 2 603.8428 1,205.67 1,206.66 2 0.01523 12.62 1361 1371 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QFGVAPFTIAR K N 95.00% 60.7 39.2 2.41 2 603.8923 1,205.77 1,206.66 2 0.1143 94.75 1361 1371 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QINVGNALEYVSR R N 95.00% 36.4 38.3 3.6 2 731.9757 1,461.94 1,462.76 2 0.1793 122.6 1309 1321 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QINVGNALEYVSR R N 95.00% 38.8 38.3 0 2 732.3236 1,462.63 1,462.76 2 0.8751 -87.2 1309 1321 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% qINVGNALEYVSR R N 95.00% 0 0 5.36 2 n-term: Pyro-cmC (-17.03) 723.3963 1,444.78 1,445.74 2 0.04698 32.49 1309 1321 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLGTVQQVISER R V 95.00% 36.4 38.8 1.49 2 679.3103 1,356.61 1,357.74 2 -0.1303 -95.96 1193 1204 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLGTVQQVISER R V 95.00% 55.5 38.8 0 2 679.3918 1,356.77 1,357.74 2 0.03271 24.09 1193 1204 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLGTVQQVISER R V 95.00% 63.6 38.8 4.22 2 679.423 1,356.83 1,357.74 2 0.09511 70.05 1193 1204 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLGTVQQVISER R V 95.00% 64.4 38.8 4.21 2 679.3774 1,356.74 1,357.74 2 0.004013 2.956 1193 1204 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLGTVQQVISER R V 95.00% 79.1 38.9 4.1 2 679.8328 1,357.65 1,357.74 2 0.9147 -64.77 1193 1204 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLTLLGGPTPNTGAALEFVLR R N 95.00% 36.7 36.4 0 2 723.7948 2,168.36 2,168.21 3 1.162 73.43 1097 1117 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLTLLGGPTPNTGAALEFVLR R N 95.00% 39.7 36.5 0 2 723.4193 2,167.24 2,168.21 3 0.03548 16.36 1097 1117 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLTLLGGPTPNTGAALEFVLR R N 95.00% 42.8 36.4 0 2 723.8102 2,168.41 2,168.21 3 1.208 94.74 1097 1117 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLTLLGGPTPNTGAALEFVLR R N 95.00% 52.6 36.5 1.28 2 723.4389 2,167.30 2,168.21 3 0.0945 43.58 1097 1117 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QLTLLGGPTPNTGAALEFVLR R N 95.00% 56.7 36.4 3.03 2 723.7916 2,168.35 2,168.21 3 1.153 69.06 1097 1117 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QQSLETAMSFVAR K N 93.50% 12.6 38.1 0.886 2 734.4353 1,466.86 1,467.73 2 0.1372 93.49 2484 2496 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QQSLETAMSFVAR K N 95.00% 58 38.3 3.08 2 734.9473 1,467.88 1,467.73 2 1.161 108 2484 2496 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QSGVVPFIFQAK K N 95.00% 53.3 38.6 2.74 2 661.4229 1,320.83 1,320.73 2 1.107 79.18 965 976 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% QSGVVPFIFQAK K N 95.00% 55.6 38.9 0.959 2 660.9397 1,319.86 1,320.73 2 0.1411 106.8 965 976 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SDDEVDDPAVELK K Q 95.00% 48.2 38.5 0.745 2 716.4003 1,430.79 1,431.65 2 0.1444 100.9 1348 1360 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SQAPVLDAIR R R 95.00% 73.3 39 1 2 535.3787 1,068.74 1,069.60 2 0.15 140.2 1495 1504 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SQAPVLDAIRR R L 95.00% 28 38.6 1.64 2 613.3781 1,224.74 1,225.70 2 0.04766 38.88 1495 1505 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SQHPYVLTEDTLK R V 95.00% 45.9 38.3 2.39 2 765.8768 1,529.74 1,530.78 2 -0.0338 -22.08 1919 1931 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSDRVDGPASNLK R Q 95.00% 38.5 38.9 1.16 2 673.4 1,344.79 1,345.67 2 0.122 90.68 952 964 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSDRVDGPASNLK R Q 95.00% 47.1 38.9 1.7 2 673.3792 1,344.74 1,345.67 2 0.08043 59.77 952 964 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSGIVSLGVGDR R N 95.00% 40.7 39.2 1.49 2 573.8903 1,145.77 1,146.61 2 0.1618 141.1 1565 1576 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSGIVSLGVGDR R N 95.00% 48.1 39.2 0 2 573.8439 1,145.67 1,146.61 2 0.06915 60.3 1565 1576 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSGIVSLGVGDR R N 95.00% 54 39.1 0 2 574.3757 1,146.74 1,146.61 2 1.133 113.3 1565 1576 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSGIVSLGVGDR R N 95.00% 56.9 39.2 1.52 2 573.8617 1,145.71 1,146.61 2 0.1047 91.29 1565 1576 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSGIVSLGVGDR R N 95.00% 61.9 39.2 0 2 573.8736 1,145.73 1,146.61 2 0.1285 112.1 1565 1576 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSIMAFAIGNK R G 95.00% 44.7 39 0 2 569.8243 1,137.63 1,138.59 2 0.04886 42.91 575 585 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SSIMAFAIGNK R G 95.00% 51.8 39 0 2 569.8687 1,137.72 1,138.59 2 0.1375 120.8 575 585 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% SVEDAQDVSLALTQR K G 95.00% 66.9 38.1 4.04 2 816.4803 1,630.95 1,631.82 2 0.1296 79.43 1755 1769 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVFFSNTPTR K A 95.00% 40.8 38.5 1.48 2 620.3166 1,238.62 1,238.65 2 0.9732 -23.85 2511 2521 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVFFSNTPTR K A 95.00% 43.1 38.6 0 2 619.8903 1,237.77 1,238.65 2 0.1205 97.3 2511 2521 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVFFSNTPTR K A 95.00% 43.2 38.5 0 2 620.3218 1,238.63 1,238.65 2 0.9837 -15.38 2511 2521 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVFFSNTPTR K A 95.00% 43.9 38.6 0 2 619.8412 1,237.67 1,238.65 2 0.02235 18.04 2511 2521 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVFFSNTPTR K A 95.00% 47.8 38.6 1.68 2 619.8457 1,237.68 1,238.65 2 0.03134 25.3 2511 2521 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVFFSNTPTR K A 95.00% 60.4 38.5 3.28 2 620.3587 1,238.70 1,238.65 2 1.057 44.14 2511 2521 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVFFSNTPTR K A 95.00% 62.3 38.6 3.35 2 619.8688 1,237.72 1,238.65 2 0.07767 62.7 2511 2521 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVVQYSDR R T 95.00% 48.8 39.2 1.02 2 518.8611 1,035.71 1,036.54 2 0.1727 166.6 1067 1075 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVVQYSDR R T 95.00% 52.4 39.2 1.06 2 518.841 1,035.67 1,036.54 2 0.1327 128 1067 1075 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVVQYSDR R T 95.00% 55.3 39.2 1.44 2 518.8466 1,035.68 1,036.54 2 0.1437 138.7 1067 1075 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VAVVTYNNEVTTEIR R F 95.00% 55.5 37.7 2.51 2 854.5463 1,707.08 1,707.89 2 0.1941 113.7 2445 2459 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 60.3 35.8 0 2 825.5102 2,473.51 2,474.25 3 0.2709 109.5 678 699 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 70.2 35.7 0 2 825.8062 2,474.40 2,474.25 3 1.159 63.07 678 699 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VGVVQFSNDVFPEFYLK R T 95.00% 21.8 37 2.17 2 994.6503 1,987.29 1,988.02 2 0.2768 139.2 1475 1491 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VGVVQFSNDVFPEFYLK R T 95.00% 26.3 36.8 0.886 2 995.1234 1,988.23 1,988.02 2 1.223 110.7 1475 1491 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VGVVQFSNDVFPEFYLK R T 95.00% 27.5 37 3.06 2 994.6173 1,987.22 1,988.02 2 0.2108 106 1475 1491 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VGVVQFSNDVFPEFYLK R T 95.00% 33.8 37 3.82 2 994.6529 1,987.29 1,988.02 2 0.282 141.9 1475 1491 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VGVVQFSNDVFPEFYLK R T 95.00% 45.6 36.8 0.824 2 995.1183 1,988.22 1,988.02 2 1.213 105.6 1475 1491 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VNIKEVYTFASEPNDVFFK K L 95.00% 41 36.3 0 2 750.0602 2,247.16 2,247.13 3 1.033 13.35 2778 2796 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VPQIAFVITGGK R S 95.00% 49.7 39.2 0 2 615.3903 1,228.77 1,229.73 2 0.04783 38.89 1743 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VPQIAFVITGGK R S 95.00% 51.8 39.2 1.55 2 615.4273 1,228.84 1,229.73 2 0.1219 99.15 1743 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VPQIAFVITGGK R S 95.00% 58.3 39.2 2.23 2 615.4245 1,228.83 1,229.73 2 0.1162 94.48 1743 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VPQIAFVITGGK R S 95.00% 60.2 39.1 4.35 2 615.8871 1,229.76 1,229.73 2 1.042 31.56 1743 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VPQIAFVITGGK R S 95.00% 62.1 39.2 4.43 2 615.4226 1,228.83 1,229.73 2 0.1125 91.5 1743 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VPQIAFVITGGK R S 95.00% 73.8 39.2 4.96 2 615.4634 1,228.91 1,229.73 2 0.1941 157.8 1743 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VPQIAFVITGGK R S 95.00% 74 39.2 4.92 2 615.4371 1,228.86 1,229.73 2 0.1416 115.1 1743 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VPQIAFVITGGK R S 95.00% 74.4 39.2 4.6 2 615.4374 1,228.86 1,229.73 2 0.1421 115.6 1743 1754 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VVESLDVGQDR R V 95.00% 26.8 39.3 0.959 2 609.3232 1,216.63 1,216.62 2 1.022 15.9 1054 1064 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VVESLDVGQDR R V 95.00% 42.7 39.3 1 2 608.8553 1,215.70 1,216.62 2 0.08633 70.95 1054 1064 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VVESLDVGQDR R V 95.00% 48.5 39.3 0.77 2 608.8627 1,215.71 1,216.62 2 0.1011 83.1 1054 1064 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VVESLDVGQDR R V 95.00% 50.7 39.3 2.82 2 608.8564 1,215.70 1,216.62 2 0.08856 72.79 1054 1064 TRUE

LX-2 Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 63 68 222 26.70% VVIHFTDGADGDLADLHR K A 95.00% 70.9 37.1 3.77 2 651.0789 1,950.22 1,950.97 3 0.2551 130.7 1947 1964 TRUE

LX-2 Repeat 1 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 4 1.25% LLLPWLEAR K I 95.00% 63.6 38.8 1 2 555.8188 1,109.62 1,110.67 2 -0.03673 -33.07 857 865 TRUE

LX-2 Repeat 1 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 4 1.25% NLQNLLILTAIK R A 95.00% 39.3 38.6 0 2 677.959 1,353.90 1,353.85 2 1.064 45.32 1023 1034 TRUE

LX-2 Repeat 1 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 4 1.25% NLQNLLILTAIK R A 95.00% 46 38.6 2.44 2 677.396 1,352.78 1,353.85 2 -0.06194 -45.76 1023 1034 TRUE

LX-2 Repeat 1 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 4 1.25% NLQNLLILTAIK R A 95.00% 50.2 38.6 1.96 2 677.4367 1,352.86 1,353.85 2 0.01949 14.39 1023 1034 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% AEcLNPSQPSR R R 95.00% 42.2 38.9 0 2 c3: Carbamidomethyl (+57.02) 629.8413 1,257.67 1,258.58 2 0.09077 72.12 1133 1143 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% ALEGLQYPFAVTSYGK K N 95.00% 35.9 37.5 1.6 2 872.5696 1,743.12 1,743.90 2 0.2366 135.7 1146 1161 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% ALEGLQYPFAVTSYGK K N 95.00% 44.9 37.7 3 2 873.0348 1,744.06 1,743.90 2 1.167 94.09 1146 1161 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% EYTVTEPER R D 95.00% 63.8 39.1 1.96 2 562.3171 1,122.62 1,123.53 2 0.1003 89.23 588 596 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% GNLYWTDWNR R D 95.00% 41.3 38.5 0 2 663.3863 1,324.76 1,324.61 2 1.158 117.4 1076 1085 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% GNLYWTDWNR R D 95.00% 60.2 38.5 2.47 2 662.8446 1,323.67 1,324.61 2 0.07508 56.68 1076 1085 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% IYTYQWR R Q 95.00% 41 39.5 0 2 515.2985 1,028.58 1,029.52 2 0.07448 72.33 604 610 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% KALEGLQYPFAVTSYGK R N 95.00% 45.8 37.4 2.34 2 625.0502 1,872.13 1,871.99 3 1.146 76.3 1145 1161 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% LPLEGNTMR R K 95.00% 45.4 39.7 1.89 2 515.8477 1,029.68 1,030.54 2 0.153 148.5 957 965 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% MNSVVALDLAISK K E 95.00% 28.4 38.8 2.38 2 681.3303 1,360.65 1,360.75 2 0.9027 -73.44 1170 1182 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% MNSVVALDLAISK K E 95.00% 77.3 38.9 4.23 2 680.9103 1,359.81 1,360.75 2 0.06273 46.1 1170 1182 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% MVYWTDITEPSIGR K A 95.00% 45.5 37.9 5.14 2 835.0086 1,668.00 1,667.81 2 1.2 118.1 991 1004 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% NGFSITGGEFTR K Q 95.00% 47.2 38.7 2.62 2 643.3488 1,284.68 1,285.62 2 0.07317 56.91 507 518 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% NGFSITGGEFTR K Q 95.00% 69.9 38.9 3.19 2 643.8281 1,285.64 1,285.62 2 1.032 22.55 507 518 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% QAEVTFVGHPGNLVIK R Q 95.00% 37.5 37.7 2.41 2 855.0853 1,708.16 1,708.94 2 0.225 131.7 519 534 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% QDLGSPEGIAVDHLGR R N 95.00% 51.4 37.9 0 2 555.6773 1,664.01 1,663.84 3 1.177 104.8 1018 1033 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% TQFTcEcSIGFR R G 95.00% 66.5 38.1 3.62 2 c5: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 753.3439 1,504.67 1,505.65 2 0.02929 19.45 691 702 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% VIIGLAFDcVDK K M 95.00% 56.2 39.1 3.04 2 c9: Carbamidomethyl (+57.02) 675.3764 1,348.74 1,349.71 2 0.03198 23.69 979 990 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% VLFETDLVNPR R G 95.00% 42.2 38.7 3.8 2 651.8758 1,301.74 1,302.71 2 0.03896 29.91 1057 1067 TRUE

LX-2 Repeat 1 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 15 15 20 13.60% VLFETDLVNPR R G 95.00% 48.2 38.8 0 2 652.429 1,302.84 1,302.71 2 1.145 109.4 1057 1067 TRUE
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LX-2 Repeat 1 SLC25A11 Mitochondrial 2-oxoglutarate/malate carrier protein IPI00219729 34,045.20 99.80% 2 2 2 6.69% GIYTGLSAGLLR R Q 95.00% 26.3 39 2.57 2 610.8903 1,219.77 1,220.70 2 0.07333 60.07 79 90 TRUE

LX-2 Repeat 1 SLC25A11 Mitochondrial 2-oxoglutarate/malate carrier protein IPI00219729 34,045.20 99.80% 2 2 2 6.69% YEGFFSLWK R G 95.00% 35.6 39.2 2.25 2 588.8344 1,175.65 1,176.57 2 0.08909 75.71 272 280 TRUE

LX-2 Repeat 1 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 99.90% 2 2 2 9.20% EVPLSALTNILSAQLISHWK K G 95.00% 38.5 36.4 1.74 2 740.7602 2,219.26 2,220.24 3 0.02715 12.23 267 286 TRUE

LX-2 Repeat 1 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 99.90% 2 2 2 9.20% MAPEEIIMDRPFLFVVR R H 95.00% 34.6 36.8 1.6 2 688.8002 2,063.38 2,063.08 3 1.304 146 370 386 TRUE

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LSQNNFALGYK K A 95.00% 47.7 38.8 2.28 2 627.8223 1,253.63 1,254.65 2 -0.01047 -8.347 164 174 TRUE

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LSQNNFALGYK K A 95.00% 54.5 38.8 3.01 2 627.8753 1,253.74 1,254.65 2 0.09553 76.13 164 174 TRUE

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLDTIFVPNTGK K K 95.00% 60.7 38.6 2.23 2 709.9686 1,417.92 1,418.79 2 0.1407 99.19 97 109 TRUE

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLDTIFVPNTGK K K 95.00% 63.9 38.6 3.49 2 709.9321 1,417.85 1,418.79 2 0.06772 47.73 97 109 TRUE

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLDTIFVPNTGK K K 95.00% 73.2 38.6 4.74 2 709.945 1,417.88 1,418.79 2 0.09347 65.88 97 109 TRUE

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLDTIFVPNTGKK K S 94.00% 35.7 38.1 0 2 516.7184 1,547.13 1,546.88 3 1.256 163.8 97 110 TRUE

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLSALIDGK K N 95.00% 46.2 39.7 1.82 2 515.8503 1,029.69 1,030.61 2 0.07873 76.38 257 266 FALSE IPI00216308

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLSALIDGK K N 95.00% 51.2 39.7 0 2 515.9083 1,029.80 1,030.61 2 0.1948 189 257 266 FALSE IPI00216308

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLSALIDGK K N 95.00% 64 39.7 1.85 2 515.8723 1,029.73 1,030.61 2 0.1227 119 257 266 FALSE IPI00216308

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLSALIDGK K N 95.00% 70.9 39.7 0 2 515.8317 1,029.65 1,030.61 2 0.04159 40.35 257 266 FALSE IPI00216308

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLSALIDGK K N 95.00% 71.8 39.7 1.51 2 515.9045 1,029.79 1,030.61 2 0.1871 181.5 257 266 FALSE IPI00216308

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% LTLSALIDGK K N 95.00% 78.7 39.7 2.36 2 515.8625 1,029.71 1,030.61 2 0.1032 100.1 257 266 FALSE IPI00216308

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% VcNYGLTFTQK K W 95.00% 49.2 38.7 1.16 2 c2: Carbamidomethyl (+57.02) 665.9203 1,329.83 1,330.65 2 0.1872 140.6 64 74 TRUE

LX-2 Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 5 5 8 21.90% WNTDNTLGTEISWENK K L 95.00% 68.4 37.4 1.36 2 954.5385 1,907.06 1,907.88 2 0.1926 100.9 75 90 TRUE

LX-2 Repeat 1 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 2 3 4 10.50% ASGNYATVISHNPETK R K 92.40% 34.3 37.7 0 2 563.9928 1,688.96 1,688.82 3 1.14 81.31 129 144 TRUE

LX-2 Repeat 1 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 2 3 4 10.50% ASGNYATVISHNPETK R K 95.00% 12.2 37.8 2.16 2 563.6952 1,688.06 1,688.82 3 0.2472 146.3 129 144 TRUE

LX-2 Repeat 1 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 2 3 4 10.50% ASGNYATVISHNPETK R K 95.00% 74.6 37.8 5.51 2 845.0203 1,688.03 1,688.82 2 0.2094 124 129 144 TRUE

LX-2 Repeat 1 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 2 3 4 10.50% AVVGVVAGGGR R I 95.00% 40.3 38.9 3.12 2 471.3558 940.6971 941.5527 2 0.1516 161 164 174 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% AIEASNAYSR R I 95.00% 75.8 38.9 2.15 2 541.3479 1,080.68 1,081.53 2 0.1615 149.3 2518 2527 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% DLADLAAYTALK R F 95.00% 49.5 38.9 2.28 2 632.8437 1,263.67 1,264.68 2 0.001527 1.207 2752 2763 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% DLADLAAYTALK R F 95.00% 51.8 38.9 4.6 2 632.8605 1,263.71 1,264.68 2 0.03522 27.84 2752 2763 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% DLADLAAYTALK R F 95.00% 54.5 38.9 4.28 2 632.8203 1,263.63 1,264.68 2 -0.04527 -35.8 2752 2763 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% DQASQLLAGTEATLGHAK R T 95.00% 38.7 37.3 1.92 2 604.3991 1,810.18 1,810.93 3 0.2531 139.7 2259 2276 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% DQASQLLAGTEATLGHAK R T 95.00% 60.3 37.3 1 2 604.3469 1,810.02 1,810.93 3 0.09662 53.35 2259 2276 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% DQASQLLAGTEATLGHAK R T 95.00% 83 37.3 4.23 2 604.7145 1,811.12 1,810.93 3 1.199 108.4 2259 2276 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% FANSPRPDLWVLER K S 95.00% 49.8 37.7 0.854 2 567.3165 1,698.93 1,699.89 3 0.04354 25.61 161 174 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% GFGEPFVLNPGTWALR R V 95.00% 44.3 37.6 2.68 2 881.5849 1,761.16 1,760.91 2 1.25 140.6 984 999 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% GFGEPFVLNPGTWALR R V 95.00% 48.1 37.6 2.77 2 881.454 1,760.89 1,760.91 2 0.9886 -8.022 984 999 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% GQDLGQAVLDAGHSVSTLEK R T 95.00% 37.2 36.9 0 2 675.7092 2,024.11 2,025.03 3 0.08795 43.43 2669 2688 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% GQDLGQAVLDAGHSVSTLEK R T 95.00% 39 36.9 0 2 675.3489 2,023.03 2,025.03 3 -0.9928 4.906 2669 2688 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% GQDLGQAVLDAGHSVSTLEK R T 95.00% 41.2 36.9 0 2 675.6835 2,024.03 2,025.03 3 0.01095 5.407 2669 2688 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% GQDLGQAVLDAGHSVSTLEK R T 95.00% 48.9 36.9 1.55 2 676.0366 2,025.09 2,025.03 3 1.07 33.29 2669 2688 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% GQLQLVEGNFR R H 95.00% 47.7 39 1.43 2 630.986 1,259.96 1,260.67 2 0.2951 234 1760 1770 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% GQLQLVEGNFR R H 95.00% 48.2 39 0 2 630.8466 1,259.68 1,260.67 2 0.01626 12.9 1760 1770 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% HETAQQLEVLEQQSTSLGQDAR R R 95.00% 71.6 35.9 0 2 823.8348 2,468.48 2,468.20 3 1.288 115.7 2227 2248 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% HETAQQLEVLEQQSTSLGQDAR R R 95.00% 85.4 35.9 4.54 2 823.7739 2,468.30 2,468.20 3 1.106 41.74 2227 2248 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% IAASATcGEEAPAR R G 95.00% 83.8 38.5 8.85 2 c7: Carbamidomethyl (+57.02) 702.3511 1,402.69 1,403.66 2 0.03661 26.08 58 71 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% LGLVWAALQGAR R T 95.00% 51.2 38.9 2.3 2 628.3952 1,254.78 1,254.73 2 1.051 38.7 2583 2594 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% LGLVWAALQGAR R T 95.00% 56 38.8 3.16 2 627.9146 1,253.81 1,254.73 2 0.09 71.72 2583 2594 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% LGLVWAALQGAR R T 95.00% 60.9 38.8 2.8 2 627.8923 1,253.77 1,254.73 2 0.04543 36.2 2583 2594 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% LGLVWAALQGAR R T 95.00% 80.5 38.8 3.13 2 627.9346 1,253.85 1,254.73 2 0.13 103.6 2583 2594 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% SPNHPLDSPHVcR R R 95.00% 43.1 38.3 1.06 2 c12: Carbamidomethyl (+57.02) 506.2588 1,515.75 1,515.71 3 1.05 30.84 415 427 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% TFQLDTAVDRPcAR R S 95.00% 43.5 37.8 2.74 2 c12: Carbamidomethyl (+57.02) 550.6902 1,649.05 1,649.81 3 0.2494 151.1 2918 2931 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% TPPYLQLQVTEK R Q 95.00% 39.5 38.5 2.43 2 708.9303 1,415.85 1,416.77 2 0.07973 56.27 3566 3577 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% WLFPTGGSVR R G 95.00% 32 39.6 1.92 2 560.2844 1,118.55 1,119.59 2 -0.03319 -29.65 3079 3088 TRUE

LX-2 Repeat 1 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 15 15 28 5.60% WQGQYEGLR R G 95.00% 21.8 39.3 2.59 2 568.8459 1,135.68 1,136.55 2 0.1362 119.8 2660 2668 TRUE

LX-2 Repeat 1 PPIB peptidylprolyl isomerase B precursor IPI00646304 23,725.20 99.80% 2 2 2 12.00% DTNGSQFFITTVK K T 95.00% 46.9 38.3 0 2 729.4029 1,456.79 1,457.73 2 0.07121 48.85 146 158 TRUE

LX-2 Repeat 1 PPIB peptidylprolyl isomerase B precursor IPI00646304 23,725.20 99.80% 2 2 2 12.00% TVDNFVALATGEK K G 95.00% 56.2 38.6 3.44 2 682.8828 1,363.75 1,364.71 2 0.05253 38.49 72 84 TRUE

LX-2 Repeat 1 BST1 ADP-ribosyl cyclase 2 precursor IPI00026240,IPI00657860 35,707.30 100.00% 3 3 3 10.40% FMPLSDVLYGR R V 95.00% 42.4 38.7 3.92 2 649.8349 1,297.66 1,297.66 2 1.001 -0.9792 126 136 TRUE

LX-2 Repeat 1 BST1 ADP-ribosyl cyclase 2 precursor IPI00026240,IPI00657860 35,707.30 100.00% 3 3 3 10.40% GFFADYEIPNLQK K E 95.00% 49.4 38.2 0.886 2 771.4473 1,540.88 1,541.76 2 0.1237 80.19 204 216 TRUE

LX-2 Repeat 1 BST1 ADP-ribosyl cyclase 2 precursor IPI00026240,IPI00657860 35,707.30 100.00% 3 3 3 10.40% VADFLSWcR R Q 95.00% 51.8 39 2.42 2 c8: Carbamidomethyl (+57.02) 577.36 1,152.71 1,153.55 2 0.1668 144.5 137 145 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% DAVTYTEHAK R R 95.00% 31 39.4 1.44 2 567.8453 1,133.68 1,134.54 2 0.1407 124 69 78 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% DAVTYTEHAK R R 95.00% 33.2 39.4 2.24 2 567.7623 1,133.51 1,134.54 2 -0.02537 -22.36 69 78 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% DAVTYTEHAK R R 95.00% 47.9 39.3 1.68 2 568.3503 1,134.69 1,134.54 2 1.151 130.2 69 78 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% DNIQGITKPAIR R R 95.00% 35.7 38.5 2.4 2 663.4456 1,324.88 1,325.75 2 0.1301 98.09 25 36 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% DNIQGITKPAIR R R 95.00% 36.8 38.5 1 2 663.4157 1,324.82 1,325.75 2 0.07025 52.98 25 36 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% DNIQGITKPAIR R R 95.00% 55.3 38.5 1.15 2 663.4141 1,324.81 1,325.75 2 0.06709 50.6 25 36 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% DNIQGITKPAIR R R 95.00% 56.9 38.5 3.37 2 663.4203 1,324.83 1,325.75 2 0.07943 59.91 25 36 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 29.9 39.1 1.24 2 590.3074 1,178.60 1,180.62 2 -1.013 -9.035 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 33.7 38.9 2.89 2 591.3653 1,180.72 1,180.62 2 1.102 84.28 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 37.4 38.9 0.77 2 590.8786 1,179.74 1,180.62 2 0.1289 109.2 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 43.7 38.9 0.745 2 590.9525 1,179.89 1,180.62 2 0.2767 234.3 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 45.2 38.9 0 2 590.8853 1,179.76 1,180.62 2 0.1423 120.5 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 46.4 38.9 2 2 590.7373 1,179.46 1,180.62 2 -0.1536 -130.1 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 47 38.9 2.74 2 590.8478 1,179.68 1,180.62 2 0.0674 57.08 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 48.5 38.9 3.41 2 590.9165 1,179.82 1,180.62 2 0.2048 173.5 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 50.8 38.9 2.26 2 590.8865 1,179.76 1,180.62 2 0.1447 122.5 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 52.4 38.9 1.09 2 591.3753 1,180.74 1,180.62 2 1.122 101.2 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 59 38.9 2.96 2 590.8611 1,179.71 1,180.62 2 0.09393 79.55 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 60.6 38.9 2.51 2 590.8747 1,179.73 1,180.62 2 0.1211 102.6 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 68.2 38.9 2.64 2 590.8637 1,179.71 1,180.62 2 0.0992 84.02 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETR R G 95.00% 75.3 38.9 2.38 2 590.852 1,179.69 1,180.62 2 0.07586 64.25 47 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETRGVLK R V 91.50% 16.6 37.9 0.796 2 527.0102 1,578.01 1,577.89 3 1.126 78.1 47 60 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETRGVLK R V 95.00% 28.7 37.9 0.824 2 526.7013 1,577.08 1,577.89 3 0.1994 126.4 47 60 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETRGVLK R V 95.00% 37.2 37.9 1.3 2 526.6802 1,577.02 1,577.89 3 0.1361 86.22 47 60 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% ISGLIYEETRGVLK R V 95.00% 45.1 37.9 0.77 2 789.9574 1,577.90 1,577.89 2 1.018 9.427 47 60 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAMDVVYALK R R 94.30% 36 38.2 0 2 480.6648 1,438.97 1,438.80 3 1.182 124.7 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAMDVVYALK R R 94.80% 36.4 38.2 0 2 480.4216 1,438.24 1,438.80 3 0.4527 314.5 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAMDVVYALK R R 95.00% 28.7 38.3 0.796 2 480.2756 1,437.81 1,438.80 3 0.01482 10.3 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAmDVVYALK R R 95.00% 52.6 38.3 0 2 m6: Oxidation (+15.99) 486.0026 1,454.99 1,454.79 3 1.201 136 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAmDVVYALK R R 95.00% 53.2 38.3 1.59 2 m6: Oxidation (+15.99) 728.4119 1,454.81 1,454.79 2 1.024 14.71 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAmDVVYALK R R 95.00% 60.3 38.3 1.46 2 m6: Oxidation (+15.99) 486.006 1,455.00 1,454.79 3 1.211 143.1 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAmDVVYALK R R 95.00% 65.1 38.4 6.03 2 m6: Oxidation (+15.99) 727.9717 1,453.93 1,454.79 2 0.1437 98.75 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAMDVVYALK R R 95.00% 65.4 38.2 5.89 2 720.4398 1,438.87 1,438.80 2 1.075 50.09 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAMDVVYALK R R 95.00% 69.7 38.3 5.89 2 719.9272 1,437.84 1,438.80 2 0.04956 34.44 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAmDVVYALK R R 95.00% 80.7 38.4 0.824 2 m6: Oxidation (+15.99) 727.909 1,453.80 1,454.79 2 0.01831 12.59 80 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% KTVTAMDVVYALKR R Q 92.10% 0 0 2.52 2 533.0362 1,596.09 1,594.90 3 2.195 118.9 80 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% RISGLIYEETR K G 95.00% 33.5 38.5 1.03 2 668.8998 1,335.79 1,336.72 2 0.07023 52.53 46 56 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 38.9 38.6 0.921 2 656.3778 1,310.74 1,310.70 2 1.046 32.78 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 39.1 38.6 0 2 655.9178 1,309.82 1,310.70 2 0.1257 95.91 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 39.2 38.6 0.77 2 655.8842 1,309.75 1,310.70 2 0.05852 44.65 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 44.1 38.6 3.06 2 655.8897 1,309.76 1,310.70 2 0.06951 53.03 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALK K R 95.00% 45.3 38.7 1.37 2 m5: Oxidation (+15.99) 664.3503 1,326.69 1,326.70 2 0.9958 -5.21 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 52.3 38.6 1.3 2 656.3803 1,310.75 1,310.70 2 1.051 36.59 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 53.1 38.6 3.49 2 655.3819 1,308.75 1,310.70 2 -0.9461 43.22 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 55.1 38.6 1.7 2 656.3674 1,310.72 1,310.70 2 1.025 16.99 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALK K R 95.00% 55.3 38.6 3.44 2 m5: Oxidation (+15.99) 663.8975 1,325.78 1,326.70 2 0.09036 68.1 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 57 38.6 3 2 655.9019 1,309.79 1,310.70 2 0.09388 71.62 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALK K R 95.00% 58.8 38.6 1.59 2 m5: Oxidation (+15.99) 663.9007 1,325.79 1,326.70 2 0.09662 72.82 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 58.8 38.6 1.43 2 656.3823 1,310.75 1,310.70 2 1.055 39.64 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 58.9 38.6 1.64 2 655.8503 1,309.69 1,310.70 2 -0.009273 -7.075 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALK K R 95.00% 60.2 38.7 1.7 2 m5: Oxidation (+15.99) 664.4081 1,326.80 1,326.70 2 1.111 81.88 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALK K R 95.00% 65 38.6 0 2 m5: Oxidation (+15.99) 663.8861 1,325.76 1,326.70 2 0.06739 50.79 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 70.4 38.6 4.42 2 655.4028 1,308.79 1,310.70 2 -0.9041 75.27 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALK K R 95.00% 71.9 38.6 3.39 2 655.85 1,309.69 1,310.70 2 -0.009761 -7.447 81 92 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 92.50% 34.8 38.1 0 2 489.7075 1,466.10 1,466.80 3 0.3044 207.5 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 28.4 38.1 1.51 2 733.9687 1,465.92 1,466.80 2 0.1266 86.27 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 33.2 38.1 2 2 733.9784 1,465.94 1,466.80 2 0.146 99.51 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALKR K Q 95.00% 34.2 38.2 0.824 2 m5: Oxidation (+15.99) 495.0243 1,482.05 1,482.80 3 0.2598 175.2 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 37 38.1 2.32 2 733.9681 1,465.92 1,466.80 2 0.1253 85.42 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 40.6 38.1 0 2 489.3477 1,465.02 1,466.80 3 -0.7751 155.2 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 40.9 38.1 0 2 489.2335 1,464.68 1,466.80 3 -1.118 -78.41 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 41.8 38.1 1.44 2 489.6613 1,465.96 1,466.80 3 0.1658 113 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALKR K Q 95.00% 42.5 38.2 0 2 m5: Oxidation (+15.99) 495.014 1,482.02 1,482.80 3 0.229 154.4 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALKR K Q 95.00% 43.5 38.2 0 2 m5: Oxidation (+15.99) 495.3288 1,482.96 1,482.80 3 1.173 114.8 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 44.4 38.1 0 2 489.6267 1,465.86 1,466.80 3 0.06192 42.21 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALKR K Q 95.00% 44.7 38.2 1.7 2 m5: Oxidation (+15.99) 742.4574 1,482.90 1,482.80 2 1.109 71.61 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 51.2 38.2 0.886 2 489.7193 1,466.14 1,466.80 3 0.3398 231.6 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 53.1 38.1 1.44 2 489.9286 1,466.76 1,466.80 3 0.9677 -23.84 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 53.3 38.1 0 2 490.0139 1,467.02 1,466.80 3 1.223 150.3 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALKR K Q 95.00% 56.1 38.2 3.3 2 m5: Oxidation (+15.99) 741.9303 1,481.85 1,482.80 2 0.05471 36.9 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 62.5 38.1 3.89 2 734.4474 1,466.88 1,466.80 2 1.084 55.31 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 64.1 38.1 2.74 2 490.0248 1,467.05 1,466.80 3 1.256 172.7 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALKR K Q 95.00% 66.4 38.2 3.41 2 m5: Oxidation (+15.99) 741.9743 1,481.93 1,482.80 2 0.1427 96.25 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALKR K Q 95.00% 68.3 38.2 0 2 m5: Oxidation (+15.99) 495.333 1,482.98 1,482.80 3 1.186 123.3 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAmDVVYALKR K Q 95.00% 73.9 38.2 4.92 2 m5: Oxidation (+15.99) 742.3503 1,482.69 1,482.80 2 0.8947 -72.8 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% TVTAMDVVYALKR K Q 95.00% 93.5 38.1 6.6 2 733.9423 1,465.87 1,466.80 2 0.07363 50.19 81 93 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 90.00% 36.1 40 0 2 495.3603 988.706 989.5778 2 0.1354 136.8 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 90.60% 36.3 40 0 2 495.3728 988.7311 989.5778 2 0.1605 162.2 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 93.80% 38.1 40 0 2 495.4127 988.8108 989.5778 2 0.2402 242.7 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 36.7 40 0.921 2 495.2663 988.518 989.5778 2 -0.05257 -53.13 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 37.3 39.8 1 2 495.7968 989.579 989.5778 2 1.008 5.753 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 39.8 40 0 2 495.3873 988.7601 989.5778 2 0.1895 191.4 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 41.7 40 0 2 495.3499 988.6853 989.5778 2 0.1148 116 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 44.8 39.8 0 2 495.8103 989.606 989.5778 2 1.035 33.01 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 46 40 0 2 495.3591 988.7037 989.5778 2 0.1332 134.6 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 46.5 40 0 2 495.353 988.6914 989.5778 2 0.1208 122.1 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 46.5 40 0 2 495.38 988.7454 989.5778 2 0.1748 176.6 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 52.1 40 0 2 495.3485 988.6825 989.5778 2 0.112 113.1 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 53.8 40 1.13 2 495.4083 988.8021 989.5778 2 0.2316 233.9 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 55.8 40 1.7 2 495.3632 988.7119 989.5778 2 0.1413 142.8 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 56 40 0 2 495.3601 988.7055 989.5778 2 0.135 136.4 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIR K D 95.00% 65.5 40 0 2 495.3538 988.6931 989.5778 2 0.1225 123.8 61 68 TRUE

LX-2 Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 11 14 93 57.30% VFLENVIRDAVTYTEHAK K R 95.00% 34.4 36.7 1.82 2 702.4082 2,104.20 2,105.10 3 0.1074 50.99 61 78 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% AMGNLQIDFADPSR K A 95.00% 73.9 38.2 4.49 2 767.8657 1,533.72 1,534.73 2 -0.007863 -5.123 87 100 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% AVVYSNTIQSIMAIVK R A 95.00% 43.6 37.7 1.72 2 579.7477 1,736.22 1,736.96 3 0.267 153.7 71 86 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% AVVYSNTIQSIMAIVK R A 95.00% 60.4 37.7 3.31 2 869.0718 1,736.13 1,736.96 2 0.1748 100.6 71 86 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% AVVYSNTIQSIMAIVK R A 95.00% 70.3 37.7 1.55 2 869.1149 1,736.22 1,736.96 2 0.2611 150.3 71 86 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% IAQSDYIPTQQDVLR R T 95.00% 42.7 37.6 1.8 2 874.5114 1,747.01 1,746.90 2 1.113 63.17 163 177 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% IIHEDGYSEEEcR K Q 90.90% 33.7 37.8 0 2 c12: Carbamidomethyl (+57.02) 546.3152 1,635.92 1,636.69 3 0.2401 146.7 55 67 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% ITHSPLTIcFPEYTGANK K Y 95.00% 23.5 36.9 1 2 c9: Carbamidomethyl (+57.02) 683.7066 2,048.10 2,049.01 3 0.09408 45.91 279 296 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% ITHSPLTIcFPEYTGANK K Y 95.00% 25 36.7 1.28 2 c9: Carbamidomethyl (+57.02) 684.0852 2,049.23 2,049.01 3 1.23 110.8 279 296 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% LFDSIcNNK K W 95.00% 52.5 38.8 0 2 c6: Carbamidomethyl (+57.02) 555.8048 1,109.60 1,110.52 2 0.07737 69.67 250 258 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% LLLLGAGESGK K S 95.00% 59.4 39.6 0 2 529.3915 1,056.77 1,057.63 2 0.1502 142 36 46 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% TTGIVETHFTFK K D 95.00% 53 38.7 0 2 690.8861 1,379.76 1,380.72 2 0.04891 35.42 182 193 TRUE

LX-2 Repeat 1 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 8 9 12 30.40% TTGIVETHFTFK K D 95.00% 67.1 38.6 1.2 2 691.4065 1,380.80 1,380.72 2 1.09 63.03 182 193 TRUE

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20% EIAQDFKTDLR R F 95.00% 37.9 38.7 0 2 668.399 1,334.78 1,335.69 2 0.1003 75.05 74 84 TRUE

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20% EIAQDFKTDLR R F 95.00% 43.7 38.7 0 2 668.3681 1,334.72 1,335.69 2 0.03833 28.7 74 84 TRUE

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20% EIAQDFKTDLR R F 95.00% 52 38.7 0 2 668.3646 1,334.71 1,335.69 2 0.03136 23.48 74 84 TRUE

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20% EIAQDFKTDLR R F 95.00% 52.5 38.7 1.33 2 668.3883 1,334.76 1,335.69 2 0.07873 58.94 74 84 TRUE

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20% FQSSAVMALQEAcEAYLVGLFEDTNLcAIHAK R R 91.50% 29.1 32.9 0 2 c13: Carbamidomethyl (+57.02), c27: Carbamidomethyl (+57.02) 1,196.42 3,586.22 3,586.70 3 0.5293 -132 85 116 TRUE

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20% YRPGTVALR R E 95.00% 20.7 39.8 1.47 2 516.9011 1,031.79 1,032.59 2 0.2001 193.7 42 50 TRUE

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20% YRPGTVALR R E 95.00% 30.7 39.8 1.18 2 516.8866 1,031.76 1,032.59 2 0.1709 165.5 42 50 TRUE

LX-2 Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 3 3 8 38.20% YRPGTVALR R E 95.00% 41.2 39.8 1.09 2 516.8982 1,031.78 1,032.59 2 0.1941 187.9 42 50 TRUE

LX-2 Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 99.80% 2 2 5 9.51% IQLVEEELDRAQER R L 95.00% 36.7 37.5 0 2 576.706 1,727.10 1,727.89 3 0.2109 122.1 92 105 TRUE

LX-2 Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 99.80% 2 2 5 9.51% LEEAEKAADESER K G 95.00% 33.7 38.6 1.22 2 492.98 1,475.92 1,476.68 3 0.2442 165.3 113 125 TRUE

LX-2 Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 99.80% 2 2 5 9.51% LEEAEKAADESER K G 95.00% 46 38.5 0.77 2 493.3152 1,476.92 1,476.68 3 1.25 167.1 113 125 TRUE

LX-2 Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 99.80% 2 2 5 9.51% LEEAEKAADESER K G 95.00% 51.4 38.6 2.64 2 492.9727 1,475.90 1,476.68 3 0.2222 150.4 113 125 TRUE

LX-2 Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 99.80% 2 2 5 9.51% LEEAEKAADESER K G 95.00% 67.2 38.6 1.85 2 492.9853 1,475.93 1,476.68 3 0.2601 176.1 113 125 TRUE

LX-2 Repeat 1 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 99.80% 2 2 3 6.54% FNADEFEDMVAEK K R 95.00% 58.7 38.2 3.09 2 773.4141 1,544.81 1,544.66 2 1.164 104 176 188 TRUE

LX-2 Repeat 1 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 99.80% 2 2 3 6.54% FNADEFEDMVAEKR K L 95.00% 46.1 37.7 0 2 567.3362 1,698.99 1,700.76 3 -0.7645 140.1 176 189 TRUE

LX-2 Repeat 1 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 99.80% 2 2 3 6.54% FNADEFEDMVAEKR K L 95.00% 61 37.7 0.921 2 567.6771 1,700.01 1,700.76 3 0.2581 151.7 176 189 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDmIK R N 95.00% 36 36.9 0 2 m16: Oxidation (+15.99) 670.3045 2,007.89 2,007.98 3 0.9196 -41.39 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDmIK R N 95.00% 40.2 36.9 0 2 m16: Oxidation (+15.99) 670.3378 2,007.99 2,007.98 3 1.019 8.337 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDMIK R N 95.00% 41 36.9 3.47 2 996.5947 1,991.17 1,991.98 2 0.1977 99.21 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDMIK R N 95.00% 44.4 36.9 0 2 664.6139 1,990.82 1,991.98 3 -0.1575 -79.07 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDmIK R N 95.00% 47.8 36.8 0 2 m16: Oxidation (+15.99) 670.0032 2,006.99 2,007.98 3 0.01549 7.715 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDmIK R N 95.00% 54.2 36.8 1.52 2 m16: Oxidation (+15.99) 1,004.58 2,007.15 2,007.98 2 0.1781 88.69 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDmIK R N 95.00% 54.3 36.8 1.66 2 m16: Oxidation (+15.99) 669.9865 2,006.94 2,007.98 3 -0.03437 -17.12 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDmIK R N 95.00% 55.6 36.9 1.05 2 m16: Oxidation (+15.99) 670.2935 2,007.86 2,007.98 3 0.8865 -57.84 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDmIK R N 95.00% 56.2 36.9 4.03 2 m16: Oxidation (+15.99) 1,005.09 2,008.17 2,007.98 2 1.2 98.25 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDmIK R N 95.00% 61.5 36.8 3.59 2 m16: Oxidation (+15.99) 670.0011 2,006.98 2,007.98 3 0.009263 4.613 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DAEEAISQTIDTIVDMIK R N 95.00% 72.8 37 2.72 2 664.9962 1,991.97 1,991.98 3 0.9895 -6.662 223 240 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DQLLPPSPNNR R I 95.00% 55.2 38.8 1.33 2 625.8903 1,249.77 1,250.65 2 0.1243 99.4 712 722 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DTTPLNVLcSPGIQVVSVGIK R D 95.00% 53.2 36.2 0 2 c9: Carbamidomethyl (+57.02) 733.1002 2,196.28 2,197.19 3 0.096 43.69 737 757 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% DTTPLNVLcSPGIQVVSVGIK R D 95.00% 53.2 36.2 0 2 c9: Carbamidomethyl (+57.02) 733.4762 2,197.41 2,197.19 3 1.224 100.6 737 757 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% ENYAELLEDAFLK K N 95.00% 75.1 38.1 5.57 2 778.4253 1,554.84 1,554.77 2 1.075 46.15 791 803 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% ENYAELLEDAFLK K N 95.00% 78.1 38 4.4 2 777.8979 1,553.78 1,554.77 2 0.01973 12.69 791 803 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% ENYAELLEDAFLK K N 95.00% 79.1 38 6.48 2 777.9946 1,553.97 1,554.77 2 0.2131 137 791 803 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% GLEQLLVGGSHLK K E 95.00% 42.8 38.8 1.35 2 675.9237 1,349.83 1,350.77 2 0.0659 48.79 136 148 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% GLEQLLVGGSHLK K E 95.00% 53.3 38.6 4.15 2 676.3844 1,350.75 1,350.77 2 0.9873 -11.41 136 148 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% GLEQLLVGGSHLKENK K Y 95.00% 37.3 37.8 0 2 574.7252 1,721.15 1,721.95 3 0.2063 119.8 136 151 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% GPEGPQGPPGHQGPPGPDEcEILDIIMK R M 95.00% 27.5 34.8 2.12 2 c20: Carbamidomethyl (+57.02) 974.9037 2,921.69 2,922.38 3 0.3196 109.3 575 602 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% IALVITDGR R S 95.00% 54.6 39.7 1.28 2 479.3701 956.7256 957.5729 2 0.1599 166.9 723 731 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% IALVITDGR R S 95.00% 59.6 39.7 1.72 2 479.3379 956.6612 957.5729 2 0.09553 99.75 723 731 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% KGLEQLLVGGSHLK K E 95.00% 47.9 38.4 2.8 2 493.6628 1,477.97 1,478.87 3 0.1046 70.76 135 148 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% LLLFSDGNSQGATPAAIEK R A 92.60% 34.8 37.4 0 2 966.6229 1,931.23 1,932.01 2 0.231 119.5 939 957 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% LLLFSDGNSQGATPAAIEK R A 95.00% 46.4 37.6 0 2 967.0703 1,932.13 1,932.01 2 1.126 63.63 939 957 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% LLLFSDGNSQGATPAAIEK R A 95.00% 91.1 37.4 3.51 2 966.6253 1,931.24 1,932.01 2 0.2357 122 939 957 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% LSIIATDHTYR R R 95.00% 79 38.7 3.16 2 645.379 1,288.74 1,289.68 2 0.06569 50.93 200 210 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% NNVEQVccSFEcQPAR K G 95.00% 41.5 37 3.89 2 c7: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 999.5325 1,997.05 1,997.83 2 0.2315 115.9 241 256 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% NNVEQVccSFEcQPAR K G 95.00% 45.4 37 1.68 2 c7: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 666.6496 1,996.93 1,997.83 3 0.108 54.07 241 256 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% NNVEQVccSFEcQPAR K G 95.00% 50.6 37 0 2 c7: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 666.9332 1,997.78 1,997.83 3 0.9588 -21.98 241 256 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% qVNEPHIR R V 94.80% 0 0 2.44 2 n-term: Pyro-cmC (-17.03) 488.306 974.5975 975.5007 2 0.1041 106.7 977 984 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% SLQWMAGGTFTGEALQYTR K D 95.00% 44.2 36.9 2.02 2 1,059.57 2,117.12 2,117.01 2 1.116 53.67 693 711 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% SLQWMAGGTFTGEALQYTR K D 95.00% 66.2 36.8 0 2 706.3179 2,115.93 2,117.01 3 -0.07317 -34.57 693 711 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% SLQWMAGGTFTGEALQYTR K D 95.00% 71.6 36.9 0 2 706.6997 2,117.08 2,117.01 3 1.072 32.92 693 711 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% TAEYDVAYGESHLFR K V 95.00% 45.2 37.6 1.19 2 587.0014 1,757.98 1,757.81 3 1.177 98.84 991 1005 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% VFSVAITPDHLEPR K L 94.40% 35.7 37.8 0 2 528.0146 1,581.02 1,580.84 3 1.186 115.9 186 199 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% VFSVAITPDHLEPR K L 95.00% 38.1 37.8 0 2 527.7052 1,580.09 1,580.84 3 0.2578 163 186 199 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% VFSVAITPDHLEPR K L 95.00% 49.3 37.8 2.2 2 791.4699 1,580.93 1,580.84 2 1.089 54.73 186 199 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% VFSVAITPDHLEPR K L 95.00% 74.7 37.8 4.64 2 528.0574 1,581.15 1,580.84 3 1.314 197 186 199 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% VPSYQALLR R G 95.00% 42.4 39.7 1.25 2 523.8627 1,045.71 1,046.60 2 0.1188 113.5 1006 1014 TRUE

LX-2 Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 17 21 42 22.20% VPSYQALLR R G 95.00% 47.1 39.7 0 2 523.8519 1,045.69 1,046.60 2 0.09718 92.85 1006 1014 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ADFcIIHYAGK K V 95.00% 31.2 38.7 1.22 2 c4: Carbamidomethyl (+57.02) 647.8481 1,293.68 1,294.63 2 0.06383 49.3 566 576 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% AGKLDPHLVLDQLR K C 94.70% 23.6 38.1 1 2 525.6902 1,574.05 1,574.90 3 0.1544 98 680 693 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% AGVLAHLEEER R D 92.80% 22.7 38.8 0.854 2 612.3603 1,222.71 1,223.64 2 0.07533 61.56 765 775 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% AGVLAHLEEER R D 95.00% 64.8 38.8 1.29 2 612.3195 1,222.62 1,223.64 2 -0.006273 -5.127 765 775 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ALEEAMEQKAELER R L 95.00% 38 38 0 2 549.6828 1,646.03 1,646.81 3 0.2284 138.7 1484 1497 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ALELDSNLYR K I 95.00% 58.4 38.9 0 2 597.3261 1,192.64 1,193.62 2 0.02885 24.17 746 755 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ALELDSNLYR K I 95.00% 78.9 38.9 0 2 597.3463 1,192.68 1,193.62 2 0.06927 58.03 746 755 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ALELDSNLYR K I 95.00% 84.9 38.9 1.96 2 597.3921 1,192.77 1,193.62 2 0.1609 134.8 746 755 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ALEQQVEEMK R T 95.00% 43.1 39.3 1.64 2 602.8753 1,203.74 1,204.59 2 0.1553 128.9 1529 1538 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ALEQQVEEMKTQLEELEDELQATEDAK R L 95.00% 31.2 34 0.854 2 1,049.95 3,146.83 3,147.49 3 0.3497 111.1 1529 1555 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ALEQQVEEMKTQLEELEDELQATEDAK R L 95.00% 40.7 33.8 1.14 2 1,050.20 3,147.59 3,147.49 3 1.108 33.44 1529 1555 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ANLQIDQINTDLNLER K S 95.00% 51.3 37.2 4.02 2 935.5885 1,869.16 1,869.97 2 0.2029 108.5 1755 1770 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ANLQIDQINTDLNLER K S 95.00% 72.1 37.2 5.41 2 935.569 1,869.12 1,869.97 2 0.164 87.71 1755 1770 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ASREEILAQAK R E 95.00% 39.5 39.2 1.54 2 608.3673 1,214.72 1,215.67 2 0.058 47.71 1659 1669 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% cNGVLEGIR R I 94.20% 38.3 39.9 0 2 c1: Carbamidomethyl (+57.02) 508.8248 1,015.64 1,017.51 2 -0.8723 128.3 694 702 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% cNGVLEGIR R I 95.00% 41.1 40 0 2 c1: Carbamidomethyl (+57.02) 509.3358 1,016.66 1,017.51 2 0.1497 147.1 694 702 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% cNGVLEGIR R I 95.00% 49.9 40 0.745 2 c1: Carbamidomethyl (+57.02) 509.3024 1,016.59 1,017.51 2 0.08278 81.35 694 702 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% DFSALESQLQDTQELLQEENR K Q 95.00% 39.5 35.7 0 2 831.7911 2,492.35 2,493.17 3 0.1845 73.99 1302 1322 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% DFSALESQLQDTQELLQEENR K Q 95.00% 49.8 35.7 1.96 2 831.8466 2,492.52 2,493.17 3 0.3509 140.7 1302 1322 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% DFSALESQLQDTQELLQEENR K Q 95.00% 70.1 35.8 1.89 2 832.0891 2,493.25 2,493.17 3 1.078 30.35 1302 1322 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% DFSALESQLQDTQELLQEENRQK K L 95.00% 11.1 35 2.25 2 917.2472 2,748.72 2,749.33 3 0.3992 145.2 1302 1324 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% DFSALESQLQDTQELLQEENRQK K L 95.00% 29.7 34.9 0.921 2 917.2202 2,748.64 2,749.33 3 0.3182 115.7 1302 1324 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% DKADFcIIHYAGK K V 95.00% 27.6 38.1 1.28 2 c6: Carbamidomethyl (+57.02) 513.333 1,536.98 1,537.75 3 0.2374 154.4 564 576 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% DLGEELEALKTELEDTLDSTAAQQELR R S 95.00% 60.1 34.5 2.07 2 1,006.94 3,017.81 3,017.48 3 1.336 110.3 1136 1162 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% eDQSILcTGESGAGK R T 95.00% 0 0 3.33 2 c7: Carbamidomethyl (+57.02), e1: Pyro_glu (-18.01) 767.7036 1,533.39 1,533.69 2 0.7147 -187.7 166 180 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ELEDATETADAMNR R E 95.00% 96.8 38 3.57 2 783.3721 1,564.73 1,565.67 2 0.06196 39.57 1899 1912 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% ELESQISELQEDLESER R A 95.00% 48.1 37 0 2 678.6695 2,032.99 2,033.95 3 0.04274 21.01 1108 1124 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 41.6 38.7 1.43 2 653.8827 1,305.75 1,305.67 2 1.089 66.4 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 42.3 38.7 2.85 2 653.8456 1,305.68 1,305.67 2 1.015 9.556 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 43.6 38.7 2.25 2 653.3536 1,304.69 1,305.67 2 0.03126 23.94 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 48.1 38.7 2.3 2 653.3103 1,304.61 1,305.67 2 -0.05537 -42.41 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 49.3 38.7 1 2 653.7894 1,305.56 1,305.67 2 0.9029 -76.43 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 52.3 38.7 1.07 2 653.8639 1,305.71 1,305.67 2 1.052 37.63 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 58.8 38.7 3.29 2 653.3175 1,304.62 1,305.67 2 -0.04083 -31.27 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 72.2 38.7 2.89 2 653.3458 1,304.68 1,305.67 2 0.01574 12.05 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQADFAIEALAK K A 95.00% 72.5 38.7 3.21 2 653.3614 1,304.71 1,305.67 2 0.04694 35.95 408 419 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% EQEVNILKK R T 90.80% 35.8 39.4 0 2 550.907 1,099.80 1,100.63 2 0.1755 159.5 1166 1174 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% FDQLLAEEK K T 95.00% 40.2 39.3 0 2 546.8286 1,091.64 1,092.56 2 0.09262 84.76 1446 1454 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% FDQLLAEEK K T 95.00% 57.3 39.3 1.17 2 546.8165 1,091.62 1,092.56 2 0.06843 62.63 1446 1454 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HEMPPHIYAITDTAYR R S 95.00% 43.7 37.2 3.46 2 639.0432 1,914.11 1,914.92 3 0.1983 103.5 144 159 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HEMPPHIYAITDTAYR R S 95.00% 54.9 37.2 2.38 2 639.033 1,914.08 1,914.92 3 0.1677 87.58 144 159 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HEMPPHIYAITDTAYR R S 95.00% 62 37.2 1.41 2 639.0602 1,914.16 1,914.92 3 0.2492 130.1 144 159 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HEMPPHIYAITDTAYR R S 95.00% 62.6 37.2 5.03 2 639.3547 1,915.04 1,914.92 3 1.133 67.88 144 159 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HEMPPHIYAITDTAYR R S 95.00% 64.3 37.2 2.04 2 639.3491 1,915.03 1,914.92 3 1.116 59.02 144 159 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HSQAVEELAEQLEQTKR K V 95.00% 61.2 37 0.77 2 666.3747 1,996.10 1,996.01 3 1.1 48.66 1194 1210 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HSQAVEELAEQLEQTKR K V 95.00% 63.3 37 1.48 2 666.3862 1,996.14 1,996.01 3 1.134 65.96 1194 1210 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HSQAVEELAEQLEQTKR K V 95.00% 68.1 37 3.26 2 666.0673 1,995.18 1,996.01 3 0.1779 89.11 1194 1210 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% HSQAVEELAEQLEQTKR K V 95.00% 70.8 37 0.921 2 666.0212 1,995.04 1,996.01 3 0.03945 19.76 1194 1210 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAEFTTNLTEEEEKSK R S 94.30% 35 37.2 0 2 623.9973 1,868.97 1,868.91 3 1.065 33.24 1001 1016 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAEFTTNLTEEEEKSK R S 95.00% 17.2 37.1 1.04 2 623.6894 1,868.05 1,868.91 3 0.1411 75.5 1001 1016 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAEFTTNLTEEEEKSK R S 95.00% 50.9 37.2 0 2 624.018 1,869.03 1,868.91 3 1.127 66.37 1001 1016 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAEFTTNLTEEEEKSK R S 95.00% 56.3 37.1 0.824 2 623.6649 1,867.97 1,868.91 3 0.06757 36.15 1001 1016 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEELEEEQGNTELINDR R L 95.00% 45 35.7 1.22 2 825.1462 2,472.42 2,472.17 3 1.25 99.99 1731 1751 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEELEEEQGNTELINDR R L 95.00% 46.1 35.7 0 2 825.1502 2,472.43 2,472.17 3 1.262 104.8 1731 1751 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEELEEEQGNTELINDR R L 95.00% 49.5 35.7 0 2 825.1402 2,472.40 2,472.17 3 1.232 92.72 1731 1751 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEELEEEQGNTELINDR R L 95.00% 61.1 35.7 0.886 2 824.7602 2,471.26 2,472.17 3 0.09205 37.23 1731 1751 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEELEEEQGNTELINDR R L 95.00% 68.7 35.7 0.921 2 825.115 2,472.32 2,472.17 3 1.156 62.13 1731 1751 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEELEEEQGNTELINDR R L 95.00% 91 35.6 7.1 2 824.8719 2,471.59 2,472.17 3 0.4271 172.7 1731 1751 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 41.1 37.4 2.52 2 606.0462 1,815.12 1,815.91 3 0.2154 118.6 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 43.2 37.5 0 2 606.3415 1,816.00 1,815.91 3 1.102 54.36 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 45.8 37.5 0 2 606.3879 1,816.14 1,815.91 3 1.241 130.9 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 52.6 37.4 0 2 606.0572 1,815.15 1,815.91 3 0.2485 136.8 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 54.7 37.4 0 2 606.0294 1,815.07 1,815.91 3 0.1651 90.92 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 54.9 37.5 2.57 2 606.3689 1,816.08 1,815.91 3 1.183 99.47 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 56.3 37.4 1.4 2 606.0442 1,815.11 1,815.91 3 0.2095 115.3 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 57.1 37.5 1.3 2 606.3435 1,816.01 1,815.91 3 1.107 57.63 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IAQLEEQLDNETKER K Q 95.00% 66.6 37.4 2.48 2 606.0602 1,815.16 1,815.91 3 0.2575 141.8 1816 1830 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IIGLDQVAGMSETALPGAFK R T 95.00% 38.5 36.9 0 2 673.6982 2,018.07 2,018.06 3 1.017 7.044 618 637 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IIGLDQVAGMSETALPGAFK R T 95.00% 51.3 36.9 1.96 2 673.7102 2,018.11 2,018.06 3 1.053 24.87 618 637 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IIGLDQVAGMSETALPGAFK R T 95.00% 51.8 37 0 2 673.3608 2,017.06 2,018.06 3 0.004925 2.44 618 637 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IIGLDQVAGMSETALPGAFK R T 95.00% 55.4 36.9 2.77 2 673.7356 2,018.18 2,018.06 3 1.129 62.59 618 637 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IIGLDQVAGMSETALPGAFK R T 95.00% 59.8 36.9 2.42 2 673.6689 2,017.99 2,018.06 3 0.9292 -36.42 618 637 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IMGIPEEEQmGLLR R V 95.00% 23.5 38.1 2.03 2 m10: Oxidation (+15.99) 816.4819 1,630.95 1,631.81 2 0.1431 87.66 328 341 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IMGIPEEEQMGLLR R V 95.00% 29.3 38.1 2.74 2 808.9605 1,615.91 1,615.82 2 1.095 57.14 328 341 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IMGIPEEEQMGLLR R V 95.00% 44.3 38.2 1.85 2 808.5081 1,615.00 1,615.82 2 0.1904 117.8 328 341 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IMGIPEEEQMGLLR R V 95.00% 44.4 38.2 0 2 808.4908 1,614.97 1,615.82 2 0.1558 96.4 328 341 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IMGIPEEEQMGLLR R V 95.00% 44.8 38.2 4.12 2 808.5014 1,614.99 1,615.82 2 0.177 109.5 328 341 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IMGIPEEEQMGLLR R V 95.00% 52.5 38.1 2.07 2 808.9863 1,615.96 1,615.82 2 1.147 89.05 328 341 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IRELESQISELQEDLESER K A 95.00% 37.8 36.1 0 2 768.4377 2,302.29 2,303.14 3 0.1622 70.4 1106 1124 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IRELESQISELQEDLESER K A 95.00% 50.2 36.1 1.02 2 768.4387 2,302.29 2,303.14 3 0.1653 71.78 1106 1124 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IRELESQISELQEDLESER K A 95.00% 54 36.1 2.96 2 768.388 2,302.14 2,303.14 3 0.01299 5.638 1106 1124 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IRELESQISELQEDLESER K A 95.00% 55.5 36.1 4.18 2 768.4372 2,302.29 2,303.14 3 0.1607 69.78 1106 1124 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IRELESQISELQEDLESER K A 95.00% 62.7 36.2 1.74 2 768.7862 2,303.34 2,303.14 3 1.208 88.93 1106 1124 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% IRELESQISELQEDLESER K A 95.00% 66 36.2 2.52 2 768.7502 2,303.23 2,303.14 3 1.1 42.06 1106 1124 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KANLQIDQINTDLNLER K S 95.00% 43.6 37 0 2 667.0802 1,998.22 1,998.06 3 1.164 80.79 1754 1770 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KANLQIDQINTDLNLER K S 95.00% 64.9 37 1.92 2 667.0927 1,998.26 1,998.06 3 1.202 99.63 1754 1770 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KEEELQAALAR K V 95.00% 36 39 2.46 2 629.3493 1,256.68 1,257.68 2 0.01143 9.086 1081 1091 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KFDQLLAEEK K T 89.60% 34.9 39 0 2 610.8971 1,219.78 1,220.65 2 0.1347 110.3 1445 1454 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KFDQLLAEEK K T 95.00% 32.9 39 1.72 2 610.8808 1,219.75 1,220.65 2 0.1019 83.46 1445 1454 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KFDQLLAEEK K T 95.00% 50.8 39 0.886 2 610.8896 1,219.76 1,220.65 2 0.1197 98.03 1445 1454 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KLEEEQIILEDQNcK K L 94.10% 34.9 37.2 0 2 c14: Carbamidomethyl (+57.02) 630.3602 1,888.06 1,888.93 3 0.1336 70.72 975 989 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KLEEEQIILEDQNcK K L 95.00% 48.5 37.2 0 2 c14: Carbamidomethyl (+57.02) 630.3902 1,888.15 1,888.93 3 0.2236 118.4 975 989 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 65.8 35.3 1.38 2 872.5759 2,614.71 2,615.34 3 0.3716 142.1 1052 1075 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 79.8 35.5 4 2 872.8598 2,615.56 2,615.34 3 1.223 84.33 1052 1075 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 80.3 35.5 3.33 2 872.8502 2,615.53 2,615.34 3 1.194 73.27 1052 1075 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KLVWVPSDK K S 95.00% 36.8 39.6 1.96 2 536.371 1,070.73 1,071.62 2 0.1148 107.1 30 38 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KLVWVPSDK K S 95.00% 37.8 39.6 3.15 2 536.3826 1,070.75 1,071.62 2 0.138 128.8 30 38 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KQELEEIcHDLEAR K V 95.00% 37 37.6 0 2 c8: Carbamidomethyl (+57.02) 590.7011 1,769.08 1,769.85 3 0.2398 135.5 910 923 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% KVEAQLQELQVK K F 95.00% 18.6 38.4 2.48 2 707.4183 1,412.82 1,412.81 2 1.018 11.03 1249 1260 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LDPHLVLDQLR K C 95.00% 24.4 39 2.82 2 659.9287 1,317.84 1,318.75 2 0.1022 77.45 683 693 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LDPHLVLDQLR K C 95.00% 29.3 39 1.54 2 659.9188 1,317.82 1,318.75 2 0.08223 62.35 683 693 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LDPHLVLDQLR K C 95.00% 47.1 39 1.72 2 659.9243 1,317.83 1,318.75 2 0.09323 70.69 683 693 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LDPHLVLDQLR K C 95.00% 53.8 39 2.52 2 659.9383 1,317.86 1,318.75 2 0.1212 91.92 683 693 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LEVNLQAMK R A 95.00% 40.8 39.6 0 2 523.3435 1,044.67 1,045.57 2 0.1085 103.8 1558 1566 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LEVNLQAMK R A 95.00% 43.6 39.6 0 2 523.3555 1,044.70 1,045.57 2 0.1326 126.8 1558 1566 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LEVNLQAMK R A 95.00% 50 39.6 0 2 523.3494 1,044.68 1,045.57 2 0.1203 115 1558 1566 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LEVNLQAMK R A 95.00% 52.6 39.6 0 2 523.3523 1,044.69 1,045.57 2 0.1261 120.6 1558 1566 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQEMEGTVK K S 95.00% 44 39.6 0 2 517.8193 1,033.62 1,034.52 2 0.1124 108.6 1794 1802 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 91.00% 33.1 37.2 0 2 650.4409 1,948.30 1,949.99 3 -0.685 163 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 91.10% 33.1 37.1 0 2 651.0302 1,950.07 1,949.99 3 1.083 41.07 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 26.5 37.1 1.64 2 651.0473 1,950.12 1,949.99 3 1.134 67.42 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 37 37.2 0 2 650.7365 1,949.19 1,949.99 3 0.2019 103.6 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 37.1 37.2 0 2 650.6739 1,949.00 1,949.99 3 0.0141 7.231 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 41.1 37.2 0 2 650.7574 1,949.25 1,949.99 3 0.2645 135.6 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 53.4 37.2 0 2 650.733 1,949.18 1,949.99 3 0.1914 98.16 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 58.2 37.1 0 2 651.0332 1,950.08 1,949.99 3 1.092 45.68 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 63 37.1 0 2 651.0054 1,949.99 1,949.99 3 1.009 2.959 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 71.4 37.2 4.4 2 975.619 1,949.22 1,949.99 2 0.2376 121.8 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQELDDLLVDLDHQR R Q 95.00% 74.7 37.2 0 2 650.7216 1,949.14 1,949.99 3 0.1571 80.58 1418 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQLFNHTmFILEQEEYQR K E 95.00% 42 35.9 0 2 m9: Oxidation (+15.99) 828.8339 2,483.48 2,483.20 3 1.284 113.4 476 494 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQLFNHTMFILEQEEYQR K E 95.00% 51 35.8 3.92 2 823.1593 2,466.46 2,467.21 3 0.2556 103.6 476 494 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQLFNHTMFILEQEEYQR K E 95.00% 60.7 36.1 1.27 2 823.4745 2,467.40 2,467.21 3 1.201 80.41 476 494 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQQLFNHTMFILEQEEYQR K E 95.00% 81.3 35.8 4.51 2 823.1125 2,466.32 2,467.21 3 0.1153 46.72 476 494 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 94.80% 0 0 2.8 2 649.9848 1,946.93 1,946.01 3 1.932 -37.76 1278 1295 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 95.00% 29.5 37.2 1.77 2 974.1119 1,946.21 1,946.01 2 1.209 105.7 1278 1295 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 95.00% 39 37.2 5.26 2 974.1348 1,946.26 1,946.01 2 1.254 129.2 1278 1295 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 95.00% 52.3 37.1 2.96 2 973.6058 1,945.20 1,946.01 2 0.1964 100.9 1278 1295 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 95.00% 52.6 37.2 1.02 2 649.7102 1,946.11 1,946.01 3 1.108 54.09 1278 1295 TRUE
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LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 95.00% 59.8 37.1 1.85 2 649.3802 1,945.12 1,946.01 3 0.1181 60.66 1278 1295 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 95.00% 71.4 37.1 2.52 2 973.6127 1,945.21 1,946.01 2 0.2102 108 1278 1295 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 95.00% 71.9 37.2 3.72 2 649.7302 1,946.17 1,946.01 3 1.168 84.9 1278 1295 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% LQVELDNVTGLLSQSDSK K S 95.00% 76.8 37.2 2.19 2 649.7062 1,946.10 1,946.01 3 1.096 47.93 1278 1295 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NFINNPLAQADWAAK K K 95.00% 83.8 37.8 2.89 2 836.9783 1,671.94 1,672.84 2 0.105 62.78 15 29 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NLPIYSEEIVEMYK K G 89.50% 33.4 37.5 0 2 864.5513 1,727.09 1,727.86 2 0.2391 138.4 126 139 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NLPIYSEEIVEmYK K G 95.00% 39.5 37.5 1.72 2 m12: Oxidation (+15.99) 872.4933 1,742.97 1,743.85 2 0.1282 73.52 126 139 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NLPIYSEEIVEmYK K G 95.00% 40.4 37.5 1.21 2 m12: Oxidation (+15.99) 872.4388 1,742.86 1,743.85 2 0.01935 11.1 126 139 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NLPIYSEEIVEMYK K G 95.00% 46.3 37.6 2 2 865.0503 1,728.09 1,727.86 2 1.237 135.6 126 139 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NLPIYSEEIVEMYK K G 95.00% 48.1 37.5 2.62 2 864.5103 1,727.01 1,727.86 2 0.1571 90.93 126 139 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NLPIYSEEIVEMYK K G 95.00% 52.9 37.5 3.03 2 864.4853 1,726.96 1,727.86 2 0.1071 62 126 139 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NLPIYSEEIVEMYK K G 95.00% 53.6 37.5 1.6 2 864.4939 1,726.97 1,727.86 2 0.1244 71.99 126 139 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NTDQASMPDNTAAQK R V 95.00% 33.8 37.9 4.51 2 796.4581 1,590.90 1,591.70 2 0.2071 130.1 359 373 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NTDQASMPDNTAAQK R V 95.00% 57.9 37.9 4.49 2 796.4403 1,590.87 1,591.70 2 0.1714 107.7 359 373 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% NTDQASMPDNTAAQK R V 95.00% 72.7 37.9 6.77 2 796.4505 1,590.89 1,591.70 2 0.1918 120.5 359 373 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QAQQERDELADEIANSSGK R G 95.00% 48.8 36.8 0 2 696.9831 2,087.93 2,088.98 3 -0.04463 -21.36 1698 1716 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLEEAEEEAQR R A 95.00% 40.5 38.8 1.8 2 666.331 1,330.65 1,331.61 2 0.04721 35.45 1878 1888 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLEEAEEEAQR R A 95.00% 44.8 38.8 0 2 666.3551 1,330.70 1,331.61 2 0.09541 71.64 1878 1888 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLEEAEEEAQR R A 95.00% 48 38.8 2.02 2 666.2726 1,330.53 1,331.61 2 -0.06956 -52.24 1878 1888 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLEEAEEEAQR R A 95.00% 59.4 38.8 3.17 2 666.3403 1,330.67 1,331.61 2 0.06583 49.43 1878 1888 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLEEAEEEAQR R A 95.00% 60.7 38.8 1.6 2 666.366 1,330.72 1,331.61 2 0.1173 88.09 1878 1888 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 34.2 37.6 1.74 2 864.0747 1,726.13 1,726.95 2 0.1933 111.9 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 36 37.5 2.62 2 864.5271 1,727.04 1,726.95 2 1.098 55.23 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% qLLQANPILEAFGNAK R T 95.00% 0 0 2.85 2 n-term: Pyro-cmC (-17.03) 855.5103 1,709.01 1,709.92 2 0.09098 53.2 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 41 37.6 0 2 864.0603 1,726.11 1,726.95 2 0.1644 95.2 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% qLLQANPILEAFGNAK R T 95.00% 0 0 3.46 2 n-term: Pyro-cmC (-17.03) 855.5403 1,709.07 1,709.92 2 0.151 88.29 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% qLLQANPILEAFGNAK R T 95.00% 0 0 5.14 2 n-term: Pyro-cmC (-17.03) 856.017 1,710.02 1,709.92 2 1.104 59.47 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 43 37.6 0 2 864.0911 1,726.17 1,726.95 2 0.226 130.9 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 47.3 37.5 1.89 2 864.5636 1,727.11 1,726.95 2 1.171 97.43 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 51.1 37.6 2.33 2 576.3839 1,726.13 1,726.95 3 0.1882 109 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 53.7 37.5 3.55 2 864.5403 1,727.07 1,726.95 2 1.124 70.42 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 55.3 37.6 1.23 2 864.0753 1,726.14 1,726.95 2 0.1944 112.6 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 55.4 37.6 2.64 2 864.1203 1,726.23 1,726.95 2 0.2844 164.7 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 58.5 37.6 1.06 2 863.9963 1,725.98 1,726.95 2 0.03643 21.09 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 58.5 37.6 1.14 2 864.079 1,726.14 1,726.95 2 0.2019 116.9 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 62.8 37.6 0 2 864.0858 1,726.16 1,726.95 2 0.2155 124.8 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 63.5 37.6 3.47 2 864.0631 1,726.11 1,726.95 2 0.17 98.45 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% QLLQANPILEAFGNAK R T 95.00% 65.5 37.6 1.54 2 864.0877 1,726.16 1,726.95 2 0.2194 127 210 225 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% RQLEEAEEEAQR K A 95.00% 48 38.6 0 2 496.3022 1,485.88 1,487.71 3 -0.8165 125.2 1877 1888 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% SMEAEMIQLQEELAAAER K A 95.00% 51.2 36.7 0 2 683.9762 2,048.91 2,048.96 3 0.9512 -25.16 1677 1694 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% SMEAEMIQLQEELAAAER K A 95.00% 61.8 36.9 0 2 683.6762 2,048.01 2,048.96 3 0.05115 24.96 1677 1694 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% SMEAEMIQLQEELAAAER K A 95.00% 77.8 36.7 2.34 2 683.9808 2,048.92 2,048.96 3 0.9649 -18.45 1677 1694 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% SMEAEMIQLQEELAAAER K A 95.00% 82.7 36.9 6.85 2 683.7258 2,048.16 2,048.96 3 0.2001 97.63 1677 1694 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% SMMQDREDQSILcTGESGAGK R T 95.00% 35.9 36.2 1.44 2 c13: Carbamidomethyl (+57.02) 767.7035 2,300.09 2,300.00 3 1.1 42.49 160 180 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TDLLLEPYNK K Y 95.00% 18.5 39.2 1.68 2 603.739 1,205.46 1,205.64 2 0.8293 -143.7 290 299 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TDLLLEPYNK K Y 95.00% 23.1 39.2 1.07 2 603.4185 1,204.82 1,205.64 2 0.1883 156.2 290 299 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TDLLLEPYNK K Y 95.00% 63.6 39.2 2.3 2 603.3575 1,204.70 1,205.64 2 0.06637 55.05 290 299 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TDLLLEPYNK K Y 95.00% 64.4 39.2 1.77 2 603.3576 1,204.70 1,205.64 2 0.06656 55.21 290 299 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TDLLLEPYNK K Y 95.00% 64.5 39.2 1.4 2 603.3571 1,204.70 1,205.64 2 0.06551 54.33 290 299 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TEmEDLmSSKDDVGK R S 95.00% 25.4 37.8 1.1 2 m3: Oxidation (+15.99), m7: Oxidation (+15.99) 572.9988 1,715.97 1,716.73 3 0.2513 146.4 1504 1518 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TEMEDLMSSKDDVGK R S 95.00% 25.5 37.8 4.62 2 562.3288 1,683.96 1,684.74 3 0.231 137.1 1504 1518 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TEMEDLmSSKDDVGK R S 95.00% 28.9 37.7 2.66 2 m7: Oxidation (+15.99) 567.6457 1,699.92 1,700.74 3 0.187 109.9 1504 1518 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TEmEDLmSSKDDVGK R S 95.00% 42.2 37.8 1.49 2 m3: Oxidation (+15.99), m7: Oxidation (+15.99) 572.9848 1,715.93 1,716.73 3 0.2093 121.9 1504 1518 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TEMEDLMSSKDDVGK R S 95.00% 46.4 37.8 2.52 2 562.3107 1,683.91 1,684.74 3 0.1768 104.9 1504 1518 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TFHIFYYLLSGAGEHLK R T 95.00% 26.5 37 1.43 2 666.0516 1,995.13 1,996.03 3 0.1074 53.82 273 289 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TLEEEAKTHEAQIQEMR K Q 95.00% 52.8 36.9 0 2 682.0472 2,043.12 2,042.98 3 1.146 69.99 1175 1191 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TLEEEAKTHEAQIQEMR K Q 95.00% 60.8 36.9 0 2 682.0424 2,043.11 2,042.98 3 1.131 62.84 1175 1191 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TRLQQELDDLLVDLDHQR K Q 95.00% 30.9 36.6 2.77 2 736.4494 2,206.33 2,207.14 3 0.1917 86.87 1416 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TRLQQELDDLLVDLDHQR K Q 95.00% 52.7 36.4 1.01 2 736.8602 2,207.56 2,207.14 3 1.424 190.8 1416 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% TRLQQELDDLLVDLDHQR K Q 95.00% 91.6 36.6 4.51 2 736.4135 2,206.22 2,207.14 3 0.08405 38.08 1416 1433 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VEAQLQELQVK K F 95.00% 34 38.5 1.72 2 642.8793 1,283.74 1,284.72 2 0.03544 27.59 1250 1260 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VEDmAELTcLNEASVLHNLK K E 95.00% 62.8 36 0 2 m4: Oxidation (+15.99), c9: Carbamidomethyl (+57.02) 768.1502 2,301.43 2,302.11 3 0.3305 143.5 83 102 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VIQYLAYVASSHK K S 95.00% 39.9 38.4 0 2 493.6911 1,478.05 1,478.80 3 0.2586 174.8 187 199 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VIQYLAYVASSHK K S 95.00% 49.7 38.2 2.25 2 494.0129 1,479.02 1,478.80 3 1.224 149.5 187 199 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VIQYLAYVASSHK K S 95.00% 58.6 38.4 4.89 2 739.8918 1,477.77 1,478.80 2 -0.0238 -16.09 187 199 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 27.3 38.3 1.35 2 744.5226 1,487.03 1,486.90 2 1.139 91.33 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 31.4 38.3 1.92 2 744.4883 1,486.96 1,486.90 2 1.07 45.16 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 36.9 38.3 0.959 2 744.5051 1,487.00 1,486.90 2 1.103 67.72 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 39.5 38.6 2.25 2 496.3772 1,486.11 1,486.90 3 0.2178 146.5 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 39.5 38.6 3.01 2 743.4224 1,484.83 1,486.90 2 -1.062 -39.71 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 42.7 38.3 3.23 2 744.4053 1,486.80 1,486.90 2 0.9039 -66.41 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 44.7 38.6 2.62 2 496.378 1,486.11 1,486.90 3 0.2202 148.1 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 46.1 38.6 2.74 2 744.0212 1,486.03 1,486.90 2 0.1357 91.24 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 47.5 38.3 2.82 2 744.4966 1,486.98 1,486.90 2 1.087 56.4 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 51.2 38.6 5.72 2 743.9684 1,485.92 1,486.90 2 0.03018 20.29 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 52 38.6 2.77 2 744.0078 1,486.00 1,486.90 2 0.1089 73.25 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 53.5 38.6 4.59 2 743.9765 1,485.94 1,486.90 2 0.04643 31.22 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 56.8 38.6 1.77 2 743.9879 1,485.96 1,486.90 2 0.0691 46.47 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 61.9 38.6 0.959 2 743.9943 1,485.97 1,486.90 2 0.08193 55.1 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 65.3 38.6 2.48 2 743.9688 1,485.92 1,486.90 2 0.03093 20.8 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 72.2 38.6 4.09 2 743.9788 1,485.94 1,486.90 2 0.05107 34.34 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VISGVLQLGNIVFK R K 95.00% 81.6 38.6 3.42 2 744.0003 1,485.99 1,486.90 2 0.09393 63.17 342 355 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VKPLLQVSR K Q 95.00% 38.5 39 0 2 520.4357 1,038.86 1,039.66 2 0.2017 194 834 842 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VKPLLQVSR K Q 95.00% 50.6 39 0 2 520.3795 1,038.74 1,039.66 2 0.08931 85.89 834 842 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 24.1 38.2 1.85 2 524.7334 1,571.18 1,571.85 3 0.3316 210.9 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 33.4 38.2 3.08 2 524.6957 1,571.07 1,571.85 3 0.2183 138.8 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 37.4 38.2 0 2 525.0341 1,572.08 1,571.85 3 1.233 146.7 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 37.5 38.2 0 2 524.6745 1,571.00 1,571.85 3 0.1547 98.41 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 42.8 38.2 0 2 525.0336 1,572.08 1,571.85 3 1.232 145.8 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 48 38.1 2.34 2 785.989 1,569.96 1,571.85 2 -0.8834 75.98 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 52.9 38.2 1.92 2 524.6916 1,571.05 1,571.85 3 0.2061 131.1 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 53.2 38.2 1.44 2 525.0384 1,572.09 1,571.85 3 1.246 154.9 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 54.9 38.2 0 2 525.0173 1,572.03 1,571.85 3 1.183 114.8 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 56.3 38.2 1.77 2 524.6435 1,570.91 1,571.85 3 0.06185 39.35 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 56.8 38.2 2.96 2 525.0421 1,572.10 1,571.85 3 1.258 162 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VSHLLGINVTDFTR K G 95.00% 57.8 38.2 2.26 2 524.9869 1,571.94 1,571.85 3 1.092 56.66 374 387 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VVFQEFR R Q 95.00% 40.6 39 0 2 462.8214 923.6282 924.4937 2 0.1417 153.3 712 718 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VVFQEFR R Q 95.00% 40.8 39 0 2 462.7953 923.576 924.4937 2 0.08953 96.83 712 718 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VVFQEFR R Q 95.00% 43.3 39 0 2 462.8358 923.6571 924.4937 2 0.1706 184.5 712 718 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VVFQEFR R Q 95.00% 48 38.9 0 2 463.399 924.7835 924.4937 2 1.297 317.9 712 718 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% VVFQEFR R Q 95.00% 48.9 39 0 2 462.8182 923.6218 924.4937 2 0.1353 146.3 712 718 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% YEILTPNSIPK R G 95.00% 15.3 38.8 1.51 2 638.0403 1,274.07 1,274.70 2 0.374 293.3 721 731 TRUE

LX-2 Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 64 70 231 40.50% YEILTPNSIPK R G 95.00% 27.8 38.8 0.854 2 637.8524 1,273.69 1,274.70 2 -0.001763 -1.383 721 731 TRUE

LX-2 Repeat 1 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 5 5 7 18.00% GYAFNHSADFETVR R M 95.00% 75.1 38.2 1.21 2 538.8806 1,613.62 1,613.73 3 0.8931 -67.89 201 214 TRUE

LX-2 Repeat 1 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 5 5 7 18.00% HLWDYTFGPEK K L 95.00% 60.4 38.4 3.23 2 696.8762 1,391.74 1,392.66 2 0.08659 62.17 87 97 TRUE

LX-2 Repeat 1 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 5 5 7 18.00% HMVFLGGAVLADIMK K D 95.00% 44.8 38 3.18 2 534.6881 1,601.04 1,601.85 3 0.1954 122 352 366 TRUE

LX-2 Repeat 1 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 5 5 7 18.00% HMVFLGGAVLADIMK K D 95.00% 46 38.1 0.886 2 534.9902 1,601.95 1,601.85 3 1.102 61.65 352 366 TRUE

LX-2 Repeat 1 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 5 5 7 18.00% HMVFLGGAVLADIMK K D 95.00% 49.8 38 2.42 2 534.6829 1,601.03 1,601.85 3 0.1798 112.2 352 366 TRUE

LX-2 Repeat 1 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 5 5 7 18.00% ILLTEPPMNPTK K N 95.00% 56 38.6 2.68 2 677.3959 1,352.78 1,353.74 2 0.03958 29.23 107 118 TRUE

LX-2 Repeat 1 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 5 5 7 18.00% VGNIEIKDLMVGDEASELR K S 95.00% 63.5 36.6 1.62 2 696.5402 2,086.60 2,088.06 3 -0.4584 -219.6 47 65 TRUE

LX-2 Repeat 1 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 5 5 6 6.58% DSIVQGFQWGTR K E 95.00% 19 38.3 1.07 2 697.8303 1,393.65 1,393.69 2 0.9672 -25.46 764 775 TRUE

LX-2 Repeat 1 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 5 5 6 6.58% EGPLcDELIR R N 95.00% 42.8 39.2 2.43 2 c5: Carbamidomethyl (+57.02) 601.2695 1,200.52 1,201.59 2 -0.05666 -47.16 776 785 TRUE

LX-2 Repeat 1 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 5 5 6 6.58% GLAEDIENEVVQITWNR K K 95.00% 58 37.2 0.921 2 663.0302 1,986.07 1,985.99 3 1.083 40.47 695 711 TRUE

LX-2 Repeat 1 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 5 5 6 6.58% ILDAVVAQEPLHR K G 95.00% 30.2 38.5 3.34 2 488.0331 1,461.08 1,460.82 3 1.263 177.8 791 803 TRUE

LX-2 Repeat 1 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 5 5 6 6.58% SFVEFILEPLYK R I 95.00% 31.5 38.6 3.17 2 743.4603 1,484.91 1,484.80 2 1.11 71.94 368 379 TRUE

LX-2 Repeat 1 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 5 5 6 6.58% SFVEFILEPLYK R I 95.00% 68.9 38.4 3.14 2 742.9769 1,483.94 1,484.80 2 0.143 96.27 368 379 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% IESEAFFGLNK K L 95.00% 46.7 38.8 0 2 627.7736 1,253.53 1,254.64 2 -0.09661 -77.01 120 130 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% IESEAFFGLNK K L 95.00% 53.2 38.8 2.27 2 627.8716 1,253.73 1,254.64 2 0.09935 79.18 120 130 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% IESEAFFGLNK K L 95.00% 66.7 38.9 0.745 2 628.3653 1,254.72 1,254.64 2 1.087 66.89 120 130 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% IESEAFFGLNK K L 95.00% 68.1 38.8 3.19 2 627.8428 1,253.67 1,254.64 2 0.0418 33.31 120 130 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% KVPNNIPPDIVK K L 95.00% 33.5 38.9 1.05 2 667.3536 1,332.69 1,333.78 2 -0.08411 -63.06 261 272 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% LPAYPESFDQDTEDDEWEKK K H 92.60% 32.8 36.1 0 2 814.7877 2,441.34 2,442.06 3 0.2862 117.2 405 424 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% LTTLLLQHNQIK K V 95.00% 41.2 38.3 0 2 711.9825 1,421.95 1,421.85 2 1.11 75.42 131 142 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% LTTLLLQHNQIK K V 95.00% 45.7 38.4 0 2 711.4875 1,420.96 1,421.85 2 0.1199 84.34 131 142 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% SLDLQQNEISK K I 95.00% 45 38.8 2.8 2 637.8725 1,273.73 1,274.66 2 0.07897 61.95 109 119 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% SLDLQQNEISK K I 95.00% 60.6 38.8 0 2 637.854 1,273.69 1,274.66 2 0.04182 32.81 109 119 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% SLDLQQNEISKIESEAFFGLNK K L 95.00% 37.1 35.4 0 2 837.8702 2,510.59 2,510.28 3 1.318 125.7 109 130 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% SLDLQQNEISKIESEAFFGLNK K L 95.00% 37.2 35.5 0 2 837.4848 2,509.43 2,510.28 3 0.1623 64.65 109 130 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% SLDLQQNEISKIESEAFFGLNK K L 95.00% 38.3 35.5 0.886 2 837.5162 2,509.53 2,510.28 3 0.2565 102.1 109 130 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% SYYEEcPKDK R L 92.30% 36.1 39 0 2 c6: Carbamidomethyl (+57.02) 659.8109 1,317.61 1,318.56 2 0.05251 39.82 395 404 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% SYYEEcPKDK R L 95.00% 33.6 39 1.04 2 c6: Carbamidomethyl (+57.02) 660.3763 1,318.74 1,318.56 2 1.183 136.7 395 404 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% TPEEYKGWSVGK K Y 95.00% 38.6 38.7 3.36 2 690.9194 1,379.82 1,380.68 2 0.1519 110 380 391 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% TPEEYKGWSVGK K Y 95.00% 42.4 38.6 0 2 461.305 1,380.89 1,380.68 3 1.221 157.8 380 391 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% TPEEYKGWSVGK K Y 95.00% 56.8 38.7 2.26 2 690.8598 1,379.71 1,380.68 2 0.03286 23.8 380 391 TRUE

LX-2 Repeat 1 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 9 10 19 23.80% VLTEEVFIYTPLLSYLR K L 95.00% 54.1 36.7 0 2 686.0402 2,055.10 2,056.14 3 -0.03065 -14.91 143 159 TRUE

LX-2 Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 5 5 6 20.10% GVDEVTIVNILTNR K S 95.00% 41.9 38.3 3.05 2 772.4874 1,542.96 1,542.85 2 1.119 75.19 50 63 TRUE

LX-2 Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 5 5 6 20.10% GVDEVTIVNILTNR K S 95.00% 83.2 38.1 4.28 2 771.991 1,541.97 1,542.85 2 0.126 81.67 50 63 TRUE

LX-2 Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 5 5 6 20.10% LSLEGDHSTPPSAYGSVK K A 95.00% 53.9 37.4 1.54 2 615.6729 1,844.00 1,844.90 3 0.1014 54.97 11 28 TRUE

LX-2 Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 5 5 6 20.10% QDIAFAYQR R R 95.00% 33.9 38.7 1.08 2 556.3405 1,110.67 1,111.55 2 0.1207 108.5 69 77 TRUE

LX-2 Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 5 5 6 20.10% SALSGHLETVILGLLK K T 95.00% 28.3 37.7 1.19 2 551.039 1,650.10 1,650.98 3 0.1234 74.73 89 104 TRUE

LX-2 Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 5 5 6 20.10% TPAQYDASELK K A 95.00% 67 39 1.72 2 611.8565 1,221.70 1,222.60 2 0.1106 90.48 105 115 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% DGLNGLPGPIGPPGPR K G 95.00% 24.4 38.2 1.14 2 757.4894 1,512.96 1,513.81 2 0.1588 104.9 1153 1168 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% GFPGADGVAGPK R G 95.00% 43.6 39.8 0 2 536.8057 1,071.60 1,072.54 2 0.06169 57.51 494 505 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% GQAGVmGFPGPK R G 95.00% 22.3 39.2 1.17 2 m6: Oxidation (+15.99) 581.3482 1,160.68 1,161.57 2 0.1168 100.5 575 586 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% GQAGVMGFPGPK R G 95.00% 62.7 39.3 0.921 2 573.3603 1,144.71 1,145.58 2 0.1358 118.6 575 586 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% QGPSGASGER K G 95.00% 56.9 40.2 1.16 2 473.3214 944.6282 945.4385 2 0.1969 208.2 985 994 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 24.1 37.1 1.09 2 654.7432 1,961.21 1,961.98 3 0.2359 120.2 1063 1084 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 32.8 37.1 4.42 2 981.6632 1,961.31 1,961.98 2 0.34 173.3 1063 1084 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 34.4 37.1 1.72 2 655.0135 1,962.02 1,961.98 3 1.047 22.48 1063 1084 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 37.6 37.1 1.74 2 654.6362 1,960.89 1,961.98 3 -0.08515 -43.4 1063 1084 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% VLcDDVIcDETK K N 95.00% 68.3 38.1 4.15 2 c3: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 733.898 1,465.78 1,466.65 2 0.1383 94.32 68 79 TRUE

LX-2 Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 7 8 11 6.63% YHDRDVWKPEPcR R I 95.00% 18.9 37.5 2.13 2 c12: Carbamidomethyl (+57.02) 586.7075 1,757.10 1,757.82 3 0.29 165 47 59 TRUE

LX-2 Repeat 1 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 99.90% 2 2 3 16.00% DTDAAVGDNIGYITFVLFPR K H 95.00% 60.5 36.5 1.47 2 729.0602 2,184.16 2,184.10 3 1.069 30.12 211 230 TRUE

LX-2 Repeat 1 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 99.90% 2 2 3 16.00% DTDAAVGDNIGYITFVLFPR K H 95.00% 81.9 36.4 6.85 2 728.7493 2,183.23 2,184.10 3 0.136 62.26 211 230 TRUE

LX-2 Repeat 1 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 99.90% 2 2 3 16.00% VYGSFLVNPESGYNVSLLYDLENLPASK R D 95.00% 50.7 34.1 4.6 2 1,030.36 3,088.06 3,088.55 3 0.5194 -156.5 79 106 TRUE

LX-2 Repeat 1 THSD4 thrombospondin, type I, domain containing 4 IPI00794391 112,429.10 99.80% 2 2 2 2.06% STAIScIGAYR R Q 95.00% 49.2 39 1.68 2 c6: Carbamidomethyl (+57.02) 599.7953 1,197.58 1,198.59 2 -0.005227 -4.361 286 296 TRUE

LX-2 Repeat 1 THSD4 thrombospondin, type I, domain containing 4 IPI00794391 112,429.10 99.80% 2 2 2 2.06% SWFLTEWSER K C 95.00% 44.7 38.7 2.92 2 671.3126 1,340.61 1,340.63 2 0.991 -8.747 796 805 TRUE

LX-2 Repeat 1 STAU1 Staufen, RNA binding protein, homolog 1 IPI00000001,IPI00218609,IPI00641873,IPI00643664 54,691.50 99.80% 2 2 2 5.26% NAAENMLEILGFK R V 95.00% 72 38.4 4 2 725.398 1,448.78 1,449.74 2 0.04791 33.05 260 272 TRUE

LX-2 Repeat 1 STAU1 Staufen, RNA binding protein, homolog 1 IPI00000001,IPI00218609,IPI00641873,IPI00643664 54,691.50 99.80% 2 2 2 5.26% VSVGEFVGEGEGK K S 95.00% 53 38.9 1.82 2 646.9012 1,291.79 1,293.63 2 -0.8372 128.1 139 151 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 37.5 38.8 0.854 2 498.8391 995.6637 996.5109 2 0.16 160.6 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 44.9 38.8 1.57 2 498.83 995.6454 996.5109 2 0.1417 142.2 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 45.7 38.8 0 2 499.3586 996.7027 996.5109 2 1.199 196.7 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 62.3 38.8 0 2 498.8304 995.6463 996.5109 2 0.1427 143.1 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 66 38.8 0.796 2 498.8069 995.5992 996.5109 2 0.09555 95.87 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 67.2 38.8 1.74 2 498.8367 995.6588 996.5109 2 0.1551 155.6 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 71.7 38.8 1.51 2 498.8331 995.6517 996.5109 2 0.148 148.5 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 72.1 38.8 0 2 498.8243 995.634 996.5109 2 0.1303 130.8 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 73.3 38.8 1.14 2 498.8461 995.6777 996.5109 2 0.174 174.6 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 74.8 38.8 1.72 2 498.8114 995.6083 996.5109 2 0.1046 105 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 76 38.8 1.82 2 498.8157 995.6169 996.5109 2 0.1132 113.6 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AGYQSTLTR R T 95.00% 78.4 38.8 2.03 2 498.8528 995.691 996.5109 2 0.1873 187.9 517 525 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% AWGHPcEMcPAQPHPcR R R 93.50% 34 36.8 0 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 697.6239 2,089.85 2,090.86 3 0.0006394 0.3058 216 232 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cAcTYGFTGPQcER R D 95.00% 55.1 37.6 4.85 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 853.9221 1,705.83 1,706.67 2 0.1648 96.55 166 179 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cAcTYGFTGPQcER R D 95.00% 67.2 37.7 8.14 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 853.5553 1,705.10 1,706.67 2 -0.5688 254.3 166 179 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcDmGFVPSADGK R A 95.00% 51.9 38.2 4.24 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), m5: Oxidation (+15.99) 795.3973 1,588.78 1,588.61 2 1.18 111.2 1429 1442 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcDMGFVPSADGK R A 95.00% 54.6 38.2 4.01 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 786.8924 1,571.77 1,572.61 2 0.1645 104.6 1429 1442 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcDMGFVPSADGK R A 95.00% 56.5 38.3 4.24 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 787.3203 1,572.63 1,572.61 2 1.02 11.18 1429 1442 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcDMGFVPSADGK R A 95.00% 58.7 38.2 3.1 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 786.8594 1,571.70 1,572.61 2 0.0985 62.63 1429 1442 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcDMGFVPSADGK R A 95.00% 76.8 38.3 4.72 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 787.3567 1,572.70 1,572.61 2 1.093 57.47 1429 1442 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcEIGYELDR R S 95.00% 59.7 38.5 2.68 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3279 1,442.64 1,443.59 2 0.06051 41.92 1470 1480 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcEIGYELDR R S 95.00% 70.1 38.5 4.21 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3269 1,442.64 1,443.59 2 0.05855 40.56 1470 1480 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcEIGYELDR R S 95.00% 70.5 38.5 5.8 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3766 1,442.74 1,443.59 2 0.1579 109.3 1470 1480 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcEIGYELDR R S 95.00% 76.3 38.5 5.89 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3443 1,442.67 1,443.59 2 0.09333 64.65 1470 1480 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcEIGYELDR R S 95.00% 78.2 38.5 2.85 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.8331 1,443.65 1,443.59 2 1.071 47.21 1470 1480 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcEIGYELDR R S 95.00% 79.2 38.5 4.25 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.8777 1,443.74 1,443.59 2 1.16 108.9 1470 1480 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 0 0 4 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 776.9785 1,551.94 1,550.71 2 2.24 151.3 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 45.3 38.2 0 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9539 1,549.89 1,550.71 2 0.1914 123.4 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 50.4 38.2 3.47 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 776.4076 1,550.80 1,550.71 2 1.099 61.81 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 52.8 38.2 4.74 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9196 1,549.82 1,550.71 2 0.1226 79.05 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 59.4 38.2 2.52 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9448 1,549.88 1,550.71 2 0.1731 111.6 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 59.9 38.2 4.38 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 776.4649 1,550.92 1,550.71 2 1.213 135.7 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 76.8 38.2 4.4 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 776.4865 1,550.96 1,550.71 2 1.257 163.5 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 77.1 38.2 7.31 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9243 1,549.83 1,550.71 2 0.1322 85.22 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcFPGLAVGLDGR R V 95.00% 80.5 38.2 6.54 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.96 1,549.91 1,550.71 2 0.2034 131.2 637 650 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcPVGFFYNDK R L 95.00% 52 38.2 1.55 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.3794 1,534.74 1,535.63 2 0.122 79.45 1791 1802 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcPVGFFYNDK R L 95.00% 55.8 38.2 4.18 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.4018 1,534.79 1,535.63 2 0.1669 108.7 1791 1802 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcPVGFFYNDK R L 95.00% 63 38.2 4.09 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.3853 1,534.76 1,535.63 2 0.1338 87.14 1791 1802 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcPVGFFYNDK R L 95.00% 64.1 38.2 3.33 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.334 1,534.65 1,535.63 2 0.03132 20.39 1791 1802 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcPVGFFYNDK R L 95.00% 65.2 38.2 6.15 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.3634 1,534.71 1,535.63 2 0.09014 58.69 1791 1802 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cEcPVGFFYNDK R L 95.00% 67.3 38.2 3 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.3653 1,534.72 1,535.63 2 0.09382 61.09 1791 1802 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIcKPGFQLASDGR K Y 95.00% 31.9 38.1 1.28 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 536.9741 1,607.90 1,608.76 3 0.1455 90.45 596 609 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIcKPGFQLASDGR K Y 95.00% 38.6 38.1 0 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 536.9547 1,607.84 1,608.76 3 0.08728 54.25 596 609 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIcKPGFQLASDGR K Y 95.00% 42.8 38.1 0 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 804.8853 1,607.76 1,608.76 2 0.0009193 0.5714 596 609 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIcKPGFQLASDGR K Y 95.00% 44.1 38.1 2.6 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 536.9609 1,607.86 1,608.76 3 0.1058 65.78 596 609 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIcKPGFQLASDGR K Y 95.00% 48.8 38 1.92 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 537.3363 1,608.99 1,608.76 3 1.232 142.4 596 609 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIcKPGFQLASDGR K Y 95.00% 63.7 38.1 1.39 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 537.0009 1,607.98 1,608.76 3 0.2256 140.2 596 609 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIcNSGYEVDSTGK K N 95.00% 87.8 38.2 8.48 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 795.4546 1,588.89 1,589.66 2 0.2447 153.9 748 761 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIDVRPGYcYTALTNGR R C 95.00% 24.8 36.9 1.48 2 c1: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 672.7202 2,015.14 2,015.94 3 0.2032 100.8 328 344 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cIDVRPGYcYTALTNGR R C 95.00% 47 36.9 0.886 2 c1: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 673.0142 2,016.02 2,015.94 3 1.085 40.91 328 344 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cLcPEGFSLSSSGR K R 95.00% 28.6 38.3 3.31 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.9123 1,555.81 1,556.68 2 0.1341 86.13 2038 2051 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cLcPEGFSLSSSGR K R 95.00% 46.9 38.3 8.68 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.9103 1,555.81 1,556.68 2 0.13 83.52 2038 2051 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cLcPEGFSLSSSGR K R 95.00% 48.6 38.3 5.36 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.9369 1,555.86 1,556.68 2 0.1834 117.8 2038 2051 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cLcPEGFSLSSSGR K R 95.00% 73.2 38.3 7.68 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.9285 1,555.84 1,556.68 2 0.1664 106.9 2038 2051 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cLcPEGFSLSSSGR K R 95.00% 75.3 38.3 6.52 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.8509 1,555.69 1,556.68 2 0.01127 7.239 2038 2051 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cLcYDGFMASEDMK R T 95.00% 51.3 37.6 1.59 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 863.8203 1,725.63 1,726.66 2 -0.02488 -14.41 1263 1276 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPPGFYTSPDGTR K C 95.00% 45.1 38.4 6.14 2 c1: Carbamidomethyl (+57.02) 727.8753 1,453.74 1,454.64 2 0.1062 72.98 315 327 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPPGFYTSPDGTR K C 95.00% 47.8 38.2 7.48 2 c1: Carbamidomethyl (+57.02) 727.4363 1,452.86 1,454.64 2 -0.7718 158.8 315 327 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPPGFYTSPDGTR K C 95.00% 50.5 38.3 6.23 2 c1: Carbamidomethyl (+57.02) 728.3866 1,454.76 1,454.64 2 1.129 86.67 315 327 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPPGFYTSPDGTR K C 95.00% 60.7 38.4 7.4 2 c1: Carbamidomethyl (+57.02) 727.8486 1,453.68 1,454.64 2 0.05284 36.32 315 327 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPPGFYTSPDGTR K C 95.00% 62.2 38.4 6.77 2 c1: Carbamidomethyl (+57.02) 727.8993 1,453.78 1,454.64 2 0.1542 106 315 327 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPTGYYLNEDTR R V 95.00% 29.6 38.2 1.38 2 c1: Carbamidomethyl (+57.02) 745.3777 1,488.74 1,488.64 2 1.106 69.02 1633 1644 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPTGYYLNEDTR R V 95.00% 50.9 38.2 0 2 c1: Carbamidomethyl (+57.02) 745.4403 1,488.87 1,488.64 2 1.231 153.1 1633 1644 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPTGYYLNEDTR R V 95.00% 58.3 38.2 5.44 2 c1: Carbamidomethyl (+57.02) 744.8923 1,487.77 1,488.64 2 0.1348 90.53 1633 1644 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPTGYYLNEDTR R V 95.00% 58.8 38.2 5.02 2 c1: Carbamidomethyl (+57.02) 744.8855 1,487.76 1,488.64 2 0.1213 81.48 1633 1644 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPTGYYLNEDTR R V 95.00% 68.1 38.2 5.31 2 c1: Carbamidomethyl (+57.02) 744.8617 1,487.71 1,488.64 2 0.07363 49.46 1633 1644 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPVGYVLR K E 95.00% 50 39.6 1.64 2 c1: Carbamidomethyl (+57.02) 482.3011 962.5876 963.5081 2 0.08683 90.11 2232 2239 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cPVGYVLR K E 95.00% 64.8 39.6 1.38 2 c1: Carbamidomethyl (+57.02) 482.3519 962.6893 963.5081 2 0.1885 195.6 2232 2239 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cQcPSGMTLDATGR K I 95.00% 51.9 38 5.3 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 777.4071 1,552.80 1,553.65 2 0.1563 100.6 935 948 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cQcPSGMTLDATGR K I 95.00% 60.6 38 3.42 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 777.4154 1,552.82 1,553.65 2 0.1728 111.2 935 948 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cScSPGWIGDGIK K C 95.00% 45.9 38.4 0 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 718.7664 1,435.52 1,436.63 2 -0.1044 -72.69 1348 1360 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cScSPGWIGDGIK K C 95.00% 50.2 38.4 3.57 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 718.8264 1,435.64 1,436.63 2 0.01566 10.9 1348 1360 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cScSPGWIGDGIK K C 95.00% 55.5 38.4 3.42 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 719.313 1,436.61 1,436.63 2 0.9888 -9.707 1348 1360 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cScSPGWIGDGIK K C 95.00% 57.6 38.4 1.27 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 719.3643 1,436.71 1,436.63 2 1.091 61.62 1348 1360 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cScSPGWIGDGIK K C 95.00% 67.5 38.4 4.27 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 718.8033 1,435.59 1,436.63 2 -0.03068 -21.36 1348 1360 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 17.8 38.9 1.14 2 c1: Carbamidomethyl (+57.02) 638.87 1,275.73 1,275.64 2 1.096 73.37 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 41.4 38.9 1.77 2 c1: Carbamidomethyl (+57.02) 638.8626 1,275.71 1,275.64 2 1.082 61.77 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 41.7 38.9 0.921 2 c1: Carbamidomethyl (+57.02) 638.3924 1,274.77 1,275.64 2 0.1412 110.7 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 41.9 38.9 2.3 2 c1: Carbamidomethyl (+57.02) 638.3664 1,274.72 1,275.64 2 0.08925 69.96 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 42.9 38.9 1.33 2 c1: Carbamidomethyl (+57.02) 638.4004 1,274.79 1,275.64 2 0.1573 123.3 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 47.3 38.9 2.4 2 c1: Carbamidomethyl (+57.02) 638.4051 1,274.80 1,275.64 2 0.1666 130.6 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 48.5 38.9 1.59 2 c1: Carbamidomethyl (+57.02) 638.8078 1,275.60 1,275.64 2 0.972 -24.09 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 50 38.9 2.32 2 c1: Carbamidomethyl (+57.02) 638.3605 1,274.71 1,275.64 2 0.07737 60.65 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 51.2 38.9 4.49 2 c1: Carbamidomethyl (+57.02) 638.3734 1,274.73 1,275.64 2 0.1032 80.88 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 59.2 38.9 4.59 2 c1: Carbamidomethyl (+57.02) 638.3553 1,274.70 1,275.64 2 0.06697 52.5 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cSNQLPQSITK R M 95.00% 60.1 38.9 4.77 2 c1: Carbamidomethyl (+57.02) 638.4043 1,274.79 1,275.64 2 0.165 129.3 345 355 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cWSPGVTVAPEMcPIR R A 95.00% 23.9 37.5 3.48 2 c1: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 930.5512 1,859.09 1,859.86 2 0.2348 126.3 365 380 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% cWSPGVTVAPEmcPIR R A 95.00% 45 37.3 1.08 2 c1: Carbamidomethyl (+57.02), m12: Oxidation (+15.99), c13: Carbamidomethyl (+57.02) 938.5717 1,875.13 1,875.86 2 0.281 149.8 365 380 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% DGKNcEDMDEcSIR R N 95.00% 47.7 37.6 2.8 2 c5: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 576.9587 1,727.85 1,728.66 3 0.199 115.1 566 579 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% DGKNcEDmDEcSIR R N 95.00% 48.5 37.7 1.92 2 c5: Carbamidomethyl (+57.02), m8: Oxidation (+15.99), c11: Carbamidomethyl (+57.02) 582.2817 1,743.82 1,744.66 3 0.1732 99.29 566 579 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% DGKNcEDmDEcSIR R N 95.00% 58.8 37.7 0 2 c5: Carbamidomethyl (+57.02), m8: Oxidation (+15.99), c11: Carbamidomethyl (+57.02) 582.3102 1,743.91 1,744.66 3 0.2586 148.2 566 579 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% DGKNcEDMDEcSIR R N 95.00% 59.7 37.6 2.51 2 c5: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 576.9502 1,727.83 1,728.66 3 0.1735 100.4 566 579 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GDNGDTAcSNEIGVGVSK R A 91.40% 0 0 2.16 2 c8: Carbamidomethyl (+57.02) 891.4881 1,780.96 1,779.78 2 2.187 102 1542 1559 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GDNGDTAcSNEIGVGVSK R A 93.80% 0 0 2.35 2 c8: Carbamidomethyl (+57.02) 891.5194 1,781.02 1,779.78 2 2.25 137.2 1542 1559 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GDNGDTAcSNEIGVGVSK R A 95.00% 66.2 37.7 5.59 2 c8: Carbamidomethyl (+57.02) 890.9658 1,779.92 1,779.78 2 1.143 78.6 1542 1559 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GDNGDTAcSNEIGVGVSK R A 95.00% 68.8 37.7 2.92 2 c8: Carbamidomethyl (+57.02) 890.4954 1,778.98 1,779.78 2 0.2019 113.4 1542 1559 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GDNGDTAcSNEIGVGVSK R A 95.00% 85.2 37.7 2.3 2 c8: Carbamidomethyl (+57.02) 890.9504 1,779.89 1,779.78 2 1.112 61.32 1542 1559 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GFIYKPDLK K T 94.20% 37.3 39 0 2 540.8481 1,079.68 1,080.61 2 0.07986 73.89 795 803 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GFIYKPDLK K T 95.00% 38 39 0 2 540.8587 1,079.70 1,080.61 2 0.1011 93.58 795 803 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GFIYKPDLK K T 95.00% 41.2 39 0 2 540.8703 1,079.73 1,080.61 2 0.1242 114.9 795 803 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GFIYKPDLK K T 95.00% 52.4 39 1.18 2 540.8667 1,079.72 1,080.61 2 0.1171 108.3 795 803 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GGGGHDALKGPNVcGSR R Y 95.00% 61.2 37.7 1.13 2 c14: Carbamidomethyl (+57.02) 547.0216 1,638.04 1,638.78 3 0.2734 166.8 46 62 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GQcIKPLFGAVTK R S 95.00% 35.4 38.6 0.824 2 c3: Carbamidomethyl (+57.02) 473.6844 1,418.03 1,418.78 3 0.2558 180.3 668 680 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GQcIKPLFGAVTK R S 95.00% 44 38.6 0 2 c3: Carbamidomethyl (+57.02) 473.6754 1,418.00 1,418.78 3 0.2289 161.3 668 680 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GQcIKPLFGAVTK R S 95.00% 55.2 38.5 1.41 2 c3: Carbamidomethyl (+57.02) 710.4363 1,418.86 1,418.78 2 1.083 56.23 668 680 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GTcWQTVIDGR K C 95.00% 18.8 38.9 1.77 2 c3: Carbamidomethyl (+57.02) 647.3778 1,292.74 1,292.61 2 1.143 108.3 851 861 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GTcWQTVIDGR K C 95.00% 44.5 38.9 2.19 2 c3: Carbamidomethyl (+57.02) 646.8703 1,291.73 1,292.61 2 0.1279 98.92 851 861 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GTcWQTVIDGR K C 95.00% 44.9 38.9 2.48 2 c3: Carbamidomethyl (+57.02) 646.7934 1,291.57 1,292.61 2 -0.02597 -20.09 851 861 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GTcWQTVIDGR K C 95.00% 60.7 38.9 2.59 2 c3: Carbamidomethyl (+57.02) 646.8313 1,291.65 1,292.61 2 0.04987 38.58 851 861 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GTcWQTVIDGR K C 95.00% 62.7 38.9 2.55 2 c3: Carbamidomethyl (+57.02) 646.822 1,291.63 1,292.61 2 0.03132 24.23 851 861 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GTcWQTVIDGR K C 95.00% 75.7 38.9 2.62 2 c3: Carbamidomethyl (+57.02) 646.7859 1,291.56 1,292.61 2 -0.04082 -31.58 851 861 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GTcWQTVIDGR K C 95.00% 81.8 38.9 3 2 c3: Carbamidomethyl (+57.02) 647.3523 1,292.69 1,292.61 2 1.092 68.91 851 861 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GWGPHcEIcPFQGTVAFK R K 95.00% 18.2 36.8 1.89 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 697.7054 2,090.09 2,090.96 3 0.1438 68.79 2370 2387 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GWGPHcEIcPFQGTVAFK R K 95.00% 26.1 36.8 1.8 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 697.6588 2,089.95 2,090.96 3 0.003956 1.892 2370 2387 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GWGPHcEIcPFQGTVAFK R K 95.00% 33.6 36.9 0.854 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 698.0142 2,091.02 2,090.96 3 1.07 32.27 2370 2387 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GWGPHcEIcPFQGTVAFK R K 95.00% 40.9 36.9 0 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 697.3802 2,089.12 2,090.96 3 -0.8318 81.8 2370 2387 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GWGPHcEIcPFQGTVAFK R K 95.00% 45.5 36.9 0 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 698.0616 2,091.16 2,090.96 3 1.213 100.3 2370 2387 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GYIGTHcGQPVcESGcLNGGR K C 91.40% 32.3 36.3 0 2 c7: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 760.752 2,279.23 2,278.98 3 1.266 115.5 139 159 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GYILQEDGR K S 95.00% 33 39.3 1.26 2 525.8446 1,049.67 1,050.52 2 0.1602 152.5 2473 2481 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GYILQEDGR K S 95.00% 37.7 39.3 0.921 2 525.8103 1,049.61 1,050.52 2 0.09163 87.21 2473 2481 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% GYILQEDGR K S 95.00% 38.5 39.3 0 2 525.8296 1,049.64 1,050.52 2 0.1303 124 2473 2481 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGMGmGR R G 93.50% 23.5 38.3 0.77 2 c6: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 488.3266 1,461.96 1,462.64 3 0.3302 225.7 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGMGmGR R G 95.00% 33 38.3 5 2 c6: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 488.3029 1,461.89 1,462.64 3 0.2591 177.1 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGmGMGR R G 95.00% 38.5 38.3 2.8 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.3246 1,461.95 1,462.64 3 0.3242 221.6 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGmGMGR R G 95.00% 38.6 38.3 0 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.3342 1,461.98 1,462.64 3 0.353 241.3 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGmGMGR R G 95.00% 40.9 38.3 2.19 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.3306 1,461.97 1,462.64 3 0.3422 233.9 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGMGmGR R G 95.00% 41.6 38.3 2.19 2 c6: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 488.3182 1,461.93 1,462.64 3 0.305 208.5 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGMGmGR R G 95.00% 44.2 38.3 1.59 2 c6: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 488.3126 1,461.92 1,462.64 3 0.2883 197.1 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGmGMGR R G 95.00% 44.8 38.3 2.44 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.302 1,461.88 1,462.64 3 0.2564 175.3 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGmGMGR R G 95.00% 46.4 38.3 4 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.6463 1,462.92 1,462.64 3 1.289 195.7 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGMGmGR R G 95.00% 50.1 38.3 0 2 c6: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 488.6133 1,462.82 1,462.64 3 1.19 128.2 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGMGmGR R G 95.00% 58.9 38.3 2.68 2 c6: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 488.2585 1,461.75 1,462.64 3 0.126 86.17 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGMGMGR R G 95.00% 68.1 38.5 0.921 2 c6: Carbamidomethyl (+57.02) 483.2575 1,446.75 1,446.64 3 1.118 79.42 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IGQGHcVSGmGMGR R G 95.00% 68.9 38.3 2.66 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.2733 1,461.80 1,462.64 3 0.1702 116.4 2681 2694 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IKGTQcEDIDEcEVFPGVcK R N 95.00% 40.1 36.2 0 2 c6: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c19: Carbamidomethyl (+57.02) 795.4377 2,383.29 2,384.06 3 0.2414 101.2 903 922 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IKGTQcEDIDEcEVFPGVcK R N 95.00% 47.5 36.2 0 2 c6: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c19: Carbamidomethyl (+57.02) 795.4548 2,383.34 2,384.06 3 0.2927 122.8 903 922 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% IKGTQcEDIDEcEVFPGVcK R N 95.00% 48.2 36.2 0 2 c6: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c19: Carbamidomethyl (+57.02) 795.3869 2,383.14 2,384.06 3 0.08889 37.28 903 922 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% ISPDLcGR R G 95.00% 38.8 40.2 1 2 c6: Carbamidomethyl (+57.02) 459.2703 916.526 917.4511 2 0.08217 89.56 1076 1083 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% ISPDLcGR R G 95.00% 39.5 40.2 0 2 c6: Carbamidomethyl (+57.02) 459.2883 916.562 917.4511 2 0.1182 128.8 1076 1083 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% LETcFLR R Y 95.00% 42.3 39 0 2 c4: Carbamidomethyl (+57.02) 469.8099 937.6053 938.4765 2 0.1361 145 955 961 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% LETcFLR R Y 95.00% 49.2 39 0 2 c4: Carbamidomethyl (+57.02) 469.8223 937.6301 938.4765 2 0.1609 171.4 955 961 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% LETcFLRYEDEEcTLPIAGR R H 95.00% 29.8 35.7 2.04 2 c4: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 824.7902 2,471.35 2,472.15 3 0.2023 81.84 955 974 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% McccSYNIGR K A 95.00% 47.4 38.9 1.92 2 c2: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 660.8543 1,319.69 1,320.50 2 0.2061 156 1718 1727 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% NcMDIDEcQRDPLLcR K G 95.00% 39.2 36.7 0 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 699.3602 2,095.06 2,094.88 3 1.183 86.14 1110 1125 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% NcMDIDEcQRDPLLcR K G 95.00% 39.5 36.7 1.55 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 699.0495 2,094.13 2,094.88 3 0.2511 119.9 1110 1125 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% NcVDINEcVLNSLLcDNGQcR K N 92.80% 0 0 2.59 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02), c20: Carbamidomethyl (+57.02) 852.4502 2,554.33 2,553.10 3 2.241 92.15 762 782 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% NcVDINEcVLNSLLcDNGQcR K N 95.00% 83.6 35.4 1.72 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02), c20: Carbamidomethyl (+57.02) 852.1102 2,553.31 2,553.10 3 1.221 85.43 762 782 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% NTPEYEELcPR R G 95.00% 46.7 38.3 2.66 2 c9: Carbamidomethyl (+57.02) 704.3331 1,406.65 1,407.62 2 0.03787 26.91 1000 1010 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% NTPEYEELcPR R G 95.00% 50.8 38.3 3.64 2 c9: Carbamidomethyl (+57.02) 704.386 1,406.76 1,407.62 2 0.1437 102.1 1000 1010 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% NTPEYEELcPR R G 95.00% 56.7 38.2 2.72 2 c9: Carbamidomethyl (+57.02) 704.9703 1,407.93 1,407.62 2 1.312 219.7 1000 1010 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% NTPEYEELcPR R G 95.00% 69 38.3 2.08 2 c9: Carbamidomethyl (+57.02) 704.3505 1,406.69 1,407.62 2 0.07273 51.66 1000 1010 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TcVDINEcLLEPR R K 95.00% 0 0 3.16 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 810.9513 1,619.89 1,618.76 2 2.139 82.22 1970 1982 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TcVDINEcLLEPR R K 95.00% 72.5 38 1.68 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 810.4114 1,618.81 1,618.76 2 1.059 34.7 1970 1982 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TcVDINEcLLEPR R K 95.00% 73.9 38 3.85 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.9573 1,617.90 1,618.76 2 0.1508 93.15 1970 1982 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TcVDINEcLLEPR R K 95.00% 76.3 38 2.92 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 810.448 1,618.88 1,618.76 2 1.132 79.87 1970 1982 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TcVDINEcLLEPR R K 95.00% 78.9 38 4.55 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.8849 1,617.76 1,618.76 2 0.005949 3.675 1970 1982 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TcVDINEcLLEPR R K 95.00% 79.7 38 3.11 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.9386 1,617.86 1,618.76 2 0.1134 70.04 1970 1982 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TGcTDINEcEIGAHNcGK K H 90.40% 32.7 37.1 0 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 679.3102 2,034.91 2,035.83 3 0.08909 43.76 1318 1335 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TGcTDINEcEIGAHNcGK K H 95.00% 24.4 37.1 0.921 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 679.3378 2,034.99 2,035.83 3 0.172 84.49 1318 1335 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TGcTDINEcEIGAHNcGK K H 95.00% 37.2 37.1 1.62 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 679.3397 2,035.00 2,035.83 3 0.1778 87.32 1318 1335 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TIcIETIK K G 95.00% 40.4 39.8 0 2 c3: Carbamidomethyl (+57.02) 489.3157 976.6169 977.5338 2 0.09041 92.48 843 850 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLccATVGR K A 95.00% 36.4 39.1 1.12 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3476 1,036.68 1,037.49 2 0.2012 193.9 207 215 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLccATVGR K A 95.00% 39.2 39.1 0 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3218 1,036.63 1,037.49 2 0.1496 144.1 207 215 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLccATVGR K A 95.00% 47.3 39.1 1.14 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3109 1,036.61 1,037.49 2 0.1277 123.1 207 215 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLccATVGR K A 95.00% 49 39.1 1.28 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3616 1,036.71 1,037.49 2 0.2292 220.9 207 215 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLccATVGR K A 95.00% 53.1 39.1 0 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3284 1,036.64 1,037.49 2 0.1627 156.8 207 215 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 50.2 38 1.92 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9654 1,583.92 1,584.80 2 0.1248 78.75 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 61.5 38.1 1.85 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 793.4978 1,584.98 1,584.80 2 1.19 117.8 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 66.5 38 2.54 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9766 1,583.94 1,584.80 2 0.1471 92.81 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 67.6 38 4.09 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9825 1,583.95 1,584.80 2 0.159 100.3 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 68.8 38 5.21 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9643 1,583.91 1,584.80 2 0.1225 77.3 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 72.2 38 1.42 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 793.0128 1,584.01 1,584.80 2 0.2195 138.5 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 77.8 38 4.11 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9603 1,583.91 1,584.80 2 0.1145 72.26 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 84.3 38 2.47 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9764 1,583.94 1,584.80 2 0.1468 92.64 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% TLPGGNQcIVPIcR K H 95.00% 100 38 3.1 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9783 1,583.94 1,584.80 2 0.1505 94.97 73 86 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YEDEEcTLPIAGR R H 95.00% 50.2 38.2 3.07 2 c6: Carbamidomethyl (+57.02) 776.9253 1,551.84 1,552.70 2 0.1483 95.48 962 974 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YEDEEcTLPIAGR R H 95.00% 51.6 38.2 4.92 2 c6: Carbamidomethyl (+57.02) 776.9154 1,551.82 1,552.70 2 0.1286 82.79 962 974 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YEDEEcTLPIAGR R H 95.00% 62.9 38.2 6.27 2 c6: Carbamidomethyl (+57.02) 776.9135 1,551.81 1,552.70 2 0.1248 80.34 962 974 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YEDEEcTLPIAGR R H 95.00% 70.8 38.2 4.64 2 c6: Carbamidomethyl (+57.02) 776.9508 1,551.89 1,552.70 2 0.1993 128.3 962 974 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YEDEEcTLPIAGR R H 95.00% 80.4 38.2 3.54 2 c6: Carbamidomethyl (+57.02) 776.9515 1,551.89 1,552.70 2 0.2008 129.3 962 974 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YEDEEcTLPIAGR R H 95.00% 81.1 38.2 6.14 2 c6: Carbamidomethyl (+57.02) 776.9632 1,551.91 1,552.70 2 0.2242 144.3 962 974 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YNAYccPGWK R T 95.00% 49.2 39 1.62 2 c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02) 659.7983 1,317.58 1,318.53 2 0.05499 41.7 63 72 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YQcAcNPGYHSTPDR K L 89.80% 32.6 37.3 0 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3217 1,824.94 1,825.74 3 0.2123 116.3 1178 1192 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YQcAcNPGYHSTPDR K L 95.00% 29.2 37.3 4.07 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3276 1,824.96 1,825.74 3 0.2301 126 1178 1192 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YQcAcNPGYHSTPDR K L 95.00% 30.3 37.3 1.89 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3507 1,825.03 1,825.74 3 0.2993 163.9 1178 1192 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YQcAcNPGYHSTPDR K L 95.00% 33 37.3 1.44 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3433 1,825.01 1,825.74 3 0.2772 151.8 1178 1192 TRUE

LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YQcAcNPGYHSTPDR K L 95.00% 34.4 37.3 2.17 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.32 1,824.94 1,825.74 3 0.2072 113.5 1178 1192 TRUE
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LX-2 Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 45 47 188 20.50% YQcAcNPGYHSTPDR K L 95.00% 37.3 37.3 1.14 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.309 1,824.91 1,825.74 3 0.1743 95.47 1178 1192 TRUE

LX-2 Repeat 1 CPNE2 Copine II IPI00645310 63,948.10 99.80% 2 2 2 4.18% AVLAELPQQVVQYFK K H 95.00% 26.2 37.6 2.08 2 867.544 1,733.07 1,732.96 2 1.117 66.14 548 562 TRUE

LX-2 Repeat 1 CPNE2 Copine II IPI00645310 63,948.10 99.80% 2 2 2 4.18% DIVQFVPFR R E 95.00% 38.8 39.5 1.36 2 560.8475 1,119.68 1,120.62 2 0.07267 64.85 527 535 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% AGNFYVPAEPK K L 90.20% 35.2 39 0 2 596.8203 1,191.63 1,192.60 2 0.03353 28.11 78 88 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% EANNFLWPFK K L 93.40% 36.6 38.8 0 2 633.3388 1,264.66 1,265.63 2 0.03907 30.87 203 212 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% EANNFLWPFK K L 95.00% 25.5 38.7 1.55 2 633.829 1,265.64 1,265.63 2 1.019 13.18 203 212 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% EANNFLWPFK K L 95.00% 41.9 38.7 0 2 633.8731 1,265.73 1,265.63 2 1.108 82.82 203 212 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% EANNFLWPFK K L 95.00% 56 38.8 1.24 2 633.4017 1,264.79 1,265.63 2 0.1647 130.1 203 212 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% IALTDNALIAR R S 95.00% 43.9 39.1 0 2 585.8719 1,169.73 1,170.68 2 0.05236 44.72 167 177 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% IALTDNALIAR R S 95.00% 51.3 39.1 2.3 2 585.8888 1,169.76 1,170.68 2 0.08612 73.56 167 177 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% IALTDNALIAR R S 95.00% 57.3 39.1 3.74 2 585.9013 1,169.79 1,170.68 2 0.111 94.82 167 177 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% IALTDNALIAR R S 95.00% 62.1 39.1 1.44 2 585.8867 1,169.76 1,170.68 2 0.08198 70.02 167 177 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% IALTDNALIAR R S 95.00% 75.9 39.1 1.68 2 585.9114 1,169.81 1,170.68 2 0.1313 112.2 167 177 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% IVEPYIAWGYPNLK R S 94.10% 36.2 37.9 0 2 832.0444 1,662.07 1,662.89 2 0.1923 115.7 135 148 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% IVEPYIAWGYPNLK R S 95.00% 45 37.9 1.33 2 832.0348 1,662.06 1,662.89 2 0.1732 104.2 135 148 TRUE

LX-2 Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 4 4 13 18.50% IVEPYIAWGYPNLK R S 95.00% 75.5 37.9 3.38 2 831.5483 1,661.08 1,662.89 2 -0.7999 122 135 148 TRUE

LX-2 Repeat 1 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 3 4 5 30.30% cTGGEVGATSALAPK R I 95.00% 66.1 38.5 1.85 2 c1: Carbamidomethyl (+57.02) 710.3909 1,418.77 1,418.69 2 1.08 54.32 17 31 TRUE

LX-2 Repeat 1 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 3 4 5 30.30% HPHDIIDDINSGAVEcPAS R - 95.00% 27 37 2.11 2 c16: Carbamidomethyl (+57.02) 682.996 2,045.97 2,046.92 3 0.05464 26.69 147 165 TRUE

LX-2 Repeat 1 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 3 4 5 30.30% QAQIEVVPSASALIIK R A 95.00% 25.5 37.8 1.85 2 834.079 1,666.14 1,666.97 2 0.1768 106.1 68 83 TRUE

LX-2 Repeat 1 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 3 4 5 30.30% QAQIEVVPSASALIIK R A 95.00% 26.5 37.8 0.959 2 556.6802 1,667.02 1,666.97 3 1.052 29.57 68 83 TRUE

LX-2 Repeat 1 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 3 4 5 30.30% QAQIEVVPSASALIIK R A 95.00% 28.8 37.8 3.55 2 834.0875 1,666.16 1,666.97 2 0.1938 116.2 68 83 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% GcTATLGNFAK R A 95.00% 24.1 38.8 4.14 2 c2: Carbamidomethyl (+57.02) 570.3343 1,138.65 1,139.55 2 0.1098 96.32 228 238 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% GcTATLGNFAK R A 95.00% 41.5 38.8 4.35 2 c2: Carbamidomethyl (+57.02) 570.3453 1,138.68 1,139.55 2 0.1318 115.6 228 238 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% GTGIVSAPVPK R K 95.00% 68.5 39 0 2 513.3485 1,024.68 1,025.60 2 0.09054 88.27 201 211 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% SLEEIYLFSLPIK K E 95.00% 48.2 38.2 6.29 2 776.4988 1,550.98 1,551.87 2 0.1234 79.49 77 89 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% SLEEIYLFSLPIK K E 95.00% 60.3 38.2 4 2 777.0075 1,552.00 1,551.87 2 1.141 88.89 77 89 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% SLEEIYLFSLPIK K E 95.00% 64.7 38.2 3.12 2 777.0198 1,552.03 1,551.87 2 1.165 104.7 77 89 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% SLEEIYLFSLPIK K E 95.00% 65.1 38.2 4.38 2 776.5105 1,551.01 1,551.87 2 0.1468 94.57 77 89 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% SPYQEFTDHLVK K T 95.00% 34.4 38.3 1.57 2 732.4039 1,462.79 1,463.72 2 0.0839 57.32 264 275 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% TYSYLTPDLWK K E 95.00% 45.3 38.5 0 2 693.8805 1,385.75 1,386.69 2 0.05949 42.9 247 257 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% TYSYLTPDLWK K E 95.00% 51 38.5 1.08 2 693.9069 1,385.80 1,386.69 2 0.1125 81.09 247 257 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% TYSYLTPDLWK K E 95.00% 56.9 38.5 2.42 2 693.8278 1,385.64 1,386.69 2 -0.04587 -33.08 247 257 TRUE

LX-2 Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 5 5 12 19.80% TYSYLTPDLWK K E 95.00% 69.6 38.5 2.54 2 693.897 1,385.78 1,386.69 2 0.09263 66.79 247 257 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% ALGQNPTNAEVLK R V 92.60% 36 38.6 0 2 677.9178 1,353.82 1,354.73 2 0.0957 70.64 38 50 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% EAFQLFDR K T 95.00% 54.3 38.9 0 2 513.8048 1,025.60 1,025.51 2 1.097 92.04 14 21 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% EAFQLFDR K T 95.00% 57 39 0 2 513.3173 1,024.62 1,025.51 2 0.1222 119.2 14 21 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% HVLVTLGEK R M 95.00% 42 38.9 2.46 2 498.4082 994.8018 995.5885 2 0.2206 221.5 111 119 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% HVLVTLGEK R M 95.00% 59.4 38.9 3.15 2 498.3925 994.7704 995.5885 2 0.1891 189.9 111 119 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% ILYSQcGDVmR K A 95.00% 67.2 38.8 3.23 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 679.3337 1,356.65 1,357.62 2 0.03614 26.62 27 37 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% NKDQGTYEDYVEGLR K V 95.00% 38.1 37.8 0 2 596.3649 1,786.07 1,786.82 3 0.2558 143.1 80 94 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% NKDQGTYEDYVEGLR K V 95.00% 70.7 37.8 4.26 2 596.3424 1,786.01 1,786.82 3 0.1883 105.4 80 94 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% VFDKEGNGTVMGAEIR R H 95.00% 44.4 37.7 0 2 575.0155 1,722.02 1,722.85 3 0.1837 106.6 95 110 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% VLDFEHFLPMLQTVAK K N 90.40% 32.8 37.2 0 2 630.0585 1,887.15 1,888.00 3 0.1569 83.11 64 79 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% VLDFEHFLPmLQTVAK K N 93.60% 34.5 37.1 0 2 m10: Oxidation (+15.99) 635.7171 1,904.13 1,904.00 3 1.138 70.88 64 79 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% VLDFEHFLPMLQTVAK K N 94.90% 23.2 37.2 0.77 2 630.0794 1,887.22 1,888.00 3 0.2198 116.4 64 79 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% VLDFEHFLPMLQTVAK K N 95.00% 36 37.2 0 2 630.4752 1,888.40 1,888.00 3 1.407 214 64 79 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% VLDFEHFLPmLQTVAK K N 95.00% 39.6 37.1 0 2 m10: Oxidation (+15.99) 635.7302 1,904.17 1,904.00 3 1.177 91.54 64 79 TRUE

LX-2 Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 7 8 15 58.30% VLDFEHFLPmLQTVAK K N 95.00% 42.4 37.1 4.11 2 m10: Oxidation (+15.99) 952.6139 1,903.21 1,904.00 2 0.2218 116.5 64 79 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% ALVDGPcTQVR R R 95.00% 49 39.2 0.854 2 c7: Carbamidomethyl (+57.02) 608.3709 1,214.73 1,215.62 2 0.1192 98.08 36 46 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% ALVDGPcTQVR R R 95.00% 51.8 39.2 2.16 2 c7: Carbamidomethyl (+57.02) 608.3448 1,214.68 1,215.62 2 0.0672 55.27 36 46 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% ALVDGPcTQVR R R 95.00% 75.7 39.2 3.14 2 c7: Carbamidomethyl (+57.02) 608.3478 1,214.68 1,215.62 2 0.07316 60.18 36 46 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% cMQLTDFILK K F 95.00% 36.3 38.7 1.01 2 c1: Carbamidomethyl (+57.02) 634.8773 1,267.74 1,268.64 2 0.1094 86.2 54 63 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% cMQLTDFILK K F 95.00% 39.9 38.7 1.1 2 c1: Carbamidomethyl (+57.02) 634.8831 1,267.75 1,268.64 2 0.1209 95.27 54 63 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% LVAIVDVIDQNR K A 95.00% 49.1 38.7 2.43 2 678.4169 1,354.82 1,354.77 2 1.058 40.44 24 35 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% LVAIVDVIDQNR K A 95.00% 53.9 38.6 4.02 2 677.9115 1,353.81 1,354.77 2 0.04667 34.45 24 35 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% LVAIVDVIDQNR K A 95.00% 66.5 38.6 3.38 2 677.9067 1,353.80 1,354.77 2 0.03711 27.39 24 35 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% LVAIVDVIDQNR K A 95.00% 67.6 38.6 2.8 2 677.966 1,353.92 1,354.77 2 0.1557 114.9 24 35 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% LVAIVDVIDQNR K A 95.00% 71.7 38.6 5.19 2 677.9436 1,353.87 1,354.77 2 0.1108 81.78 24 35 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% LVAIVDVIDQNR K A 95.00% 72.2 38.7 5 2 678.3985 1,354.78 1,354.77 2 1.021 13.17 24 35 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% LVAIVDVIDQNR K A 95.00% 72.6 38.6 4.4 2 677.9461 1,353.88 1,354.77 2 0.1158 85.5 24 35 TRUE

LX-2 Repeat 1 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 13 15.50% LVAIVDVIDQNR K A 95.00% 85.9 38.6 4.08 2 677.9506 1,353.89 1,354.77 2 0.1248 92.11 24 35 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 90.90% 17.7 38.8 0.77 2 c2: Carbamidomethyl (+57.02) 637.9121 1,273.81 1,273.73 2 1.083 62.97 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 93.50% 36.7 38.8 0 2 c2: Carbamidomethyl (+57.02) 637.8663 1,273.72 1,273.73 2 0.9914 -8.908 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 94.20% 37.3 38.9 0 2 c2: Carbamidomethyl (+57.02) 637.4048 1,272.80 1,273.73 2 0.06848 53.76 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 95.00% 31 38.9 0.745 2 c2: Carbamidomethyl (+57.02) 637.3975 1,272.78 1,273.73 2 0.05377 42.22 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 95.00% 34.2 38.9 1.34 2 c2: Carbamidomethyl (+57.02) 637.4427 1,272.87 1,273.73 2 0.1443 113.3 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 95.00% 35 38.9 0.77 2 c2: Carbamidomethyl (+57.02) 637.4545 1,272.89 1,273.73 2 0.1679 131.8 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 95.00% 41 38.9 1.89 2 c2: Carbamidomethyl (+57.02) 637.3163 1,272.62 1,273.73 2 -0.1086 -85.29 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 95.00% 46.5 38.9 1.48 2 c2: Carbamidomethyl (+57.02) 637.4305 1,272.85 1,273.73 2 0.1199 94.12 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 95.00% 47.4 38.8 1.37 2 c2: Carbamidomethyl (+57.02) 637.8303 1,273.65 1,273.73 2 0.9194 -65.39 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 95.00% 48.3 38.9 2.22 2 c2: Carbamidomethyl (+57.02) 637.3569 1,272.70 1,273.73 2 -0.02729 -21.43 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% EcLPLIIFLR R N 95.00% 52.4 38.8 0.959 2 c2: Carbamidomethyl (+57.02) 637.9288 1,273.84 1,273.73 2 1.117 89.25 40 49 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% FDTGNLcMVTGGANLGR K I 95.00% 47.3 37.7 4.77 2 c7: Carbamidomethyl (+57.02) 892.4874 1,782.96 1,782.83 2 1.141 77.6 175 191 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% FDTGNLcMVTGGANLGR K I 95.00% 52.6 37.8 1.4 2 c7: Carbamidomethyl (+57.02) 892.0553 1,782.10 1,782.83 2 0.2769 155.3 175 191 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% GIPHLVTHDAR K T 95.00% 53.6 39.2 3.06 2 608.3885 1,214.76 1,215.66 2 0.1103 90.69 135 145 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% LSNIFVIGK R G 95.00% 52.8 39.8 0 2 495.8703 989.726 990.5983 2 0.1349 136.2 222 230 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% LSNIFVIGK R G 95.00% 53.8 39.8 0.796 2 495.845 989.6755 990.5983 2 0.08444 85.23 222 230 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% LSNIFVIGK R G 95.00% 58.7 39.8 1.54 2 495.8915 989.7683 990.5983 2 0.1773 178.9 222 230 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% LSNIFVIGK R G 95.00% 72.1 39.8 1.57 2 495.8924 989.7702 990.5983 2 0.1792 180.8 222 230 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% LSNIFVIGK R G 95.00% 72.6 39.8 1.47 2 495.8654 989.7162 990.5983 2 0.1251 126.3 222 230 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% TDITYPAGFMDVISIDK R T 95.00% 31.2 37.2 1.8 2 943.5769 1,885.14 1,885.93 2 0.2211 117.2 78 94 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% TDITYPAGFMDVISIDKTGENFR R L 95.00% 44.2 35.5 1.11 2 864.1989 2,589.58 2,590.25 3 0.3325 128.3 78 100 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% TIRYPDPLIK R V 95.00% 21.2 39.2 1.72 2 608.4035 1,214.79 1,215.71 2 0.08983 73.88 146 155 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% VNDTIQIDLETGK K I 95.00% 44.7 38.5 0 2 723.3797 1,444.74 1,445.75 2 0.003551 2.456 156 168 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% VNDTIQIDLETGK K I 95.00% 51.1 38.5 1.77 2 723.9303 1,445.85 1,445.75 2 1.105 70.5 156 168 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% VNDTIQIDLETGKITDFIK K F 95.00% 55.7 36.6 3.72 2 721.8069 2,162.40 2,163.15 3 0.2512 116.1 156 174 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% VNDTIQIDLETGKITDFIK K F 95.00% 61.1 36.7 0 2 722.1018 2,163.28 2,163.15 3 1.136 61.59 156 174 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% YALTGDEVKK K I 95.00% 41.8 39.1 4.49 2 562.3727 1,122.73 1,123.60 2 0.1385 123.3 54 63 TRUE

LX-2 Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 10 10 28 41.40% YALTGDEVKK K I 95.00% 54.3 39.1 2.24 2 562.3656 1,122.72 1,123.60 2 0.1244 110.7 54 63 TRUE

LX-2 Repeat 1 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 5 5 7 21.40% ESVFTVEGGHR R A 95.00% 35.1 39.1 2.12 2 609.8403 1,217.67 1,217.59 2 1.082 65.32 38 48 TRUE

LX-2 Repeat 1 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 5 5 7 21.40% IGGVQQDTILAEGLHFR R I 95.00% 81.1 37.5 2.1 2 618.7408 1,853.20 1,853.99 3 0.2207 119 55 71 TRUE

LX-2 Repeat 1 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 5 5 7 21.40% IPWFQYPIIYDIR R A 95.00% 38.6 37.7 0.959 2 575.4209 1,723.24 1,723.92 3 0.3274 189.9 72 84 TRUE

LX-2 Repeat 1 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 5 5 7 21.40% IVQAEGEAEAAK K M 95.00% 59.9 39.2 3.3 2 608.3561 1,214.70 1,215.62 2 0.08327 68.5 225 236 TRUE

LX-2 Repeat 1 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 5 5 7 21.40% IVQAEGEAEAAK K M 95.00% 73.9 39.2 4.12 2 608.3758 1,214.74 1,215.62 2 0.1228 101 225 236 TRUE

LX-2 Repeat 1 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 5 5 7 21.40% VLPSIVNEVLK R S 95.00% 44.7 38.6 0 2 605.9313 1,209.85 1,210.74 2 0.1147 94.69 132 142 TRUE

LX-2 Repeat 1 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 5 5 7 21.40% VLPSIVNEVLK R S 95.00% 51.2 38.6 1.96 2 605.9016 1,209.79 1,210.74 2 0.05535 45.71 132 142 TRUE

LX-2 Repeat 1 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 7 32.90% SSFYVNGLTLGGQK R C 95.00% 48.3 38.4 0 2 736.3687 1,470.72 1,470.76 2 0.9712 -21.4 57 70 TRUE

LX-2 Repeat 1 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 7 32.90% STGGAPTFNVTVTK K T 95.00% 42.4 38.7 1.8 2 690.8773 1,379.74 1,379.72 2 1.031 20.29 92 105 TRUE

LX-2 Repeat 1 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 7 32.90% STGGAPTFNVTVTK K T 95.00% 43.7 38.7 3.85 2 690.8276 1,379.64 1,379.72 2 0.9314 -51.69 92 105 TRUE

LX-2 Repeat 1 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 7 32.90% STGGAPTFNVTVTK K T 95.00% 54.1 38.7 2.96 2 690.3861 1,378.76 1,379.72 2 0.04821 34.94 92 105 TRUE

LX-2 Repeat 1 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 7 32.90% STGGAPTFNVTVTK K T 95.00% 63.3 38.7 4.19 2 690.3895 1,378.76 1,379.72 2 0.05509 39.93 92 105 TRUE

LX-2 Repeat 1 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 7 32.90% STGGAPTFNVTVTK K T 95.00% 65.2 38.7 3.89 2 690.3954 1,378.78 1,379.72 2 0.06684 48.44 92 105 TRUE

LX-2 Repeat 1 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 7 32.90% TFVNITPAEVGVLVGKDR K S 95.00% 29.6 37.2 2.08 2 639.0302 1,914.07 1,915.06 3 0.01105 5.771 39 56 TRUE

LX-2 Repeat 1 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 99.80% 2 2 2 3.77% LDIDSPPITAR R N 95.00% 36.2 39 3.06 2 599.8503 1,197.69 1,197.65 2 1.046 35.79 33 43 TRUE

LX-2 Repeat 1 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 99.80% 2 2 2 3.77% VNFAMNVGK R A 95.00% 47.5 39.3 2.42 2 490.3007 978.5869 979.5029 2 0.09124 93.14 490 498 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% AAYDIEVNTR K R 95.00% 59.8 38.9 0 2 576.3313 1,150.65 1,151.57 2 0.08623 74.88 221 230 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% AEAFQLYQEAAQLDMLLEK K L 95.00% 38.1 36.3 0 2 738.1752 2,211.50 2,211.10 3 1.411 184.3 342 360 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% AQQVAVQEQEIAR R R 95.00% 32.3 38.5 3.13 2 735.4685 1,468.92 1,469.77 2 0.1589 108.1 262 274 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% DIHDDQDYLHSLGK K A 95.00% 34 37.7 1.74 2 552.6645 1,654.97 1,655.77 3 0.2127 128.5 153 166 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% EMLAAAcQMFLGK K T 95.00% 43.1 38.6 0 2 c7: Carbamidomethyl (+57.02) 735.986 1,469.96 1,469.70 2 1.27 181.4 79 91 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% EMLAAAcQMFLGK K T 95.00% 63.3 38.5 1.36 2 c7: Carbamidomethyl (+57.02) 735.3891 1,468.76 1,469.70 2 0.07587 51.62 79 91 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% HGVPISVTGIAQVK R I 95.00% 32.4 38.4 1.64 2 469.3463 1,405.02 1,405.82 3 0.2079 147.9 59 72 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% HGVPISVTGIAQVK R I 95.00% 40.3 38.3 2.41 2 703.9719 1,405.93 1,405.82 2 1.12 83.54 59 72 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% HGVPISVTGIAQVK R I 95.00% 52.6 38.4 6.13 2 703.4476 1,404.88 1,405.82 2 0.07162 50.94 59 72 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% ITLVSSGSGTMGAAK K V 95.00% 95.2 38.7 4.74 2 690.3978 1,378.78 1,379.72 2 0.06823 49.45 378 392 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% KAEAFQLYQEAAQLDMLLEK K L 95.00% 82.6 36.3 2.85 2 780.8039 2,339.39 2,339.20 3 1.202 84.97 341 360 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% LPQVAEEISGPLTSANK K I 95.00% 51.8 37.6 0 2 585.3902 1,753.15 1,753.93 3 0.2228 127 361 377 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% LPQVAEEISGPLTSANK K I 95.00% 65.4 37.6 5.92 2 878.0967 1,754.18 1,753.93 2 1.253 142.6 361 377 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% LTGVSISQVNHKPLR R T 95.00% 54.4 37.9 1.42 2 550.3679 1,648.08 1,648.95 3 0.1397 84.73 411 425 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% SPPVMVAGGR R V 95.00% 24.7 39 1.54 2 485.808 969.6014 970.5139 2 0.09473 97.6 19 28 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% SQLIMQAEAEAASVR K M 95.00% 76.6 38.2 5.92 2 802.4817 1,602.95 1,603.81 2 0.1453 90.58 303 317 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% SQLIMQAEAEAASVR K M 95.00% 90.4 38.1 6.32 2 802.0288 1,602.04 1,603.81 2 -0.7604 151.1 303 317 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% TEAEIAHIALETLEGHQR K A 95.00% 40.7 37 3.51 2 673.4052 2,017.19 2,018.03 3 0.1707 84.56 92 109 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% VASSDLVNMGISVVSYTLK K D 95.00% 46.8 37.2 3.4 2 992.6594 1,983.30 1,983.05 2 1.265 132 134 152 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% VFVLPcIQQIQR R I 93.20% 36 38.2 0 2 c6: Carbamidomethyl (+57.02) 750.9836 1,499.95 1,500.84 2 0.1242 82.77 29 40 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% VFVLPcIQQIQR R I 95.00% 37.1 38.4 2.89 2 c6: Carbamidomethyl (+57.02) 751.4951 1,500.98 1,500.84 2 1.147 96.15 29 40 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% VSAQYLSEIEMAK K A 95.00% 71.1 38.3 0 2 734.9379 1,467.86 1,468.74 2 0.1332 90.7 199 211 TRUE

LX-2 Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 17 19 23 53.60% VTGEVLDILTR K L 95.00% 44.8 39.3 0.854 2 608.9103 1,215.81 1,215.69 2 1.119 95.33 393 403 TRUE

LX-2 Repeat 1 PHB Prohibitin IPI00017334 29,786.60 99.90% 2 2 2 7.72% FDAGELITQR R E 94.10% 25.4 39.1 0.921 2 575.3809 1,148.75 1,149.59 2 0.1644 143 134 143 TRUE

LX-2 Repeat 1 PHB Prohibitin IPI00017334 29,786.60 99.90% 2 2 2 7.72% VLPSITTEILK R S 95.00% 29.6 38.8 1.47 2 607.4149 1,212.82 1,213.74 2 0.08206 67.6 118 128 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% AQYEDIANR K S 90.70% 35.8 39.5 0 2 539.8068 1,077.60 1,079.51 2 -0.9053 90.36 265 273 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% LALDIEIATYR K K 95.00% 39.4 39 2.89 2 639.4274 1,276.84 1,277.71 2 0.1373 107.5 382 392 FALSE IPI00220327

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% LEGLTDEINFLR R Q 95.00% 45.9 38.5 3.3 2 710.3736 1,418.73 1,419.75 2 -0.008107 -5.71 214 225 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% LEGLTDEINFLR R Q 95.00% 59 38.5 0 2 710.4259 1,418.84 1,419.75 2 0.0964 67.9 214 225 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% LEGLTDEINFLR R Q 95.00% 63.3 38.5 4 2 710.4563 1,418.90 1,419.75 2 0.1572 110.7 214 225 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% LEGLTDEINFLR R Q 95.00% 65.1 38.4 1.3 2 710.9523 1,419.89 1,419.75 2 1.149 103.1 214 225 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% LEGLTDEINFLR R Q 95.00% 71.6 38.4 4.29 2 710.9569 1,419.90 1,419.75 2 1.159 109.7 214 225 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% LEGLTDEINFLR R Q 95.00% 73.8 38.5 4.05 2 710.4077 1,418.80 1,419.75 2 0.06012 42.34 214 225 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% SLDMDSIIAEVK R A 95.00% 41.9 38.9 1.8 2 660.8978 1,319.78 1,320.67 2 0.1166 88.28 253 264 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% SLDMDSIIAEVK R A 95.00% 51.4 38.6 1.1 2 661.309 1,320.60 1,320.67 2 0.939 -48.2 253 264 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% SLDMDSIIAEVK R A 95.00% 58.9 38.9 3.07 2 660.9603 1,319.91 1,320.67 2 0.2415 182.8 253 264 TRUE

LX-2 Repeat 1 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 3 3 11 9.11% SLDMDSIIAEVK R A 95.00% 60.2 38.6 3.3 2 661.3833 1,320.75 1,320.67 2 1.088 64.16 253 264 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% ALLVEPVINSYLLAER R D 95.00% 17.9 37.5 2.03 2 901.105 1,800.20 1,800.03 2 1.176 96.21 565 580 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% ALLVEPVINSYLLAER R D 95.00% 32 37.4 2.34 2 900.6281 1,799.24 1,800.03 2 0.2223 123.5 565 580 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% ALLVEPVINSYLLAER R D 95.00% 55.8 37.4 3.21 2 600.7544 1,799.24 1,800.03 3 0.222 123.3 565 580 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% ALLVEPVINSYLLAER R D 95.00% 61.4 37.4 1.24 2 600.7382 1,799.19 1,800.03 3 0.1734 96.3 565 580 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% DLYLENPEIK R I 90.40% 35.3 39 0 2 617.3982 1,232.78 1,233.64 2 0.1528 123.8 581 590 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% SVPLcILYEK K Y 95.00% 33.8 39.1 1.03 2 c5: Carbamidomethyl (+57.02) 611.3074 1,220.60 1,221.65 2 -0.04734 -38.75 541 550 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% TVEIPDPVEAGEEVK K V 95.00% 28.4 38.1 3.19 2 806.4663 1,610.92 1,611.81 2 0.1138 70.62 635 649 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% TVEIPDPVEAGEEVKVR K M 93.70% 14.4 37.1 0.921 2 623.3789 1,867.12 1,866.98 3 1.141 74.18 635 651 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% TVSYNGILGPEcGTK R Y 94.30% 36.4 37.9 0 2 c12: Carbamidomethyl (+57.02) 798.9903 1,595.97 1,595.77 2 1.2 123.3 513 527 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% TVSYNGILGPEcGTK R Y 95.00% 29.5 37.9 0.854 2 c12: Carbamidomethyl (+57.02) 798.4228 1,594.83 1,595.77 2 0.06467 40.53 513 527 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% TVSYNGILGPEcGTK R Y 95.00% 47.9 37.9 0 2 c12: Carbamidomethyl (+57.02) 798.4714 1,594.93 1,595.77 2 0.1619 101.5 513 527 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% YLLNLNLEPFSEK K S 95.00% 46.4 37.8 0 2 790.5045 1,578.99 1,579.84 2 0.1649 104.4 528 540 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% YLLNLNLEPFSEK K S 95.00% 48.3 37.8 2.03 2 790.4185 1,578.82 1,579.84 2 -0.007109 -4.5 528 540 TRUE

LX-2 Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 14 11.80% YLLNLNLEPFSEK K S 95.00% 58.4 37.8 2.22 2 790.5237 1,579.03 1,579.84 2 0.2034 128.7 528 540 TRUE

LX-2 Repeat 1 RPL30 60S ribosomal protein L30 IPI00219156 12,766.70 99.80% 2 2 2 27.00% LVILANNcPALR K K 95.00% 47.4 38.6 3.03 2 c8: Carbamidomethyl (+57.02) 677.3932 1,352.77 1,353.77 2 0.01196 8.831 45 56 TRUE

LX-2 Repeat 1 RPL30 60S ribosomal protein L30 IPI00219156 12,766.70 99.80% 2 2 2 27.00% TGVHHYSGNNIELGTAcGK K Y 95.00% 34.4 36.9 2 2 c17: Carbamidomethyl (+57.02) 672.3627 2,014.07 2,014.94 3 0.1334 66.2 69 87 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDIMLIK K L 89.50% 31.3 36.1 0 2 762.176 2,283.51 2,283.18 3 1.333 144.6 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 23.1 36.1 2.29 2 761.8415 2,282.50 2,283.18 3 0.3295 144.3 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 28.6 36.2 2.11 2 761.8202 2,282.44 2,283.18 3 0.2655 116.3 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 35.8 36.1 0 2 762.1772 2,283.51 2,283.18 3 1.336 146.1 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 37.5 36.1 2.7 2 761.8402 2,282.50 2,283.18 3 0.3255 142.5 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 39.3 36.1 0.824 2 762.1202 2,283.34 2,283.18 3 1.165 71.23 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 41.2 36.2 3.37 2 761.8202 2,282.44 2,283.18 3 0.2655 116.3 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDImLIK K L 95.00% 44.8 36.2 1.8 2 m17: Oxidation (+15.99) 767.1302 2,298.37 2,299.18 3 0.2005 87.21 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDImLIK K L 95.00% 45 36.1 3.21 2 m17: Oxidation (+15.99) 767.428 2,299.26 2,299.18 3 1.094 39.71 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 50.8 36.2 2.57 2 761.8202 2,282.44 2,283.18 3 0.2655 116.3 78 97 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 94.30% 34.2 36.4 0 2 737.7342 2,210.18 2,211.10 3 0.08375 37.88 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 30.9 36.4 1.72 2 737.7302 2,210.17 2,211.10 3 0.07175 32.45 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 37 36.3 2.85 2 738.1002 2,211.28 2,211.10 3 1.182 80.92 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 38.6 36.4 0.959 2 737.7831 2,210.33 2,211.10 3 0.2306 104.3 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 39 36.4 2.31 2 737.7528 2,210.24 2,211.10 3 0.1397 63.19 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 40.8 36.3 0 2 738.1271 2,211.36 2,211.10 3 1.263 117.4 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 42 36.3 0 2 738.1073 2,211.30 2,211.10 3 1.203 90.61 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 42.4 36.3 0.921 2 738.0677 2,211.18 2,211.10 3 1.084 36.85 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 43.1 36.3 0.824 2 738.0802 2,211.22 2,211.10 3 1.122 53.8 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 46 36.4 1.43 2 737.7632 2,210.27 2,211.10 3 0.1708 77.22 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 47 36.3 0 2 738.0902 2,211.25 2,211.10 3 1.152 67.36 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 52.2 36.3 0 2 738.0902 2,211.25 2,211.10 3 1.152 67.36 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 52.4 36.4 0 2 737.7235 2,210.15 2,211.10 3 0.05175 23.4 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 62.2 36.4 3.74 2 737.7458 2,210.22 2,211.10 3 0.1187 53.68 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 63.8 36.3 0 2 738.0902 2,211.25 2,211.10 3 1.152 67.36 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 63.8 36.3 1.96 2 738.0716 2,211.19 2,211.10 3 1.096 42.18 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 64.6 36.3 2.92 2 738.0767 2,211.21 2,211.10 3 1.111 49.03 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 79.2 36.4 4.43 2 737.7328 2,210.18 2,211.10 3 0.07958 35.99 58 77 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LSSPATLNSR K V 95.00% 43 39.6 0.77 2 523.3447 1,044.67 1,045.56 2 0.1186 113.4 98 107 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LSSPATLNSR K V 95.00% 47.7 39.6 0 2 523.37 1,044.73 1,045.56 2 0.1692 161.8 98 107 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LSSPATLNSR K V 95.00% 56.5 39.6 1.54 2 523.2985 1,044.58 1,045.56 2 0.02609 24.96 98 107 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LSSPATLNSR K V 95.00% 56.6 39.6 1.39 2 523.3216 1,044.63 1,045.56 2 0.07227 69.11 98 107 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LSSPATLNSR K V 95.00% 60.7 39.6 1.92 2 523.3223 1,044.63 1,045.56 2 0.07377 70.55 98 107 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LSSPATLNSR K V 95.00% 60.8 39.6 1.51 2 523.3595 1,044.70 1,045.56 2 0.1482 141.7 98 107 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LSSPATLNSR K V 95.00% 61.8 39.6 1.85 2 523.3355 1,044.66 1,045.56 2 0.1001 95.72 98 107 TRUE

LX-2 Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 36 21.60% LSSPATLNSR K V 95.00% 65.1 39.6 1.35 2 523.3284 1,044.64 1,045.56 2 0.08578 82.04 98 107 TRUE

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 56,766.60 100.00% 6 6 8 16.40% ELSDFISYLQR R E 95.00% 44 38.6 0 2 686.3103 1,370.61 1,370.70 2 0.9181 -61.68 472 482 TRUE

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 56,766.60 100.00% 6 6 8 16.40% ELSDFISYLQR R E 95.00% 45.4 38.4 1.13 2 686.0153 1,370.02 1,370.70 2 0.3281 239.3 472 482 TRUE

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 56,766.60 100.00% 6 6 8 16.40% GFPTIYFSPANK R K 95.00% 45.8 38.7 0 2 671.4135 1,340.81 1,341.68 2 0.136 101.3 449 460 TRUE

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 56,766.60 100.00% 6 6 8 16.40% GFPTIYFSPANK R K 95.00% 58.1 38.7 0 2 671.3449 1,340.68 1,341.68 2 -0.001343 -1.001 449 460 TRUE

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 56,766.60 100.00% 6 6 8 16.40% IFRDGEEAGAYDGPR K T 90.80% 0 0 2.42 2 552.3228 1,653.95 1,652.77 3 2.187 109.8 105 119 TRUE

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 56,766.60 100.00% 6 6 8 16.40% LAPEYEAAATR R L 95.00% 52.6 39.2 0 2 596.3123 1,190.61 1,191.60 2 0.01683 14.12 63 73 TRUE

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 56,766.60 100.00% 6 6 8 16.40% TFSHELSDFGLESTAGEIPVVAIR K T 95.00% 37.1 35.7 0 2 859.5002 2,575.48 2,575.30 3 1.182 69.56 306 329 TRUE

LX-2 Repeat 1 PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252,IPI00657680 56,766.60 100.00% 6 6 8 16.40% YGVSGYPTLK K I 95.00% 56.3 39.3 2.89 2 543.3773 1,084.74 1,084.57 2 1.18 163.1 95 104 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ALAAGGYDVEK K N 95.00% 38 39 1.85 2 547.3522 1,092.69 1,093.55 2 0.1446 132.2 68 78 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ALAAGGYDVEK K N 95.00% 42.4 39 2.05 2 547.3506 1,092.69 1,093.55 2 0.1413 129.2 68 78 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ALAAGGYDVEK K N 95.00% 46.9 38.9 3.33 2 547.6085 1,093.20 1,093.55 2 0.6572 -315.8 68 78 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ALAAGGYDVEK K N 95.00% 54.1 39 0 2 547.3516 1,092.69 1,093.55 2 0.1434 131.1 68 78 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ATGPPVSELITK K A 95.00% 39.7 38.6 3.17 2 606.9032 1,211.79 1,212.68 2 0.1156 95.29 38 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ATGPPVSELITK K A 95.00% 42.9 38.6 1.8 2 606.8957 1,211.78 1,212.68 2 0.1005 82.85 38 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ATGPPVSELITK K A 95.00% 44.3 38.6 0 2 606.8803 1,211.75 1,212.68 2 0.06963 57.41 38 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ATGPPVSELITK K A 95.00% 50.1 38.6 2.31 2 606.4098 1,210.81 1,212.68 2 -0.8714 108.4 38 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% ATGPPVSELITK K A 95.00% 56 38.6 0 2 606.8997 1,211.78 1,212.68 2 0.1085 89.46 38 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% KATGPPVSELITK R A 95.00% 29.6 38.7 0.959 2 671.5053 1,341.00 1,340.78 2 1.225 165.3 37 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% KATGPPVSELITK R A 95.00% 35.5 38.7 1.42 2 671.4978 1,340.98 1,340.78 2 1.21 154.2 37 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% KATGPPVSELITK R A 95.00% 46 38.6 0 2 670.909 1,339.80 1,340.78 2 0.03213 23.96 37 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% KATGPPVSELITK R A 95.00% 64.4 38.6 8.03 2 670.959 1,339.90 1,340.78 2 0.132 98.48 37 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% KATGPPVSELITK R A 95.00% 68 38.6 6.23 2 670.9094 1,339.80 1,340.78 2 0.03281 24.47 37 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% KATGPPVSELITK R A 95.00% 70.1 38.6 4.15 2 670.932 1,339.85 1,340.78 2 0.07811 58.26 37 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% KATGPPVSELITK R A 95.00% 83.3 38.6 6.92 2 670.9428 1,339.87 1,340.78 2 0.09963 74.3 37 49 TRUE

LX-2 Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 4 4 17 15.00% NGLSLAALKK R A 95.00% 31.5 39.4 1.24 2 507.844 1,013.67 1,014.63 2 0.05003 49.3 58 67 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% GFAFVQYVNER K N 95.00% 50.2 38.7 3.15 2 665.3791 1,328.74 1,329.66 2 0.09238 69.47 51 61 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% GFAFVQYVNER K N 95.00% 52.1 38.7 3.1 2 665.3629 1,328.71 1,329.66 2 0.06007 45.17 51 61 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% GFAFVQYVNER K N 95.00% 66.2 38.7 3.27 2 665.7603 1,329.51 1,329.66 2 0.8547 -111.2 51 61 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% KSDVEAIFSK K Y 95.00% 36.9 39.1 1.46 2 562.309 1,122.60 1,123.60 2 0.01133 10.08 30 39 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% SDVEAIFSK K Y 95.00% 37.3 38.9 0.921 2 498.3141 994.6135 995.5044 2 0.1164 116.9 31 39 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% SDVEAIFSK K Y 95.00% 52.5 38.9 1.35 2 498.3068 994.599 995.5044 2 0.1018 102.3 31 39 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% VFIGNLNTLVVK R K 95.00% 34.6 38.8 1.17 2 658.8731 1,315.73 1,316.79 2 -0.05476 -41.59 18 29 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% VFIGNLNTLVVK R K 95.00% 40.1 38.8 2.12 2 658.9278 1,315.84 1,316.79 2 0.05466 41.51 18 29 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% VFIGNLNTLVVK R K 95.00% 53.8 38.8 1.7 2 658.9375 1,315.86 1,316.79 2 0.074 56.19 18 29 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% VFIGNLNTLVVK R K 95.00% 54.8 38.8 2.89 2 658.9291 1,315.84 1,316.79 2 0.05711 43.37 18 29 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% VFIGNLNTLVVK R K 95.00% 57 38.8 2.55 2 658.8914 1,315.77 1,316.79 2 -0.01821 -13.83 18 29 TRUE

LX-2 Repeat 1 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 100.00% 5 5 12 14.30% VPPPPPIAR R A 95.00% 28.5 39.9 1.03 2 472.8056 943.5967 943.5725 2 1.031 30.43 130 138 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% ATSNVFAMFDQSQIQEFK R E 93.90% 34.3 36.8 0 2 697.7242 2,090.15 2,090.99 3 0.1729 82.67 18 35 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% ATSNVFAMFDQSQIQEFK R E 95.00% 43.4 36.9 0 2 697.9971 2,090.97 2,090.99 3 0.9914 -5.427 18 35 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% DGFIDKEDLHDMLASLGK R N 95.00% 32.2 37 2.19 2 669.0552 2,004.14 2,003.97 3 1.176 86.54 46 63 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% EAFNMIDQNR K D 95.00% 30.7 38.6 2.13 2 619.8338 1,237.65 1,237.56 2 1.097 76.34 36 45 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% ELLTTMGDR R F 95.00% 41.3 39.5 0 2 518.337 1,034.66 1,035.51 2 0.1525 147.3 125 133 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% FTDEEVDELYR R E 95.00% 88.6 38.5 1 2 708.3487 1,414.68 1,415.63 2 0.05755 40.65 134 144 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% GNFNYIEFTR K I 92.80% 36.5 39 0 2 631.3578 1,260.70 1,260.60 2 1.108 83.06 152 161 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% GNFNYIEFTR K I 95.00% 52.1 39 1 2 630.8651 1,259.72 1,260.60 2 0.1221 96.86 152 161 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% GNFNYIEFTR K I 95.00% 59.2 39 2.28 2 630.8103 1,259.61 1,260.60 2 0.01253 9.937 152 161 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% LNGTDPEDVIR K N 95.00% 62.3 39.1 3.21 2 614.8404 1,227.67 1,228.62 2 0.05643 45.93 94 104 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% LNGTDPEDVIR K N 95.00% 73.7 39.1 3.46 2 614.8923 1,227.77 1,228.62 2 0.1602 130.4 94 104 TRUE

LX-2 Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 12 50.60% LNGTDPEDVIR K N 95.00% 94.8 39.1 3.18 2 614.8624 1,227.71 1,228.62 2 0.1004 81.74 94 104 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ALAAAGYDVEK K N 95.00% 30.6 39.4 2.1 2 554.363 1,106.71 1,107.57 2 0.1505 135.8 66 76 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ALAAAGYDVEK K N 95.00% 40.6 39.4 2.92 2 554.3392 1,106.66 1,107.57 2 0.1029 92.92 66 76 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ALAAAGYDVEK K N 95.00% 46 39.4 2.36 2 554.347 1,106.68 1,107.57 2 0.1187 107.1 66 76 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ALAAAGYDVEK K N 95.00% 46.8 39.1 3.07 2 554.8171 1,107.62 1,107.57 2 1.059 50.59 66 76 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ALAAAGYDVEK K N 95.00% 56.1 39.4 2.77 2 554.3491 1,106.68 1,107.57 2 0.1228 110.8 66 76 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ALAAAGYDVEKNNSR K I 95.00% 62.3 37.8 5.72 2 790.4658 1,578.92 1,578.79 2 1.137 85.13 66 80 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ASGPPVSELITK K A 95.00% 29.4 39.1 1.14 2 600.3846 1,198.75 1,198.67 2 1.094 75.99 36 47 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ASGPPVSELITK K A 95.00% 38.9 39 0 2 599.9019 1,197.79 1,198.67 2 0.1286 107.2 36 47 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ASGPPVSELITK K A 95.00% 44.2 39 1.66 2 599.8875 1,197.76 1,198.67 2 0.09969 83.16 36 47 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ASGPPVSELITK K A 95.00% 49 39 2.82 2 599.8924 1,197.77 1,198.67 2 0.1097 91.47 36 47 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ASGPPVSELITK K A 95.00% 58.4 39 0 2 599.8579 1,197.70 1,198.67 2 0.04054 33.82 36 47 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% ASGPPVSELITK K A 95.00% 67.8 39 4.6 2 599.8864 1,197.76 1,198.67 2 0.09766 81.46 36 47 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% KALAAAGYDVEK K N 95.00% 67.9 39 4.49 2 618.3991 1,234.78 1,235.66 2 0.1279 103.5 65 76 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% KASGPPVSELITK R A 95.00% 48.3 38.6 1.31 2 663.933 1,325.85 1,326.76 2 0.09578 72.19 35 47 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% KASGPPVSELITK R A 95.00% 59.6 38.6 8.74 2 663.9182 1,325.82 1,326.76 2 0.06613 49.84 35 47 TRUE

LX-2 Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 5 5 16 13.10% KASGPPVSELITK R A 95.00% 73.7 38.6 5 2 663.9442 1,325.87 1,326.76 2 0.1182 89.05 35 47 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% AILVDLEPGTMDSVR R S 94.70% 15.7 38.2 0.959 2 808.5038 1,614.99 1,615.84 2 0.1641 101.5 63 77 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% AILVDLEPGTMDSVR R S 95.00% 36.9 38.2 2.77 2 808.5155 1,615.02 1,615.84 2 0.1876 116.1 63 77 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% AILVDLEPGTMDSVR R S 95.00% 38.3 38.2 2.32 2 808.4911 1,614.97 1,615.84 2 0.1388 85.87 63 77 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% AILVDLEPGTMDSVR R S 95.00% 40 38.2 2.68 2 808.556 1,615.10 1,615.84 2 0.2685 166.2 63 77 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% AILVDLEPGTMDSVR R S 95.00% 45.8 38.2 4.15 2 808.513 1,615.01 1,615.84 2 0.1825 112.9 63 77 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% AILVDLEPGTMDSVR R S 95.00% 86.1 38.2 4.8 2 808.5236 1,615.03 1,615.84 2 0.2036 126 63 77 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 90.80% 33.6 37.8 0 2 554.0827 1,659.23 1,659.90 3 0.3381 203.6 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 95.00% 17.6 37.8 1.96 2 830.5398 1,659.07 1,659.90 2 0.1769 106.5 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 95.00% 20.7 37.9 2.05 2 831.0275 1,660.04 1,659.90 2 1.152 90.09 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 95.00% 21.1 37.8 4.01 2 830.5269 1,659.04 1,659.90 2 0.1512 91.06 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 95.00% 28.1 37.8 1.92 2 830.5256 1,659.04 1,659.90 2 0.1486 89.5 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 95.00% 30.5 37.8 2.34 2 830.523 1,659.03 1,659.90 2 0.1433 86.31 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 95.00% 31 37.8 3.62 2 830.5079 1,659.00 1,659.90 2 0.113 68.07 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 95.00% 42.8 37.8 2.66 2 830.5388 1,659.06 1,659.90 2 0.1749 105.4 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ALTVPELTQQVFDAK R N 95.00% 49.4 37.9 0 2 554.3175 1,659.93 1,659.90 3 1.043 24.01 283 297 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EIVHIQAGQcGNQIGAK R F 94.40% 35.4 37.5 0 2 c10: Carbamidomethyl (+57.02) 608.7421 1,823.20 1,822.92 3 1.289 156.7 3 19 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EIVHIQAGQcGNQIGAK R F 94.80% 35.8 37.7 0 2 c10: Carbamidomethyl (+57.02) 608.3573 1,822.05 1,822.92 3 0.1343 73.68 3 19 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EIVHIQAGQcGNQIGAK R F 95.00% 48.5 37.5 1.8 2 c10: Carbamidomethyl (+57.02) 608.6443 1,822.91 1,822.92 3 0.9953 -4.067 3 19 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQMLNVQNK K N 95.00% 42.3 38.5 0 2 724.3455 1,446.68 1,446.69 2 0.9942 -5.873 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQMLNVQNK K N 95.00% 43.4 38.5 1.4 2 723.8728 1,445.73 1,446.69 2 0.04883 33.75 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQmLNVQNK K N 95.00% 44 38.3 0 2 m6: Oxidation (+15.99) 731.889 1,461.76 1,462.68 2 0.08637 59.04 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQMLNVQNK K N 95.00% 47.7 38.5 0 2 723.9139 1,445.81 1,446.69 2 0.1311 90.61 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQMLNVQNK K N 95.00% 48 38.5 0 2 724.392 1,446.77 1,446.69 2 1.087 58.45 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQMLNVQNK K N 95.00% 49.2 38.5 0 2 723.8949 1,445.78 1,446.69 2 0.09301 64.29 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQMLNVQNK K N 95.00% 52.4 38.5 1.92 2 723.8746 1,445.73 1,446.69 2 0.0524 36.22 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQMLNVQNK K N 95.00% 55.3 38.5 1.36 2 723.8671 1,445.72 1,446.69 2 0.0374 25.85 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% EVDEQMLNVQNK K N 95.00% 58 38.5 0 2 724.3823 1,446.75 1,446.69 2 1.068 45.06 325 336 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 42.2 39.3 0 2 566.3755 1,130.74 1,130.60 2 1.148 128.6 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 43.2 39.3 1.05 2 565.8483 1,129.68 1,130.60 2 0.09394 83.08 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 47.3 39.3 0 2 566.4003 1,130.79 1,130.60 2 1.198 172.4 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 48.3 39.3 1.1 2 566.381 1,130.75 1,130.60 2 1.159 138.3 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 48.7 39.4 0 2 565.3588 1,128.70 1,130.60 2 -0.885 104.2 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 48.7 39.3 0.959 2 566.3838 1,130.75 1,130.60 2 1.165 143.2 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 53.8 39.3 1.34 2 565.8541 1,129.69 1,130.60 2 0.1055 93.32 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 54.5 39.3 1.37 2 565.8563 1,129.70 1,130.60 2 0.1098 97.13 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 59.6 39.3 3.21 2 565.8707 1,129.73 1,130.60 2 0.1387 122.6 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 60.8 39.3 2.8 2 565.885 1,129.76 1,130.60 2 0.1673 148 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 61.5 39.3 1.09 2 565.8934 1,129.77 1,130.60 2 0.1841 162.8 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 61.6 39.3 2.4 2 565.8789 1,129.74 1,130.60 2 0.1551 137.2 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 67.6 39.3 3.16 2 565.8829 1,129.75 1,130.60 2 0.1631 144.3 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 70.4 39.3 1.01 2 565.864 1,129.71 1,130.60 2 0.1253 110.8 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 70.6 39.3 2.28 2 565.7836 1,129.55 1,130.60 2 -0.03551 -31.41 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 70.8 39.3 2.92 2 565.8594 1,129.70 1,130.60 2 0.1161 102.7 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 72.8 39.3 3 2 565.888 1,129.76 1,130.60 2 0.1732 153.2 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 76.3 39.3 2.6 2 565.9124 1,129.81 1,130.60 2 0.2222 196.5 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% FPGQLNADLR R K 95.00% 83.4 39.3 2.72 2 565.8778 1,129.74 1,130.60 2 0.1529 135.2 242 251 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% GHYTEGAELVDSVLDVVR K K 95.00% 59.5 36.9 2.25 2 653.6488 1,957.92 1,958.98 3 -0.05024 -25.64 104 121 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% GHYTEGAELVDSVLDVVR K K 95.00% 63.9 36.9 2.49 2 653.7084 1,958.10 1,958.98 3 0.1286 65.64 104 121 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% GHYTEGAELVDSVLDVVR K K 95.00% 67.2 37 1.72 2 653.9889 1,958.95 1,958.98 3 0.9703 -16.55 104 121 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% GHYTEGAELVDSVLDVVR K K 95.00% 67.5 36.9 5.06 2 653.7227 1,958.15 1,958.98 3 0.1716 87.56 104 121 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% GHYTEGAELVDSVLDVVR K K 95.00% 75 37 0 2 654.0507 1,959.13 1,958.98 3 1.156 78 104 121 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% GHYTEGAELVDSVLDVVR K K 95.00% 77.7 36.9 1 2 653.7033 1,958.09 1,958.98 3 0.1135 57.95 104 121 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% GHYTEGAELVDSVLDVVR K K 95.00% 91.3 36.9 3.51 2 653.6959 1,958.07 1,958.98 3 0.09119 46.55 104 121 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ImNTFSVVPSPK R V 95.00% 55.7 38.7 2.48 2 m2: Oxidation (+15.99) 668.3685 1,334.72 1,335.70 2 0.03188 23.86 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 61.6 38.9 1.82 2 660.9051 1,319.80 1,319.70 2 1.1 73.67 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 65.2 38.9 2.52 2 660.873 1,319.73 1,319.70 2 1.036 25.1 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 68.8 39 2.29 2 660.3897 1,318.76 1,319.70 2 0.06927 52.49 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 70 39 3.89 2 660.384 1,318.75 1,319.70 2 0.0578 43.79 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 70.2 38.9 1.15 2 660.9188 1,319.82 1,319.70 2 1.128 94.52 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 71.2 39 2.28 2 660.3872 1,318.76 1,319.70 2 0.06427 48.7 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 71.6 39 2.89 2 660.4053 1,318.80 1,319.70 2 0.1004 76.09 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 72.6 39 3.19 2 660.3571 1,318.70 1,319.70 2 0.004111 3.115 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% IMNTFSVVPSPK R V 95.00% 73.5 39 3.29 2 660.4179 1,318.82 1,319.70 2 0.1257 95.27 163 174 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAmFR R R 95.00% 50.6 39 2.01 2 m8: Oxidation (+15.99) 623.7787 1,245.54 1,245.59 2 0.9569 -36.74 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 52.1 39.1 2.8 2 614.9452 1,227.88 1,229.60 2 -0.7152 234 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 53.5 39.2 0 2 615.3367 1,228.66 1,229.60 2 0.06774 55.09 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 63.2 39.2 0 2 615.3548 1,228.70 1,229.60 2 0.104 84.59 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 64.8 39.1 4.37 2 615.8596 1,229.70 1,229.60 2 1.113 90.01 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 71.4 39.1 3.3 2 615.8266 1,229.64 1,229.60 2 1.048 36.51 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAmFR R R 95.00% 72.9 39.1 1.12 2 m8: Oxidation (+15.99) 623.2585 1,244.50 1,245.59 2 -0.08362 -67.14 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 74.2 39.2 3.26 2 615.3199 1,228.63 1,229.60 2 0.03416 27.78 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 74.5 39.2 4.54 2 615.3643 1,228.71 1,229.60 2 0.1229 99.96 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 76.7 39.2 3.54 2 615.351 1,228.69 1,229.60 2 0.09647 78.45 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 76.7 39.1 1.2 2 615.8566 1,229.70 1,229.60 2 1.108 85.26 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 76.9 39.1 1.6 2 615.8363 1,229.66 1,229.60 2 1.067 52.17 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISEQFTAMFR R R 95.00% 77.4 39.2 1.74 2 615.3579 1,228.70 1,229.60 2 0.1102 89.58 381 390 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISVYYNEATGGK R Y 95.00% 40.3 38.7 0.796 2 651.8628 1,301.71 1,301.64 2 1.081 60.1 47 58 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISVYYNEATGGK R Y 95.00% 42.2 38.7 0 2 651.3849 1,300.76 1,301.64 2 0.1253 96.26 47 58 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISVYYNEATGGK R Y 95.00% 75.9 38.7 3 2 651.3703 1,300.73 1,301.64 2 0.09615 73.86 47 58 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISVYYNEATGGK R Y 95.00% 79.6 38.7 3.48 2 651.3637 1,300.71 1,301.64 2 0.08295 63.72 47 58 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% ISVYYNEATGGK R Y 95.00% 80.9 38.7 5.37 2 651.3616 1,300.71 1,301.64 2 0.07864 60.41 47 58 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 33.1 39.5 1.6 2 572.3637 1,142.71 1,143.63 2 0.0858 75.02 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 34.3 39.5 0.854 2 572.3834 1,142.75 1,143.63 2 0.1253 109.5 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 37.7 39.5 1.64 2 572.4119 1,142.81 1,143.63 2 0.1823 159.3 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 38.8 39.5 0.886 2 572.9103 1,143.81 1,143.63 2 1.179 153.9 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 41.8 39.5 1.33 2 572.3801 1,142.75 1,143.63 2 0.1186 103.7 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNmVPFPR K L 95.00% 42.7 39.4 2.54 2 m5: Oxidation (+15.99) 580.3559 1,158.70 1,159.63 2 0.07517 64.82 253 262 TRUE
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LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 42.8 39.5 2.54 2 572.3829 1,142.75 1,143.63 2 0.1241 108.5 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNmVPFPR K L 95.00% 43.2 39.4 1.57 2 m5: Oxidation (+15.99) 580.3937 1,158.77 1,159.63 2 0.1509 130.1 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 44.4 39.5 1.62 2 572.3543 1,142.69 1,143.63 2 0.06703 58.61 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 45.6 39.5 1.85 2 572.3788 1,142.74 1,143.63 2 0.116 101.4 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 47 39.5 2.92 2 572.3568 1,142.70 1,143.63 2 0.07193 62.89 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 47.2 39.5 0.921 2 572.3636 1,142.71 1,143.63 2 0.08559 74.84 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNmVPFPR K L 95.00% 47.4 39.4 1.07 2 m5: Oxidation (+15.99) 580.3603 1,158.71 1,159.63 2 0.08401 72.44 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 49.4 39.5 3.32 2 572.3634 1,142.71 1,143.63 2 0.08518 74.47 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 49.6 39.5 1 2 572.9373 1,143.86 1,143.63 2 1.233 201.1 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNmVPFPR K L 95.00% 49.8 39.3 0 2 m5: Oxidation (+15.99) 581.0103 1,160.01 1,159.63 2 1.384 328.4 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 51.9 39.5 2.46 2 572.3697 1,142.72 1,143.63 2 0.09786 85.56 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 52.2 39.5 1.85 2 572.3691 1,142.72 1,143.63 2 0.09668 84.53 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNmVPFPR K L 95.00% 52.3 39.4 3.18 2 m5: Oxidation (+15.99) 580.3311 1,158.65 1,159.63 2 0.02561 22.09 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNmVPFPR K L 95.00% 52.3 39.4 2.42 2 m5: Oxidation (+15.99) 580.3857 1,158.76 1,159.63 2 0.1348 116.2 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 52.6 39.5 2.24 2 572.3359 1,142.66 1,143.63 2 0.03015 26.36 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 52.7 39.5 2.43 2 572.3569 1,142.70 1,143.63 2 0.07226 63.18 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 53.5 39.5 1.49 2 572.3835 1,142.75 1,143.63 2 0.1254 109.6 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNmVPFPR K L 95.00% 53.8 39.4 1.82 2 m5: Oxidation (+15.99) 580.4103 1,158.81 1,159.63 2 0.184 158.7 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNMVPFPR K L 95.00% 54.5 39.5 1.47 2 572.3617 1,142.71 1,143.63 2 0.08171 71.44 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LAVNmVPFPR K L 95.00% 67.5 39.4 2.72 2 m5: Oxidation (+15.99) 580.3576 1,158.70 1,159.63 2 0.07861 67.78 253 262 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFmPGFAPLTSR R G 91.60% 34 37.8 0 2 m5: Oxidation (+15.99) 545.8502 1,634.53 1,636.83 3 -1.295 -178.4 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFMPGFAPLTSR R G 92.40% 0 0 2.55 2 541.6502 1,621.93 1,620.84 3 2.1 58.47 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFmPGFAPLTSR R G 95.00% 27.4 37.8 1.39 2 m5: Oxidation (+15.99) 546.3478 1,636.02 1,636.83 3 0.1984 121.2 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFMPGFAPLTSR R G 95.00% 33.2 38 2.44 2 541.0084 1,620.00 1,620.84 3 0.1751 108 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFMPGFAPLTSR R G 95.00% 37.4 38 1.68 2 541.0229 1,620.05 1,620.84 3 0.2186 134.9 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFMPGFAPLTSR R G 95.00% 38.1 38 2.55 2 541.0286 1,620.06 1,620.84 3 0.2357 145.4 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFMPGFAPLTSR R G 95.00% 38.2 38 1.3 2 541.0288 1,620.06 1,620.84 3 0.2361 145.6 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFMPGFAPLTSR R G 95.00% 48.1 37.8 1.48 2 541.3089 1,620.91 1,620.84 3 1.077 45.55 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFmPGFAPLTSR R G 95.00% 53.6 37.8 0 2 m5: Oxidation (+15.99) 546.6538 1,636.94 1,636.83 3 1.116 69.25 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFmPGFAPLTSR R G 95.00% 55.9 37.8 2.52 2 m5: Oxidation (+15.99) 546.7107 1,637.11 1,636.83 3 1.287 173.5 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LHFFMPGFAPLTSR R G 95.00% 68.1 38 2.54 2 541.0502 1,620.13 1,620.84 3 0.3004 185.3 263 276 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 34.7 35.3 1.92 2 c23: Carbamidomethyl (+57.02) 903.5102 2,707.51 2,708.34 3 0.1775 65.53 217 241 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 39.5 35.2 0 2 c23: Carbamidomethyl (+57.02) 903.898 2,708.67 2,708.34 3 1.341 124.8 217 241 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 49.2 35.2 0 2 c23: Carbamidomethyl (+57.02) 903.9233 2,708.75 2,708.34 3 1.417 152.8 217 241 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LTTPTYGDLNHLVSATmSGVTTcLR K F 95.00% 50.3 35.2 0 2 m17: Oxidation (+15.99), c23: Carbamidomethyl (+57.02) 909.2062 2,724.60 2,724.33 3 1.271 98.27 217 241 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 62.2 35.3 0.77 2 c23: Carbamidomethyl (+57.02) 903.5465 2,707.62 2,708.34 3 0.2864 105.8 217 241 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% mAVTFIGNSTAIQELFK K R 91.50% 34.1 37.3 0 2 m1: Oxidation (+15.99) 944.1083 1,886.20 1,885.97 2 1.236 123.8 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% mAVTFIGNSTAIQELFK K R 95.00% 26.7 37.2 0.959 2 m1: Oxidation (+15.99) 943.5669 1,885.12 1,885.97 2 0.1536 81.46 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% mAVTFIGNSTAIQELFK K R 95.00% 40.3 37.2 0 2 m1: Oxidation (+15.99) 629.346 1,885.02 1,885.97 3 0.05045 26.75 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% MAVTFIGNSTAIQELFK K R 95.00% 47.5 37.2 0 2 935.5803 1,869.15 1,869.98 2 0.1752 93.7 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% MAVTFIGNSTAIQELFK K R 95.00% 50.3 37.4 0 2 624.2702 1,869.79 1,869.98 3 0.818 -98.77 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% MAVTFIGNSTAIQELFK K R 95.00% 53 37.4 1.92 2 936.1363 1,870.26 1,869.98 2 1.287 152 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% mAVTFIGNSTAIQELFK K R 95.00% 58.8 37.2 4.19 2 m1: Oxidation (+15.99) 629.4059 1,885.20 1,885.97 3 0.2301 122 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% MAVTFIGNSTAIQELFK K R 95.00% 66.3 37.2 5.44 2 935.6188 1,869.22 1,869.98 2 0.2524 134.9 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% MAVTFIGNSTAIQELFK K R 95.00% 68.1 37.2 3.89 2 624.1083 1,869.30 1,869.98 3 0.3323 177.7 363 379 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NMMAAcDPR K H 95.00% 19.5 39.2 1.24 2 c6: Carbamidomethyl (+57.02) 533.3235 1,064.63 1,065.43 2 0.2122 199.1 298 306 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NMMAAcDPR K H 95.00% 35 39.2 1.14 2 c6: Carbamidomethyl (+57.02) 533.2942 1,064.57 1,065.43 2 0.1536 144.1 298 306 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NMMAAcDPR K H 95.00% 39.7 39.2 1.89 2 c6: Carbamidomethyl (+57.02) 533.2704 1,064.53 1,065.43 2 0.1061 99.56 298 306 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NSSYFVEWIPNNVK K T 95.00% 28.2 37.6 0.886 2 849.0253 1,696.04 1,696.83 2 0.2104 124 337 350 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NSSYFVEWIPNNVK K T 95.00% 32.3 37.6 2.25 2 848.9944 1,695.97 1,696.83 2 0.1487 87.62 337 350 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NSSYFVEWIPNNVK K T 95.00% 36.3 37.6 2.52 2 848.9772 1,695.94 1,696.83 2 0.1143 67.34 337 350 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NSSYFVEWIPNNVK K T 95.00% 40.4 37.7 2.39 2 849.4765 1,696.94 1,696.83 2 1.113 64.9 337 350 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NSSYFVEWIPNNVK K T 95.00% 47.4 37.6 2.96 2 849.0356 1,696.06 1,696.83 2 0.231 136.1 337 350 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NSSYFVEWIPNNVK K T 95.00% 50.5 37.6 3.74 2 849.003 1,695.99 1,696.83 2 0.1659 97.75 337 350 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% NSSYFVEWIPNNVK K T 95.00% 50.8 37.6 1.47 2 849.0263 1,696.04 1,696.83 2 0.2124 125.2 337 350 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 94.40% 32.9 35 0 2 933.9189 2,798.74 2,798.34 3 1.399 141.4 78 103 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 35.1 35.2 0 2 933.6065 2,797.80 2,798.34 3 0.4614 164.9 78 103 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 47.1 35.2 4.28 2 933.5798 2,797.72 2,798.34 3 0.3813 136.2 78 103 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 53.3 35 4.02 2 933.9291 2,798.77 2,798.34 3 1.429 152.3 78 103 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% TAVcDIPPR K G 95.00% 48.7 39.3 1.8 2 c4: Carbamidomethyl (+57.02) 514.862 1,027.71 1,028.52 2 0.1972 191.7 351 359 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% TAVcDIPPR K G 95.00% 52.3 39.3 2.04 2 c4: Carbamidomethyl (+57.02) 514.8303 1,027.65 1,028.52 2 0.1338 130 351 359 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% TAVcDIPPR K G 95.00% 67.5 39.3 2.12 2 c4: Carbamidomethyl (+57.02) 514.814 1,027.61 1,028.52 2 0.1012 98.41 351 359 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% TAVcDIPPR K G 95.00% 72.5 39.3 2.06 2 c4: Carbamidomethyl (+57.02) 514.8444 1,027.67 1,028.52 2 0.162 157.4 351 359 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 92.30% 36.2 39 0 2 520.3558 1,038.70 1,039.59 2 0.1109 106.6 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 42.8 39 0 2 520.8746 1,039.73 1,039.59 2 1.149 140.1 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 45.2 39 0 2 520.3724 1,038.73 1,039.59 2 0.1441 138.6 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 45.4 39 0.886 2 520.3797 1,038.74 1,039.59 2 0.1586 152.5 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 47.6 39 1.06 2 520.3786 1,038.74 1,039.59 2 0.1565 150.6 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 49.9 39 2.36 2 520.3404 1,038.67 1,039.59 2 0.08003 76.98 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 50.7 39 0 2 520.3555 1,038.70 1,039.59 2 0.1103 106.1 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 50.8 39 0 2 520.3216 1,038.63 1,039.59 2 0.04246 40.84 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 52.8 39 0.921 2 520.3548 1,038.70 1,039.59 2 0.1089 104.8 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 53.2 39 2.77 2 520.3598 1,038.71 1,039.59 2 0.1189 114.4 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 54.1 39 1.68 2 520.3959 1,038.78 1,039.59 2 0.1911 183.8 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 54.7 39 1.55 2 520.4008 1,038.79 1,039.59 2 0.2009 193.2 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 56.3 39 1.16 2 520.353 1,038.69 1,039.59 2 0.1053 101.3 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 56.5 39 0 2 520.2628 1,038.51 1,039.59 2 -0.07517 -72.32 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 58 39 1.05 2 520.3503 1,038.69 1,039.59 2 0.09983 96.02 310 318 TRUE

LX-2 Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 18 20 166 57.20% YLTVAAVFR R G 95.00% 58.7 39 2.21 2 520.3543 1,038.69 1,039.59 2 0.1079 103.8 310 318 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% ATSFLLALEPELEAR R L 95.00% 35.4 37.9 1.09 2 831.0349 1,660.06 1,659.90 2 1.167 98.99 105 119 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% ATSFLLALEPELEAR R L 95.00% 52.3 37.8 4.17 2 830.5394 1,659.06 1,659.90 2 0.1762 106.2 105 119 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% FPLFGGWK R T 95.00% 42.5 39.3 0 2 476.3146 950.6146 951.5088 2 0.113 118.7 359 366 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% LPVALDPGAK K I 95.00% 44.4 39.2 2.47 2 490.8798 979.745 980.5777 2 0.1745 178 156 165 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% QFVVFEGNHYFYSPYPTK K T 95.00% 39.4 36.5 0 2 742.1053 2,223.29 2,223.05 3 1.247 109.8 191 208 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% SEDLLDYGPFR R D 95.00% 55.1 38.6 2.72 2 656.3677 1,310.72 1,311.62 2 0.1064 81.1 233 243 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% SEDLLDYGPFR R D 95.00% 55.6 38.6 3.55 2 656.3727 1,310.73 1,311.62 2 0.1163 88.68 233 243 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% THYIVGYNLPSYEYLYNLGDQYALK K M 95.00% 34.3 34.6 0 2 999.9173 2,996.73 2,997.47 3 0.2704 90.19 367 391 TRUE

LX-2 Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 7 7 9 16.10% VHYENNSPFLTITSMTR K V 95.00% 48.4 36.8 4.31 2 670.6902 2,009.05 2,009.97 3 0.08105 40.32 255 271 TRUE

LX-2 Repeat 1 HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903,IPI00383296 77,499.30 100.00% 3 3 3 3.97% AFITNIPFDVK R W 92.00% 35.9 38.9 0 2 632.8438 1,263.67 1,264.69 2 -0.01333 -10.54 73 83 TRUE

LX-2 Repeat 1 HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903,IPI00383296 77,499.30 100.00% 3 3 3 3.97% FESPEVAER K A 95.00% 54.2 39.5 2.01 2 532.3142 1,062.61 1,063.51 2 0.1156 108.7 699 707 TRUE

LX-2 Repeat 1 HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903,IPI00383296 77,499.30 100.00% 3 3 3 3.97% NLPFDFTWK R M 93.50% 36.7 38.8 0 2 584.3328 1,166.65 1,167.58 2 0.07483 64.08 659 667 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% IIGAVDQIQLTQAQLEER K Q 95.00% 47.5 36.9 0 2 675.7308 2,024.17 2,025.10 3 0.08009 39.55 61 78 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% IIGAVDQIQLTQAQLEER K Q 95.00% 52.3 36.9 3.72 2 675.9873 2,024.94 2,025.10 3 0.8496 -75.59 61 78 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% IIGAVDQIQLTQAQLEER K Q 95.00% 55.7 36.9 0 2 675.7771 2,024.31 2,025.10 3 0.2189 108.1 61 78 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% IIGAVDQIQLTQAQLEER K Q 95.00% 59.4 36.9 4.47 2 1,013.66 2,025.31 2,025.10 2 1.22 107.4 61 78 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% KLEVNEAELLR K R 95.00% 77 38.6 3.48 2 657.369 1,312.72 1,313.74 2 -0.01172 -8.92 137 147 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% LEVNEAELLR K R 95.00% 68.6 39.3 2.66 2 593.4015 1,184.79 1,185.65 2 0.1482 125 138 147 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% QAEMEGAVQSIQGELSK R L 95.00% 61.8 37.5 5.82 2 903.5712 1,805.13 1,804.87 2 1.26 142.7 79 95 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% QAEMEGAVQSIQGELSK R L 95.00% 64.1 37.6 4.74 2 903.0494 1,804.08 1,804.87 2 0.2167 120.1 79 95 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% SDQVNGVLVLSLLDK K I 95.00% 60.2 38 1.23 2 801.0236 1,600.03 1,599.90 2 1.144 88.55 46 60 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% SDQVNGVLVLSLLDK K I 95.00% 63.3 38 1.74 2 800.5615 1,599.11 1,599.90 2 0.2203 137.7 46 60 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% SDQVNGVLVLSLLDK K I 95.00% 64.1 38 2.77 2 800.5466 1,599.08 1,599.90 2 0.1904 119 46 60 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% SDQVNGVLVLSLLDK K I 95.00% 67.1 38 3.06 2 800.9571 1,599.90 1,599.90 2 1.012 5.527 46 60 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% SDQVNGVLVLSLLDK K I 95.00% 68.3 38 2.04 2 801.0339 1,600.05 1,599.90 2 1.165 101.4 46 60 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% SDQVNGVLVLSLLDK K I 95.00% 84.3 38 1.41 2 801.0303 1,600.05 1,599.90 2 1.158 96.87 46 60 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% SDQVNGVLVLSLLDK K I 95.00% 96.7 38 3.4 2 800.5466 1,599.08 1,599.90 2 0.1904 119 46 60 TRUE

LX-2 Repeat 1 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 6 7 16 17.90% VMIYQDEVK K L 90.30% 35 38.8 0 2 562.8078 1,123.60 1,124.57 2 0.04253 37.81 153 161 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% ADLEMQIESLTEELAYLKK K N 95.00% 60.7 36.5 0 2 742.2189 2,223.64 2,224.14 3 0.5002 224.8 267 285 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% ALEESNYELEGK R I 95.00% 26.7 38.6 2.64 2 691.3653 1,380.72 1,381.65 2 0.07503 54.3 166 177 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% ALEESNYELEGK R I 95.00% 48.2 38.6 2.89 2 691.2889 1,380.56 1,381.65 2 -0.07767 -56.22 166 177 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% ALEESNYELEGK R I 95.00% 54.1 38.6 1.82 2 691.3651 1,380.72 1,381.65 2 0.07466 54.03 166 177 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% ALEESNYELEGK R I 95.00% 59.4 38.6 3.77 2 691.3367 1,380.66 1,381.65 2 0.01784 12.91 166 177 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% ALEESNYELEGK R I 95.00% 63.3 38.6 4.92 2 691.3239 1,380.63 1,381.65 2 -0.007701 -5.574 166 177 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% ALEESNYELEGK R I 95.00% 68 38.6 2.77 2 691.7703 1,381.53 1,381.65 2 0.885 -85.13 166 177 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% DAEAWFNEK K S 95.00% 37.9 38.8 0 2 555.3451 1,108.68 1,109.49 2 0.1931 174 335 343 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% DAEAWFNEK K S 95.00% 38.9 38.8 0 2 555.3229 1,108.63 1,109.49 2 0.1487 134 335 343 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% DAEAWFNEK K S 95.00% 39.6 38.8 0 2 555.2915 1,108.57 1,109.49 2 0.08581 77.34 335 343 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% DAEAWFNEK K S 95.00% 40.9 38.8 0 2 555.2751 1,108.54 1,109.49 2 0.05318 47.93 335 343 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% GSLGGGFSSGGFSGGSFSR K G 95.00% 51 37.7 4.02 2 854.9547 1,707.89 1,707.77 2 1.13 74.37 41 59 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% IRLENEIQTYR K S 95.00% 31.3 38.5 1.85 2 717.9095 1,433.80 1,434.77 2 0.04169 29.06 440 450 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% LENEIQTYR R S 95.00% 43.6 38.9 0.796 2 583.8603 1,165.71 1,165.58 2 1.128 107.7 442 450 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% LENEIQTYR R S 95.00% 52.6 39 0 2 583.362 1,164.71 1,165.58 2 0.1319 113.1 442 450 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% LENEIQTYR R S 95.00% 54.7 39 1.39 2 583.34 1,164.67 1,165.58 2 0.0879 75.41 442 450 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% LKYENEVALR R Q 95.00% 60.5 39 0 2 617.9603 1,233.91 1,234.68 2 0.2342 189.7 236 245 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% QSLEASLAETEGR K Y 95.00% 77.1 38.6 3.54 2 695.8394 1,389.66 1,390.68 2 -0.009491 -6.825 387 399 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% QSVEADINGLR R R 95.00% 39.2 39.2 1.64 2 601.3203 1,200.63 1,201.62 2 0.01603 13.34 246 256 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% SLLEGEGSSGGGGR R G 95.00% 54.3 38.9 5.08 2 632.3263 1,262.64 1,262.60 2 1.048 35.88 451 464 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% SLLEGEGSSGGGGR R G 95.00% 57.8 38.9 4.03 2 631.8446 1,261.67 1,262.60 2 0.08462 67.02 451 464 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% SLLEGEGSSGGGGR R G 95.00% 72.3 38.9 2.92 2 631.8903 1,261.77 1,262.60 2 0.1759 139.3 451 464 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% SQYEQLAEQNRK R D 95.00% 41.7 38.2 1.59 2 498.666 1,492.98 1,493.73 3 0.2492 166.8 323 334 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% SQYEQLAEQNRK R D 95.00% 43.2 38.2 0 2 498.6979 1,493.07 1,493.73 3 0.3447 230.7 323 334 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VLDELTLTK R A 91.00% 36.3 39.8 0 2 516.3314 1,030.65 1,031.60 2 0.05691 55.16 258 266 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VLDELTLTK R A 95.00% 33.5 39.8 1.13 2 516.3303 1,030.65 1,031.60 2 0.05473 53.05 258 266 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VLDELTLTK R A 95.00% 38.2 39.8 1.02 2 516.3106 1,030.61 1,031.60 2 0.01535 14.88 258 266 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VLDELTLTK R A 95.00% 38.9 39.8 0.854 2 516.334 1,030.65 1,031.60 2 0.06211 60.2 258 266 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VLDELTLTK R A 95.00% 41.4 39.8 0 2 516.328 1,030.64 1,031.60 2 0.05011 48.57 258 266 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VLDELTLTK R A 95.00% 46.3 39.8 0.854 2 516.3581 1,030.70 1,031.60 2 0.1104 107 258 266 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VLDELTLTK R A 95.00% 54.5 39.8 1.11 2 516.3573 1,030.70 1,031.60 2 0.1088 105.5 258 266 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 53.7 39.6 1.1 2 545.836 1,089.66 1,090.53 2 0.1336 122.5 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 57.6 39.6 0 2 545.8333 1,089.65 1,090.53 2 0.1283 117.6 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 58.5 39.6 0 2 545.8492 1,089.68 1,090.53 2 0.1601 146.8 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 67.8 39.6 1.85 2 545.8235 1,089.63 1,090.53 2 0.1087 99.68 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 70 39.6 1.21 2 545.8472 1,089.68 1,090.53 2 0.1561 143.1 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 70.1 39.6 1.77 2 545.8415 1,089.67 1,090.53 2 0.1447 132.6 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 70.5 39.6 1.59 2 545.8257 1,089.64 1,090.53 2 0.113 103.6 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 72 39.6 1.47 2 545.8185 1,089.62 1,090.53 2 0.09877 90.57 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 72.8 39.6 0 2 545.8109 1,089.61 1,090.53 2 0.08345 76.52 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 72.8 39.6 1.09 2 545.8279 1,089.64 1,090.53 2 0.1174 107.6 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% VTMQNLNDR K L 95.00% 73.1 39.6 0.824 2 545.8385 1,089.66 1,090.53 2 0.1387 127.2 148 156 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% YENEVALR K Q 95.00% 29.4 39.5 1.03 2 497.269 992.5235 993.4999 2 0.03083 31.03 238 245 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% YENEVALR K Q 95.00% 37.8 39.5 1.46 2 497.3351 992.6556 993.4999 2 0.1629 163.9 238 245 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% YENEVALR K Q 95.00% 45.9 39.5 2.25 2 497.2375 992.4605 993.4999 2 -0.03213 -32.34 238 245 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% YENEVALR K Q 95.00% 46.1 39.5 2.37 2 497.186 992.3574 993.4999 2 -0.1353 -136.2 238 245 TRUE

LX-2 Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 14 14 47 25.00% YENEVALR K Q 95.00% 56.5 39.5 2.14 2 497.168 992.3214 993.4999 2 -0.1713 -172.4 238 245 TRUE

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 99.80% 2 2 8 20.30% TTGFGMIYDSLDYAK K K 95.00% 39.2 37.6 2.03 2 841.5159 1,681.02 1,681.78 2 0.2465 146.6 69 83 TRUE

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 99.80% 2 2 8 20.30% TTGFGMIYDSLDYAK K K 95.00% 44.1 37.6 0 2 842.0103 1,682.01 1,681.78 2 1.235 138.1 69 83 TRUE

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 99.80% 2 2 8 20.30% TTGFGMIYDSLDYAK K K 95.00% 46 37.6 3.72 2 841.4853 1,680.96 1,681.78 2 0.1852 110.1 69 83 TRUE

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 99.80% 2 2 8 20.30% TTGFGMIYDSLDYAK K K 95.00% 46.9 37.6 3.28 2 841.4446 1,680.87 1,681.78 2 0.1038 61.72 69 83 TRUE

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 99.80% 2 2 8 20.30% TTPDVIFVFGFR K T 95.00% 51 38.5 2.05 2 699.9419 1,397.87 1,398.74 2 0.1348 96.38 50 61 TRUE

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 99.80% 2 2 8 20.30% TTPDVIFVFGFR K T 95.00% 54.8 38.5 2.1 2 699.8663 1,397.72 1,398.74 2 -0.01647 -11.78 50 61 TRUE

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 99.80% 2 2 8 20.30% TTPDVIFVFGFR K T 95.00% 67.8 38.5 3.28 2 699.9343 1,397.85 1,398.74 2 0.1197 85.55 50 61 TRUE

LX-2 Repeat 1 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 99.80% 2 2 8 20.30% TTPDVIFVFGFR K T 95.00% 68.7 38.5 3.6 2 699.8469 1,397.68 1,398.74 2 -0.05514 -39.42 50 61 TRUE

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% GIYAYGFEKPSAIQQR R A 95.00% 41.3 37.4 0 2 610.3448 1,828.01 1,827.94 3 1.081 42.74 46 61 FALSE IPI00009328

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% KVDWLTEK R M 95.00% 30 39.9 1.34 2 509.8195 1,017.62 1,018.56 2 0.07479 73.42 284 291 FALSE IPI00009328

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% LQmEAPHIIVGTPGR K V 95.00% 51.6 37.8 0 2 m3: Oxidation (+15.99) 545.7559 1,634.25 1,634.87 3 0.3846 235.2 147 161 TRUE

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% MFVLDEADEMLSR K G 95.00% 55 38.3 2 2 778.8881 1,555.76 1,555.71 2 1.056 33.95 178 190 TRUE

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% VLITTDLLAR R G 95.00% 32.5 39.2 0.921 2 557.8701 1,113.73 1,114.68 2 0.04969 44.57 325 334 TRUE

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% VLITTDLLAR R G 95.00% 53 39.3 0 2 558.2907 1,114.57 1,114.68 2 0.8908 -100.3 325 334 TRUE

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% VLITTDLLAR R G 95.00% 62.6 39.2 2.17 2 557.879 1,113.74 1,114.68 2 0.06746 60.52 325 334 TRUE

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% VLITTDLLAR R G 95.00% 62.7 39.3 1.82 2 558.3973 1,114.78 1,114.68 2 1.104 90.89 325 334 TRUE

LX-2 Repeat 1 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 3 3 7 15.30% VLITTDLLAR R G 95.00% 83.7 39.2 1.7 2 557.8785 1,113.74 1,114.68 2 0.06646 59.62 325 334 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% AQQLAEVEVK K K 95.00% 28.2 39.2 1.68 2 557.882 1,113.75 1,114.61 2 0.1464 131.3 784 793 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% DITPLQVVLPNTALHLK K A 95.00% 50 37.4 0 2 625.1102 1,872.31 1,872.10 3 1.22 116.2 108 124 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% DQAVFPQNGLVVSSVDVQSVEPVDQR R T 95.00% 55.5 35.1 0 2 938.2162 2,811.63 2,812.41 3 0.2227 79.16 624 649 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% ELPPGVEELLNK K G 95.00% 15.1 38.5 1.21 2 669.9178 1,337.82 1,337.73 2 1.097 70.36 418 429 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% ELPPGVEELLNK K G 95.00% 19.4 38.6 1.57 2 669.3868 1,336.76 1,337.73 2 0.03507 26.21 418 429 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% ELPPGVEELLNK K G 95.00% 38.6 38.5 0 2 669.8703 1,337.73 1,337.73 2 1.002 -0.5988 418 429 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% GPLEYVPSAK R V 95.00% 31.8 39.8 2.8 2 530.3607 1,058.71 1,060.57 2 -0.8533 141 361 370 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% GPLEYVPSAK R V 95.00% 38.8 39.6 0.886 2 530.7603 1,059.51 1,060.57 2 -0.05417 -51.08 361 370 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% GPLEYVPSAK R V 95.00% 47.4 39.6 1.72 2 530.8631 1,059.71 1,060.57 2 0.1515 142.9 361 370 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% IEGEGSVLQAK R L 95.00% 69.6 39.3 0.921 2 565.8745 1,129.73 1,130.61 2 0.1364 120.6 735 745 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% KEVEVVEIIQATIIR R Q 95.00% 37.5 37.7 0 2 580.6867 1,739.04 1,740.03 3 0.01893 10.88 155 169 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% KEVEVVEIIQATIIR R Q 95.00% 53.5 37.5 0 2 581.0702 1,740.19 1,740.03 3 1.169 95.64 155 169 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% LFSVPDFVGDAcK K A 95.00% 32.1 38.3 1.96 2 c12: Carbamidomethyl (+57.02) 728.4303 1,454.85 1,454.70 2 1.155 104.4 561 573 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% LFSVPDFVGDAcK K A 95.00% 53.2 38.4 3.48 2 c12: Carbamidomethyl (+57.02) 727.8903 1,453.77 1,454.70 2 0.07467 51.33 561 573 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% LFSVPDFVGDAcK K A 95.00% 55 38.4 3.89 2 c12: Carbamidomethyl (+57.02) 727.8603 1,453.71 1,454.70 2 0.01467 10.09 561 573 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% STLITDGSTPINLFNTAFGLLGmGPEGQPLGR K R 95.00% 62.7 33.9 3.7 2 m23: Oxidation (+15.99) 1,097.67 3,289.99 3,290.67 3 0.3228 98.1 829 860 TRUE

LX-2 Repeat 1 MVP Major vault protein IPI00000105 99,308.00 100.00% 10 10 17 19.40% VVFGPELVSLGPEEQFTVLSLSAGRPK R R 95.00% 62.3 34.8 0 2 952.9135 2,855.72 2,856.55 3 0.1752 61.31 480 506 TRUE

LX-2 Repeat 1 SNRPD3 Small nuclear ribonucleoprotein Sm D3 IPI00017964 13,898.60 99.30% 2 2 3 15.10% FLILPDMLK R N 90.20% 35.8 39.6 0 2 545.8163 1,089.62 1,089.64 2 0.9873 -14.12 70 78 TRUE

LX-2 Repeat 1 SNRPD3 Small nuclear ribonucleoprotein Sm D3 IPI00017964 13,898.60 99.30% 2 2 3 15.10% FLILPDMLK R N 92.40% 36.9 39.6 0 2 545.4103 1,088.81 1,089.64 2 0.1753 160.9 70 78 TRUE

LX-2 Repeat 1 SNRPD3 Small nuclear ribonucleoprotein Sm D3 IPI00017964 13,898.60 99.30% 2 2 3 15.10% VAQLEQVYIR R G 90.10% 35.3 39.1 0 2 609.8783 1,217.74 1,218.68 2 0.06513 53.44 55 64 TRUE

LX-2 Repeat 1 COX5A Cytochrome c oxidase subunit 5A, mitochondrial precursor IPI00025086 16,756.60 99.80% 2 2 2 20.70% GINTLVTYDMVPEPK K I 95.00% 56.4 37.9 0 2 839.0323 1,676.05 1,676.86 2 0.2007 119.7 73 87 TRUE

LX-2 Repeat 1 COX5A Cytochrome c oxidase subunit 5A, mitochondrial precursor IPI00025086 16,756.60 99.80% 2 2 2 20.70% WVTYFNKPDIDAWELR R K 95.00% 50.3 36.7 0 2 685.3439 2,053.01 2,053.02 3 0.9991 -1.765 56 71 TRUE

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ALTVPELTQQMFDAK R N 95.00% 20.7 37.7 2.19 2 847.0653 1,692.12 1,691.87 2 1.256 149.4 283 297 TRUE

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ALTVPELTQQMFDAK R N 95.00% 25.8 37.7 1.28 2 846.4803 1,690.95 1,691.87 2 0.08573 50.67 283 297 TRUE

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EIVHLQAGQcGNQIGAK R F 94.40% 35.4 37.5 0 2 c10: Carbamidomethyl (+57.02) 608.7421 1,823.20 1,822.92 3 1.289 156.7 3 19 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EIVHLQAGQcGNQIGAK R F 94.80% 35.8 37.7 0 2 c10: Carbamidomethyl (+57.02) 608.3573 1,822.05 1,822.92 3 0.1343 73.68 3 19 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EIVHLQAGQcGNQIGAK R F 95.00% 48.5 37.5 1.8 2 c10: Carbamidomethyl (+57.02) 608.6443 1,822.91 1,822.92 3 0.9953 -4.067 3 19 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQMLNVQNK K N 95.00% 42.3 38.5 0 2 724.3455 1,446.68 1,446.69 2 0.9942 -5.873 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQMLNVQNK K N 95.00% 43.4 38.5 1.4 2 723.8728 1,445.73 1,446.69 2 0.04883 33.75 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQmLNVQNK K N 95.00% 44 38.3 0 2 m6: Oxidation (+15.99) 731.889 1,461.76 1,462.68 2 0.08637 59.04 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQMLNVQNK K N 95.00% 47.7 38.5 0 2 723.9139 1,445.81 1,446.69 2 0.1311 90.61 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQMLNVQNK K N 95.00% 48 38.5 0 2 724.392 1,446.77 1,446.69 2 1.087 58.45 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQMLNVQNK K N 95.00% 49.2 38.5 0 2 723.8949 1,445.78 1,446.69 2 0.09301 64.29 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQMLNVQNK K N 95.00% 52.4 38.5 1.92 2 723.8746 1,445.73 1,446.69 2 0.0524 36.22 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQMLNVQNK K N 95.00% 55.3 38.5 1.36 2 723.8671 1,445.72 1,446.69 2 0.0374 25.85 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% EVDEQMLNVQNK K N 95.00% 58 38.5 0 2 724.3823 1,446.75 1,446.69 2 1.068 45.06 325 336 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 42.2 39.3 0 2 566.3755 1,130.74 1,130.60 2 1.148 128.6 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 43.2 39.3 1.05 2 565.8483 1,129.68 1,130.60 2 0.09394 83.08 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 47.3 39.3 0 2 566.4003 1,130.79 1,130.60 2 1.198 172.4 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 48.3 39.3 1.1 2 566.381 1,130.75 1,130.60 2 1.159 138.3 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 48.7 39.4 0 2 565.3588 1,128.70 1,130.60 2 -0.885 104.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 48.7 39.3 0.959 2 566.3838 1,130.75 1,130.60 2 1.165 143.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 53.8 39.3 1.34 2 565.8541 1,129.69 1,130.60 2 0.1055 93.32 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 54.5 39.3 1.37 2 565.8563 1,129.70 1,130.60 2 0.1098 97.13 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 59.6 39.3 3.21 2 565.8707 1,129.73 1,130.60 2 0.1387 122.6 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 60.8 39.3 2.8 2 565.885 1,129.76 1,130.60 2 0.1673 148 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 61.5 39.3 1.09 2 565.8934 1,129.77 1,130.60 2 0.1841 162.8 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 61.6 39.3 2.4 2 565.8789 1,129.74 1,130.60 2 0.1551 137.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 67.6 39.3 3.16 2 565.8829 1,129.75 1,130.60 2 0.1631 144.3 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 70.4 39.3 1.01 2 565.864 1,129.71 1,130.60 2 0.1253 110.8 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 70.6 39.3 2.28 2 565.7836 1,129.55 1,130.60 2 -0.03551 -31.41 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 70.8 39.3 2.92 2 565.8594 1,129.70 1,130.60 2 0.1161 102.7 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 72.8 39.3 3 2 565.888 1,129.76 1,130.60 2 0.1732 153.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 76.3 39.3 2.6 2 565.9124 1,129.81 1,130.60 2 0.2222 196.5 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% FPGQLNADLR R K 95.00% 83.4 39.3 2.72 2 565.8778 1,129.74 1,130.60 2 0.1529 135.2 242 251 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% GHYTEGAELVDSVLDVVR K K 95.00% 59.5 36.9 2.25 2 653.6488 1,957.92 1,958.98 3 -0.05024 -25.64 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% GHYTEGAELVDSVLDVVR K K 95.00% 63.9 36.9 2.49 2 653.7084 1,958.10 1,958.98 3 0.1286 65.64 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% GHYTEGAELVDSVLDVVR K K 95.00% 67.2 37 1.72 2 653.9889 1,958.95 1,958.98 3 0.9703 -16.55 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% GHYTEGAELVDSVLDVVR K K 95.00% 67.5 36.9 5.06 2 653.7227 1,958.15 1,958.98 3 0.1716 87.56 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% GHYTEGAELVDSVLDVVR K K 95.00% 75 37 0 2 654.0507 1,959.13 1,958.98 3 1.156 78 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% GHYTEGAELVDSVLDVVR K K 95.00% 77.7 36.9 1 2 653.7033 1,958.09 1,958.98 3 0.1135 57.95 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% GHYTEGAELVDSVLDVVR K K 95.00% 91.3 36.9 3.51 2 653.6959 1,958.07 1,958.98 3 0.09119 46.55 104 121 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ImNTFSVVPSPK R V 95.00% 55.7 38.7 2.48 2 m2: Oxidation (+15.99) 668.3685 1,334.72 1,335.70 2 0.03188 23.86 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 61.6 38.9 1.82 2 660.9051 1,319.80 1,319.70 2 1.1 73.67 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 65.2 38.9 2.52 2 660.873 1,319.73 1,319.70 2 1.036 25.1 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 68.8 39 2.29 2 660.3897 1,318.76 1,319.70 2 0.06927 52.49 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 70 39 3.89 2 660.384 1,318.75 1,319.70 2 0.0578 43.79 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 70.2 38.9 1.15 2 660.9188 1,319.82 1,319.70 2 1.128 94.52 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 71.2 39 2.28 2 660.3872 1,318.76 1,319.70 2 0.06427 48.7 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 71.6 39 2.89 2 660.4053 1,318.80 1,319.70 2 0.1004 76.09 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 72.6 39 3.19 2 660.3571 1,318.70 1,319.70 2 0.004111 3.115 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% IMNTFSVVPSPK R V 95.00% 73.5 39 3.29 2 660.4179 1,318.82 1,319.70 2 0.1257 95.27 163 174 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% INVYYNEATGGK R Y 95.00% 39.5 38.7 0 2 665.3294 1,328.64 1,328.65 2 1.003 0.4365 47 58 TRUE

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% INVYYNEATGGK R Y 95.00% 46.8 38.7 0 2 665.3357 1,328.66 1,328.65 2 1.016 9.904 47 58 TRUE

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% INVYYNEATGGK R Y 95.00% 57.9 38.7 4.15 2 665.3615 1,328.71 1,328.65 2 1.067 48.69 47 58 TRUE

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAmFR R R 95.00% 50.6 39 2.01 2 m8: Oxidation (+15.99) 623.7787 1,245.54 1,245.59 2 0.9569 -36.74 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 52.1 39.1 2.8 2 614.9452 1,227.88 1,229.60 2 -0.7152 234 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 53.5 39.2 0 2 615.3367 1,228.66 1,229.60 2 0.06774 55.09 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 63.2 39.2 0 2 615.3548 1,228.70 1,229.60 2 0.104 84.59 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 64.8 39.1 4.37 2 615.8596 1,229.70 1,229.60 2 1.113 90.01 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 71.4 39.1 3.3 2 615.8266 1,229.64 1,229.60 2 1.048 36.51 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAmFR R R 95.00% 72.9 39.1 1.12 2 m8: Oxidation (+15.99) 623.2585 1,244.50 1,245.59 2 -0.08362 -67.14 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 74.2 39.2 3.26 2 615.3199 1,228.63 1,229.60 2 0.03416 27.78 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 74.5 39.2 4.54 2 615.3643 1,228.71 1,229.60 2 0.1229 99.96 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 76.7 39.2 3.54 2 615.351 1,228.69 1,229.60 2 0.09647 78.45 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 76.7 39.1 1.2 2 615.8566 1,229.70 1,229.60 2 1.108 85.26 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 76.9 39.1 1.6 2 615.8363 1,229.66 1,229.60 2 1.067 52.17 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% ISEQFTAMFR R R 95.00% 77.4 39.2 1.74 2 615.3579 1,228.70 1,229.60 2 0.1102 89.58 381 390 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 33.1 39.5 1.6 2 572.3637 1,142.71 1,143.63 2 0.0858 75.02 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 34.3 39.5 0.854 2 572.3834 1,142.75 1,143.63 2 0.1253 109.5 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 37.7 39.5 1.64 2 572.4119 1,142.81 1,143.63 2 0.1823 159.3 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 38.8 39.5 0.886 2 572.9103 1,143.81 1,143.63 2 1.179 153.9 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 41.8 39.5 1.33 2 572.3801 1,142.75 1,143.63 2 0.1186 103.7 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNmVPFPR K L 95.00% 42.7 39.4 2.54 2 m5: Oxidation (+15.99) 580.3559 1,158.70 1,159.63 2 0.07517 64.82 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 42.8 39.5 2.54 2 572.3829 1,142.75 1,143.63 2 0.1241 108.5 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNmVPFPR K L 95.00% 43.2 39.4 1.57 2 m5: Oxidation (+15.99) 580.3937 1,158.77 1,159.63 2 0.1509 130.1 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 44.4 39.5 1.62 2 572.3543 1,142.69 1,143.63 2 0.06703 58.61 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 45.6 39.5 1.85 2 572.3788 1,142.74 1,143.63 2 0.116 101.4 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 47 39.5 2.92 2 572.3568 1,142.70 1,143.63 2 0.07193 62.89 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 47.2 39.5 0.921 2 572.3636 1,142.71 1,143.63 2 0.08559 74.84 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNmVPFPR K L 95.00% 47.4 39.4 1.07 2 m5: Oxidation (+15.99) 580.3603 1,158.71 1,159.63 2 0.08401 72.44 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 49.4 39.5 3.32 2 572.3634 1,142.71 1,143.63 2 0.08518 74.47 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 49.6 39.5 1 2 572.9373 1,143.86 1,143.63 2 1.233 201.1 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNmVPFPR K L 95.00% 49.8 39.3 0 2 m5: Oxidation (+15.99) 581.0103 1,160.01 1,159.63 2 1.384 328.4 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 51.9 39.5 2.46 2 572.3697 1,142.72 1,143.63 2 0.09786 85.56 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 52.2 39.5 1.85 2 572.3691 1,142.72 1,143.63 2 0.09668 84.53 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNmVPFPR K L 95.00% 52.3 39.4 3.18 2 m5: Oxidation (+15.99) 580.3311 1,158.65 1,159.63 2 0.02561 22.09 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNmVPFPR K L 95.00% 52.3 39.4 2.42 2 m5: Oxidation (+15.99) 580.3857 1,158.76 1,159.63 2 0.1348 116.2 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 52.6 39.5 2.24 2 572.3359 1,142.66 1,143.63 2 0.03015 26.36 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 52.7 39.5 2.43 2 572.3569 1,142.70 1,143.63 2 0.07226 63.18 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 53.5 39.5 1.49 2 572.3835 1,142.75 1,143.63 2 0.1254 109.6 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNmVPFPR K L 95.00% 53.8 39.4 1.82 2 m5: Oxidation (+15.99) 580.4103 1,158.81 1,159.63 2 0.184 158.7 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNMVPFPR K L 95.00% 54.5 39.5 1.47 2 572.3617 1,142.71 1,143.63 2 0.08171 71.44 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LAVNmVPFPR K L 95.00% 67.5 39.4 2.72 2 m5: Oxidation (+15.99) 580.3576 1,158.70 1,159.63 2 0.07861 67.78 253 262 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFmPGFAPLTSR R G 91.60% 34 37.8 0 2 m5: Oxidation (+15.99) 545.8502 1,634.53 1,636.83 3 -1.295 -178.4 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFMPGFAPLTSR R G 92.40% 0 0 2.55 2 541.6502 1,621.93 1,620.84 3 2.1 58.47 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFmPGFAPLTSR R G 95.00% 27.4 37.8 1.39 2 m5: Oxidation (+15.99) 546.3478 1,636.02 1,636.83 3 0.1984 121.2 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFMPGFAPLTSR R G 95.00% 33.2 38 2.44 2 541.0084 1,620.00 1,620.84 3 0.1751 108 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFMPGFAPLTSR R G 95.00% 37.4 38 1.68 2 541.0229 1,620.05 1,620.84 3 0.2186 134.9 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFMPGFAPLTSR R G 95.00% 38.1 38 2.55 2 541.0286 1,620.06 1,620.84 3 0.2357 145.4 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFMPGFAPLTSR R G 95.00% 38.2 38 1.3 2 541.0288 1,620.06 1,620.84 3 0.2361 145.6 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFMPGFAPLTSR R G 95.00% 48.1 37.8 1.48 2 541.3089 1,620.91 1,620.84 3 1.077 45.55 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFmPGFAPLTSR R G 95.00% 53.6 37.8 0 2 m5: Oxidation (+15.99) 546.6538 1,636.94 1,636.83 3 1.116 69.25 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFmPGFAPLTSR R G 95.00% 55.9 37.8 2.52 2 m5: Oxidation (+15.99) 546.7107 1,637.11 1,636.83 3 1.287 173.5 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LHFFMPGFAPLTSR R G 95.00% 68.1 38 2.54 2 541.0502 1,620.13 1,620.84 3 0.3004 185.3 263 276 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 34.7 35.3 1.92 2 c23: Carbamidomethyl (+57.02) 903.5102 2,707.51 2,708.34 3 0.1775 65.53 217 241 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 39.5 35.2 0 2 c23: Carbamidomethyl (+57.02) 903.898 2,708.67 2,708.34 3 1.341 124.8 217 241 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 49.2 35.2 0 2 c23: Carbamidomethyl (+57.02) 903.9233 2,708.75 2,708.34 3 1.417 152.8 217 241 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LTTPTYGDLNHLVSATmSGVTTcLR K F 95.00% 50.3 35.2 0 2 m17: Oxidation (+15.99), c23: Carbamidomethyl (+57.02) 909.2062 2,724.60 2,724.33 3 1.271 98.27 217 241 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 62.2 35.3 0.77 2 c23: Carbamidomethyl (+57.02) 903.5465 2,707.62 2,708.34 3 0.2864 105.8 217 241 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NMMAAcDPR K H 95.00% 19.5 39.2 1.24 2 c6: Carbamidomethyl (+57.02) 533.3235 1,064.63 1,065.43 2 0.2122 199.1 298 306 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NMMAAcDPR K H 95.00% 35 39.2 1.14 2 c6: Carbamidomethyl (+57.02) 533.2942 1,064.57 1,065.43 2 0.1536 144.1 298 306 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NMMAAcDPR K H 95.00% 39.7 39.2 1.89 2 c6: Carbamidomethyl (+57.02) 533.2704 1,064.53 1,065.43 2 0.1061 99.56 298 306 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NSSYFVEWIPNNVK K T 95.00% 28.2 37.6 0.886 2 849.0253 1,696.04 1,696.83 2 0.2104 124 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NSSYFVEWIPNNVK K T 95.00% 32.3 37.6 2.25 2 848.9944 1,695.97 1,696.83 2 0.1487 87.62 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NSSYFVEWIPNNVK K T 95.00% 36.3 37.6 2.52 2 848.9772 1,695.94 1,696.83 2 0.1143 67.34 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NSSYFVEWIPNNVK K T 95.00% 40.4 37.7 2.39 2 849.4765 1,696.94 1,696.83 2 1.113 64.9 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NSSYFVEWIPNNVK K T 95.00% 47.4 37.6 2.96 2 849.0356 1,696.06 1,696.83 2 0.231 136.1 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NSSYFVEWIPNNVK K T 95.00% 50.5 37.6 3.74 2 849.003 1,695.99 1,696.83 2 0.1659 97.75 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% NSSYFVEWIPNNVK K T 95.00% 50.8 37.6 1.47 2 849.0263 1,696.04 1,696.83 2 0.2124 125.2 337 350 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 94.40% 32.9 35 0 2 933.9189 2,798.74 2,798.34 3 1.399 141.4 78 103 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 35.1 35.2 0 2 933.6065 2,797.80 2,798.34 3 0.4614 164.9 78 103 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 47.1 35.2 4.28 2 933.5798 2,797.72 2,798.34 3 0.3813 136.2 78 103 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 53.3 35 4.02 2 933.9291 2,798.77 2,798.34 3 1.429 152.3 78 103 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% TAVcDIPPR K G 95.00% 48.7 39.3 1.8 2 c4: Carbamidomethyl (+57.02) 514.862 1,027.71 1,028.52 2 0.1972 191.7 351 359 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% TAVcDIPPR K G 95.00% 52.3 39.3 2.04 2 c4: Carbamidomethyl (+57.02) 514.8303 1,027.65 1,028.52 2 0.1338 130 351 359 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% TAVcDIPPR K G 95.00% 67.5 39.3 2.12 2 c4: Carbamidomethyl (+57.02) 514.814 1,027.61 1,028.52 2 0.1012 98.41 351 359 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% TAVcDIPPR K G 95.00% 72.5 39.3 2.06 2 c4: Carbamidomethyl (+57.02) 514.8444 1,027.67 1,028.52 2 0.162 157.4 351 359 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 92.30% 36.2 39 0 2 520.3558 1,038.70 1,039.59 2 0.1109 106.6 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 42.8 39 0 2 520.8746 1,039.73 1,039.59 2 1.149 140.1 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 45.2 39 0 2 520.3724 1,038.73 1,039.59 2 0.1441 138.6 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 45.4 39 0.886 2 520.3797 1,038.74 1,039.59 2 0.1586 152.5 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 47.6 39 1.06 2 520.3786 1,038.74 1,039.59 2 0.1565 150.6 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 49.9 39 2.36 2 520.3404 1,038.67 1,039.59 2 0.08003 76.98 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 50.7 39 0 2 520.3555 1,038.70 1,039.59 2 0.1103 106.1 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 50.8 39 0 2 520.3216 1,038.63 1,039.59 2 0.04246 40.84 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 52.8 39 0.921 2 520.3548 1,038.70 1,039.59 2 0.1089 104.8 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 53.2 39 2.77 2 520.3598 1,038.71 1,039.59 2 0.1189 114.4 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 54.1 39 1.68 2 520.3959 1,038.78 1,039.59 2 0.1911 183.8 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 54.7 39 1.55 2 520.4008 1,038.79 1,039.59 2 0.2009 193.2 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 56.3 39 1.16 2 520.353 1,038.69 1,039.59 2 0.1053 101.3 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 56.5 39 0 2 520.2628 1,038.51 1,039.59 2 -0.07517 -72.32 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 58 39 1.05 2 520.3503 1,038.69 1,039.59 2 0.09983 96.02 310 318 FALSE IPI00011654

LX-2 Repeat 1 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 99.80% 2 2 5 49.90% YLTVAAVFR R G 95.00% 58.7 39 2.21 2 520.3543 1,038.69 1,039.59 2 0.1079 103.8 310 318 FALSE IPI00011654

LX-2 Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 4 4 7 3.99% IIcDLVEEK K F 95.00% 42.1 39.6 0 2 c3: Carbamidomethyl (+57.02) 560.3269 1,118.64 1,118.58 2 1.07 60.27 443 451 TRUE

LX-2 Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 4 4 7 3.99% mSLLQLVEILQSK K E 95.00% 50.4 38.1 2.42 2 m1: Oxidation (+15.99) 759.9003 1,517.79 1,517.86 2 0.9323 -46.36 571 583 TRUE

LX-2 Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 4 4 7 3.99% NPQSYLYLVK R G 95.00% 22.8 38.8 1.22 2 612.3303 1,222.65 1,224.66 2 -1.009 -5.185 225 234 TRUE

LX-2 Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 4 4 7 3.99% YLGLLENLR K V 94.70% 38.4 39.6 0 2 545.9278 1,089.84 1,090.63 2 0.2226 204.1 613 621 TRUE

LX-2 Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 4 4 7 3.99% YLGLLENLR K V 95.00% 35.5 39.6 0.921 2 545.3761 1,088.74 1,090.63 2 -0.8808 111.9 613 621 TRUE

LX-2 Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 4 4 7 3.99% YLGLLENLR K V 95.00% 47.8 39.5 0 2 546.4203 1,090.83 1,090.63 2 1.208 187.7 613 621 TRUE

LX-2 Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 4 4 7 3.99% YLGLLENLR K V 95.00% 54.1 39.6 1.92 2 545.8803 1,089.75 1,090.63 2 0.1276 117 613 621 TRUE

LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 8 22.40% AALQELLSK R G 95.00% 53.5 39.8 0 2 486.8831 971.7517 972.5725 2 0.1864 191.7 86 94 TRUE

LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 8 22.40% AALQELLSK R G 95.00% 66.1 39.8 1 2 486.8081 971.6017 972.5725 2 0.03644 37.47 86 94 TRUE

LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 8 22.40% AALQELLSK R G 95.00% 72 39.8 0.796 2 486.8731 971.7317 972.5725 2 0.1664 171.1 86 94 TRUE

LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 8 22.40% LITPAVVSER K L 90.80% 35.5 39.1 0 2 542.8803 1,083.75 1,084.64 2 0.1171 108 67 76 TRUE
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LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 8 22.40% LITPAVVSER K L 95.00% 51.3 39.1 0 2 542.8523 1,083.69 1,084.64 2 0.06127 56.48 67 76 TRUE

LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 8 22.40% LITPAVVSER K L 95.00% 54.2 39.1 0 2 542.8864 1,083.76 1,084.64 2 0.1295 119.3 67 76 TRUE

LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 8 22.40% LITPAVVSER K L 95.00% 55.6 39.1 0.77 2 542.8781 1,083.74 1,084.64 2 0.1127 103.9 67 76 TRUE

LX-2 Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 8 22.40% LNNLVLFDK K A 95.00% 72 39.6 0 2 538.3344 1,074.65 1,075.61 2 0.04676 43.47 44 52 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% AIPQLQGYLR K S 95.00% 27.5 39.3 1.92 2 579.3903 1,156.77 1,158.66 2 -0.8899 97.48 263 272 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% AIPQLQGYLR K S 95.00% 54.9 39.3 1.03 2 579.8848 1,157.76 1,158.66 2 0.09909 85.52 263 272 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 37.4 38.1 2.09 2 763.4858 1,524.96 1,525.93 2 0.03279 21.48 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 38.5 38.1 1.74 2 509.2215 1,524.64 1,525.93 3 -0.2817 -184.6 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 39 38.1 4.43 2 763.4974 1,524.98 1,525.93 2 0.05605 36.73 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 52.1 38.1 2.05 2 763.5419 1,525.07 1,525.93 2 0.1451 95.05 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 55 38.1 3.6 2 509.366 1,525.08 1,525.93 3 0.1519 99.55 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 55.6 38.1 4.82 2 763.5156 1,525.02 1,525.93 2 0.09237 60.53 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 66.5 38.1 5.6 2 763.534 1,525.05 1,525.93 2 0.1292 84.68 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 81.8 38.1 2.21 2 509.3702 1,525.09 1,525.93 3 0.1645 107.8 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% ASITPGTILIILTGR R H 95.00% 83.1 38 4.6 2 509.7142 1,526.12 1,525.93 3 1.196 126.9 142 156 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% AVDSQILPK K I 95.00% 49.6 39 1 2 485.8147 969.6148 970.5569 2 0.0651 67.07 252 260 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% HLTDAYFK K K 94.10% 19.8 38.9 0.921 2 498.3627 994.7109 994.4993 2 1.219 217 211 218 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% HLTDAYFK K K 95.00% 19.3 39.2 1.85 2 497.8323 993.65 994.4993 2 0.1579 158.8 211 218 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% HLTDAYFK K K 95.00% 27.8 39.2 2.4 2 497.8214 993.6282 994.4993 2 0.1361 136.9 211 218 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% QLASGLLLVTGPLVLNR K V 95.00% 40.8 37.8 1.85 2 588.8102 1,763.41 1,764.07 3 0.3416 193.6 167 183 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% qLASGLLLVTGPLVLNR K V 95.00% 0 0 3.96 2 n-term: Pyro-cmC (-17.03) 874.5763 1,747.14 1,747.05 2 1.098 54.22 167 183 TRUE

LX-2 Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 7 18 20.50% QLASGLLLVTGPLVLNR K V 95.00% 71.4 37.7 3.13 2 882.6583 1,763.30 1,764.07 2 0.2349 133.1 167 183 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% AGFAGDDAPR K A 95.00% 44.2 40.1 0.959 2 488.7808 975.5471 976.4484 2 0.106 108.5 19 28 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% AGFAGDDAPR K A 95.00% 48.1 40.1 0 2 488.8551 975.6957 976.4484 2 0.2545 260.6 19 28 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% AGFAGDDAPR K A 95.00% 49.4 40.1 2.59 2 488.3069 974.5993 976.4484 2 -0.8418 164.9 19 28 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% AGFAGDDAPR K A 95.00% 57.7 40.1 3.17 2 488.6963 975.378 976.4484 2 -0.06316 -64.68 19 28 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% AGFAGDDAPR K A 95.00% 65.2 40.1 2.89 2 488.9103 975.806 976.4484 2 0.3648 373.5 19 28 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% AGFAGDDAPR K A 95.00% 66.4 40.1 2.44 2 488.8238 975.633 976.4484 2 0.1918 196.4 19 28 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% AGFAGDDAPR K A 95.00% 83.1 40.1 2.37 2 488.7836 975.5526 976.4484 2 0.1114 114.1 19 28 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% cPEALFQPSFLGMEScGIHETTFNSIMK R C 95.00% 7.85 33.9 1.24 2 c1: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 1,078.29 3,231.84 3,231.46 3 1.386 118.6 257 284 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% cPEALFQPSFLGMEScGIHETTFNSImK R C 95.00% 17.4 33.9 1.77 2 c1: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02), m27: Oxidation (+15.99) 1,083.24 3,246.71 3,247.46 3 0.2603 80.14 257 284 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% cPEALFQPSFLGMEScGIHETTFNSIMK R C 95.00% 42.9 33.9 0 2 c1: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 1,078.29 3,231.85 3,231.46 3 1.394 121 257 284 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTMYPGIADR K M 95.00% 26.8 36.3 1.25 2 1,108.10 2,214.19 2,215.07 2 0.1275 57.58 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTMYPGIADR K M 95.00% 35.4 36.4 4.52 2 1,108.67 2,215.33 2,215.07 2 1.266 118.9 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTMYPGIADR K M 95.00% 35.5 36.4 0 2 739.4877 2,215.44 2,215.07 3 1.378 169.4 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTMYPGIADR K M 95.00% 40.4 36.4 0 2 739.3592 2,215.06 2,215.07 3 0.9928 -4.502 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTmYPGIADR K M 95.00% 43.6 36.5 2.12 2 m14: Oxidation (+15.99) 744.4025 2,230.19 2,231.07 3 0.1277 57.21 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTMYPGIADR K M 95.00% 46 36.4 0 2 739.3852 2,215.13 2,215.07 3 1.071 30.69 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTMYPGIADR K M 95.00% 53.3 36.4 1.22 2 739.3992 2,215.18 2,215.07 3 1.113 49.64 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTMYPGIADR K M 95.00% 62.1 36.3 1.41 2 1,108.17 2,214.33 2,215.07 2 0.2653 119.8 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTmYPGIADR K M 95.00% 70.7 36.4 0 2 m14: Oxidation (+15.99) 744.7202 2,231.14 2,231.07 3 1.081 34.99 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTmYPGIADR K M 95.00% 76.4 36.5 0.921 2 m14: Oxidation (+15.99) 744.5102 2,230.51 2,231.07 3 0.4508 202 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DLYANTVLSGGTTmYPGIADR K M 95.00% 81.4 36.4 0 2 m14: Oxidation (+15.99) 744.7202 2,231.14 2,231.07 3 1.081 34.99 292 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSK K R 95.00% 23.4 39 2.72 2 599.8222 1,197.63 1,198.52 2 0.1148 95.78 51 61 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSK K R 95.00% 50.3 39 1.96 2 599.8299 1,197.65 1,198.52 2 0.1302 108.7 51 61 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSK K R 95.00% 50.7 39 2.52 2 599.8293 1,197.64 1,198.52 2 0.1289 107.6 51 61 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSK K R 95.00% 51.5 39 2.64 2 599.8092 1,197.60 1,198.52 2 0.08879 74.07 51 61 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSK K R 95.00% 54.6 39 2.09 2 599.7911 1,197.57 1,198.52 2 0.05264 43.92 51 61 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSK K R 95.00% 55.9 39 3.24 2 599.7936 1,197.57 1,198.52 2 0.05759 48.05 51 61 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSKR K G 94.80% 37.4 38.6 0 2 677.8528 1,353.69 1,354.62 2 0.0748 55.21 51 62 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSKR K G 95.00% 34.5 38.6 1.35 2 452.378 1,354.11 1,354.62 3 0.4959 366 51 62 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSKR K G 95.00% 44.2 38.6 0 2 677.8648 1,353.72 1,354.62 2 0.09888 72.99 51 62 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSKR K G 95.00% 55.6 38.6 0.745 2 452.3207 1,353.94 1,354.62 3 0.3241 239.2 51 62 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSKR K G 95.00% 60 38.6 4.46 2 677.8749 1,353.74 1,354.62 2 0.119 87.85 51 62 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSKR K G 95.00% 74.8 38.7 4.92 2 678.3406 1,354.67 1,354.62 2 1.051 35.25 51 62 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSKR K G 95.00% 75 38.6 6.64 2 677.8586 1,353.70 1,354.62 2 0.08644 63.81 51 62 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% DSYVGDEAQSKR K G 95.00% 88.5 38.7 4.7 2 678.3553 1,354.70 1,354.62 2 1.08 56.87 51 62 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 92.70% 36.7 39.2 0 2 581.3923 1,160.77 1,161.62 2 0.1587 136.6 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 92.80% 36.7 39.2 0 2 581.3403 1,160.67 1,161.62 2 0.05473 47.11 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 39.5 39.2 1.68 2 581.3526 1,160.69 1,161.62 2 0.07938 68.33 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 39.8 39.2 0 2 581.383 1,160.75 1,161.62 2 0.1401 120.6 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 41.4 39.2 0 2 581.3458 1,160.68 1,161.62 2 0.06573 56.58 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 42 39.2 0 2 581.3598 1,160.71 1,161.62 2 0.09386 80.79 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 46.4 39.2 1.1 2 581.8976 1,161.78 1,161.62 2 1.169 143.4 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 48.5 39.2 0 2 581.3619 1,160.71 1,161.62 2 0.09798 84.34 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 48.8 39.2 0 2 581.3278 1,160.64 1,161.62 2 0.02973 25.59 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 50.3 39.2 1.68 2 581.3381 1,160.66 1,161.62 2 0.05032 43.32 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 50.8 39.2 1.96 2 581.3541 1,160.69 1,161.62 2 0.08233 70.87 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 51.3 39.2 0 2 581.3853 1,160.76 1,161.62 2 0.1447 124.6 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% EITALAPSTMK K I 95.00% 63.7 39.2 0 2 581.3153 1,160.62 1,161.62 2 0.004867 4.19 316 326 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 25 39.4 1.82 2 567.3179 1,132.62 1,132.53 2 1.102 87.19 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 29.7 39.4 1.59 2 566.8701 1,131.73 1,132.53 2 0.2059 181.8 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 31.9 39.4 1.27 2 566.7855 1,131.56 1,132.53 2 0.03673 32.43 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 37.5 39.4 2.34 2 566.7956 1,131.58 1,132.53 2 0.05704 50.36 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 44 39.4 1.15 2 566.8354 1,131.66 1,132.53 2 0.1365 120.5 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 46.3 39.4 2.41 2 566.8047 1,131.59 1,132.53 2 0.07522 66.41 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 47.4 39.4 2.89 2 566.8229 1,131.63 1,132.53 2 0.1116 98.54 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 49.4 39.4 1.7 2 566.8461 1,131.68 1,132.53 2 0.158 139.5 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% GYSFTTTAER R E 95.00% 50.1 39.4 1.33 2 566.8203 1,131.63 1,132.53 2 0.1063 93.88 197 206 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% HQGVMVGMGQK R D 95.00% 46.1 39 3.21 2 586.3606 1,170.71 1,171.57 2 0.1428 121.8 40 50 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% IWHHTFYNELR K V 93.80% 35.8 38.3 0 2 506.0186 1,515.03 1,515.75 3 0.2922 192.8 85 95 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% IWHHTFYNELR K V 95.00% 37.8 38.3 0 2 506.0042 1,514.99 1,515.75 3 0.2489 164.1 85 95 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% IWHHTFYNELR K V 95.00% 39.9 38.3 0 2 506.0157 1,515.03 1,515.75 3 0.2835 187 85 95 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% IWHHTFYNELR K V 95.00% 46.4 38.3 1.11 2 758.4575 1,514.90 1,515.75 2 0.1585 104.5 85 95 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% IWHHTFYNELR K V 95.00% 48.2 38.3 0 2 506.0102 1,515.01 1,515.75 3 0.2669 176 85 95 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% IWHHTFYNELR K V 95.00% 49.4 38.3 0 2 505.9827 1,514.93 1,515.75 3 0.1844 121.7 85 95 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% KDLYANTVLSGGTTMYPGIADR R M 95.00% 51.2 36 0 2 782.1443 2,343.41 2,343.17 3 1.253 106.8 291 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% KDLYANTVLSGGTTMYPGIADR R M 95.00% 53.2 36.1 0 2 781.7812 2,342.32 2,343.17 3 0.1638 69.88 291 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% KDLYANTVLSGGTTMYPGIADR R M 95.00% 54.5 36.1 0.854 2 781.8467 2,342.52 2,343.17 3 0.3603 153.7 291 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% KDLYANTVLSGGTTmYPGIADR R M 95.00% 55.8 36.3 1.48 2 m15: Oxidation (+15.99) 787.448 2,359.32 2,359.16 3 1.169 70.58 291 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% KDLYANTVLSGGTTMYPGIADR R M 95.00% 56 36 0 2 782.143 2,343.41 2,343.17 3 1.249 105.2 291 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% KDLYANTVLSGGTTMYPGIADR R M 95.00% 56.8 36 2.05 2 782.1252 2,343.35 2,343.17 3 1.196 82.33 291 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% KDLYANTVLSGGTTmYPGIADR R M 95.00% 67.7 36.3 0 2 m15: Oxidation (+15.99) 787.1662 2,358.48 2,359.16 3 0.3238 137.2 291 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% KDLYANTVLSGGTTmYPGIADR R M 95.00% 89 36.3 1.39 2 m15: Oxidation (+15.99) 787.4455 2,359.31 2,359.16 3 1.162 67.36 291 312 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% LcYVALDFEQEmATAASSSSLEK K S 95.00% 34.2 35.3 2.47 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 856.1267 2,565.36 2,566.17 3 0.1967 76.64 216 238 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% LcYVALDFEQEmATAASSSSLEK K S 95.00% 61.5 35.3 3.02 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 856.1131 2,565.32 2,566.17 3 0.156 60.77 216 238 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% LcYVALDFEQEMATAASSSSLEK K S 95.00% 64.2 35.3 1.92 2 c2: Carbamidomethyl (+57.02) 850.8477 2,549.52 2,550.17 3 0.3546 139 216 238 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% LcYVALDFEQEMATAASSSSLEK K S 95.00% 64.4 35.4 3.8 2 c2: Carbamidomethyl (+57.02) 851.1672 2,550.48 2,550.17 3 1.313 121.7 216 238 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% LcYVALDFEQEMATAASSSSLEK K S 95.00% 72.1 35.4 3.08 2 c2: Carbamidomethyl (+57.02) 851.1733 2,550.50 2,550.17 3 1.331 128.8 216 238 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% LcYVALDFEQEMATAASSSSLEK K S 95.00% 72.5 35.3 2.24 2 c2: Carbamidomethyl (+57.02) 850.8128 2,549.42 2,550.17 3 0.25 98.02 216 238 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% LcYVALDFEQEMATAASSSSLEK K S 95.00% 72.9 35.3 1.77 2 c2: Carbamidomethyl (+57.02) 850.8002 2,549.38 2,550.17 3 0.2121 83.16 216 238 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 35.7 38.3 4.44 2 506.3417 1,516.00 1,516.70 3 0.3077 202.8 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 36.6 38.3 1.22 2 506.3291 1,515.97 1,516.70 3 0.2701 178.1 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 39.7 38.3 2.19 2 506.3345 1,515.98 1,516.70 3 0.2862 188.6 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 40.9 38.3 4.66 2 506.2668 1,515.78 1,516.70 3 0.0832 54.85 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% qEYDESGPSIVHR K K 95.00% 0 0 3.01 2 n-term: Pyro-cmC (-17.03) 500.4207 1,498.24 1,499.68 3 -0.4287 -286 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 41.3 38.3 1.59 2 758.9337 1,515.85 1,516.70 2 0.1573 103.7 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% qEYDESGPSIVHR K K 95.00% 0 0 3.77 2 n-term: Pyro-cmC (-17.03) 750.3284 1,498.64 1,499.68 2 -0.02667 -17.79 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 42.8 38.3 0 2 506.3383 1,515.99 1,516.70 3 0.2977 196.3 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% qEYDESGPSIVHR K K 95.00% 0 0 4.92 2 n-term: Pyro-cmC (-17.03) 750.3859 1,498.76 1,499.68 2 0.08825 58.84 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% qEYDESGPSIVHR K K 95.00% 0 0 5.09 2 n-term: Pyro-cmC (-17.03) 750.4171 1,498.82 1,499.68 2 0.1506 100.4 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 44.8 38.3 1.27 2 506.3772 1,516.11 1,516.70 3 0.4142 273 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 45.7 38.3 2 2 506.3373 1,515.99 1,516.70 3 0.2947 194.3 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 47.3 38.3 1.28 2 506.3443 1,516.01 1,516.70 3 0.3156 208 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 52.4 38.3 2.74 2 506.3287 1,515.96 1,516.70 3 0.2688 177.2 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 52.5 38.3 0 2 506.3186 1,515.93 1,516.70 3 0.2385 157.2 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 54.5 38.3 2.92 2 506.3433 1,516.01 1,516.70 3 0.3126 206.1 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 57.2 38.3 0 2 506.3442 1,516.01 1,516.70 3 0.3154 207.9 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 76.3 38.3 0.959 2 506.6282 1,516.86 1,516.70 3 1.167 108.4 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 79.2 38.3 4.46 2 758.9365 1,515.86 1,516.70 2 0.163 107.4 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 82.5 38.3 0.886 2 505.9989 1,514.98 1,516.70 3 -0.7205 186.2 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHR K K 95.00% 84.1 38.3 5.59 2 758.9525 1,515.89 1,516.70 2 0.1949 128.5 360 372 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% QEYDESGPSIVHRK K C 90.50% 33.6 38 0 2 549.3524 1,645.04 1,644.80 3 1.245 147 360 373 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 29.4 37.5 2.24 2 896.0685 1,790.12 1,790.89 2 0.2375 132.6 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 36.3 37.6 0 2 598.0272 1,791.06 1,790.89 3 1.175 96.15 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 41.6 37.6 0 2 598.0105 1,791.01 1,790.89 3 1.125 68.19 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 46 37.5 5.28 2 896.0599 1,790.11 1,790.89 2 0.2204 123.1 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 46.4 37.6 0 2 597.8662 1,790.58 1,790.89 3 0.6919 -173.5 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 48.7 37.5 0.959 2 597.7067 1,790.10 1,790.89 3 0.2134 119.1 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 50 37.6 0 2 598.0247 1,791.05 1,790.89 3 1.168 91.97 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 50.9 37.5 3.77 2 896.0658 1,790.12 1,790.89 2 0.2321 129.6 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 52.6 37.6 0 2 598.011 1,791.01 1,790.89 3 1.126 68.88 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% SYELPDGQVITIGNER K F 95.00% 54.9 37.5 0 2 597.6969 1,790.07 1,790.89 3 0.1839 102.6 239 254 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% TTGIVMDSGDGVTHTVPIYEGYALPHAILR R L 95.00% 40.4 33.9 0 2 1,062.27 3,183.79 3,183.61 3 1.181 56.05 148 177 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% VAPEEHPVLLTEAPLNPK R A 95.00% 26.3 37 3.14 2 977.6613 1,953.31 1,954.06 2 0.2507 128.3 96 113 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% VAPEEHPVLLTEAPLNPK R A 95.00% 28.4 37 1.55 2 652.3502 1,954.03 1,954.06 3 0.9714 -16.05 96 113 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% VAPEEHPVLLTEAPLNPK R A 95.00% 37.4 37 0.886 2 652.3248 1,953.95 1,954.06 3 0.8952 -55.01 96 113 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% VAPEEHPVLLTEAPLNPK R A 95.00% 38.4 37 0 2 652.1102 1,953.31 1,954.06 3 0.2514 128.6 96 113 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% VAPEEHPVLLTEAPLNPK R A 95.00% 41.3 37 2.41 2 978.1432 1,954.27 1,954.06 2 1.215 108.3 96 113 TRUE

LX-2 Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 16 22 118 57.60% VAPEEHPVLLTEAPLNPK R A 95.00% 44.8 37 1.44 2 977.6953 1,953.38 1,954.06 2 0.3186 163 96 113 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% AALSALESFLK K Q 95.00% 44.9 39.1 0 2 575.4109 1,148.81 1,149.65 2 0.163 141.8 311 321 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% AALSALESFLK K Q 95.00% 45.5 39.1 0 2 575.8653 1,149.72 1,149.65 2 1.072 60.05 311 321 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% AALSALESFLK K Q 95.00% 49 39.1 1.46 2 575.3463 1,148.68 1,149.65 2 0.03383 29.42 311 321 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% AALSALESFLK K Q 95.00% 52.7 39.1 1 2 575.3743 1,148.73 1,149.65 2 0.08996 78.25 311 321 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% AALSALESFLK K Q 95.00% 58.8 39.1 1.52 2 575.3611 1,148.71 1,149.65 2 0.06349 55.23 311 321 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% AALSALESFLK K Q 95.00% 96.5 39.1 2.64 2 575.8765 1,149.74 1,149.65 2 1.094 79.6 311 321 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% ELLNPVVEFVSHPSTTcR R E 95.00% 29.9 36.8 1.48 2 c17: Carbamidomethyl (+57.02) 696.0862 2,085.24 2,085.04 3 1.201 94.84 2453 2470 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% EMKPVIFLDVFLPR R V 95.00% 37.6 37.8 0.796 2 569.0039 1,703.99 1,703.96 3 1.042 22.74 900 913 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% FMNAVFFLLPK R F 95.00% 39 38.6 2.19 2 663.9025 1,325.79 1,326.73 2 0.06973 52.56 2378 2388 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% FMNAVFFLLPK R F 95.00% 44.2 38.6 2.51 2 663.9303 1,325.85 1,326.73 2 0.1253 94.45 2378 2388 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% LLALNSLYSPK R I 95.00% 60.4 39.1 0 2 610.369 1,218.72 1,218.71 2 1.021 15.33 2539 2549 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% LLALNSLYSPK R I 95.00% 80.8 39.1 1.43 2 610.3849 1,218.76 1,218.71 2 1.053 41.34 2539 2549 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% QLFSSLFSGILK K E 95.00% 37.5 38.6 1.68 2 670.3966 1,338.78 1,339.76 2 0.02386 17.81 2807 2818 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% QLFSSLFSGILK K E 95.00% 37.8 38.6 0 2 670.2936 1,338.57 1,339.76 2 -0.1822 -136 2807 2818 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% QLFSSLFSGILK K E 95.00% 52 38.6 2.7 2 670.4141 1,338.81 1,339.76 2 0.05873 43.83 2807 2818 TRUE

LX-2 Repeat 1 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 7 7 16 2.20% SLGPPQGEEDSVPR R D 92.80% 15.7 38.1 0.854 2 734.4038 1,466.79 1,467.71 2 0.09269 63.15 2107 2120 TRUE

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20% GIYAYGFEKPSAIQQR R A 95.00% 41.3 37.4 0 2 610.3448 1,828.01 1,827.94 3 1.081 42.74 52 67 TRUE

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20% KVDWLTEK R M 95.00% 30 39.9 1.34 2 509.8195 1,017.62 1,018.56 2 0.07479 73.42 289 296 TRUE

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20% LDYGQHVVAGTPGR K V 95.00% 47.4 38.5 0 2 490.6687 1,468.98 1,469.75 3 0.2418 164.5 153 166 TRUE

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20% MLVLDEADEMLNK K G 95.00% 62.5 38.3 2.15 2 761.4303 1,520.85 1,520.73 2 1.12 76.75 183 195 TRUE

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20% QFFVAVER K E 95.00% 46.8 38.8 0 2 498.8029 995.5913 995.5308 2 1.068 65.2 253 260 TRUE

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20% RDELTLEGIK K Q 95.00% 80.5 39.3 1.24 2 587.4026 1,172.79 1,173.65 2 0.1504 128.1 243 252 TRUE

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20% VLISTDVWAR R G 95.00% 51.3 39.3 0 2 580.8415 1,159.67 1,159.65 2 1.029 22.4 330 339 TRUE

LX-2 Repeat 1 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 19.20% VLISTDVWAR R G 95.00% 52.8 39.4 1.35 2 580.3566 1,158.70 1,159.65 2 0.05892 50.81 330 339 TRUE

LX-2 Repeat 1 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 5 5.15% FcIWTESAFR R K 95.00% 40 38.8 0 2 c2: Carbamidomethyl (+57.02) 658.9155 1,315.82 1,316.61 2 0.2145 162.9 249 258 TRUE

LX-2 Repeat 1 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 5 5.15% NIPGITLLNVSK R L 95.00% 26 38.7 2 2 635.4003 1,268.79 1,268.76 2 1.036 26.07 223 234 TRUE

LX-2 Repeat 1 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 5 5.15% NIPGITLLNVSK R L 95.00% 52.2 38.7 5.34 2 634.939 1,267.86 1,268.76 2 0.1133 89.31 223 234 TRUE

LX-2 Repeat 1 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 5 5.15% NIPGITLLNVSK R L 95.00% 53.8 38.7 5.32 2 634.905 1,267.80 1,268.76 2 0.04524 35.65 223 234 TRUE

LX-2 Repeat 1 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 5 5.15% NIPGITLLNVSK R L 95.00% 56.1 38.7 1.77 2 634.9175 1,267.82 1,268.76 2 0.07037 55.46 223 234 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% AGAIAPcEVTVPAQNTGLGPEK R T 95.00% 31.8 36.6 2.39 2 c7: Carbamidomethyl (+57.02) 1,090.67 2,179.32 2,180.10 2 0.2268 104 113 134 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% cFIVGADNVGSK K Q 95.00% 24.4 38.7 1.15 2 c1: Carbamidomethyl (+57.02) 633.8486 1,265.68 1,266.61 2 0.07503 59.23 27 38 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% cFIVGADNVGSK K Q 95.00% 35.4 38.7 1.82 2 c1: Carbamidomethyl (+57.02) 633.8506 1,265.69 1,266.61 2 0.07908 62.43 27 38 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% cFIVGADNVGSK K Q 95.00% 39.5 38.7 1.07 2 c1: Carbamidomethyl (+57.02) 633.8413 1,265.67 1,266.61 2 0.06062 47.85 27 38 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% GTIEILSDVQLIK R T 95.00% 39.1 38.6 4.29 2 714.974 1,427.93 1,428.83 2 0.1096 76.72 150 162 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% GTIEILSDVQLIK R T 95.00% 42.8 38.6 3.08 2 714.9193 1,427.82 1,428.83 2 0.000127 0.0889 150 162 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% GTIEILSDVQLIK R T 95.00% 50.5 38.6 1.59 2 714.9177 1,427.82 1,428.83 2 -0.003073 -2.151 150 162 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% IIQLLDDYPK K C 95.00% 38.8 39.3 1.33 2 609.3273 1,216.64 1,217.68 2 -0.03067 -25.19 17 26 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% TSFFQALGITTK K I 95.00% 40 38.7 1.14 2 657.8773 1,313.74 1,313.71 2 1.037 26.25 135 146 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% TSFFQALGITTK K I 95.00% 43.3 38.6 2.55 2 657.4191 1,312.82 1,313.71 2 0.1207 91.87 135 146 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% TSFFQALGITTK K I 95.00% 52.8 38.6 0 2 657.4062 1,312.80 1,313.71 2 0.09496 72.28 135 146 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% TSFFQALGITTK K I 95.00% 70.3 38.6 0 2 657.3513 1,312.69 1,313.71 2 -0.01487 -11.32 135 146 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% TSFFQALGITTK K I 95.00% 71.5 38.6 0 2 656.9293 1,311.84 1,313.71 2 -0.8588 109.6 135 146 TRUE

LX-2 Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 6 6 14 27.10% VLALSVETDYTFPLAEK R V 95.00% 27.2 37.2 1.06 2 948.5783 1,895.14 1,896.00 2 0.149 78.59 248 264 TRUE

LX-2 Repeat 1 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 4 4 4 19.40% KAcADATLSQITNNIDPVGR R I 95.00% 50.7 36.6 2.41 2 c3: Carbamidomethyl (+57.02) 715.4364 2,143.29 2,144.08 3 0.218 101.7 23 42 TRUE

LX-2 Repeat 1 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 4 4 4 19.40% LFVSGAcDASAK R L 95.00% 59.1 38.6 3.24 2 c7: Carbamidomethyl (+57.02) 613.3703 1,224.73 1,225.59 2 0.1451 118.4 198 209 TRUE

LX-2 Repeat 1 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 4 4 4 19.40% LIIWDSYTTNK K V 95.00% 86 38.6 1.89 2 677.3729 1,352.73 1,353.71 2 0.03345 24.71 79 89 TRUE

LX-2 Repeat 1 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 4 4 4 19.40% VScLGVTDDGMAVATGSWDSFLK R I 95.00% 69.1 36 5.6 2 c3: Carbamidomethyl (+57.02) 806.1234 2,415.35 2,416.12 3 0.2395 99.11 315 337 TRUE

LX-2 Repeat 1 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 99.80% 2 2 4 3.32% DLLDLLVEAK K Q 90.90% 35.8 39.3 0 2 564.914 1,127.81 1,128.65 2 0.1694 150.1 555 564 TRUE

LX-2 Repeat 1 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 99.80% 2 2 4 3.32% DLLDLLVEAK K Q 95.00% 44.8 39.4 0 2 565.4103 1,128.81 1,128.65 2 1.162 140.9 555 564 TRUE

LX-2 Repeat 1 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 99.80% 2 2 4 3.32% DLLDLLVEAK K Q 95.00% 62.2 39.3 0 2 564.8671 1,127.72 1,128.65 2 0.07561 66.99 555 564 TRUE

LX-2 Repeat 1 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 99.80% 2 2 4 3.32% SFLLDLLNATGK R D 95.00% 62.3 38.8 2.47 2 646.428 1,290.84 1,291.73 2 0.1229 95.16 429 440 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVcMLSNTTAIAEAWAR R L 95.00% 35.9 37.5 1.42 2 c3: Carbamidomethyl (+57.02) 622.3502 1,864.03 1,864.90 3 0.1316 70.56 374 390 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVcMLSNTTAIAEAWAR R L 95.00% 36.2 37.4 1.54 2 c3: Carbamidomethyl (+57.02) 622.6439 1,864.91 1,864.90 3 1.013 5.317 374 390 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVcMLSNTTAIAEAWAR R L 95.00% 36.7 37.5 0 2 c3: Carbamidomethyl (+57.02) 622.3781 1,864.11 1,864.90 3 0.2154 115.5 374 390 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVcMLSNTTAIAEAWAR R L 95.00% 49.4 37.5 1.34 2 c3: Carbamidomethyl (+57.02) 622.3572 1,864.05 1,864.90 3 0.1528 81.91 374 390 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVcMLSNTTAIAEAWAR R L 95.00% 64.7 37.5 0 2 c3: Carbamidomethyl (+57.02) 622.3502 1,864.03 1,864.90 3 0.1316 70.56 374 390 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVcMLSNTTAIAEAWAR R L 95.00% 75.3 37.4 5.96 2 c3: Carbamidomethyl (+57.02) 933.5436 1,865.07 1,864.90 2 1.176 92.61 374 390 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVcMLSNTTAIAEAWAR R L 95.00% 79.8 37.5 6.54 2 c3: Carbamidomethyl (+57.02) 933.0563 1,864.10 1,864.90 2 0.2009 107.7 374 390 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 25.1 37.7 1.07 2 568.3986 1,702.17 1,701.91 3 1.275 160.1 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 37.7 37.8 1.4 2 851.5346 1,701.05 1,701.91 2 0.1559 91.59 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 38.7 37.7 1.1 2 851.9846 1,701.95 1,701.91 2 1.056 31.3 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 40.3 37.7 0 2 852.0369 1,702.06 1,701.91 2 1.161 92.73 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 47.4 37.8 3.7 2 851.5147 1,701.01 1,701.91 2 0.1163 68.3 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 47.6 37.7 3.52 2 852.079 1,702.14 1,701.91 2 1.245 142.1 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 52.9 37.7 1.29 2 852.0369 1,702.06 1,701.91 2 1.161 92.73 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 58.4 37.8 3.6 2 851.5123 1,701.01 1,701.91 2 0.1114 65.45 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 59.2 37.8 3.15 2 851.5631 1,701.11 1,701.91 2 0.213 125.2 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 60.1 37.8 2.89 2 851.511 1,701.01 1,701.91 2 0.1089 63.96 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 60.7 37.8 2.16 2 568.0439 1,701.11 1,701.91 3 0.2111 124 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 61.2 37.8 4.39 2 851.5312 1,701.05 1,701.91 2 0.1491 87.63 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 61.8 37.7 2.54 2 852.0474 1,702.08 1,701.91 2 1.182 105 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 62 37.8 3.77 2 851.5471 1,701.08 1,701.91 2 0.181 106.3 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AVFVDLEPTVIDEVR R T 95.00% 64.1 37.8 2.74 2 851.5514 1,701.09 1,701.91 2 0.1896 111.4 65 79 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 44 34.9 1.07 2 c15: Carbamidomethyl (+57.02) 917.5525 2,749.64 2,750.29 3 0.3518 127.9 281 304 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 59.1 35.1 1.8 2 c15: Carbamidomethyl (+57.02) 917.8622 2,750.56 2,750.29 3 1.281 101 281 304 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 69.6 35.1 1.96 2 c15: Carbamidomethyl (+57.02) 917.8562 2,750.55 2,750.29 3 1.263 94.48 281 304 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% DVNAAIATIK K T 90.60% 36.2 39.9 0 2 508.3279 1,014.64 1,015.58 2 0.07015 69.07 327 336 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% DVNAAIATIK K T 92.40% 37.1 39.9 0 2 508.3508 1,014.69 1,015.58 2 0.116 114.2 327 336 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% DVNAAIATIK K T 95.00% 27.3 39.9 1.7 2 508.3473 1,014.68 1,015.58 2 0.109 107.3 327 336 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% DVNAAIATIK K T 95.00% 27.4 39.9 0.824 2 508.3103 1,014.61 1,015.58 2 0.03493 34.39 327 336 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% DVNAAIATIK K T 95.00% 36.1 39.9 1.27 2 508.3403 1,014.67 1,015.58 2 0.09493 93.46 327 336 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% DVNAAIATIK K T 95.00% 36.7 39.9 1 2 508.3628 1,014.71 1,015.58 2 0.1399 137.8 327 336 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% DVNAAIATIK K T 95.00% 46.8 39.9 0 2 508.3612 1,014.71 1,015.58 2 0.1367 134.6 327 336 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 91.30% 35.9 39.3 0 2 543.3159 1,084.62 1,085.62 2 0.004231 3.897 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 91.70% 36.5 39.6 0 2 543.9003 1,085.79 1,085.62 2 1.173 156.6 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 42.5 39.3 0 2 543.3403 1,084.67 1,085.62 2 0.05293 48.75 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 42.9 39.3 0 2 543.3612 1,084.71 1,085.62 2 0.09477 87.29 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 49.5 39.3 0 2 543.3817 1,084.75 1,085.62 2 0.1358 125.1 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 49.6 39.3 0 2 543.3599 1,084.71 1,085.62 2 0.09209 84.82 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 50.7 39.3 0 2 543.3607 1,084.71 1,085.62 2 0.09383 86.42 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 51.8 39.3 0 2 543.3715 1,084.73 1,085.62 2 0.1153 106.2 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 53.8 39.3 0 2 543.3647 1,084.71 1,085.62 2 0.1018 93.73 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 57 39.3 0.77 2 543.3563 1,084.70 1,085.62 2 0.08493 78.22 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 64.8 39.3 0 2 543.3991 1,084.78 1,085.62 2 0.1706 157.1 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 65 39.3 0 2 543.3903 1,084.77 1,085.62 2 0.1529 140.8 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 66.2 39.3 1.37 2 543.3144 1,084.61 1,085.62 2 0.001163 1.071 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 66.4 39.3 1.04 2 543.3843 1,084.75 1,085.62 2 0.1409 129.8 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% EIIDLVLDR K I 95.00% 69.9 39.3 1.12 2 543.3691 1,084.72 1,085.62 2 0.1105 101.8 113 121 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% FDGALNVDLTEFQTNLVPYPR R I 95.00% 41.8 35.9 0 2 803.5389 2,407.60 2,409.21 3 -0.6065 164.5 244 264 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% FDGALNVDLTEFQTNLVPYPR R I 95.00% 50.7 35.8 1.77 2 803.8202 2,408.44 2,409.21 3 0.2373 98.47 244 264 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% FDGALNVDLTEFQTNLVPYPR R I 95.00% 53.1 35.7 1.8 2 804.1697 2,409.49 2,409.21 3 1.286 117.4 244 264 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 91.10% 33.4 37.5 0 2 586.7207 1,757.14 1,756.96 3 1.184 103.2 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 93.20% 34.6 37.5 0 2 586.4194 1,756.24 1,756.96 3 0.2803 159.5 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 13.2 37.5 2.46 2 586.3593 1,756.06 1,756.96 3 0.09995 56.89 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 24.7 37.5 1.18 2 586.439 1,756.30 1,756.96 3 0.339 192.9 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 40.5 37.5 0 2 586.6802 1,757.02 1,756.96 3 1.063 34.09 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 40.5 37.5 0 2 586.3989 1,756.18 1,756.96 3 0.2189 124.6 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 41.1 37.5 1.19 2 586.3802 1,756.12 1,756.96 3 0.1627 92.57 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 42.1 37.5 2.4 2 586.407 1,756.20 1,756.96 3 0.2432 138.4 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 46 37.5 1.33 2 586.7089 1,757.11 1,756.96 3 1.149 83.14 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 48.2 37.5 1.14 2 586.3673 1,756.08 1,756.96 3 0.1241 70.62 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 49.1 37.5 5.13 2 879.084 1,756.15 1,756.96 2 0.1973 112.3 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% IHFPLATYAPVISAEK R A 95.00% 49.4 37.5 3.46 2 586.6162 1,756.83 1,756.96 3 0.8707 -75.14 265 280 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LDHKFDLMYAK R R 94.50% 36.7 38.7 0 2 460.9853 1,379.93 1,380.70 3 0.2432 176.1 391 401 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LDHKFDLMYAK R R 95.00% 17.7 38.7 3.11 2 461.0266 1,380.06 1,380.70 3 0.3671 265.8 391 401 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LDHKFDLMYAK R R 95.00% 28 38.7 1.13 2 460.9757 1,379.91 1,380.70 3 0.2144 155.3 391 401 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 45.3 38.2 1.29 2 744.924 1,487.83 1,487.88 2 0.9614 -27.76 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 48.9 38.2 1.8 2 497.0288 1,488.06 1,487.88 3 1.193 127.5 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 49.4 38.3 1.62 2 496.6816 1,487.02 1,487.88 3 0.1509 101.4 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 50.8 38.3 0 2 744.4787 1,486.94 1,487.88 2 0.07078 47.57 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 51.2 38.3 3.85 2 744.4371 1,486.86 1,487.88 2 -0.01222 -8.215 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 51.6 38.2 2.72 2 496.9689 1,487.89 1,487.88 3 1.013 6.899 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 53.6 38.2 0.959 2 744.9774 1,487.94 1,487.88 2 1.068 44.05 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 55.9 38.3 2.57 2 744.4789 1,486.94 1,487.88 2 0.07136 47.96 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 56 38.3 2.01 2 744.5047 1,486.99 1,487.88 2 0.1228 82.55 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 58.2 38.2 3.24 2 497.0514 1,488.13 1,487.88 3 1.261 173.1 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 60.5 38.3 5.64 2 744.5336 1,487.05 1,487.88 2 0.1807 121.4 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 61.5 38.3 2.57 2 496.7309 1,487.17 1,487.88 3 0.2989 200.8 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 61.7 38.3 4.17 2 744.4806 1,486.95 1,487.88 2 0.07473 50.23 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 63.2 38.2 2.15 2 497.0372 1,488.09 1,487.88 3 1.218 144.4 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 64.9 38.3 2.07 2 744.5005 1,486.99 1,487.88 2 0.1145 76.98 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 65 38.2 1.96 2 497.0577 1,488.15 1,487.88 3 1.279 185.7 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 65.7 38.3 2.7 2 496.6848 1,487.03 1,487.88 3 0.1606 107.9 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 67.1 38.3 1.42 2 744.4564 1,486.90 1,487.88 2 0.0262 17.61 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 71 38.3 3.01 2 496.7329 1,487.18 1,487.88 3 0.305 205 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 71.9 38.3 2.62 2 744.4753 1,486.94 1,487.88 2 0.06403 43.03 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 72.7 38.3 4.16 2 496.7043 1,487.09 1,487.88 3 0.2192 147.3 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% LISQIVSSITASLR R F 95.00% 74.4 38.3 2.03 2 496.7271 1,487.16 1,487.88 3 0.2874 193.1 230 243 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% NLDIERPTYTNLNR R L 94.10% 35.5 37.8 0 2 573.6685 1,717.98 1,718.88 3 0.1089 63.32 216 229 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% NLDIERPTYTNLNR R L 95.00% 28.5 37.8 1.49 2 860.0382 1,718.06 1,718.88 2 0.187 108.8 216 229 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% QLFHPEQLITGKEDAANNYAR R G 95.00% 28.8 36.2 1.23 2 805.7889 2,414.35 2,415.21 3 0.1469 60.82 85 105 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% QLFHPEQLITGKEDAANNYAR R G 95.00% 40.9 36.1 1.3 2 805.8339 2,414.48 2,415.21 3 0.2817 116.6 85 105 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 94.10% 36.4 38.1 0 2 c8: Carbamidomethyl (+57.02) 793.4794 1,584.94 1,584.75 2 1.2 124.2 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 28.3 38 4.55 2 c8: Carbamidomethyl (+57.02) 792.9736 1,583.93 1,584.75 2 0.1882 118.8 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 32.9 38.1 1.89 2 c8: Carbamidomethyl (+57.02) 793.4675 1,584.92 1,584.75 2 1.176 109.2 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 34.9 38 2.6 2 c8: Carbamidomethyl (+57.02) 792.9626 1,583.91 1,584.75 2 0.1662 104.9 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 35.1 38 4.12 2 c8: Carbamidomethyl (+57.02) 792.9721 1,583.93 1,584.75 2 0.1853 116.9 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 37.4 38.1 1.66 2 c8: Carbamidomethyl (+57.02) 793.3883 1,584.76 1,584.75 2 1.018 9.361 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 38.1 38 2.24 2 c8: Carbamidomethyl (+57.02) 792.9848 1,583.96 1,584.75 2 0.2107 132.9 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 38.1 38 4.57 2 c8: Carbamidomethyl (+57.02) 792.9385 1,583.86 1,584.75 2 0.1179 74.41 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 42.5 38 4.28 2 c8: Carbamidomethyl (+57.02) 792.9838 1,583.95 1,584.75 2 0.2086 131.6 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 50.1 38.1 2.72 2 c8: Carbamidomethyl (+57.02) 793.5253 1,585.04 1,584.75 2 1.292 182.1 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 51.4 38 3.4 2 c8: Carbamidomethyl (+57.02) 792.9328 1,583.85 1,584.75 2 0.1066 67.24 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 52 38.1 2.4 2 c8: Carbamidomethyl (+57.02) 793.4274 1,584.84 1,584.75 2 1.096 58.73 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 52.1 38 3.22 2 c8: Carbamidomethyl (+57.02) 792.992 1,583.97 1,584.75 2 0.225 141.9 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 53.3 38 1.06 2 c8: Carbamidomethyl (+57.02) 792.9685 1,583.92 1,584.75 2 0.1779 112.3 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 64.7 38 4 2 c8: Carbamidomethyl (+57.02) 792.9626 1,583.91 1,584.75 2 0.1662 104.8 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% SIQFVDWcPTGFK R V 95.00% 68.2 38 4.6 2 c8: Carbamidomethyl (+57.02) 792.9858 1,583.96 1,584.75 2 0.2126 134.1 340 352 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% TIGGGDDSFNTFFSETGAGK K H 95.00% 42.5 36.9 1.35 2 1,005.06 2,008.11 2,007.89 2 1.228 112.1 41 60 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% TIGGGDDSFNTFFSETGAGK K H 95.00% 52.9 36.9 2.59 2 1,005.06 2,008.10 2,007.89 2 1.215 105.5 41 60 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% TIGGGDDSFNTFFSETGAGK K H 95.00% 81.5 36.8 2.74 2 1,004.54 2,007.06 2,007.89 2 0.1788 89.02 41 60 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% VGINYQPPTVVPGGDLAK K V 95.00% 13.8 37.3 1.26 2 913.6016 1,825.19 1,824.99 2 1.21 113.6 353 370 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% VGINYQPPTVVPGGDLAK K V 95.00% 21.2 37.3 1.15 2 913.1377 1,824.26 1,824.99 2 0.2824 154.7 353 370 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% VGINYQPPTVVPGGDLAK K V 95.00% 26.2 37.3 1.01 2 913.5778 1,825.14 1,824.99 2 1.163 87.51 353 370 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% VGINYQPPTVVPGGDLAK K V 95.00% 32.5 37.3 2.18 2 913.0536 1,824.09 1,824.99 2 0.1142 62.57 353 370 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% VGINYQPPTVVPGGDLAK K V 95.00% 33.5 37.3 1.74 2 913.5577 1,825.10 1,824.99 2 1.122 65.48 353 370 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% VGINYQPPTVVPGGDLAK K V 95.00% 33.9 37.3 3.11 2 913.5933 1,825.17 1,824.99 2 1.194 104.5 353 370 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% VGINYQPPTVVPGGDLAK K V 95.00% 35.3 37.3 1 2 609.4502 1,825.33 1,824.99 3 1.35 190.3 353 370 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% VGINYQPPTVVPGGDLAK K V 95.00% 36.5 37.3 0 2 609.3639 1,825.07 1,824.99 3 1.092 48.61 353 370 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YMAccLLYR K G 91.20% 35.4 38.8 0 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.2474 1,248.48 1,249.55 2 -0.06509 -52.1 312 320 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YMAccLLYR K G 95.00% 40 38.8 2.96 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3056 1,248.60 1,249.55 2 0.05119 40.96 312 320 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YMAccLLYR K G 95.00% 42.7 38.8 0 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3157 1,248.62 1,249.55 2 0.07139 57.13 312 320 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YMAccLLYR K G 95.00% 44.4 38.8 2.44 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.319 1,248.62 1,249.55 2 0.07801 62.43 312 320 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YmAccLLYR K G 95.00% 47.2 38.8 2.36 2 m2: Oxidation (+15.99), c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 633.3178 1,264.62 1,265.55 2 0.0807 63.77 312 320 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YMAccLLYR K G 95.00% 51.5 38.8 2.7 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3134 1,248.61 1,249.55 2 0.06677 53.43 312 320 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YMAccLLYR K G 95.00% 51.7 38.8 4.31 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3187 1,248.62 1,249.55 2 0.07746 61.99 312 320 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YMAccLLYR K G 95.00% 52.4 38.8 1.68 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3079 1,248.60 1,249.55 2 0.05591 44.74 312 320 TRUE

LX-2 Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 15 21 127 51.40% YMAccLLYR K G 95.00% 53.2 38.8 3.08 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3603 1,248.71 1,249.55 2 0.1606 128.5 312 320 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 28.2 39.9 1.08 2 472.8369 943.6593 944.5313 2 0.1353 143.2 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 34 39.9 0.921 2 472.8515 943.6883 944.5313 2 0.1643 173.9 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 37.7 39.9 1.27 2 472.8236 943.6327 944.5313 2 0.1086 115 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 43.9 39.9 0.796 2 472.8446 943.6746 944.5313 2 0.1505 159.3 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 46.5 39.9 0 2 472.8543 943.6941 944.5313 2 0.17 179.9 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 48.7 39.9 1.34 2 472.8366 943.6586 944.5313 2 0.1345 142.4 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 51 39.9 1.11 2 472.8157 943.6168 944.5313 2 0.09276 98.2 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 54.8 39.9 1.09 2 472.831 943.6475 944.5313 2 0.1234 130.7 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 54.9 39.9 0 2 472.8495 943.6844 944.5313 2 0.1603 169.7 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 57.6 39.9 1.68 2 472.8357 943.6568 944.5313 2 0.1328 140.5 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 58 39.9 0.921 2 472.8188 943.6231 944.5313 2 0.09902 104.8 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 61 39.9 1.2 2 472.8286 943.6426 944.5313 2 0.1185 125.5 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 61.5 39.9 1.35 2 472.8547 943.6949 944.5313 2 0.1709 180.9 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 61.8 39.9 0.854 2 472.8401 943.6656 944.5313 2 0.1415 149.8 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 62.9 39.9 1.7 2 472.8218 943.629 944.5313 2 0.1049 111.1 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% AGLQFPVGR R V 95.00% 66.2 39.9 0.959 2 472.8269 943.6392 944.5313 2 0.1152 121.9 22 30 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% HLQLAIRNDEELNK R L 95.00% 12.3 37.7 1.23 2 565.0451 1,692.11 1,692.90 3 0.2179 128.7 83 96 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% HLQLAIRNDEELNK R L 95.00% 20.9 37.6 1.14 2 565.3756 1,693.10 1,692.90 3 1.209 121.9 83 96 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% NDEELNKLLGK R V 95.00% 39 38.9 3.02 2 636.9025 1,271.79 1,272.68 2 0.118 92.7 90 100 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% NDEELNKLLGK R V 95.00% 41.5 38.9 3.6 2 636.8874 1,271.76 1,272.68 2 0.08791 69.07 90 100 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% NDEELNKLLGK R V 95.00% 46 38.9 2 2 636.8571 1,271.70 1,272.68 2 0.02723 21.39 90 100 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% NDEELNKLLGK R V 95.00% 50.4 38.9 1.49 2 636.8981 1,271.78 1,272.68 2 0.1092 85.78 90 100 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% NDEELNKLLGK R V 95.00% 57.2 38.9 1.52 2 636.8944 1,271.77 1,272.68 2 0.1019 80.05 90 100 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% NDEELNKLLGK R V 95.00% 60 38.9 2.85 2 636.8735 1,271.73 1,272.68 2 0.06006 47.19 90 100 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 91.60% 20.6 37.4 0.796 2 966.6821 1,931.35 1,931.17 2 1.188 95.76 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 93.50% 20.3 37.3 0.886 2 966.2196 1,930.42 1,931.17 2 0.2629 136.1 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 94.10% 35.7 37.4 0 2 966.229 1,930.44 1,931.17 2 0.2816 145.8 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 94.40% 35.9 37.4 0 2 966.2244 1,930.43 1,931.17 2 0.2724 141 101 119 TRUE
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LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 27 37.4 0.854 2 966.6884 1,931.36 1,931.17 2 1.2 102.2 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 31.3 37.4 2.15 2 644.4549 1,930.34 1,931.17 3 0.1809 93.65 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 31.8 37.4 1.04 2 644.7425 1,931.21 1,931.17 3 1.044 21.19 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 36.8 37.4 0 2 644.444 1,930.31 1,931.17 3 0.1483 76.78 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 37.3 37.4 0.921 2 644.4264 1,930.26 1,931.17 3 0.0956 49.5 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 38.6 37.4 0 2 644.7517 1,931.23 1,931.17 3 1.071 35.52 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 40.5 37.4 0 2 644.728 1,931.16 1,931.17 3 1 -1.316 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 41.2 37.4 4.64 2 644.4871 1,930.44 1,931.17 3 0.2775 143.7 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 42.1 37.3 1.92 2 644.4812 1,930.42 1,931.17 3 0.26 134.6 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 42.5 37.4 0 2 644.7902 1,931.35 1,931.17 3 1.187 95.28 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 44.5 37.4 0 2 644.7746 1,931.30 1,931.17 3 1.14 71.07 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 45.8 37.4 0 2 644.4002 1,930.18 1,931.17 3 0.01685 8.726 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 46.1 37.4 3.26 2 644.3902 1,930.15 1,931.17 3 -0.01315 -6.809 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 47 37.4 3.07 2 644.4242 1,930.25 1,931.17 3 0.08885 46.01 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 49.6 37.4 1.46 2 644.6289 1,930.87 1,931.17 3 0.7031 -155.1 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 56.1 37.4 0 2 644.7733 1,931.30 1,931.17 3 1.136 69.05 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 57.2 37.4 1.89 2 644.7602 1,931.26 1,931.17 3 1.097 48.71 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 69 37.4 5.19 2 644.4692 1,930.39 1,931.17 3 0.224 116 101 119 TRUE

LX-2 Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 4 5 47 35.90% VTIAQGGVLPNIQAVLLPK K K 95.00% 79.6 37.4 3.41 2 644.4563 1,930.35 1,931.17 3 0.1851 95.85 101 119 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% GPGLFFILPcTDSFIK K V 95.00% 26.5 37.3 3.16 2 c10: Carbamidomethyl (+57.02) 906.5894 1,811.16 1,811.94 2 0.2311 127.5 78 93 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% GPGLFFILPcTDSFIK K V 95.00% 30.2 37.3 4.3 2 c10: Carbamidomethyl (+57.02) 906.5791 1,811.14 1,811.94 2 0.2105 116.2 78 93 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% GPGLFFILPcTDSFIK K V 95.00% 30.3 37.3 2.23 2 c10: Carbamidomethyl (+57.02) 906.5683 1,811.12 1,811.94 2 0.1889 104.2 78 93 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% GPGLFFILPcTDSFIK K V 95.00% 31.1 37.3 2.36 2 c10: Carbamidomethyl (+57.02) 906.6003 1,811.19 1,811.94 2 0.2529 139.5 78 93 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% GPGLFFILPcTDSFIK K V 95.00% 33.4 37.4 3.96 2 c10: Carbamidomethyl (+57.02) 907.0618 1,812.11 1,811.94 2 1.176 95.52 78 93 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% LLAQTTLR R N 95.00% 46.3 39.9 0 2 458.3606 914.7066 915.5623 2 0.1515 165.4 145 152 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% LLAQTTLR R N 95.00% 67.8 39.9 0 2 458.3296 914.6446 915.5623 2 0.08954 97.78 145 152 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% NSTIVFPLPIDmLQGIIGAK K H 95.00% 37.8 36.6 1.1 2 m12: Oxidation (+15.99) 715.4602 2,143.36 2,143.18 3 1.182 83.8 264 283 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% TISFDIPPQEILTK R D 95.00% 32.5 38 3.26 2 801.5029 1,600.99 1,601.88 2 0.1198 74.76 98 111 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% TISFDIPPQEILTK R D 95.00% 33.7 38.1 1 2 801.9636 1,601.91 1,601.88 2 1.041 23.93 98 111 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% TISFDIPPQEILTK R D 95.00% 36.2 38.1 2.31 2 801.949 1,601.88 1,601.88 2 1.012 5.739 98 111 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% VIAAEGEmNASR K A 95.00% 59.2 38.9 4.31 2 m8: Oxidation (+15.99) 632.3474 1,262.68 1,263.60 2 0.0878 69.48 221 232 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% VIAAEGEMNASR K A 95.00% 81.5 39 3.42 2 624.3119 1,246.61 1,247.60 2 0.01176 9.427 221 232 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% VIAAEGEMNASR K A 95.00% 86.5 39 3.51 2 624.3714 1,246.73 1,247.60 2 0.1306 104.7 221 232 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% VQNATLAVANITNADSATR R L 95.00% 49.7 37.4 5.01 2 966.1121 1,930.21 1,930.00 2 1.218 111.5 126 144 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% YLQTLTTIAAEK R N 95.00% 51.8 38.5 3.02 2 676.8921 1,351.77 1,351.75 2 1.03 20.22 252 263 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% YLQTLTTIAAEK R N 95.00% 61.4 38.6 0 2 676.3867 1,350.76 1,351.75 2 0.01919 14.19 252 263 TRUE

LX-2 Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 7 7 18 35.10% YLQTLTTIAAEK R N 95.00% 73.4 38.6 2.43 2 676.4496 1,350.88 1,351.75 2 0.1451 107.3 252 263 TRUE

LX-2 Repeat 1 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 99.80% 2 2 3 14.10% GLDVDSLVIEHIQVNK K A 95.00% 58.5 37.7 1.66 2 593.9935 1,778.96 1,778.96 3 1.001 -0.9431 106 121 TRUE

LX-2 Repeat 1 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 99.80% 2 2 3 14.10% YSLDPENPTK R S 95.00% 31.8 39.2 1.82 2 582.3139 1,162.61 1,163.56 2 0.0625 53.71 4 13 TRUE

LX-2 Repeat 1 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 99.80% 2 2 3 14.10% YSLDPENPTK R S 95.00% 56.8 39.2 2.42 2 582.2911 1,162.57 1,163.56 2 0.01682 14.45 4 13 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% DADIGVAEAER R D 95.00% 42.3 39.3 0 2 573.3418 1,144.67 1,145.54 2 0.1329 116 178 188 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% ELLAVAcEQFLGK K N 95.00% 40.1 38.4 1.72 2 c7: Carbamidomethyl (+57.02) 739.8678 1,477.72 1,477.77 2 0.9562 -31.48 82 94 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% ELLAVAcEQFLGK K N 95.00% 52.8 38.5 1.19 2 c7: Carbamidomethyl (+57.02) 739.4253 1,476.84 1,477.77 2 0.07117 48.16 82 94 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% IAAPLTKVDEIVVLSGDNSK K V 95.00% 37 36.8 1.18 2 690.7373 2,069.19 2,069.15 3 1.048 22 371 390 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% IGEAEAAVIEAMGK K A 95.00% 80.9 38.7 3.04 2 694.8622 1,387.71 1,388.71 2 0.007997 5.759 322 335 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% IRQEEIEIEVVQR K K 95.00% 38.9 37.8 1.37 2 547.6871 1,640.04 1,640.90 3 0.15 91.42 252 264 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% ISLEIMTLQPR R C 95.00% 48.5 38.7 0 2 650.8796 1,299.74 1,300.73 2 0.02236 17.19 45 55 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% ISLEIMTLQPR R C 95.00% 54.1 38.7 0 2 650.9123 1,299.81 1,300.73 2 0.08787 67.55 45 55 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% ISLEImTLQPR R C 95.00% 69.5 38.8 2.6 2 m6: Oxidation (+15.99) 658.8303 1,315.65 1,316.72 2 -0.07119 -54.07 45 55 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% KIGEAEAAVIEAMGK R A 95.00% 53.7 38.3 0 2 506.3118 1,515.91 1,516.80 3 0.1167 76.94 321 335 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% MALVLEALPQIAAK K I 95.00% 40.6 38.1 0 2 734.5121 1,467.01 1,467.86 2 0.1564 106.5 357 370 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% mALVLEALPQIAAK K I 95.00% 51.3 38.2 2.19 2 m1: Oxidation (+15.99) 742.4655 1,482.92 1,483.86 2 0.06821 45.97 357 370 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% MALVLEALPQIAAK K I 95.00% 53.6 38.1 3.55 2 734.5347 1,467.05 1,467.86 2 0.2016 137.3 357 370 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% mALVLEALPQIAAK K I 95.00% 71.7 38.4 3 2 m1: Oxidation (+15.99) 742.886 1,483.76 1,483.86 2 0.9092 -62.97 357 370 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% MGIEILSFTIK R D 92.70% 36.2 38.8 0 2 626.3438 1,250.67 1,251.70 2 -0.02172 -17.35 145 155 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% MGIEILSFTIK R D 95.00% 46.3 38.8 1.54 2 626.413 1,250.81 1,251.70 2 0.1168 93.29 145 155 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% mGIEILSFTIK R D 95.00% 60.9 38.7 3.08 2 m1: Oxidation (+15.99) 634.3856 1,266.76 1,267.70 2 0.067 52.85 145 155 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% NVVLQTLEGHLR K S 95.00% 51.2 38.7 0 2 460.3512 1,378.03 1,378.78 3 0.2589 187.7 101 112 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% NVVLQTLEGHLR K S 95.00% 60.9 38.7 2.74 2 689.9033 1,377.79 1,378.78 2 0.01907 13.83 101 112 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% QIAVEAQEILR K T 93.60% 36.7 38.7 0 2 635.424 1,268.83 1,269.72 2 0.1245 98.02 267 277 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% QIAVEAQEILR K T 95.00% 54.9 38.7 2.01 2 635.883 1,269.75 1,269.72 2 1.042 31.28 267 277 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% QVLLAQAEAEK K I 95.00% 31.4 39.2 1.72 2 600.8703 1,199.73 1,199.66 2 1.07 56.13 308 318 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% QVLLAQAEAEK K I 95.00% 49 39.1 1.34 2 600.3774 1,198.74 1,199.66 2 0.08429 70.25 308 318 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% QVLLAQAEAEKIR K K 95.00% 59.4 38.3 1.96 2 490.375 1,468.10 1,468.85 3 0.2622 178.5 308 320 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% SAFSEEVNIK K T 95.00% 45 39.1 0 2 562.3309 1,122.65 1,123.56 2 0.09159 81.51 224 233 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% SAFSEEVNIK K T 95.00% 46.6 39.1 0 2 562.3298 1,122.65 1,123.56 2 0.08942 79.58 224 233 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% SILGTLTVEQIYQDR R D 95.00% 62.5 37.7 2.82 2 868.5341 1,735.05 1,735.92 2 0.1383 79.65 113 127 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% TAEAQLAYELQGAR K E 95.00% 42.9 38.3 3.72 2 760.9474 1,519.88 1,520.77 2 0.1171 77 234 247 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% TAEAQLAYELQGAR K E 95.00% 69.4 38.3 4.3 2 760.9528 1,519.89 1,520.77 2 0.1279 84.09 234 247 TRUE

LX-2 Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 17 18 30 42.80% VDEIVVLSGDNSK K V 95.00% 52.3 38.7 4.64 2 687.8715 1,373.73 1,374.71 2 0.02453 17.84 378 390 TRUE

LX-2 Repeat 1 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 99.80% 2 2 2 6.46% DTQSGSLLFIGR R L 95.00% 73.7 38.9 2 2 647.389 1,292.76 1,293.68 2 0.09083 70.2 394 405 TRUE

LX-2 Repeat 1 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 99.80% 2 2 2 6.46% LYGPSSVSFADDFVR R S 95.00% 85.2 37.9 9.52 2 830.9603 1,659.91 1,659.80 2 1.112 65.75 134 148 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% AFLEVLVK R S 95.00% 43.4 40.2 0 2 459.8467 917.6788 918.5659 2 0.1201 130.7 461 468 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% AFLEVLVK R S 95.00% 46.8 40.2 0 2 459.8467 917.6789 918.5659 2 0.1202 130.9 461 468 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% AFLEVLVK R S 95.00% 47.4 40.2 0 2 459.8528 917.691 918.5659 2 0.1323 144 461 468 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% ALALGALQNIR K Y 95.00% 24.1 38.8 1.05 2 570.889 1,139.76 1,139.69 2 1.081 68.72 2385 2395 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% ALALGALQNIR K Y 95.00% 38 38.8 1.44 2 570.4008 1,138.79 1,139.69 2 0.1048 91.91 2385 2395 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% ALALGALQNIR K Y 95.00% 42.1 38.8 1.6 2 570.3946 1,138.77 1,139.69 2 0.09227 80.95 2385 2395 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% ALALGALQNIR K Y 95.00% 48.6 38.8 2.37 2 570.3747 1,138.73 1,139.69 2 0.05242 45.99 2385 2395 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% FTKVEDIIEAINTFPYR K G 95.00% 50.8 36.7 0 2 686.3148 2,055.92 2,056.08 3 0.8547 -71.97 497 513 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% GDTTNTVLQGLK R E 95.00% 79.8 39 1.42 2 623.8141 1,245.61 1,246.66 2 -0.04308 -34.56 863 874 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% GEVQTVTFDTEEVK R T 95.00% 40.5 37.8 1.35 2 791.4728 1,580.93 1,581.76 2 0.1738 109.9 2628 2641 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% GGNTLTGMALNFIR K Q 95.00% 54 38.2 3.15 2 732.9057 1,463.80 1,464.76 2 0.04124 28.15 1273 1286 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% GPGDLEAPSNLVISER K T 95.00% 39.6 37.9 5.8 2 827.5203 1,653.03 1,653.84 2 0.1888 114.2 1381 1396 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% GPGDLEAPSNLVISER K T 95.00% 55.2 37.9 4.31 2 827.5556 1,653.10 1,653.84 2 0.2594 156.8 1381 1396 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% GTWDHGASDVSLYR R I 95.00% 48.2 38.2 1.16 2 522.3262 1,563.96 1,563.72 3 1.245 155 1673 1686 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% IEQELAAIK R K 95.00% 51.3 39.4 0 2 507.8446 1,013.67 1,014.58 2 0.0987 97.27 620 628 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% IIYSPTVGDPIDEYTTVPGRR R N 95.00% 36.3 36 1.82 2 783.8402 2,348.50 2,349.21 3 0.2972 126.5 2057 2077 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% ITEVTSEGFR K G 95.00% 63.7 39 0 2 569.8549 1,137.70 1,138.57 2 0.1286 112.9 1663 1672 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% IVEVFDIGPK R R 95.00% 36.1 39.5 1.77 2 559.352 1,116.69 1,116.63 2 1.067 57.14 1225 1234 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% IVEVFDIGPK R R 95.00% 47.5 39.4 1.13 2 558.844 1,115.67 1,116.63 2 0.05063 45.34 1225 1234 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% IVEVFDIGPK R R 95.00% 60.2 39.4 1.28 2 558.8612 1,115.71 1,116.63 2 0.08504 76.15 1225 1234 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% IVEVFDIGPK R R 95.00% 65.1 39.4 0 2 558.8681 1,115.72 1,116.63 2 0.09868 88.37 1225 1234 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% IYIDcYEIIEK K D 95.00% 40.9 38.5 2.47 2 c5: Carbamidomethyl (+57.02) 729.8903 1,457.77 1,458.72 2 0.05457 37.41 2662 2672 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LFYAPAAGGPEELVPIPGNTNYAILR K N 93.20% 20.3 35.2 0.745 2 915.5724 2,743.70 2,743.45 3 1.257 92.65 1876 1901 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LFYAPAAGGPEELVPIPGNTNYAILR K N 95.00% 21.4 35 1.27 2 915.2569 2,742.75 2,743.45 3 0.3104 113.1 1876 1901 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LFYAPAAGGPEELVPIPGNTNYAILR K N 95.00% 25 35.2 1.32 2 915.6002 2,743.78 2,743.45 3 1.34 123 1876 1901 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LFYAPAAGGPEELVPIPGNTNYAILR K N 95.00% 32.6 35 0.796 2 915.2548 2,742.74 2,743.45 3 0.3041 110.8 1876 1901 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LKDEGVELFAIGIK K N 89.60% 33.5 38.2 0 2 511.3746 1,531.10 1,531.87 3 0.2358 153.9 1323 1336 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LKDEGVELFAIGIK K N 95.00% 44.8 38.2 0 2 511.3223 1,530.94 1,531.87 3 0.07886 51.48 1323 1336 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LKDEGVELFAIGIK K N 95.00% 51.2 38.2 1.64 2 511.3614 1,531.06 1,531.87 3 0.1964 128.2 1323 1336 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LKDEGVELFAIGIK K N 95.00% 58.9 38.2 0 2 511.7102 1,532.11 1,531.87 3 1.243 156.5 1323 1336 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 33.3 36.1 0.824 2 789.4527 2,365.34 2,366.19 3 0.1557 65.78 1813 1834 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 45.8 36.1 2.7 2 789.4917 2,365.45 2,366.19 3 0.2728 115.3 1813 1834 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LLPETPSDPFAIWQITDR R D 95.00% 31.3 36.6 1.3 2 700.6802 2,099.02 2,099.08 3 0.9449 -27.56 2585 2602 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LLPETPSDPFAIWQITDR R D 95.00% 32.8 36.6 3.38 2 1,050.66 2,099.31 2,099.08 2 1.232 109.2 2585 2602 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LNWNPSPSPVTGYK K V 95.00% 30.5 38 2.48 2 780.9466 1,559.88 1,559.79 2 1.101 62.74 352 365 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% LQPQTTYDITVLPIYK R M 95.00% 25.2 37.4 0.959 2 947.6472 1,893.28 1,893.04 2 1.25 130.5 1055 1070 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% MIATDPDDTHAYNVADFESLSR K I 95.00% 50.9 35.9 3.89 2 823.7642 2,468.27 2,468.10 3 1.174 69.5 1345 1366 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NFASVQGVSLESGSFPSYSAYR K I 95.00% 37.5 35.9 0 2 785.5322 2,353.57 2,353.11 3 1.473 199.6 2533 2554 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NFASVQGVSLESGSFPSYSAYR K I 95.00% 61.9 35.8 1.92 2 785.4602 2,353.36 2,353.11 3 1.257 107.9 2533 2554 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NSDVEIFAVGVK R D 95.00% 72.2 39 3.92 2 639.3468 1,276.68 1,277.67 2 0.01273 9.964 566 577 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NSDVEIFAVGVK R D 95.00% 75.3 39 3.11 2 639.3453 1,276.68 1,277.67 2 0.009627 7.535 566 577 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NTFTESAGAR K V 95.00% 50.1 38.9 1.04 2 527.3429 1,052.67 1,053.50 2 0.1826 173.3 229 238 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NVGVEVFSLGIK R A 95.00% 36.1 39 2 2 631.4052 1,260.80 1,261.72 2 0.08802 69.76 266 277 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NVGVEVFSLGIK R A 95.00% 39.4 39 0.745 2 631.3844 1,260.75 1,261.72 2 0.0464 36.78 266 277 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NVGVEVFSLGIK R A 95.00% 42.9 39 2.72 2 631.3849 1,260.76 1,261.72 2 0.04739 37.56 266 277 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% NVGVEVFSLGIK R A 95.00% 47.6 39 4.82 2 631.3448 1,260.68 1,261.72 2 -0.03278 -25.98 266 277 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% QHALSVGPQTTTLSVR R D 95.00% 51.7 37.6 0 2 565.7002 1,694.08 1,694.92 3 0.1675 98.79 377 392 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% QHALSVGPQTTTLSVR R D 95.00% 57.5 37.6 0 2 566.0152 1,695.02 1,694.92 3 1.112 64.69 377 392 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% QHALSVGPQTTTLSVR R D 95.00% 68.5 37.6 3.17 2 565.6886 1,694.04 1,694.92 3 0.1327 78.29 377 392 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% QVcEQLISGQMNR R F 90.20% 20.7 38.1 0.745 2 c3: Carbamidomethyl (+57.02) 782.4903 1,562.97 1,562.74 2 1.232 146.5 2910 2922 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% SLLQAVANLPYK K G 95.00% 54.9 38.8 1 2 658.9128 1,315.81 1,316.76 2 0.06088 46.23 1261 1272 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% SLLQAVANLPYK K G 95.00% 62.5 38.8 4.18 2 658.9151 1,315.82 1,316.76 2 0.06557 49.79 1261 1272 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% SLLQAVANLPYK K G 95.00% 73 38.8 4.12 2 658.9746 1,315.93 1,316.76 2 0.1845 140.1 1261 1272 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% SLYDDVDTGEK K N 95.00% 43.1 38.8 2.51 2 621.7888 1,241.56 1,241.55 2 1.017 11.46 941 951 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% SQDEVEIPAR K E 95.00% 36.6 39.5 0.796 2 572.3388 1,142.66 1,143.56 2 0.1061 92.76 253 262 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% SQDEVEIPAR K E 95.00% 51.5 39.5 1.25 2 572.8355 1,143.66 1,143.56 2 1.1 84.59 253 262 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% TSDPTMSSFR K V 95.00% 44 39.4 0.796 2 565.3015 1,128.59 1,128.50 2 1.097 83.21 1095 1104 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% TSDPTMSSFR K V 95.00% 64.3 39.3 1.27 2 564.7861 1,127.56 1,128.50 2 0.06584 58.34 1095 1104 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% TVGLLPPQNIHISDEWYTR R F 95.00% 34.2 36.5 1.03 2 747.4548 2,239.34 2,239.15 3 1.199 87.61 2113 2131 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% TYQIGWDTFcVK K W 95.00% 40.9 38.3 4.77 2 c10: Carbamidomethyl (+57.02) 759.3778 1,516.74 1,517.71 2 0.03877 25.55 2212 2223 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% TYQIGWDTFcVK K W 95.00% 52.3 38.1 2.64 2 c10: Carbamidomethyl (+57.02) 759.9385 1,517.86 1,517.71 2 1.16 103.6 2212 2223 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% TYQIGWDTFcVK K W 95.00% 60 38.3 2.07 2 c10: Carbamidomethyl (+57.02) 759.4239 1,516.83 1,517.71 2 0.131 86.34 2212 2223 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VAIIITDGK K S 95.00% 48 39.7 0.745 2 465.3548 928.6951 929.5668 2 0.1355 145.8 244 252 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VAIIITDGK K S 95.00% 56.5 39.7 0.886 2 465.3397 928.6649 929.5668 2 0.1054 113.3 244 252 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VGVVQYSSDTR R T 95.00% 77.7 38.6 4.46 2 605.8718 1,209.73 1,210.61 2 0.1301 107.4 179 189 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VILTPMTAGSR K Q 95.00% 31.4 39.2 1.43 2 573.8475 1,145.68 1,145.63 2 1.053 43.82 366 376 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VILTPMTAGSR K Q 95.00% 40.6 39.3 0 2 573.3858 1,144.76 1,145.63 2 0.1294 113 366 376 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VILTPmTAGSR K Q 95.00% 48.4 39.2 3.74 2 m6: Oxidation (+15.99) 581.3645 1,160.71 1,161.63 2 0.0919 79.11 366 376 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VLTWESGMR K K 95.00% 42.7 39.5 0 2 539.8457 1,077.68 1,078.54 2 0.149 138.1 2414 2422 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VLTWESGMR K K 95.00% 46.8 39.5 1 2 539.7903 1,077.57 1,078.54 2 0.03823 35.44 2414 2422 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VMILITDGK K S 95.00% 59 40 1.42 2 495.3303 988.646 989.5702 2 0.08303 83.9 544 552 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VPPTVTSTVLK K R 95.00% 45.2 39 2.89 2 571.3953 1,140.78 1,141.68 2 0.1004 87.96 1043 1053 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VPPTVTSTVLK K R 95.00% 59.2 39 4.72 2 571.4403 1,140.87 1,141.68 2 0.1904 166.8 1043 1053 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VQIALAQYSGDPR R T 95.00% 37.2 38.6 2.08 2 709.9285 1,417.84 1,417.74 2 1.106 72.85 1236 1248 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VQISLVQYSR R D 95.00% 32.2 39 0.796 2 596.9169 1,191.82 1,192.67 2 0.1582 132.6 477 486 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VQISLVQYSR R D 95.00% 41.6 38.9 1.49 2 597.3503 1,192.69 1,192.67 2 1.025 18.51 477 486 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VQISLVQYSR R D 95.00% 44.5 38.9 2.01 2 597.3412 1,192.67 1,192.67 2 1.007 3.281 477 486 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VSDPTTSTMK R L 95.00% 58.1 39.1 3.04 2 533.812 1,065.61 1,066.51 2 0.108 101.3 822 831 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VSWDPSPSPVLGYK R I 95.00% 27 38.2 1.8 2 766.9165 1,531.82 1,531.78 2 1.047 28.57 2134 2147 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VSWDPSPSPVLGYK R I 95.00% 50.3 38.2 2.24 2 766.9664 1,531.92 1,531.78 2 1.146 93.68 2134 2147 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VSWDPSPSPVLGYK R I 95.00% 57.6 38.2 3.09 2 766.5161 1,531.02 1,531.78 2 0.2456 160.3 2134 2147 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VSWTPPSDSVDR R Y 95.00% 42.8 39 1.35 2 673.8625 1,345.71 1,345.64 2 1.079 56.97 1403 1414 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VTWEPAPGEVK R G 95.00% 22.4 38.8 1.03 2 607.3203 1,212.63 1,212.63 2 1.007 3.707 1105 1115 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VTWEPAPGEVK R G 95.00% 24.1 38.6 1.37 2 606.8817 1,211.75 1,212.63 2 0.1301 107.3 1105 1115 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VVYSPVDGTRPSESIVVPGNTR R M 95.00% 37.6 36.1 0 2 777.4671 2,329.38 2,329.21 3 1.172 72.58 1966 1987 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VVYSPVDGTRPSESIVVPGNTR R M 95.00% 52.1 36.1 2.01 2 777.4762 2,329.41 2,329.21 3 1.199 84.33 1966 1987 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VYDPSTSTLNVR R W 95.00% 48.9 38.6 4.92 2 676.3558 1,350.70 1,351.69 2 0.01914 14.16 1852 1863 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% VYDPSTSTLNVR R W 95.00% 53.6 38.6 6.08 2 676.3261 1,350.64 1,351.69 2 -0.04036 -29.86 1852 1863 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% WDPAPGPVLQYR R V 95.00% 37.3 38.5 2.77 2 699.8969 1,397.78 1,398.72 2 0.06996 50.02 1954 1965 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% WDPAPGPVLQYR R V 95.00% 46.6 38.5 0.796 2 700.409 1,398.80 1,398.72 2 1.094 65.22 1954 1965 TRUE

LX-2 Repeat 1 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 47 48 91 20.70% WDPAPGPVLQYR R V 95.00% 69.9 38.5 2.12 2 700.3944 1,398.77 1,398.72 2 1.065 44.39 1954 1965 TRUE

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34% DLQLcHPDFPDGEYWVDPNQGcSR K D 95.00% 47.2 34.5 1.11 2 c5: Carbamidomethyl (+57.02), c22: Carbamidomethyl (+57.02) 969.5102 2,905.51 2,905.23 3 1.285 97.17 1641 1664 TRUE

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34% ILDEEVFEGDIQQLLFVSDHR R A 95.00% 36 35.7 0 2 835.1914 2,502.55 2,502.25 3 1.308 122 211 231 TRUE

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34% ILDEEVFEGDIQQLLFVSDHR R A 95.00% 38.5 35.6 0 2 834.8532 2,501.54 2,502.25 3 0.2937 117.4 211 231 TRUE

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34% LLSYVDAEGNPVGVVQMTFLR K L 95.00% 74 36.1 5.74 2 1,154.72 2,307.42 2,308.20 2 0.2225 96.4 1712 1732 TRUE

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34% QLYPASAFPEDFSILTTVK K A 95.00% 35.2 36.5 0 2 709.7472 2,126.22 2,127.10 3 0.1261 59.29 89 107 TRUE

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34% SDHPMIDINGIIVFGTR R I 95.00% 53.3 37.2 0 2 629.3452 1,885.01 1,884.96 3 1.057 28.8 194 210 TRUE

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34% VEQVPIVDIMFNDFGEASQK K F 95.00% 70.6 36.2 4.64 2 756.1083 2,265.30 2,266.11 3 0.204 90.03 1807 1826 TRUE

LX-2 Repeat 1 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 7 7 8 7.34% VLDFHNLPDGITK K T 95.00% 24 38.5 1.07 2 490.6073 1,468.80 1,468.78 3 1.028 16.98 45 57 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 90.80% 33.9 37.5 0 2 872.5318 1,743.05 1,743.82 2 0.2369 135.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 91.90% 34.5 37.6 0 2 m5: Oxidation (+15.99) 880.5548 1,759.10 1,759.81 2 0.2881 163.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGIMNSFVNDIFER K I 92.20% 19.9 37.6 0.824 2 m2: Oxidation (+15.99) 880.5015 1,758.99 1,759.81 2 0.1814 103.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 93.10% 34.6 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.9754 1,775.90 1,775.81 3 1.103 56.19 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 30.9 37.6 1.55 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4963 1,774.98 1,775.81 2 0.1761 99.15 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 31 37.7 2.23 2 872.9942 1,743.97 1,743.82 2 1.162 91.09 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 32.7 37.5 0.745 2 872.4832 1,742.95 1,743.82 2 0.1398 80.17 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 36.2 37.6 0 2 m5: Oxidation (+15.99) 587.3002 1,758.88 1,759.81 3 0.07174 40.76 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGIMNSFVNDIFER K I 95.00% 38.7 37.6 2.96 2 m2: Oxidation (+15.99) 880.5175 1,759.02 1,759.81 2 0.2134 121.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 39 37.6 1.44 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5193 1,775.02 1,775.81 2 0.2221 125.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 40.8 37.6 0 2 m5: Oxidation (+15.99) 880.5042 1,758.99 1,759.81 2 0.1868 106.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 0 0 3.27 2 873.4803 1,744.95 1,743.82 2 2.134 73.58 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 41 37.7 0 2 872.9763 1,743.94 1,743.82 2 1.126 70.6 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 41.2 37.7 1.85 2 m5: Oxidation (+15.99) 880.9847 1,759.95 1,759.81 2 1.148 82.38 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 42 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.8722 1,775.59 1,775.81 3 0.7928 -118.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 42.8 37.7 0 2 873.0063 1,744.00 1,743.82 2 1.186 105 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 43.3 37.5 2.19 2 582.0324 1,743.08 1,743.82 3 0.2632 150.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 44.6 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.7102 1,775.11 1,775.81 3 0.3068 172.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 46.2 37.5 5.15 2 872.544 1,743.07 1,743.82 2 0.2613 149.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 47 37.7 1.72 2 582.3348 1,743.98 1,743.82 3 1.17 96.14 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGIMNSFVNDIFER K I 95.00% 47.2 37.7 4.28 2 m2: Oxidation (+15.99) 881.0152 1,760.02 1,759.81 2 1.209 117.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 47.7 37.7 4.49 2 872.9703 1,743.93 1,743.82 2 1.114 63.73 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGIMNSFVNDIFER K I 95.00% 49.8 37.7 0 2 m2: Oxidation (+15.99) 881.0077 1,760.00 1,759.81 2 1.194 108.6 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 50.1 37.6 2.7 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.5489 1,774.63 1,775.81 3 -0.1769 -99.64 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 50.9 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0063 1,776.00 1,775.81 2 1.196 108.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 53.1 37.6 4.18 2 m5: Oxidation (+15.99) 880.4853 1,758.96 1,759.81 2 0.149 84.67 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 53.2 37.6 2.77 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5005 1,774.99 1,775.81 2 0.1846 104 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 55.3 37.5 0 2 581.9976 1,742.97 1,743.82 3 0.159 91.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 55.7 37.7 2.35 2 873.0303 1,744.05 1,743.82 2 1.234 132.5 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 56.7 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.5602 1,774.66 1,775.81 3 -0.1432 -80.63 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 58.5 37.7 0 2 582.367 1,744.08 1,743.82 3 1.267 151.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 58.8 37.5 4.28 2 872.5003 1,742.99 1,743.82 2 0.1739 99.73 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 58.8 37.5 4.82 2 581.9761 1,742.91 1,743.82 3 0.09426 54.05 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 60.8 37.7 0 2 m5: Oxidation (+15.99) 880.9881 1,759.96 1,759.81 2 1.155 86.22 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 61.1 37.5 3.44 2 872.5139 1,743.01 1,743.82 2 0.2012 115.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 61.9 37.7 3.48 2 873.0853 1,744.16 1,743.82 2 1.344 195.5 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 62.3 37.7 5.96 2 872.9943 1,743.97 1,743.82 2 1.162 91.23 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 62.4 37.5 4.96 2 872.5403 1,743.07 1,743.82 2 0.2539 145.6 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 62.4 37.5 7.62 2 582.078 1,743.21 1,743.82 3 0.4 229.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 63.6 37.6 6.89 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0223 1,776.03 1,775.81 2 1.228 126.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 64.2 37.7 0 2 873.0124 1,744.01 1,743.82 2 1.198 112 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 67.1 37.7 4.34 2 872.9859 1,743.96 1,743.82 2 1.145 81.66 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGImNSFVNDIFER K I 95.00% 72.8 37.6 6 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5219 1,775.03 1,775.81 2 0.2273 128 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 76.4 37.5 0 2 581.9062 1,742.70 1,743.82 3 -0.1153 -66.15 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 80.8 37.7 1.19 2 582.3507 1,744.03 1,743.82 3 1.218 123.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 80.9 37.7 5.19 2 m5: Oxidation (+15.99) 881.0313 1,760.05 1,759.81 2 1.241 135.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 81.3 37.6 6.39 2 m5: Oxidation (+15.99) 880.5275 1,759.04 1,759.81 2 0.2335 132.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 81.8 37.5 5.11 2 872.5126 1,743.01 1,743.82 2 0.1985 113.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 82.3 37.7 1.24 2 m5: Oxidation (+15.99) 587.6762 1,760.01 1,759.81 3 1.2 111.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 82.8 37.7 1.74 2 582.3097 1,743.91 1,743.82 3 1.095 52.92 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGIMNSFVNDIFER K I 95.00% 87.5 37.6 6.66 2 m2: Oxidation (+15.99) 880.5024 1,758.99 1,759.81 2 0.1833 104.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AmGIMNSFVNDIFER K I 95.00% 87.9 37.6 4.51 2 m2: Oxidation (+15.99) 880.4463 1,758.88 1,759.81 2 0.07101 40.35 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 93.3 37.5 8.96 2 872.5165 1,743.02 1,743.82 2 0.2064 118.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGImNSFVNDIFER K I 95.00% 94.7 37.6 4.47 2 m5: Oxidation (+15.99) 880.5421 1,759.07 1,759.81 2 0.2626 149.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% AMGIMNSFVNDIFER K I 95.00% 95.3 37.5 4.28 2 872.5757 1,743.14 1,743.82 2 0.3247 186.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% ESYSIYVYK K V 95.00% 41.9 38.9 0 2 576.8429 1,151.67 1,151.56 2 1.117 98.89 36 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% ESYSIYVYK K V 95.00% 43.4 38.9 0 2 576.3289 1,150.64 1,151.56 2 0.0887 77.02 36 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% ESYSIYVYK K V 95.00% 58.7 38.9 1.07 2 576.3398 1,150.67 1,151.56 2 0.1105 95.92 36 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% ESYSIYVYK K V 95.00% 60 38.9 0 2 576.3368 1,150.66 1,151.56 2 0.1044 90.65 36 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% ESYSIYVYK K V 95.00% 60.1 38.9 0 2 576.368 1,150.72 1,151.56 2 0.1669 144.9 36 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% ESYSIYVYK K V 95.00% 62 38.9 0 2 576.3435 1,150.67 1,151.56 2 0.1179 102.4 36 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% KESYSIYVYK R V 95.00% 23.3 38.6 2.92 2 640.3985 1,278.78 1,279.66 2 0.1329 103.9 35 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% KESYSIYVYK R V 95.00% 39.1 38.6 3.89 2 640.3944 1,278.77 1,279.66 2 0.1247 97.46 35 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% KESYSIYVYK R V 95.00% 40.1 38.6 2.77 2 640.4028 1,278.79 1,279.66 2 0.1414 110.5 35 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% KESYSIYVYK R V 95.00% 42.5 38.6 3.8 2 640.3997 1,278.78 1,279.66 2 0.1352 105.7 35 44 TRUE

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% LLLPGELAK R H 92.90% 36.3 38.8 0 2 477.4088 952.803 953.6032 2 0.207 217 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% LLLPGELAK R H 94.20% 37.2 38.8 0 2 477.362 952.7095 953.6032 2 0.1136 119.1 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% LLLPGELAK R H 95.00% 38.2 38.8 0 2 477.3419 952.6693 953.6032 2 0.07336 76.92 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% LLLPGELAK R H 95.00% 41.2 38.8 0 2 477.3555 952.6965 953.6032 2 0.1006 105.4 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% LLLPGELAK R H 95.00% 44 38.8 0 2 477.3571 952.6996 953.6032 2 0.1036 108.6 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% LLLPGELAK R H 95.00% 45 38.8 0 2 477.408 952.8014 953.6032 2 0.2054 215.3 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% LLLPGELAK R H 95.00% 47.6 38.8 0 2 477.3264 952.6382 953.6032 2 0.0422 44.25 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% VLKQVHPDTGISSK K A 95.00% 31.4 38.2 1.29 2 503.7165 1,508.13 1,508.84 3 0.2916 193.2 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 38.10% VLKQVHPDTGISSK K A 95.00% 54 38.2 4 2 503.7089 1,508.11 1,508.84 3 0.2689 178.2 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% AVDIPHMDIEALKK K L 95.00% 30.3 37.8 1.27 2 527.7048 1,580.09 1,579.85 3 1.248 155.3 79 92 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% DTLYEAVR R E 95.00% 39.4 39.2 0 2 483.8022 965.5898 966.4891 2 0.1079 111.6 8 15 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% DTLYEAVR R E 95.00% 40.6 39.2 0 2 483.8443 965.6739 966.4891 2 0.1921 198.7 8 15 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% FPSLLTHNENMVAK K V 90.40% 20.2 38 0.745 2 534.3699 1,600.09 1,600.82 3 0.28 174.9 134 147 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% FPSLLTHNENMVAK K V 95.00% 24.8 38 2.51 2 534.6445 1,600.91 1,600.82 3 1.104 63.09 134 147 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% FPSLLTHNENMVAK K V 95.00% 50.2 38 3.7 2 801.0561 1,600.10 1,600.82 2 0.2898 181 134 147 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% FPSLLTHNENMVAK K V 95.00% 55.3 38 3.57 2 800.9995 1,599.98 1,600.82 2 0.1764 110.2 134 147 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% FSVcVLGDQQHcDEAK K A 95.00% 38.7 37.4 0 2 c4: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 631.9965 1,892.97 1,892.83 3 1.148 76.76 63 78 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% KYDAFLASESLIK K Q 95.00% 42.2 38.4 0 2 495.6783 1,484.01 1,484.80 3 0.2208 148.7 106 118 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% KYDAFLASESLIK K Q 95.00% 43.7 38.6 4.14 2 743.4903 1,484.97 1,484.80 2 1.174 115 106 118 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% KYDAFLASESLIK K Q 95.00% 46.3 38.6 1.47 2 496.0269 1,485.06 1,484.80 3 1.266 177.4 106 118 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% KYDAFLASESLIK K Q 95.00% 82.4 38.4 6.92 2 742.9557 1,483.90 1,484.80 2 0.1045 70.38 106 118 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% YDAFLASESLIK K Q 91.40% 35.5 38.8 0 2 678.887 1,355.76 1,356.70 2 0.06213 45.79 107 118 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% YDAFLASESLIK K Q 95.00% 38.2 38.8 1.66 2 679.3703 1,356.73 1,356.70 2 1.029 19.07 107 118 TRUE

LX-2 Repeat 1 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 6 8 15 30.00% YDAFLASESLIK K Q 95.00% 59.1 38.8 2.29 2 678.8808 1,355.75 1,356.70 2 0.04977 36.68 107 118 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% ESTLHLVLR K L 95.00% 51.5 39.1 0 2 533.7903 1,065.57 1,067.62 2 -1.048 -42.05 64 72 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% ESTLHLVLR K L 95.00% 54.1 38.9 1.09 2 534.8726 1,067.73 1,067.62 2 1.117 107.1 64 72 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% ESTLHLVLR K L 95.00% 58.6 39.1 2.12 2 534.3813 1,066.75 1,067.62 2 0.1345 126 64 72 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% ESTLHLVLR K L 95.00% 65.9 39.1 1.8 2 534.365 1,066.72 1,067.62 2 0.1019 95.44 64 72 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 92.00% 34.6 38.2 0 2 509.0056 1,523.99 1,523.78 3 1.221 142.8 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 93.20% 12.2 38.2 0.886 2 508.6689 1,522.98 1,523.78 3 0.2104 138.1 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 95.00% 17 38.2 1.64 2 508.6502 1,522.93 1,523.78 3 0.1544 101.3 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 95.00% 24.9 38.2 0.886 2 508.6473 1,522.92 1,523.78 3 0.1458 95.66 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 95.00% 36.1 38.2 0.959 2 508.3172 1,521.93 1,523.78 3 -0.8446 103.8 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 95.00% 38.9 38.2 0.921 2 508.641 1,522.90 1,523.78 3 0.1267 83.11 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 95.00% 44.8 38.2 0 2 508.6882 1,523.04 1,523.78 3 0.2684 176.1 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 95.00% 61.3 38.2 4.55 2 762.9824 1,523.95 1,523.78 2 1.176 113.6 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 95.00% 67.3 38.2 3.66 2 762.4916 1,522.97 1,523.78 2 0.1943 127.5 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% IQDKEGIPPDQQR K L 95.00% 68.5 38.2 4.55 2 762.5024 1,522.99 1,523.78 2 0.2159 141.7 30 42 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% TITLEVEPSDTIENVK K A 95.00% 50.5 37.6 0 2 596.9982 1,787.97 1,787.93 3 1.052 27.79 12 27 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% TITLEVEPSDTIENVK K A 95.00% 52.6 37.7 0.886 2 894.6153 1,787.22 1,787.93 2 0.2957 165.4 12 27 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% TITLEVEPSDTIENVK K A 95.00% 54.3 37.6 0.854 2 895.0717 1,788.13 1,787.93 2 1.209 115.1 12 27 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% TITLEVEPSDTIENVK K A 95.00% 73.6 37.7 0 2 894.5437 1,787.07 1,787.93 2 0.1525 85.3 12 27 TRUE

LX-2 Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 4 6 19 30.10% TLSDYNIQK R E 91.40% 35.6 38.9 0 2 541.3803 1,080.75 1,081.55 2 0.2007 185.6 55 63 TRUE

LX-2 Repeat 1 UPF1 Isoform 1 of Regulator of nonsense transcripts 1 IPI00034049,IPI00399170 124,328.90 99.80% 2 2 2 2.57% AGAKPDQIGIITPYEGQR K S 95.00% 37.8 37.2 1 2 638.7002 1,913.08 1,914.01 3 0.07765 40.57 794 811 TRUE

LX-2 Repeat 1 UPF1 Isoform 1 of Regulator of nonsense transcripts 1 IPI00034049,IPI00399170 124,328.90 99.80% 2 2 2 2.57% NVFLLGFIPAK R A 95.00% 40.7 39.1 1.92 2 610.3881 1,218.76 1,218.72 2 1.044 34.06 190 200 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% AEFVEVTK K L 95.00% 59.3 39.4 0 2 461.8136 921.6127 922.488 2 0.132 143 249 256 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% AEFVEVTK K L 95.00% 60.5 39.4 0 2 461.7981 921.5816 922.488 2 0.1009 109.3 249 256 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% ccAADDKEAcFAVEGPK K L 90.60% 0 0 2.41 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 643.9569 1,928.85 1,927.80 3 2.057 26.96 581 597 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% ccAADDKEAcFAVEGPK K L 95.00% 37.7 37 1.19 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 643.3337 1,926.98 1,927.80 3 0.1881 97.56 581 597 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% ccTESLVNR K R 95.00% 40 39 0 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 569.7903 1,137.57 1,138.50 2 0.07532 66.15 499 507 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% ccTESLVNR K R 95.00% 62.3 39 2.62 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 569.829 1,137.64 1,138.50 2 0.1528 134.2 499 507 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 31.3 38.2 2.57 2 784.939 1,567.86 1,567.74 2 1.128 79.87 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 38.9 38.2 1.38 2 784.931 1,567.85 1,567.74 2 1.112 69.62 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 39.7 38.1 0.921 2 784.4363 1,566.86 1,567.74 2 0.1225 78.15 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 43.8 38.2 0 2 784.9023 1,567.79 1,567.74 2 1.055 33.02 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 45 38.2 0 2 784.8603 1,567.71 1,567.74 2 0.9705 -20.53 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 48.2 38.1 1.42 2 784.434 1,566.85 1,567.74 2 0.1179 75.19 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 49.3 38.1 4.92 2 784.4266 1,566.84 1,567.74 2 0.1033 65.86 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 57.5 38.1 6.38 2 784.4648 1,566.92 1,567.74 2 0.1795 114.5 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DAFLGSFLYEYSR K R 95.00% 61.8 38.1 1.82 2 784.4146 1,566.81 1,567.74 2 0.07926 50.55 347 359 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% DDPHAcYSTVFDK K L 95.00% 49.9 38 0 2 c6: Carbamidomethyl (+57.02) 518.9391 1,553.80 1,554.65 3 0.1496 96.19 387 399 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% HLVDEPQNLIK K Q 95.00% 57.9 38.7 3.1 2 653.4176 1,304.82 1,305.72 2 0.1115 85.38 402 412 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% HLVDEPQNLIK K Q 95.00% 62.6 38.7 3.32 2 653.4007 1,304.79 1,305.72 2 0.07784 59.61 402 412 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% HPYFYAPELLYYANK R Y 95.00% 39.2 37.2 1.46 2 630.3302 1,887.97 1,888.93 3 0.04915 26.02 169 183 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% HPYFYAPELLYYANK R Y 95.00% 56.4 37.2 4.59 2 630.3188 1,887.93 1,888.93 3 0.01486 7.869 169 183 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% KQTALVELLK K H 95.00% 71.1 39.2 2.96 2 571.9315 1,141.85 1,142.71 2 0.1412 123.5 548 557 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% KVPQVSTPTLVEVSR R S 95.00% 38 37.7 0 2 820.4878 1,638.96 1,639.94 2 0.03043 18.55 437 451 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% KVPQVSTPTLVEVSR R S 95.00% 38.1 37.8 3.74 2 821.0366 1,640.06 1,639.94 2 1.128 76.43 437 451 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% KVPQVSTPTLVEVSR R S 95.00% 43.1 37.7 3.42 2 547.3848 1,639.13 1,639.94 3 0.202 123.2 437 451 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% KVPQVSTPTLVEVSR R S 95.00% 56.8 37.8 2.46 2 547.715 1,640.12 1,639.94 3 1.193 115.7 437 451 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% KVPQVSTPTLVEVSR R S 95.00% 59.3 37.7 0 2 547.3761 1,639.11 1,639.94 3 0.1758 107.2 437 451 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% KVPQVSTPTLVEVSR R S 95.00% 63 37.7 2.8 2 547.3822 1,639.12 1,639.94 3 0.1943 118.5 437 451 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% LGEYGFQNALIVR K Y 95.00% 81.7 38.2 1.3 2 740.4823 1,478.95 1,479.80 2 0.1617 109.3 421 433 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% LGEYGFQNALIVR K Y 95.00% 87.7 38.2 2.17 2 740.4861 1,478.96 1,479.80 2 0.1695 114.5 421 433 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% LGEYGFQNALIVR K Y 95.00% 105 38.2 5 2 740.463 1,478.91 1,479.80 2 0.1232 83.25 421 433 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% LKPDPNTLcDEFK K A 92.80% 34.8 37.9 0 2 c9: Carbamidomethyl (+57.02) 526.6802 1,577.02 1,576.77 3 1.258 161.8 139 151 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% LKPDPNTLcDEFK K A 95.00% 50.8 38 0 2 c9: Carbamidomethyl (+57.02) 788.9804 1,575.95 1,576.77 2 0.1857 117.8 139 151 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% LVNELTEFAK K T 95.00% 64 39.2 2.77 2 582.3609 1,162.71 1,163.63 2 0.08386 72.06 66 75 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% QTALVELLK K H 95.00% 57.2 39.4 0 2 507.8778 1,013.74 1,014.62 2 0.1287 126.9 549 557 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% QTALVELLK K H 95.00% 57.9 39.4 0 2 507.8705 1,013.73 1,014.62 2 0.1141 112.5 549 557 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% RHPEYAVSVLLR R L 93.20% 0 0 2.62 2 481.3302 1,440.97 1,439.81 3 2.164 110.1 360 371 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% RHPEYAVSVLLR R L 95.00% 27 38.2 2.18 2 480.6658 1,438.98 1,439.81 3 0.1711 118.8 360 371 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% RHPEYAVSVLLR R L 95.00% 49.8 38.2 2.64 2 480.6891 1,439.05 1,439.81 3 0.241 167.4 360 371 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% RHPEYAVSVLLR R L 95.00% 67.6 38.2 4.57 2 480.605 1,438.79 1,439.81 3 -0.01135 -7.882 360 371 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% RPcFSALTPDETYVPK R A 95.00% 41.7 37.3 2.24 2 c3: Carbamidomethyl (+57.02) 941.1134 1,880.21 1,880.92 2 0.2982 158.5 508 523 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% SLHTLFGDELcK K V 95.00% 28.4 38.5 2.17 2 c11: Carbamidomethyl (+57.02) 473.9899 1,418.95 1,419.69 3 0.2611 183.9 89 100 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% TVMENFVAFVDK K C 95.00% 38.8 38.5 0 2 700.3698 1,398.73 1,399.69 2 0.03976 28.4 569 580 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% TVmENFVAFVDK K C 95.00% 85.3 38.5 3.18 2 m3: Oxidation (+15.99) 708.3771 1,414.74 1,415.69 2 0.05941 41.96 569 580 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% TVMENFVAFVDK K C 95.00% 85.9 38.5 1.8 2 700.3726 1,398.73 1,399.69 2 0.04532 32.38 569 580 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% TVMENFVAFVDK K C 95.00% 99.7 38.5 0.959 2 700.8397 1,399.66 1,399.69 2 0.9795 -16.59 569 580 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% YIcDNQDTISSK K L 95.00% 37.1 38.5 1.8 2 c3: Carbamidomethyl (+57.02) 722.3652 1,442.72 1,443.64 2 0.08099 56.1 286 297 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% YIcDNQDTISSK K L 95.00% 78.5 38.5 3.25 2 c3: Carbamidomethyl (+57.02) 722.3178 1,442.62 1,443.64 2 -0.01393 -9.647 286 297 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% YLYEIAR K R 95.00% 41.3 39.1 0 2 464.3481 926.6816 927.4934 2 0.1955 210.7 161 167 TRUE

LX-2 Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 19 21 49 35.90% YLYEIAR K R 95.00% 48 39.1 1 2 464.2784 926.5422 927.4934 2 0.05601 60.39 161 167 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% ASVSQVEADLK K M 95.00% 46.4 39.2 1.66 2 573.8469 1,145.68 1,146.60 2 0.08646 75.4 541 551 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% IETNENNLESAK K G 95.00% 85.1 38.8 3 2 681.3419 1,360.67 1,361.65 2 0.02223 16.33 567 578 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% LALQALTEK R L 95.00% 46.6 39.6 0 2 493.8461 985.6776 986.5882 2 0.09661 97.91 347 355 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% LALQALTEK R L 95.00% 54.8 39.6 0 2 493.8756 985.7367 986.5882 2 0.1557 157.8 347 355 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% LPPQDFLDR R L 95.00% 38.5 39.4 0 2 550.8341 1,099.65 1,100.57 2 0.08724 79.26 524 532 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% LQHVEDGVLSMQVASAR R Q 95.00% 55.2 37.4 2.3 2 614.0522 1,839.13 1,839.94 3 0.2038 110.8 413 429 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% QREELGQGLQGVEQK R V 95.00% 40.2 37.7 0 2 567.3391 1,699.00 1,698.88 3 1.125 72.17 147 161 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% QTESLESLLSK R S 95.00% 92.9 39 2.3 2 617.901 1,233.79 1,234.65 2 0.1422 115.1 430 440 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% SLGETQLVLYGDVEELKR R S 95.00% 35.3 36.7 0 2 684.1389 2,049.40 2,049.09 3 1.316 152.6 474 491 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% STLQTMESDIYTEVR R E 95.00% 75.4 37.7 5.32 2 887.0122 1,772.01 1,772.84 2 0.1799 101.5 312 326 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% SVGELPSTVESLQK R V 95.00% 53.8 38.4 1.8 2 737.4342 1,472.85 1,473.78 2 0.08145 55.27 492 505 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% TAVDSLVAYSVK R I 95.00% 72.7 38.8 1.23 2 627.2703 1,252.53 1,252.68 2 0.8549 -117.9 555 566 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% TAVDSLVAYSVK R I 95.00% 73.3 38.8 2.44 2 626.8953 1,251.78 1,252.68 2 0.1049 83.76 555 566 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% VQEQVHTLLSQDQAQAAR K L 95.00% 79.5 36.9 4.31 2 674.7302 2,021.17 2,022.04 3 0.1396 69.01 506 523 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% VQSLQATFGTFESILR K S 95.00% 38.9 37.4 1 2 599.6989 1,796.08 1,796.95 3 0.128 71.25 162 177 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% VQSLQATFGTFESILR K S 95.00% 53.5 37.4 0.824 2 600.0489 1,797.13 1,796.95 3 1.178 97.47 162 177 TRUE
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LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% VQSLQATFGTFESILR K S 95.00% 55 37.5 1.72 2 599.7483 1,796.22 1,796.95 3 0.2762 153.7 162 177 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% VQSLQATFGTFESILR K S 95.00% 57.9 37.4 1.1 2 600.0388 1,797.09 1,796.95 3 1.147 80.49 162 177 TRUE

LX-2 Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 13 14 19 29.40% VQSLQATFGTFESILR K S 95.00% 72.7 37.4 5.62 2 899.0906 1,796.17 1,796.95 2 0.2197 122.2 162 177 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% AELNEFLTR K E 95.00% 38.6 39 0 2 547.3723 1,092.73 1,092.57 2 1.169 151.9 19 27 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% AELNEFLTR K E 95.00% 47.8 39.3 0 2 546.8501 1,091.69 1,092.57 2 0.1244 113.9 19 27 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% AELNEFLTR K E 95.00% 51.2 39.3 1 2 546.8136 1,091.61 1,092.57 2 0.05149 47.13 19 27 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% AELNEFLTR K E 95.00% 55 39 0 2 547.2935 1,092.57 1,092.57 2 1.011 7.85 19 27 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% AELNEFLTR K E 95.00% 59.9 39.3 0 2 546.8811 1,091.75 1,092.57 2 0.1864 170.6 19 27 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% DEILPTTPISEQK K G 95.00% 35.7 38.6 1.25 2 735.9085 1,469.80 1,470.77 2 0.04069 27.67 215 227 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% DEILPTTPISEQK K G 95.00% 41.4 38.4 1.47 2 736.4149 1,470.82 1,470.77 2 1.054 34.53 215 227 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% ELAEDGYSGVEVR R V 95.00% 85 38.3 5.8 2 712.4068 1,422.80 1,423.67 2 0.1364 95.78 28 40 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% ELAEDGYSGVEVR R V 95.00% 87.6 38.3 4.68 2 712.4533 1,422.89 1,423.67 2 0.2294 161.1 28 40 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% FGFPEGSVELYAEK R V 95.00% 46.5 38.3 3.09 2 787.4124 1,572.81 1,572.76 2 1.059 36.02 77 90 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% FGFPEGSVELYAEK R V 95.00% 57.5 38.2 4.85 2 786.9066 1,571.80 1,572.76 2 0.04776 30.37 77 90 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% FGFPEGSVELYAEK R V 95.00% 59.2 38.2 4.51 2 786.9803 1,571.95 1,572.76 2 0.1951 124.1 77 90 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% FVDGLMIHSGDPVNYYVDTAVR K H 95.00% 27.8 35.9 2.59 2 823.7973 2,468.37 2,468.19 3 1.186 74.13 152 173 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% FVDGLMIHSGDPVNYYVDTAVR K H 95.00% 47.3 36.1 1.2 2 823.4919 2,467.45 2,468.19 3 0.2695 109.2 152 173 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% GGKPEPPAMPQPVPTA K - 95.00% 22 38.1 1.89 2 787.9728 1,573.93 1,573.80 2 1.134 83.11 228 243 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% GGKPEPPAMPQPVPTA K - 95.00% 24.3 38.3 2.74 2 787.4833 1,572.95 1,573.80 2 0.1547 98.3 228 243 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% GGKPEPPAMPQPVPTA K - 95.00% 26.9 38.3 2.1 2 787.5003 1,572.99 1,573.80 2 0.1886 119.8 228 243 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% GLcAIAQAESLR R Y 95.00% 35.7 38.9 2.12 2 c3: Carbamidomethyl (+57.02) 644.8773 1,287.74 1,288.67 2 0.07937 61.59 95 106 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% GLcAIAQAESLR R Y 95.00% 61.1 38.7 1.96 2 c3: Carbamidomethyl (+57.02) 645.3264 1,288.64 1,288.67 2 0.9776 -19.46 95 106 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% ImLPWDPTGK K I 95.00% 31.1 39.3 1.96 2 m2: Oxidation (+15.99) 587.8974 1,173.78 1,173.60 2 1.19 159.4 188 197 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% IMLPWDPTGK K I 95.00% 35.4 39.3 0.959 2 579.3492 1,156.68 1,157.60 2 0.08852 76.46 188 197 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% IMLPWDPTGK K I 95.00% 48.2 39.3 0 2 579.3755 1,156.74 1,157.60 2 0.1412 121.9 188 197 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% IMLPWDPTGK K I 95.00% 58.2 39.3 1.62 2 579.3693 1,156.72 1,157.60 2 0.1286 111.1 188 197 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% KFVADGIFK R A 95.00% 34.1 39.1 1.04 2 512.7563 1,023.50 1,024.58 2 -0.07747 -75.62 10 18 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% TEIIILATR R T 95.00% 39.4 39.5 1 2 515.3832 1,028.75 1,029.63 2 0.1288 125.1 46 54 TRUE

LX-2 Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 10 10 26 52.30% TEIIILATR R T 95.00% 65.8 39.5 1.6 2 515.3736 1,028.73 1,029.63 2 0.1095 106.3 46 54 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% ADFcIIHYAGK K V 95.00% 31.2 38.7 1.22 2 c4: Carbamidomethyl (+57.02) 647.8481 1,293.68 1,294.63 2 0.06383 49.3 573 583 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% AGKLDPHLVLDQLR R C 94.70% 23.6 38.1 1 2 525.6902 1,574.05 1,574.90 3 0.1544 98 687 700 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% AGVLAHLEEER R D 92.80% 22.7 38.8 0.854 2 612.3603 1,222.71 1,223.64 2 0.07533 61.56 772 782 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% AGVLAHLEEER R D 95.00% 64.8 38.8 1.29 2 612.3195 1,222.62 1,223.64 2 -0.006273 -5.127 772 782 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% ALELDPNLYR R I 95.00% 29.7 39.3 2.25 2 602.3853 1,202.76 1,203.64 2 0.1263 104.9 753 762 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% ALELDPNLYR R I 95.00% 61.7 39.3 2.19 2 602.3403 1,202.67 1,203.64 2 0.03633 30.18 753 762 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% cNGVLEGIR R I 94.20% 38.3 39.9 0 2 c1: Carbamidomethyl (+57.02) 508.8248 1,015.64 1,017.51 2 -0.8723 128.3 701 709 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% cNGVLEGIR R I 95.00% 41.1 40 0 2 c1: Carbamidomethyl (+57.02) 509.3358 1,016.66 1,017.51 2 0.1497 147.1 701 709 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% cNGVLEGIR R I 95.00% 49.9 40 0.745 2 c1: Carbamidomethyl (+57.02) 509.3024 1,016.59 1,017.51 2 0.08278 81.35 701 709 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% DAASLESQLQDTQELLQEETR K Q 95.00% 60.3 36 1.96 2 802.1469 2,403.42 2,404.15 3 0.2783 115.7 1309 1329 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% DKADFcIIHYAGK K V 95.00% 27.6 38.1 1.28 2 c6: Carbamidomethyl (+57.02) 513.333 1,536.98 1,537.75 3 0.2374 154.4 571 583 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% eDQSILcTGESGAGK R T 95.00% 0 0 3.33 2 c7: Carbamidomethyl (+57.02), e1: Pyro_glu (-18.01) 767.7036 1,533.39 1,533.69 2 0.7147 -187.7 170 184 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% ELDDATEANEGLSR R E 95.00% 48.7 38.3 0.77 2 760.7749 1,519.54 1,519.69 2 0.8553 -96.99 1906 1919 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% FDQLLAEEK K S 95.00% 40.2 39.3 0 2 546.8286 1,091.64 1,092.56 2 0.09262 84.76 1453 1461 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% FDQLLAEEK K S 95.00% 57.3 39.3 1.17 2 546.8165 1,091.62 1,092.56 2 0.06843 62.63 1453 1461 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% IAQLEEELEEEQSNMELLNDR R F 95.00% 49.8 35.4 0 2 845.0702 2,532.19 2,532.18 3 1.019 6.325 1738 1758 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% KFDQLLAEEK K S 89.60% 34.9 39 0 2 610.8971 1,219.78 1,220.65 2 0.1347 110.3 1452 1461 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% KFDQLLAEEK K S 95.00% 32.9 39 1.72 2 610.8808 1,219.75 1,220.65 2 0.1019 83.46 1452 1461 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% KFDQLLAEEK K S 95.00% 50.8 39 0.886 2 610.8896 1,219.76 1,220.65 2 0.1197 98.03 1452 1461 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% KQELEEILHDLESR K V 95.00% 42.3 37.7 1.48 2 580.6927 1,739.06 1,738.90 3 1.166 93.97 917 930 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% KQELEEILHDLESR K V 95.00% 57.1 37.6 0 2 580.7133 1,739.12 1,738.90 3 1.228 129.6 917 930 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LDPHLVLDQLR K C 95.00% 24.4 39 2.82 2 659.9287 1,317.84 1,318.75 2 0.1022 77.45 690 700 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LDPHLVLDQLR K C 95.00% 29.3 39 1.54 2 659.9188 1,317.82 1,318.75 2 0.08223 62.35 690 700 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LDPHLVLDQLR K C 95.00% 47.1 39 1.72 2 659.9243 1,317.83 1,318.75 2 0.09323 70.69 690 700 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LDPHLVLDQLR K C 95.00% 53.8 39 2.52 2 659.9383 1,317.86 1,318.75 2 0.1212 91.92 690 700 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LQNELDNVSTLLEEAEKK K G 95.00% 56.1 36.5 0 2 691.7148 2,072.12 2,073.07 3 0.0586 28.26 1285 1302 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LQNELDNVSTLLEEAEKK K G 95.00% 63.8 36.5 0 2 691.7702 2,072.29 2,073.07 3 0.2248 108.4 1285 1302 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LQQELDDLTVDLDHQR R Q 95.00% 90.9 37 0 2 646.6849 1,937.03 1,937.96 3 0.08354 43.1 1425 1440 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LQQLFNHTmFILEQEEYQR K E 95.00% 42 35.9 0 2 m9: Oxidation (+15.99) 828.8339 2,483.48 2,483.20 3 1.284 113.4 483 501 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LQQLFNHTMFILEQEEYQR K E 95.00% 51 35.8 3.92 2 823.1593 2,466.46 2,467.21 3 0.2556 103.6 483 501 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LQQLFNHTMFILEQEEYQR K E 95.00% 60.7 36.1 1.27 2 823.4745 2,467.40 2,467.21 3 1.201 80.41 483 501 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% LQQLFNHTMFILEQEEYQR K E 95.00% 81.3 35.8 4.51 2 823.1125 2,466.32 2,467.21 3 0.1153 46.72 483 501 FALSE IPI00019502

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% QLLQANPILESFGNAK R T 95.00% 72 37.4 4.28 2 872.0807 1,742.15 1,742.94 2 0.2104 120.7 217 232 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% SLEAEILQLQEELASSER K A 90.20% 32.5 37 0 2 682.6788 2,045.01 2,045.04 3 0.9819 -10.17 1684 1701 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% SLEAEILQLQEELASSER K A 95.00% 53.6 36.9 3.43 2 682.2948 2,043.86 2,045.04 3 -0.17 -83.14 1684 1701 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% SLEAEILQLQEELASSER K A 95.00% 59.3 36.9 2.68 2 682.8002 2,045.38 2,045.04 3 1.346 167.8 1684 1701 TRUE

LX-2 Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 9 9 14 13.10% VEDmAELTcLNEASVLHNLK K D 95.00% 62.8 36 0 2 m4: Oxidation (+15.99), c9: Carbamidomethyl (+57.02) 768.1502 2,301.43 2,302.11 3 0.3305 143.5 87 106 FALSE IPI00019502

LX-2 Repeat 1 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 5 5 6 3.22% ELILFSNSDNER K S 95.00% 43.3 38.4 2.49 2 718.9291 1,435.84 1,436.70 2 0.1494 103.9 786 797 TRUE

LX-2 Repeat 1 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 5 5 6 3.22% FLEEFITPIVK R V 91.30% 35.3 38.7 0 2 668.346 1,334.68 1,335.76 2 -0.07134 -53.41 653 663 TRUE

LX-2 Repeat 1 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 5 5 6 3.22% FLEEFITPIVK R V 95.00% 49.6 38.7 0 2 668.3643 1,334.71 1,335.76 2 -0.03477 -26.03 653 663 TRUE

LX-2 Repeat 1 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 5 5 6 3.22% FLYDDNQR K V 91.90% 36 39 0 2 535.2628 1,068.51 1,070.49 2 -0.972 28.76 912 919 TRUE

LX-2 Repeat 1 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 5 5 6 3.22% TLAVSGLGVVGR K D 95.00% 17 39.1 1.89 2 564.3526 1,126.69 1,128.67 2 -0.9758 23.88 551 562 TRUE

LX-2 Repeat 1 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 5 5 6 3.22% TPPLITDYR K E 95.00% 22.1 39.6 1.7 2 538.3315 1,074.65 1,075.58 2 0.07733 71.89 1034 1042 TRUE

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% DLNLMAPGLTIQAVR K V 95.00% 36.1 38.1 2.82 2 807.0303 1,612.05 1,611.89 2 1.164 100.2 157 171 TRUE

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% IEVVNMLAPYAVFDIVR R N 95.00% 40.5 37.2 0 2 650.3635 1,948.07 1,949.06 3 0.01945 9.979 91 107 TRUE

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% IEVVNMLAPYAVFDIVR R N 95.00% 82 37.2 4.14 2 650.3579 1,948.05 1,949.06 3 0.002452 1.258 91 107 TRUE

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% ISEIEDAAFLAR R E 95.00% 54.8 38.7 0.854 2 667.8246 1,333.63 1,334.70 2 -0.0533 -39.94 244 255 FALSE IPI00026942

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% ISEIEDAAFLAR R E 95.00% 66.1 38.7 1.21 2 668.3274 1,334.64 1,334.70 2 0.9524 -37.67 244 255 FALSE IPI00026942

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% ISEIEDAAFLAR R E 95.00% 68 38.7 3.89 2 667.8753 1,333.74 1,334.70 2 0.04813 36.06 244 255 FALSE IPI00026942

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% ISEIEDAAFLAR R E 95.00% 68 38.7 4.47 2 667.8303 1,333.65 1,334.70 2 -0.04187 -31.37 244 255 FALSE IPI00026942

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% ISEIEDAAFLAR R E 95.00% 86.7 38.7 4.26 2 668.3293 1,334.64 1,334.70 2 0.9561 -34.89 244 255 FALSE IPI00026942

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% SVQTTLQTDEVK R N 95.00% 50.1 39.1 2.03 2 674.8561 1,347.70 1,348.70 2 0.009335 6.921 63 74 FALSE IPI00026942

LX-2 Repeat 1 ERLIN1 ER lipid raft associated 1 IPI00007940 39,154.00 100.00% 2 2 3 16.10% SVQTTLQTDEVK R N 95.00% 50.4 39.1 1.3 2 674.8913 1,347.77 1,348.70 2 0.07963 59.04 63 74 FALSE IPI00026942

LX-2 Repeat 1 GANAB Isoform 1 of Neutral alpha-glucosidase AB precursor IPI00011454,IPI00383581,IPI00472068 106,857.90 100.00% 2 2 2 2.54% NPEPELLVR K W 95.00% 39.5 39.1 0 2 533.8717 1,065.73 1,066.59 2 0.1469 137.7 654 662 TRUE

LX-2 Repeat 1 GANAB Isoform 1 of Neutral alpha-glucosidase AB precursor IPI00011454,IPI00383581,IPI00472068 106,857.90 100.00% 2 2 2 2.54% YRVPDVLVADPPIAR R L 95.00% 29.1 37.6 0.77 2 561.4412 1,681.30 1,680.94 3 1.366 215.7 113 127 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% DITYFIQQLLR R D 95.00% 44.6 38.3 1.03 2 705.9267 1,409.84 1,409.78 2 1.067 45.66 199 209 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% DITYFIQQLLR R D 95.00% 54.1 38.3 3.11 2 705.431 1,408.85 1,409.78 2 0.07582 53.78 199 209 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% DYEEIGPSIcR K H 95.00% 51 38.6 2.06 2 c10: Carbamidomethyl (+57.02) 669.3503 1,336.69 1,338.60 2 -0.9063 72.07 399 409 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% FMEQVIFK R Y 95.00% 38.2 39.2 0 2 521.343 1,040.67 1,041.54 2 0.1349 129.5 92 99 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% FMEQVIFK R Y 95.00% 49.7 39.2 0 2 521.3163 1,040.62 1,041.54 2 0.08143 78.17 92 99 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% FMEQVIFK R Y 95.00% 52.6 39.2 0 2 521.3451 1,040.68 1,041.54 2 0.139 133.4 92 99 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% GVDDLDFFIGDEAIEKPTYATK K W 95.00% 33.8 36 1.27 2 815.4939 2,443.46 2,444.19 3 0.28 114.5 54 75 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% GVDDLDFFIGDEAIEKPTYATK K W 95.00% 44.5 35.9 0 2 815.7602 2,444.26 2,444.19 3 1.079 31.09 54 75 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% NIVLSGGSTMFR K D 95.00% 23.6 38.6 2.15 2 641.9703 1,281.93 1,281.66 2 1.271 209.3 318 329 TRUE

LX-2 Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 5 5 10 15.30% NIVLSGGSTMFR K D 95.00% 46.9 38.5 2.12 2 641.38 1,280.75 1,281.66 2 0.09058 70.67 318 329 TRUE

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% AGFAGDDAPR K A 95.00% 44.2 40.1 0.959 2 488.7808 975.5471 976.4484 2 0.106 108.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% AGFAGDDAPR K A 95.00% 48.1 40.1 0 2 488.8551 975.6957 976.4484 2 0.2545 260.6 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% AGFAGDDAPR K A 95.00% 49.4 40.1 2.59 2 488.3069 974.5993 976.4484 2 -0.8418 164.9 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% AGFAGDDAPR K A 95.00% 57.7 40.1 3.17 2 488.6963 975.378 976.4484 2 -0.06316 -64.68 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% AGFAGDDAPR K A 95.00% 65.2 40.1 2.89 2 488.9103 975.806 976.4484 2 0.3648 373.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% AGFAGDDAPR K A 95.00% 66.4 40.1 2.44 2 488.8238 975.633 976.4484 2 0.1918 196.4 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% AGFAGDDAPR K A 95.00% 83.1 40.1 2.37 2 488.7836 975.5526 976.4484 2 0.1114 114.1 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSK K R 95.00% 23.4 39 2.72 2 599.8222 1,197.63 1,198.52 2 0.1148 95.78 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSK K R 95.00% 50.3 39 1.96 2 599.8299 1,197.65 1,198.52 2 0.1302 108.7 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSK K R 95.00% 50.7 39 2.52 2 599.8293 1,197.64 1,198.52 2 0.1289 107.6 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSK K R 95.00% 51.5 39 2.64 2 599.8092 1,197.60 1,198.52 2 0.08879 74.07 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSK K R 95.00% 54.6 39 2.09 2 599.7911 1,197.57 1,198.52 2 0.05264 43.92 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSK K R 95.00% 55.9 39 3.24 2 599.7936 1,197.57 1,198.52 2 0.05759 48.05 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSKR K G 94.80% 37.4 38.6 0 2 677.8528 1,353.69 1,354.62 2 0.0748 55.21 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSKR K G 95.00% 34.5 38.6 1.35 2 452.378 1,354.11 1,354.62 3 0.4959 366 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSKR K G 95.00% 44.2 38.6 0 2 677.8648 1,353.72 1,354.62 2 0.09888 72.99 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSKR K G 95.00% 55.6 38.6 0.745 2 452.3207 1,353.94 1,354.62 3 0.3241 239.2 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSKR K G 95.00% 60 38.6 4.46 2 677.8749 1,353.74 1,354.62 2 0.119 87.85 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSKR K G 95.00% 74.8 38.7 4.92 2 678.3406 1,354.67 1,354.62 2 1.051 35.25 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSKR K G 95.00% 75 38.6 6.64 2 677.8586 1,353.70 1,354.62 2 0.08644 63.81 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% DSYVGDEAQSKR K G 95.00% 88.5 38.7 4.7 2 678.3553 1,354.70 1,354.62 2 1.08 56.87 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 92.70% 36.7 39.2 0 2 581.3923 1,160.77 1,161.62 2 0.1587 136.6 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 92.80% 36.7 39.2 0 2 581.3403 1,160.67 1,161.62 2 0.05473 47.11 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 39.5 39.2 1.68 2 581.3526 1,160.69 1,161.62 2 0.07938 68.33 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 39.8 39.2 0 2 581.383 1,160.75 1,161.62 2 0.1401 120.6 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 41.4 39.2 0 2 581.3458 1,160.68 1,161.62 2 0.06573 56.58 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 42 39.2 0 2 581.3598 1,160.71 1,161.62 2 0.09386 80.79 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 46.4 39.2 1.1 2 581.8976 1,161.78 1,161.62 2 1.169 143.4 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 48.5 39.2 0 2 581.3619 1,160.71 1,161.62 2 0.09798 84.34 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 48.8 39.2 0 2 581.3278 1,160.64 1,161.62 2 0.02973 25.59 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 50.3 39.2 1.68 2 581.3381 1,160.66 1,161.62 2 0.05032 43.32 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 50.8 39.2 1.96 2 581.3541 1,160.69 1,161.62 2 0.08233 70.87 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 51.3 39.2 0 2 581.3853 1,160.76 1,161.62 2 0.1447 124.6 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% EITALAPSTMK K I 95.00% 63.7 39.2 0 2 581.3153 1,160.62 1,161.62 2 0.004867 4.19 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% HQGVMVGMGQK R D 95.00% 46.1 39 3.21 2 586.3606 1,170.71 1,171.57 2 0.1428 121.8 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% IWHHTFYNELR K V 93.80% 35.8 38.3 0 2 506.0186 1,515.03 1,515.75 3 0.2922 192.8 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% IWHHTFYNELR K V 95.00% 37.8 38.3 0 2 506.0042 1,514.99 1,515.75 3 0.2489 164.1 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% IWHHTFYNELR K V 95.00% 39.9 38.3 0 2 506.0157 1,515.03 1,515.75 3 0.2835 187 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% IWHHTFYNELR K V 95.00% 46.4 38.3 1.11 2 758.4575 1,514.90 1,515.75 2 0.1585 104.5 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% IWHHTFYNELR K V 95.00% 48.2 38.3 0 2 506.0102 1,515.01 1,515.75 3 0.2669 176 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% IWHHTFYNELR K V 95.00% 49.4 38.3 0 2 505.9827 1,514.93 1,515.75 3 0.1844 121.7 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% LcYVALDFENEmATAASSSSLEK K S 95.00% 37.6 35.3 0 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 851.7902 2,552.35 2,552.15 3 1.203 78.39 218 240 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% LcYVALDFENEmATAASSSSLEK K S 95.00% 37.8 35.4 0 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 851.5202 2,551.54 2,552.15 3 0.3929 153.9 218 240 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% LcYVALDFENEmATAASSSSLEK K S 95.00% 39.8 35.4 0 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 851.548 2,551.62 2,552.15 3 0.4765 186.7 218 240 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% LcYVALDFENEmATAASSSSLEK K S 95.00% 43.8 35.4 0 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 851.4602 2,551.36 2,552.15 3 0.2129 83.41 218 240 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% LcYVALDFENEmATAASSSSLEK K S 95.00% 48.5 35.3 0 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 851.8614 2,552.56 2,552.15 3 1.417 162.1 218 240 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% LcYVALDFENEmATAASSSSLEK K S 95.00% 67.6 35.4 4.41 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 851.4778 2,551.41 2,552.15 3 0.2656 104.1 218 240 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 29.4 37.5 2.24 2 896.0685 1,790.12 1,790.89 2 0.2375 132.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 36.3 37.6 0 2 598.0272 1,791.06 1,790.89 3 1.175 96.15 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 41.6 37.6 0 2 598.0105 1,791.01 1,790.89 3 1.125 68.19 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 46 37.5 5.28 2 896.0599 1,790.11 1,790.89 2 0.2204 123.1 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 46.4 37.6 0 2 597.8662 1,790.58 1,790.89 3 0.6919 -173.5 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 48.7 37.5 0.959 2 597.7067 1,790.10 1,790.89 3 0.2134 119.1 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 50 37.6 0 2 598.0247 1,791.05 1,790.89 3 1.168 91.97 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 50.9 37.5 3.77 2 896.0658 1,790.12 1,790.89 2 0.2321 129.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 52.6 37.6 0 2 598.011 1,791.01 1,790.89 3 1.126 68.88 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% SYELPDGQVITIGNER K F 95.00% 54.9 37.5 0 2 597.6969 1,790.07 1,790.89 3 0.1839 102.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% VAPEEHPTLLTEAPLNPK R A 95.00% 18.6 37 1.92 2 652.4006 1,954.18 1,956.04 3 -0.8568 74.63 98 115 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% VAPEEHPTLLTEAPLNPK R A 95.00% 35.7 37 0 2 652.7102 1,955.11 1,956.04 3 0.07205 36.83 98 115 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% YPIEHGIITNWDDMEK K I 94.70% 23 37.1 0.959 2 654.3362 1,959.99 1,960.91 3 0.08275 42.2 71 86 FALSE IPI00021428

LX-2 Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 99.80% 2 2 4 27.90% YPIEHGIITNWDDMEK K I 95.00% 16.8 37.1 1.89 2 654.3778 1,960.11 1,960.91 3 0.2076 105.9 71 86 FALSE IPI00021428

LX-2 Repeat 1 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 2 2 4 9.46% GGPNIITLADIVKDPVSR R T 95.00% 28.2 37.5 1.28 2 622.4173 1,864.23 1,865.05 3 0.1879 100.7 90 107 TRUE

LX-2 Repeat 1 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 2 2 4 9.46% GGPNIITLADIVKDPVSR R T 95.00% 46.2 37.5 2.43 2 622.3889 1,864.14 1,865.05 3 0.1026 55.03 90 107 TRUE

LX-2 Repeat 1 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 2 2 4 9.46% LIDWGLAEFYHPGQEYNVR R V 95.00% 46.2 36.1 1.66 2 769.7927 2,306.36 2,307.12 3 0.2441 105.8 173 191 TRUE

LX-2 Repeat 1 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 2 2 4 9.46% LIDWGLAEFYHPGQEYNVR R V 95.00% 53.4 36.1 2.82 2 770.1094 2,307.31 2,307.12 3 1.194 82.97 173 191 TRUE

LX-2 Repeat 1 PRPF8 Pre-mRNA-processing-splicing factor 8 IPI00007928 273,590.60 100.00% 4 4 4 1.93% EAVVNTQELLDLLVK R C 95.00% 49.2 37.5 1.77 2 842.586 1,683.16 1,683.95 2 0.2117 125.7 1276 1290 TRUE

LX-2 Repeat 1 PRPF8 Pre-mRNA-processing-splicing factor 8 IPI00007928 273,590.60 100.00% 4 4 4 1.93% ISLIQIFR K A 95.00% 46.2 40 0 2 495.3993 988.784 989.6143 2 0.1769 178.8 1571 1578 TRUE

LX-2 Repeat 1 PRPF8 Pre-mRNA-processing-splicing factor 8 IPI00007928 273,590.60 100.00% 4 4 4 1.93% LLILALER K L 95.00% 47.8 38.8 0 2 470.8759 939.7372 940.6191 2 0.1253 133.2 838 845 TRUE

LX-2 Repeat 1 PRPF8 Pre-mRNA-processing-splicing factor 8 IPI00007928 273,590.60 100.00% 4 4 4 1.93% VPGLPTPIENMILR K Y 90.90% 8.86 38.2 0.77 2 775.5474 1,549.08 1,549.88 2 0.2102 135.6 728 741 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% AMADELSEK K Q 94.90% 38.4 39.5 0 2 497.3283 992.642 993.4558 2 0.1934 194.7 20 28 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% AMADELSEK K Q 95.00% 39.2 39.5 0 2 497.2575 992.5005 993.4558 2 0.0519 52.23 20 28 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% ASFTTFTVTK K Y 95.00% 25 39.7 1.17 2 552.3288 1,102.64 1,102.58 2 1.072 63.06 76 85 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% ASFTTFTVTK K Y 95.00% 40.5 39.7 1.77 2 551.8843 1,101.75 1,102.58 2 0.1833 166.2 76 85 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% ASFTTFTVTK K Y 95.00% 48.2 39.7 0 2 551.8539 1,101.69 1,102.58 2 0.1226 111.2 76 85 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% ASFTTFTVTK K Y 95.00% 49.4 39.7 0 2 551.8369 1,101.66 1,102.58 2 0.08866 80.41 76 85 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% ASFTTFTVTK K Y 95.00% 70 39.7 2.28 2 551.8529 1,101.69 1,102.58 2 0.1205 109.3 76 85 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% EIDLVNRDPK K H 95.00% 38.1 39 0 2 599.8868 1,197.76 1,198.64 2 0.1234 102.9 37 46 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% IDFEDVIAEPEGTHSFDGIWK K A 95.00% 35.3 36.1 3.19 2 802.5044 2,404.49 2,405.13 3 0.3688 153.3 55 75 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% IDFEDVIAEPEGTHSFDGIWK K A 95.00% 36.3 36.1 0 2 802.48 2,404.42 2,405.13 3 0.2956 122.9 55 75 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% IDFEDVIAEPEGTHSFDGIWK K A 95.00% 40.7 36.1 1.74 2 802.4289 2,404.27 2,405.13 3 0.1423 59.16 55 75 TRUE

LX-2 Repeat 1 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 12 41.30% VYSIYVHTVcDPLFEAVGK R I 95.00% 32.9 36.2 1.77 2 c10: Carbamidomethyl (+57.02) 733.086 2,196.24 2,197.10 3 0.1436 65.35 136 154 TRUE

LX-2 Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47% LASDLLEWIR K R 95.00% 77 39.3 2.21 2 608.8503 1,215.69 1,215.67 2 1.02 14.14 282 291 TRUE

LX-2 Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47% LASDLLEWIR K R 95.00% 91.1 39.2 1.59 2 608.3283 1,214.64 1,215.67 2 -0.02407 -19.8 282 291 TRUE

LX-2 Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47% VGWEQLLTTIAR R T 95.00% 50.7 38.6 1.7 2 693.4057 1,384.80 1,386.77 2 -0.9701 23.54 715 726 TRUE

LX-2 Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47% VGWEQLLTTIAR R T 95.00% 55.7 38.5 0.745 2 693.9046 1,385.79 1,386.77 2 0.0277 19.97 715 726 TRUE

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90% LPDVYGVFQFK K V 95.00% 39.8 38.6 0 2 657.4403 1,312.87 1,312.69 2 1.18 134.6 381 391 TRUE

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90% LPDVYGVFQFK K V 95.00% 46.4 38.6 3.77 2 656.8703 1,311.73 1,312.69 2 0.03953 30.11 381 391 TRUE

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90% NTLLIAGLQAR K N 95.00% 49.4 39.1 1.42 2 585.853 1,169.69 1,169.70 2 0.9984 -3.664 240 250 TRUE

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90% SSLNPILFR K G 93.90% 37.9 39.7 0 2 524.3553 1,046.70 1,046.60 2 1.104 96.59 190 198 TRUE

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90% SSLNPILFR K G 95.00% 54.3 39.7 0 2 523.8479 1,045.68 1,046.60 2 0.0891 85.12 190 198 TRUE

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90% TADDPSLSLIK K Y 95.00% 61.9 39.4 2.52 2 580.3797 1,158.74 1,159.62 2 0.1314 113.3 78 88 TRUE

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90% TLVLLDNLNVR R E 95.00% 70.6 38.7 1.96 2 635.4092 1,268.80 1,269.75 2 0.05849 46.06 47 57 TRUE

LX-2 Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 6 6 8 14.90% WVPFDGDDIQLEFVR K I 95.00% 51.4 37.8 0.959 2 918.5954 1,835.18 1,835.90 2 0.2869 156.3 345 359 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% MFLSFPTTK R T 94.60% 38.4 39.6 0 2 536.3379 1,070.66 1,071.55 2 0.1141 106.5 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% mFLSFPTTK R T 95.00% 23.7 39.7 1.1 2 m1: Oxidation (+15.99) 544.3584 1,086.70 1,087.55 2 0.1601 147.2 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% mFLSFPTTK R T 95.00% 24.4 39.7 2.01 2 m1: Oxidation (+15.99) 544.3592 1,086.70 1,087.55 2 0.1617 148.7 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% mFLSFPTTK R T 95.00% 29 39.7 1.59 2 m1: Oxidation (+15.99) 544.8269 1,087.64 1,087.55 2 1.097 86.82 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% MFLSFPTTK R T 95.00% 37.5 39.6 1.31 2 536.3322 1,070.65 1,071.55 2 0.1026 95.75 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% mFLSFPTTK R T 95.00% 38 39.7 1.68 2 m1: Oxidation (+15.99) 544.3576 1,086.70 1,087.55 2 0.1586 145.8 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% mFLSFPTTK R T 95.00% 38 39.7 3.46 2 m1: Oxidation (+15.99) 544.3295 1,086.64 1,087.55 2 0.1024 94.12 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% MFLSFPTTK R T 95.00% 38.3 39.8 2 2 536.8132 1,071.61 1,071.55 2 1.065 57.78 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% MFLSFPTTK R T 95.00% 38.4 39.6 1.62 2 536.3478 1,070.68 1,071.55 2 0.1338 124.9 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% MFLSFPTTK R T 95.00% 39.1 39.6 1.89 2 536.3361 1,070.66 1,071.55 2 0.1104 103 33 41 TRUE

LX-2 Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 99.80% 2 2 11 16.90% VGAHAGEYGAEALER K M 95.00% 72.2 38.2 3.57 2 510.6318 1,528.87 1,529.73 3 0.1465 95.77 18 32 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% DIASTPHELYR R N 95.00% 59.8 38.7 4.7 2 651.3528 1,300.69 1,301.65 2 0.04973 38.2 203 213 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% DIASTPHELYR R N 95.00% 68.7 38.7 4.13 2 651.3916 1,300.77 1,301.65 2 0.1274 97.84 203 213 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% DYDSLAQPGFFDR K F 95.00% 50.4 38.3 6.34 2 765.9409 1,529.87 1,530.69 2 0.1884 123.1 1001 1013 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% DYDSLAQPGFFDR K F 95.00% 52.5 38.2 3.05 2 766.3849 1,530.76 1,530.69 2 1.076 48.07 1001 1013 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% DYDSLAQPGFFDR K F 95.00% 59.2 38.3 5.09 2 765.9003 1,529.79 1,530.69 2 0.1071 69.98 1001 1013 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% HDPRDDDLNLR R A 95.00% 10.6 38.6 2.62 2 456.0072 1,365.00 1,365.65 3 0.3562 260.8 735 745 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% HDPRDDDLNLR R A 95.00% 21.3 38.6 1.26 2 455.9838 1,364.93 1,365.65 3 0.2861 209.4 735 745 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% HESENLYSIAcDKPQQVR K N 95.00% 19.8 36.6 1.15 2 c11: Carbamidomethyl (+57.02) 725.4262 2,173.26 2,174.03 3 0.2344 107.8 767 784 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% LFAVAPNQNLK R E 95.00% 23.2 39.2 0.921 2 608.179 1,214.34 1,214.69 2 0.6615 -280.7 187 197 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% LFAVAPNQNLK R E 95.00% 31.3 39 1.07 2 607.8986 1,213.78 1,214.69 2 0.1007 82.91 187 197 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% LFAVAPNQNLK R E 95.00% 35.3 39 0.721 2 607.879 1,213.74 1,214.69 2 0.06153 50.65 187 197 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% LFAVAPNQNLK R E 95.00% 38.2 39 2.16 2 607.8717 1,213.73 1,214.69 2 0.04691 38.61 187 197 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% LFAVAPNQNLK R E 95.00% 53.7 39 3.26 2 607.9141 1,213.81 1,214.69 2 0.1317 108.4 187 197 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NDYATMLPDSTEIDQDTINR R I 95.00% 38.5 36.1 0 2 771.7356 2,312.19 2,312.04 3 1.157 66.83 214 233 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NDYATMLPDSTEIDQDTINR R I 95.00% 39.7 36.1 0 2 771.3902 2,311.15 2,312.04 3 0.121 52.31 214 233 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NDYATMLPDSTEIDQDTINR R I 95.00% 52.6 36.1 2.21 2 1,157.13 2,312.25 2,312.04 2 1.218 93.16 214 233 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NDYATMLPDSTEIDQDTINR R I 95.00% 55.8 36.1 1.27 2 771.4658 2,311.38 2,312.04 3 0.3479 150.5 214 233 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NDYATmLPDSTEIDQDTINR R I 95.00% 74.2 36.1 2.12 2 m6: Oxidation (+15.99) 776.7839 2,327.33 2,328.03 3 0.3071 131.9 214 233 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NFVINVVNR K L 95.00% 34.6 39.8 0.699 2 537.8626 1,073.71 1,074.61 2 0.1125 104.7 636 644 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NFVINVVNR K L 95.00% 42.2 39.8 0 2 537.8416 1,073.67 1,074.61 2 0.07066 65.75 636 644 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NLEWIAGGTWTPSALK K F 95.00% 36.7 37.5 3.1 2 872.5339 1,743.05 1,743.91 2 0.1538 88.18 693 708 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NLQGISSFR K R 95.00% 39.5 39.5 0.886 2 511.374 1,020.73 1,021.54 2 0.1982 194 121 129 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NLQGISSFR K R 95.00% 40.2 39.5 1.01 2 511.3218 1,020.63 1,021.54 2 0.09373 91.74 121 129 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NLQGISSFR K R 95.00% 42.5 39.5 0.824 2 511.3627 1,020.71 1,021.54 2 0.1756 171.8 121 129 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% NLQGISSFR K R 95.00% 55.4 39.5 0 2 511.3303 1,020.65 1,021.54 2 0.1107 108.4 121 129 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% RFVEQVAR R R 95.00% 36.3 39.7 0.745 2 502.8769 1,003.74 1,004.56 2 0.1831 182.2 854 861 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VFAVVITDGR R H 95.00% 47 39.6 1.49 2 538.918 1,075.82 1,076.61 2 0.2187 203.1 725 734 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VFAVVITDGR R H 95.00% 51.6 39.6 1.72 2 538.8671 1,075.72 1,076.61 2 0.117 108.6 725 734 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VFAVVITDGR R H 95.00% 53 39.6 1.82 2 538.8852 1,075.76 1,076.61 2 0.1531 142.2 725 734 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VFAVVITDGR R H 95.00% 55.6 39.6 1.17 2 538.8626 1,075.71 1,076.61 2 0.1081 100.4 725 734 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VFAVVITDGR R H 95.00% 56.4 39.6 1.52 2 538.8826 1,075.75 1,076.61 2 0.148 137.4 725 734 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VFAVVITDGR R H 95.00% 57.9 39.6 1.07 2 538.8649 1,075.72 1,076.61 2 0.1126 104.5 725 734 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VFAVVITDGR R H 95.00% 57.9 39.6 1.85 2 538.8976 1,075.78 1,076.61 2 0.178 165.3 725 734 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VMKHEAYGEcYK K V 92.50% 36.6 38.2 0 2 c10: Carbamidomethyl (+57.02) 505.6518 1,513.93 1,514.68 3 0.2642 174.4 237 248 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% VMKHEAYGEcYK K V 95.00% 43.4 38.3 2.01 2 c10: Carbamidomethyl (+57.02) 505.9639 1,514.87 1,514.68 3 1.201 130.5 237 248 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% YGGLHFSDQVEVFSPPGSDR R A 95.00% 29.3 36.6 1.06 2 732.1288 2,193.36 2,194.02 3 0.3516 160.2 96 115 TRUE

LX-2 Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 14 37 16.50% YGGLHFSDQVEVFSPPGSDR R A 95.00% 32.2 36.5 1.52 2 731.9933 2,192.96 2,194.02 3 -0.05492 -25.03 96 115 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% EcQYQFR K H 91.50% 36.7 39.7 0 2 c2: Carbamidomethyl (+57.02) 515.8226 1,029.63 1,030.44 2 0.1968 190.9 88 94 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% ILMNLHNNEAGR R R 93.60% 37.7 38.6 0 2 461.6425 1,381.91 1,381.70 3 1.212 151.6 201 212 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% TcWLQLADFR K K 95.00% 14.8 38.6 1.4 2 c2: Carbamidomethyl (+57.02) 655.3724 1,308.73 1,309.64 2 0.1017 77.67 236 245 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% TcWLQLADFR K K 95.00% 20 38.6 1.31 2 c2: Carbamidomethyl (+57.02) 655.4079 1,308.80 1,309.64 2 0.1726 131.8 236 245 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% TcWLQLADFR K K 95.00% 27.6 38.6 1.89 2 c2: Carbamidomethyl (+57.02) 655.4548 1,308.90 1,309.64 2 0.2664 203.4 236 245 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% TcWLQLADFR K K 95.00% 30.1 38.6 1.13 2 c2: Carbamidomethyl (+57.02) 655.383 1,308.75 1,309.64 2 0.1228 93.78 236 245 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% TcWLQLADFR K K 95.00% 44.2 38.6 1.26 2 c2: Carbamidomethyl (+57.02) 655.4295 1,308.84 1,309.64 2 0.2159 164.8 236 245 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% TVYNLADVAcK R C 95.00% 78.1 38.8 3.01 2 c10: Carbamidomethyl (+57.02) 627.8403 1,253.67 1,253.62 2 1.054 40.68 214 224 TRUE

LX-2 Repeat 2 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 100.00% 4 4 9 11.00% TVYNLADVAcK R C 95.00% 82.1 38.8 1.77 2 c10: Carbamidomethyl (+57.02) 627.3388 1,252.66 1,253.62 2 0.05092 40.61 214 224 TRUE

LX-2 Repeat 2 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 99.80% 2 2 4 14.70% VYNYNHLmPTR K Y 95.00% 40.2 38.3 0 2 m8: Oxidation (+15.99) 474.9637 1,421.87 1,423.68 3 -0.8021 141 74 84 TRUE

LX-2 Repeat 2 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 99.80% 2 2 4 14.70% VYNYNHLmPTR K Y 95.00% 53 38.3 0 2 m8: Oxidation (+15.99) 475.0409 1,422.10 1,423.68 3 -0.5707 303.6 74 84 TRUE

LX-2 Repeat 2 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 99.80% 2 2 4 14.70% YSVDIPLDK R T 95.00% 54.5 39.5 3.92 2 525.3561 1,048.70 1,049.55 2 0.1534 146.1 85 93 TRUE

LX-2 Repeat 2 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 99.80% 2 2 4 14.70% YSVDIPLDK R T 95.00% 55 39.5 3.49 2 525.3508 1,048.69 1,049.55 2 0.1428 136 85 93 TRUE

LX-2 Repeat 2 RPL26L1 60S ribosomal protein L26-like 1 IPI00007144,IPI00027270,IPI00433834,IPI00737562,IPI00741964,IPI00789514 17,238.30 99.80% 2 2 2 11.00% FNPFVTSDR K S 95.00% 32.5 39 3.64 2 542.269 1,082.52 1,082.53 2 1.004 1.383 3 11 TRUE

LX-2 Repeat 2 RPL26L1 60S ribosomal protein L26-like 1 IPI00007144,IPI00027270,IPI00433834,IPI00737562,IPI00741964,IPI00789514 17,238.30 99.80% 2 2 2 11.00% YVIYIER K V 95.00% 32.1 39 1.44 2 478.3203 954.626 955.5247 2 0.1085 113.6 78 84 TRUE

LX-2 Repeat 2 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 5 12.90% LHVDPENFR K L 95.00% 15.6 38.9 2.04 2 563.8413 1,125.67 1,126.56 2 0.1112 98.72 97 105 TRUE

LX-2 Repeat 2 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 5 12.90% LLVVYPWTQR R F 95.00% 26.8 38.9 1.74 2 638.3103 1,274.61 1,274.73 2 0.8876 -90.23 32 41 TRUE

LX-2 Repeat 2 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 5 12.90% LLVVYPWTQR R F 95.00% 29.5 38.9 0.77 2 638.3831 1,274.75 1,274.73 2 1.033 24 32 41 TRUE

LX-2 Repeat 2 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 5 12.90% LLVVYPWTQR R F 95.00% 35.3 38.8 3.08 2 637.8932 1,273.77 1,274.73 2 0.05343 41.92 32 41 TRUE

LX-2 Repeat 2 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 5 12.90% LLVVYPWTQR R F 95.00% 44.4 38.8 2.06 2 637.8743 1,273.73 1,274.73 2 0.01568 12.3 32 41 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% AFPGMcTYGK K C 95.00% 27.4 39.3 0.824 2 c6: Carbamidomethyl (+57.02) 566.2839 1,130.55 1,131.50 2 0.06425 56.78 1079 1088 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% AFPGMcTYGK K C 95.00% 30.5 39.3 1.6 2 c6: Carbamidomethyl (+57.02) 566.3653 1,130.72 1,131.50 2 0.227 200.6 1079 1088 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% cELDTAcPR R G 95.00% 17.7 39.5 1.01 2 c1: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 561.206 1,120.40 1,121.47 2 -0.06685 -59.62 935 943 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% cNcNSGYEPDASGR R N 95.00% 50.6 38.2 4.59 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 793.8997 1,585.78 1,586.60 2 0.1964 123.8 793 806 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% DLDEcAEGLHDcESR K G 89.80% 34.7 37.6 0 2 c5: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 603.0002 1,805.98 1,805.71 3 1.279 153 2294 2308 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% GTcWLNIQDSR K C 95.00% 58.3 39.1 1.37 2 c3: Carbamidomethyl (+57.02) 675.3382 1,348.66 1,349.63 2 0.04235 31.38 896 906 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% GYVLQEDGK R T 95.00% 33.8 39.2 1.33 2 504.8081 1,007.60 1,008.50 2 0.1091 108.2 2520 2528 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% GYVLQEDGK R T 95.00% 41.8 39.2 1.82 2 504.7967 1,007.58 1,008.50 2 0.0863 85.57 2520 2528 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% IcPHGPGYTTDGR K D 95.00% 46.7 38.6 1.15 2 c2: Carbamidomethyl (+57.02) 477.6472 1,429.92 1,430.65 3 0.2787 194.7 2436 2448 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% LLcDNGLcR R N 95.00% 68 39.5 1.72 2 c3: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 560.8455 1,119.68 1,120.52 2 0.1598 142.6 819 827 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% LSSTGLIcIDSLK K G 95.00% 35.9 38.3 0.959 2 c8: Carbamidomethyl (+57.02) 703.8947 1,405.77 1,406.76 2 0.02597 18.46 883 895 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% LSSTGLIcIDSLK K G 95.00% 38 38.3 1.72 2 c8: Carbamidomethyl (+57.02) 704.4474 1,406.88 1,406.76 2 1.131 91.36 883 895 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% LSSTGLIcIDSLK K G 95.00% 72.4 38.3 4.09 2 c8: Carbamidomethyl (+57.02) 703.8979 1,405.78 1,406.76 2 0.03227 22.94 883 895 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% LSSTGLIcIDSLK K G 95.00% 72.8 38.3 4.55 2 c8: Carbamidomethyl (+57.02) 703.8924 1,405.77 1,406.76 2 0.02136 15.18 883 895 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% QSFcFTNFENGK R C 95.00% 41.1 38.4 2.04 2 c4: Carbamidomethyl (+57.02) 739.8917 1,477.77 1,478.64 2 0.1392 94.13 2101 2112 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 94.30% 37.3 37.7 0 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9728 1,691.90 1,692.67 3 0.2336 138 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 34.8 37.7 1.01 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.0008 1,691.98 1,692.67 3 0.3176 187.6 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 36.5 37.7 1.72 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.0069 1,692.00 1,692.67 3 0.3357 198.3 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 51.3 37.7 3.44 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9952 1,691.96 1,692.67 3 0.3007 177.6 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 51.3 37.7 3.1 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9594 1,691.86 1,692.67 3 0.1933 114.2 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 52.3 37.7 5.25 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9602 1,691.86 1,692.67 3 0.1957 115.6 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 53.1 37.7 2 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9927 1,691.96 1,692.67 3 0.2934 173.3 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 53.5 37.7 4.38 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.934 1,691.78 1,692.67 3 0.1173 69.31 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 56.1 37.6 1.92 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.2722 1,692.79 1,692.67 3 1.132 76.17 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 57.5 37.6 3.14 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.2522 1,692.73 1,692.67 3 1.072 40.75 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 61.3 37.7 3.52 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.96 1,691.86 1,692.67 3 0.1953 115.4 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 65.7 37.7 2.74 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9602 1,691.86 1,692.67 3 0.1957 115.6 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 69.8 37.7 4 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.953 1,691.84 1,692.67 3 0.1743 103 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% RPDGEGcVDENEcR R T 95.00% 83.2 37.7 3.8 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9489 1,691.83 1,692.67 3 0.162 95.69 2330 2343 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% TIcGNIPGFTFDIHTGK K A 95.00% 41.2 37.3 0 2 c3: Carbamidomethyl (+57.02) 626.6814 1,877.02 1,877.92 3 0.1079 57.48 1789 1805 TRUE

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% TLPGGNQcIVPIcR K N 95.00% 19.7 38 1.08 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9603 1,583.91 1,584.80 2 0.1145 72.26 103 116 FALSE IPI00784458

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% TLPGGNQcIVPIcR K N 95.00% 40 38.1 1.55 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 793.5303 1,585.05 1,584.80 2 1.255 158.8 103 116 FALSE IPI00784458

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% TLPGGNQcIVPIcR K N 95.00% 57.7 38 3.21 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9855 1,583.96 1,584.80 2 0.165 104.1 103 116 FALSE IPI00784458

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% TLPGGNQcIVPIcR K N 95.00% 76.8 38 3.19 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9943 1,583.97 1,584.80 2 0.1826 115.2 103 116 FALSE IPI00784458

LX-2 Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 12 12 30 5.49% TLPGGNQcIVPIcR K N 95.00% 80.9 38 4.05 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9681 1,583.92 1,584.80 2 0.1302 82.13 103 116 FALSE IPI00784458

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 51,269.30 100.00% 5 5 8 12.10% ESTLNMVVR R R 95.00% 59 39.5 0 2 524.8567 1,047.70 1,048.55 2 0.1606 153.1 455 463 TRUE

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 51,269.30 100.00% 5 5 8 12.10% GAcGQGQEDPNSLR R H 95.00% 39.7 38.2 2.72 2 c3: Carbamidomethyl (+57.02) 744.8497 1,487.68 1,488.65 2 0.04242 28.5 153 166 TRUE

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 51,269.30 100.00% 5 5 8 12.10% IAPAVVHIELFR K K 95.00% 39.4 38.5 2.27 2 455.7332 1,364.18 1,364.80 3 0.3801 278.4 179 190 TRUE

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 51,269.30 100.00% 5 5 8 12.10% VTAGISFAIPSDK K I 95.00% 51 38.7 3.85 2 653.4196 1,304.82 1,305.71 2 0.1268 97.1 347 359 TRUE

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 51,269.30 100.00% 5 5 8 12.10% VTAGISFAIPSDK K I 95.00% 52.2 38.7 1.34 2 653.4153 1,304.82 1,305.71 2 0.1182 90.54 347 359 TRUE

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 51,269.30 100.00% 5 5 8 12.10% VTAGISFAIPSDK K I 95.00% 72.2 38.7 3.74 2 653.4131 1,304.81 1,305.71 2 0.1139 87.26 347 359 TRUE

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 51,269.30 100.00% 5 5 8 12.10% YNFIADVVEK K I 95.00% 48.3 38.9 0 2 599.2467 1,196.48 1,197.62 2 -0.1288 -107.6 169 178 TRUE

LX-2 Repeat 2 HTRA1 Serine protease HTRA1 precursor IPI00003176,IPI00643586 51,269.30 100.00% 5 5 8 12.10% YNFIADVVEK K I 95.00% 65.3 38.9 2.32 2 599.3864 1,196.76 1,197.62 2 0.1505 125.7 169 178 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% AAVAASGLNTmLEGNGQYTLLAPTNEAFEK R I 95.00% 60.6 34 2.23 2 m11: Oxidation (+15.99) 1,033.26 3,096.76 3,097.51 3 0.2511 81.07 258 287 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ADHHATNGVVHLIDK K V 95.00% 41.7 37.9 0 2 543.0302 1,626.07 1,626.83 3 0.2412 148.2 220 234 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% DGTPPIDAHTR K N 95.00% 36.1 39.1 2.06 2 590.3614 1,178.71 1,179.58 2 0.1399 118.6 422 432 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% DGTPPIDAHTR K N 95.00% 37 39.1 1.42 2 590.3257 1,178.64 1,179.58 2 0.06867 58.21 422 432 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% DGTPPIDAHTR K N 95.00% 39.8 39.1 3.34 2 590.3577 1,178.70 1,179.58 2 0.1326 112.4 422 432 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% DGTPPIDAHTR K N 95.00% 43.7 39.1 2.05 2 590.3308 1,178.65 1,179.58 2 0.07873 66.74 422 432 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% DGTPPIDAHTR K N 95.00% 44 39.1 1.96 2 590.36 1,178.71 1,179.58 2 0.1372 116.3 422 432 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% DLLNNHILK R S 95.00% 29 39.3 0.824 2 540.3992 1,078.78 1,079.62 2 0.1701 157.5 305 313 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 93.30% 35.6 37.7 0 2 850.9741 1,699.93 1,700.83 2 0.1131 66.5 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 20.8 37.7 2.85 2 851.0449 1,700.08 1,700.83 2 0.2548 149.8 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 30.5 37.7 1.77 2 851.0082 1,700.00 1,700.83 2 0.1813 106.6 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 31.7 37.7 2.57 2 851.0195 1,700.02 1,700.83 2 0.2039 119.9 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 33.6 37.7 2.59 2 850.2863 1,698.56 1,700.83 2 -1.263 -152.9 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 36 37.7 1.62 2 851.0665 1,700.12 1,700.83 2 0.2979 175.1 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 37.5 37.7 4 2 851.0523 1,700.09 1,700.83 2 0.2694 158.4 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 37.7 37.8 1.85 2 851.4978 1,700.98 1,700.83 2 1.16 92.66 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 37.6 37.7 2.92 2 851.047 1,700.08 1,700.83 2 0.2589 152.2 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 38.3 37.8 1.24 2 851.5016 1,700.99 1,700.83 2 1.168 97.18 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 41.5 37.7 2.17 2 851.0601 1,700.11 1,700.83 2 0.2851 167.6 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 42.3 37.8 3.17 2 851.5578 1,701.10 1,700.83 2 1.28 163.1 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 44.1 37.8 0.678 2 851.5096 1,701.00 1,700.83 2 1.184 106.5 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 47.7 37.7 2.28 2 851.0166 1,700.02 1,700.83 2 0.1981 116.4 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% EGVYTVFAPTNEAFR R A 95.00% 58.4 37.7 1.82 2 567.7002 1,700.08 1,700.83 3 0.2582 151.8 534 548 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% FSmLVAAIQSAGLTETLNR R E 95.00% 0 0 3.01 2 m3: Oxidation (+15.99) 680.7477 2,039.22 2,038.06 3 2.165 78.02 515 533 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% FSmLVAAIQSAGLTETLNR R E 95.00% 68.3 36.8 0 2 m3: Oxidation (+15.99) 680.1142 2,037.32 2,038.06 3 0.2642 129.6 515 533 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% FSmLVAAIQSAGLTETLNR R E 95.00% 77.1 36.8 0 2 m3: Oxidation (+15.99) 680.3695 2,038.09 2,038.06 3 1.03 13.42 515 533 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% FSmLVAAIQSAGLTETLNR R E 95.00% 78 36.8 1.28 2 m3: Oxidation (+15.99) 680.3859 2,038.14 2,038.06 3 1.079 37.54 515 533 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% FSmLVAAIQSAGLTETLNR R E 95.00% 78.1 36.8 1.4 2 m3: Oxidation (+15.99) 680.0889 2,037.25 2,038.06 3 0.1884 92.43 515 533 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% FSmLVAAIQSAGLTETLNR R E 95.00% 94.2 36.8 2.15 2 m3: Oxidation (+15.99) 680.4088 2,038.20 2,038.06 3 1.148 71.16 515 533 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% GDELADSALEIFK R Q 95.00% 55.2 38.2 2.82 2 704.9103 1,407.81 1,407.70 2 1.113 78.15 643 655 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% GDELADSALEIFK R Q 95.00% 59.7 38.2 2.43 2 704.9012 1,407.79 1,407.70 2 1.095 65.24 643 655 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% GDELADSALEIFK R Q 95.00% 67.3 38.3 0.796 2 704.419 1,406.82 1,407.70 2 0.1303 92.57 643 655 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% GDELADSALEIFK R Q 95.00% 73.1 38.3 4.6 2 704.3992 1,406.78 1,407.70 2 0.09072 64.44 643 655 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% GDELADSALEIFK R Q 95.00% 88.7 38.3 3.21 2 704.3906 1,406.77 1,407.70 2 0.07353 52.23 643 655 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 94.40% 37.6 38.9 0 2 492.3891 982.7635 983.5522 2 0.2186 222.2 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 28.4 38.9 0.824 2 492.3778 982.7411 983.5522 2 0.1961 199.4 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 43.7 39.1 1.01 2 492.7774 983.5403 983.5522 2 0.9953 -7.532 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 44.7 38.9 0.959 2 492.3453 982.676 983.5522 2 0.131 133.2 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 49.4 38.9 1.49 2 492.382 982.7494 983.5522 2 0.2045 207.9 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 51.8 38.9 0.854 2 492.3803 982.746 983.5522 2 0.201 204.3 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 53.4 38.9 1.14 2 492.3517 982.6889 983.5522 2 0.1439 146.3 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 53.7 38.9 0 2 492.3822 982.7498 983.5522 2 0.2048 208.2 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 55.6 38.9 1.26 2 492.3707 982.7268 983.5522 2 0.1818 184.8 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 56.3 38.9 0 2 492.3738 982.7331 983.5522 2 0.1881 191.3 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% ILGDPEALR R D 95.00% 56.7 38.9 1.52 2 492.376 982.7374 983.5522 2 0.1925 195.6 296 304 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% IPSETLNR K I 95.00% 27.4 39.7 1.55 2 465.3003 928.586 929.5051 2 0.08813 94.8 288 295 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% IPSETLNR K I 95.00% 43.1 39.7 0.699 2 465.3461 928.6777 929.5051 2 0.1798 193.4 288 295 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% IPSETLNR K I 95.00% 43.8 39.7 0 2 465.3285 928.6425 929.5051 2 0.1446 155.6 288 295 TRUE
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LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% IPSETLNR K I 95.00% 46.5 39.7 0.824 2 465.3458 928.677 929.5051 2 0.1791 192.6 288 295 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% IPSETLNR K I 95.00% 47.9 39.7 0.921 2 465.3383 928.6621 929.5051 2 0.1642 176.7 288 295 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% IPSETLNR K I 95.00% 51.8 39.7 0 2 465.3137 928.6129 929.5051 2 0.1151 123.8 288 295 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% IPSETLNR K I 95.00% 52.4 39.7 0 2 465.3498 928.6851 929.5051 2 0.1872 201.4 288 295 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% IPSETLNR K I 95.00% 61.4 39.7 1.6 2 465.3412 928.6678 929.5051 2 0.1699 182.8 288 295 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 90.30% 17.7 38.8 0.678 2 658.8918 1,315.77 1,315.80 2 0.9777 -18.99 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 90.90% 21.2 38.7 0.699 2 658.4363 1,314.86 1,315.80 2 0.06686 50.81 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 27.5 38.7 1.24 2 658.4592 1,314.90 1,315.80 2 0.1126 85.58 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 31.1 38.8 1.52 2 658.9618 1,315.91 1,315.80 2 1.118 87.38 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 31.6 38.7 3 2 658.4553 1,314.90 1,315.80 2 0.1047 79.59 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 31.7 38.7 1.01 2 658.4598 1,314.91 1,315.80 2 0.1138 86.52 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 38.3 38.7 2.59 2 658.4795 1,314.94 1,315.80 2 0.1532 116.4 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 40.2 38.7 1.77 2 658.4818 1,314.95 1,315.80 2 0.1579 120 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 42.2 38.7 2.66 2 658.4685 1,314.92 1,315.80 2 0.1313 99.76 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 43.9 38.7 1.96 2 658.4363 1,314.86 1,315.80 2 0.06673 50.71 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 44.5 38.7 2.1 2 658.4633 1,314.91 1,315.80 2 0.1208 91.78 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 55.2 38.7 2.31 2 658.4813 1,314.95 1,315.80 2 0.1569 119.2 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 55.5 38.8 1.82 2 658.972 1,315.93 1,315.80 2 1.138 102.8 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 55.6 38.7 1.7 2 658.4662 1,314.92 1,315.80 2 0.1266 96.21 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% LTLLAPLNSVFK R D 95.00% 56.2 38.7 3.72 2 658.4565 1,314.90 1,315.80 2 0.1071 81.42 410 421 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% NHIIKDQLASK R Y 95.00% 47.4 38.7 3.19 2 633.9217 1,265.83 1,266.72 2 0.1195 94.32 437 447 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% NHIIKDQLASK R Y 95.00% 48.4 38.7 2.89 2 633.9141 1,265.81 1,266.72 2 0.1043 82.37 437 447 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% NHIIKDQLASK R Y 95.00% 54.3 38.7 2.42 2 633.9377 1,265.86 1,266.72 2 0.1515 119.6 437 447 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% NSLcIENScIAAHDK R R 95.00% 39.8 37.8 0 2 c4: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 578.0144 1,731.02 1,731.78 3 0.2495 144.1 470 484 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% NSLcIENScIAAHDK R R 95.00% 41.2 37.6 0 2 c4: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 578.2762 1,731.81 1,731.78 3 1.035 18.65 470 484 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% NSLcIENScIAAHDK R R 95.00% 52.5 37.8 0 2 c4: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 578.019 1,731.04 1,731.78 3 0.2634 152.1 470 484 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% NSLcIENScIAAHDK R R 95.00% 61.9 37.6 0 2 c4: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 578.2677 1,731.78 1,731.78 3 1.01 3.933 470 484 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% NSLcIENScIAAHDKR R G 95.00% 72.2 37.2 2.57 2 c4: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 630.3811 1,888.12 1,887.88 3 1.249 130.1 470 485 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% QAGLGNHLSGSER R L 95.00% 31.6 38.5 1.85 2 663.3824 1,324.75 1,325.66 2 0.1019 76.84 397 409 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% qAGLGNHLSGSER R L 95.00% 0 0 2.28 2 n-term: Pyro-cmC (-17.03) 654.8907 1,307.77 1,308.63 2 0.145 110.8 397 409 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% qAGLGNHLSGSER R L 95.00% 0 0 4.15 2 n-term: Pyro-cmC (-17.03) 654.9051 1,307.80 1,308.63 2 0.1737 132.7 397 409 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% qAGLGNHLSGSER R L 95.00% 0 0 5.64 2 n-term: Pyro-cmC (-17.03) 654.8653 1,307.72 1,308.63 2 0.09408 71.88 397 409 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% QAGLGNHLSGSER R L 95.00% 69.6 38.5 4.11 2 663.4175 1,324.82 1,325.66 2 0.1719 129.7 397 409 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% QAGLGNHLSGSER R L 95.00% 73.8 38.5 5.08 2 663.3846 1,324.75 1,325.66 2 0.1063 80.14 397 409 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% QAGLGNHLSGSER R L 95.00% 75.2 38.6 3.92 2 663.8303 1,325.65 1,325.66 2 0.9975 -3.921 397 409 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% qHGPNVcAVQK R V 95.00% 0 0 4.89 2 c7: Carbamidomethyl (+57.02), n-term: Pyro-cmC (-17.03) 610.8617 1,219.71 1,220.58 2 0.132 108.2 43 53 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% qHGPNVcAVQK R V 95.00% 0 0 5.66 2 c7: Carbamidomethyl (+57.02), n-term: Pyro-cmC (-17.03) 610.858 1,219.70 1,220.58 2 0.1246 102.1 43 53 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% SLQGDKLEVSLK K N 95.00% 50.8 38.8 2.74 2 658.921 1,315.83 1,316.74 2 0.09255 70.28 591 602 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% SLQGDKLEVSLK K N 95.00% 63.9 38.8 6.85 2 658.943 1,315.87 1,316.74 2 0.1366 103.7 591 602 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% SLQGDKLEVSLK K N 95.00% 65.5 38.8 3.82 2 658.9104 1,315.81 1,316.74 2 0.07136 54.19 591 602 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% SPYQLVLQHSR K L 95.00% 47.8 38.7 3.04 2 664.4084 1,326.80 1,327.71 2 0.09778 73.64 28 38 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% SPYQLVLQHSR K L 95.00% 55.1 38.7 4.19 2 664.901 1,327.79 1,327.71 2 1.083 60.38 28 38 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% SPYQLVLQHSR K L 95.00% 64.7 38.7 3.66 2 664.4328 1,326.85 1,327.71 2 0.1465 110.3 28 38 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% SPYQLVLQHSR K L 95.00% 67.7 38.7 4.34 2 664.4258 1,326.84 1,327.71 2 0.1326 99.89 28 38 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% STVISYEccPGYEK K V 95.00% 33.3 37.7 2.77 2 c8: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 846.9724 1,691.93 1,692.72 2 0.2131 125.9 77 90 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% STVISYEccPGYEK K V 95.00% 41.3 37.7 4.1 2 c8: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 846.9813 1,691.95 1,692.72 2 0.2308 136.3 77 90 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 90.50% 34.8 38.3 0 2 m6: Oxidation (+15.99) 759.0109 1,516.01 1,516.81 2 0.2029 133.8 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 93.80% 36.6 38.3 0 2 m6: Oxidation (+15.99) 759.0088 1,516.00 1,516.81 2 0.1988 131 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVmDVLK R G 95.00% 22.1 38.2 1.54 2 m6: Oxidation (+15.99), m10: Oxidation (+15.99) 766.9803 1,531.95 1,532.81 2 0.1467 95.7 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 27.3 38.3 2.33 2 m6: Oxidation (+15.99) 759.0127 1,516.01 1,516.81 2 0.2064 136.1 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 27.8 38.3 0.77 2 m6: Oxidation (+15.99) 758.9463 1,515.88 1,516.81 2 0.07361 48.53 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPMGTVMDVLK R G 95.00% 29.2 38.2 2.72 2 750.9817 1,499.95 1,500.82 2 0.1394 92.86 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 34 38.3 1.74 2 m6: Oxidation (+15.99) 759.4971 1,516.98 1,516.81 2 1.175 113.7 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPMGTVMDVLK R G 95.00% 34.1 38.2 3.14 2 751.0018 1,499.99 1,500.82 2 0.1796 119.6 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 35.1 38.3 1.43 2 m6: Oxidation (+15.99) 758.963 1,515.91 1,516.81 2 0.1071 70.62 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPMGTVMDVLK R G 95.00% 37.4 38.2 0 2 750.9303 1,499.85 1,500.82 2 0.03653 24.34 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 42.5 38.3 0.721 2 m6: Oxidation (+15.99) 759.0153 1,516.02 1,516.81 2 0.2116 139.5 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 43.5 38.3 0.796 2 m6: Oxidation (+15.99) 759.056 1,516.10 1,516.81 2 0.293 193.2 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPMGTVMDVLK R G 95.00% 44.4 38.2 3.62 2 751.015 1,500.02 1,500.82 2 0.2059 137.2 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPMGTVMDVLK R G 95.00% 45.1 38.2 2.05 2 750.9494 1,499.88 1,500.82 2 0.07471 49.78 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 46.7 38.3 1.49 2 m6: Oxidation (+15.99) 759.0118 1,516.01 1,516.81 2 0.2047 134.9 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVmDVLK R G 95.00% 47.6 38.2 1.74 2 m6: Oxidation (+15.99), m10: Oxidation (+15.99) 766.9863 1,531.96 1,532.81 2 0.1587 103.5 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 48.9 38.3 0.959 2 m6: Oxidation (+15.99) 758.9836 1,515.95 1,516.81 2 0.1483 97.75 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% VLTPPmGTVMDVLK R G 95.00% 53.9 38.3 1.05 2 m6: Oxidation (+15.99) 758.9265 1,515.84 1,516.81 2 0.03411 22.49 497 510 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 38.8 39.7 2.82 2 552.3565 1,102.70 1,103.52 2 0.1866 169.1 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 40.6 39.7 2.12 2 552.333 1,102.65 1,103.52 2 0.1395 126.4 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 44.2 39.7 3.28 2 552.3238 1,102.63 1,103.52 2 0.1211 109.8 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTmDR R V 95.00% 45.1 39.6 0.745 2 m7: Oxidation (+15.99) 560.3417 1,118.67 1,119.51 2 0.1621 144.7 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTmDR R V 95.00% 45.5 39.6 1.37 2 m7: Oxidation (+15.99) 560.3302 1,118.65 1,119.51 2 0.139 124.2 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 45.8 39.7 3.4 2 552.3451 1,102.68 1,103.52 2 0.1639 148.5 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTmDR R V 95.00% 46 39.6 1.55 2 m7: Oxidation (+15.99) 560.3482 1,118.68 1,119.51 2 0.1751 156.4 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 47 39.7 2.6 2 552.3243 1,102.63 1,103.52 2 0.1221 110.7 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTmDR R V 95.00% 48.4 39.6 0 2 m7: Oxidation (+15.99) 560.3294 1,118.64 1,119.51 2 0.1375 122.8 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 50.1 39.7 3.28 2 552.3603 1,102.71 1,103.52 2 0.1941 175.9 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 53.2 39.7 2.46 2 552.3443 1,102.67 1,103.52 2 0.1621 146.9 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 53.4 39.7 2.64 2 552.3338 1,102.65 1,103.52 2 0.1411 127.9 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 53.4 39.7 3.34 2 552.349 1,102.68 1,103.52 2 0.1716 155.5 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTMDR R V 95.00% 58.3 39.7 3.41 2 552.307 1,102.60 1,103.52 2 0.08764 79.41 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YGTLFTmDR R V 95.00% 61.5 39.6 0 2 m7: Oxidation (+15.99) 560.3962 1,118.78 1,119.51 2 0.271 242 488 496 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 93.40% 36.8 37.8 0 2 527.6663 1,579.98 1,579.81 3 1.173 107.5 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 26.3 37.8 2.41 2 527.3454 1,579.01 1,579.81 3 0.2099 132.8 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 26.5 37.8 2 2 527.369 1,579.09 1,579.81 3 0.2808 177.7 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 33.5 37.8 1.4 2 790.4743 1,578.93 1,579.81 2 0.1295 81.98 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 38.8 37.8 0.959 2 527.3169 1,578.93 1,579.81 3 0.1243 78.64 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 40.2 37.8 0.854 2 527.3463 1,579.02 1,579.81 3 0.2125 134.5 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 44.8 37.8 0 2 527.38 1,579.12 1,579.81 3 0.3136 198.4 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 48.5 37.8 1.11 2 527.6771 1,580.01 1,579.81 3 1.205 128 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 52.8 37.8 0.886 2 527.3762 1,579.11 1,579.81 3 0.3023 191.3 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 55.3 37.8 5.32 2 790.5423 1,579.07 1,579.81 2 0.2655 168 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 60.6 37.8 0 2 527.3402 1,579.00 1,579.81 3 0.1943 122.9 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGK K K 95.00% 85.5 37.8 4.85 2 790.4936 1,578.97 1,579.81 2 0.1682 106.5 448 461 TRUE

LX-2 Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 22 24 140 39.10% YLYHGQTLETLGGKK K L 95.00% 43.5 37.7 1.01 2 570.0665 1,707.18 1,707.91 3 0.2782 162.9 448 462 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 92.10% 24.8 38.3 0.745 2 765.9903 1,529.97 1,530.78 2 0.1893 123.7 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 95.00% 20.5 38.3 1.29 2 765.9547 1,529.89 1,530.78 2 0.1182 77.22 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 95.00% 38.5 38.3 0 2 765.9603 1,529.91 1,530.78 2 0.1293 84.48 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 95.00% 38.7 38.3 1.85 2 765.9613 1,529.91 1,530.78 2 0.1313 85.75 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 95.00% 42.2 38.3 1.85 2 765.9865 1,529.96 1,530.78 2 0.1818 118.8 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 95.00% 44.9 38.2 2.38 2 766.5003 1,530.99 1,530.78 2 1.209 134.9 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 95.00% 45.8 38.3 1.66 2 765.9386 1,529.86 1,530.78 2 0.08599 56.17 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 95.00% 48 38.3 1.74 2 765.9178 1,529.82 1,530.78 2 0.04433 28.96 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% DFLLNYPFSTSVK K L 95.00% 48 38.3 1.11 2 765.9865 1,529.96 1,530.78 2 0.1818 118.8 143 155 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% HVLTAAHcIHDGK K T 95.00% 15.1 38.5 1.66 2 c8: Carbamidomethyl (+57.02) 487.0493 1,458.13 1,458.73 3 0.406 278.3 169 181 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% HVLTAAHcIHDGK K T 95.00% 16 38.5 1.48 2 c8: Carbamidomethyl (+57.02) 487.0343 1,458.08 1,458.73 3 0.3612 247.5 169 181 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% IHFSGYDNDRPGNLVYR R F 92.70% 20 36.9 0.959 2 675.0822 2,022.22 2,022.98 3 0.2539 125.5 277 293 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% IHFSGYDNDRPGNLVYR R F 95.00% 28.8 36.9 1.8 2 675.4233 2,023.25 2,022.98 3 1.277 135.7 277 293 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 60.9 38.5 3.96 2 c5: Carbamidomethyl (+57.02) 668.8636 1,335.71 1,336.68 2 0.04204 31.45 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 61.2 38.5 2.1 2 c5: Carbamidomethyl (+57.02) 668.9038 1,335.79 1,336.68 2 0.1225 91.65 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 66.5 38.5 2.89 2 c5: Carbamidomethyl (+57.02) 668.859 1,335.70 1,336.68 2 0.03275 24.5 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 68.6 38.5 1.02 2 c5: Carbamidomethyl (+57.02) 668.9455 1,335.88 1,336.68 2 0.2058 153.9 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 69.5 38.5 2.46 2 c5: Carbamidomethyl (+57.02) 668.883 1,335.75 1,336.68 2 0.08083 60.47 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 71 38.5 2.52 2 c5: Carbamidomethyl (+57.02) 668.8856 1,335.76 1,336.68 2 0.08604 64.36 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 73.5 38.5 3 2 c5: Carbamidomethyl (+57.02) 668.8863 1,335.76 1,336.68 2 0.08737 65.36 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 73.7 38.5 1.42 2 c5: Carbamidomethyl (+57.02) 668.8925 1,335.77 1,336.68 2 0.09982 74.67 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 76.2 38.5 0 2 c5: Carbamidomethyl (+57.02) 668.8898 1,335.77 1,336.68 2 0.0944 70.62 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 79 38.5 5.24 2 c5: Carbamidomethyl (+57.02) 668.8174 1,335.62 1,336.68 2 -0.05034 -37.66 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% LSTGcTGTLVAEK K H 95.00% 83.1 38.5 1.15 2 c5: Carbamidomethyl (+57.02) 668.8614 1,335.71 1,336.68 2 0.03755 28.09 156 168 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% QIYGYDSR R F 90.30% 25.3 39.8 0.678 2 501.7833 1,001.55 1,001.47 2 1.091 87.57 129 136 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% YAQIcYWIK K G 92.10% 36.3 39 0 2 c5: Carbamidomethyl (+57.02) 622.8616 1,243.71 1,244.61 2 0.1027 82.51 366 374 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% YAQIcYWIK K G 95.00% 32.7 39 1.07 2 c5: Carbamidomethyl (+57.02) 622.8978 1,243.78 1,244.61 2 0.175 140.6 366 374 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% YAQIcYWIK K G 95.00% 40.2 39 0 2 c5: Carbamidomethyl (+57.02) 622.8533 1,243.69 1,244.61 2 0.08597 69.07 366 374 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% YAQIcYWIK K G 95.00% 41.6 39 0 2 c5: Carbamidomethyl (+57.02) 622.8286 1,243.64 1,244.61 2 0.03664 29.44 366 374 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% YAQIcYWIK K G 95.00% 42 39 0.854 2 c5: Carbamidomethyl (+57.02) 622.7874 1,243.56 1,244.61 2 -0.04574 -36.75 366 374 TRUE

LX-2 Repeat 2 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 6 6 31 19.10% YAQIcYWIK K G 95.00% 42.8 39.1 0.77 2 c5: Carbamidomethyl (+57.02) 623.3425 1,244.67 1,244.61 2 1.064 49.56 366 374 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% GHAVGDIPGVR K F 95.00% 20.7 39.5 1.59 2 539.8863 1,077.76 1,077.58 2 1.185 169.1 109 119 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 40.4 39.3 3.16 2 595.9465 1,189.88 1,190.71 2 0.1714 143.9 125 135 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 50.8 39.2 3.96 2 595.3936 1,188.77 1,190.71 2 -0.9344 57.42 125 135 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 66.3 39.3 3.4 2 595.9136 1,189.81 1,190.71 2 0.1056 88.67 125 135 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 70 39.3 2.46 2 595.9116 1,189.81 1,190.71 2 0.1016 85.31 125 135 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 83.4 39.3 3.6 2 595.9428 1,189.87 1,190.71 2 0.1639 137.7 125 135 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 96.3 39.3 3.15 2 595.9128 1,189.81 1,190.71 2 0.1039 87.27 125 135 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 96.8 39.3 3.96 2 595.8993 1,189.78 1,190.71 2 0.07704 64.7 125 135 TRUE

LX-2 Repeat 2 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 97 39.3 3.35 2 595.8894 1,189.76 1,190.71 2 0.05726 48.09 125 135 TRUE

LX-2 Repeat 2 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 99.80% 2 2 4 10.30% AIIIFVPVPQLK K S 95.00% 37.6 38.6 0 2 669.529 1,337.04 1,337.86 2 0.195 145.8 59 70 TRUE

LX-2 Repeat 2 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 99.80% 2 2 4 10.30% AIIIFVPVPQLK K S 95.00% 44.5 38.6 2.23 2 669.4563 1,336.90 1,337.86 2 0.04953 37.02 59 70 TRUE

LX-2 Repeat 2 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 99.80% 2 2 4 10.30% AIIIFVPVPQLK K S 95.00% 62.9 38.6 2.06 2 669.4721 1,336.93 1,337.86 2 0.08116 60.66 59 70 TRUE

LX-2 Repeat 2 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 99.80% 2 2 4 10.30% HVVFIAQR K R 95.00% 25.8 38.8 1.34 2 485.3089 968.6033 969.5628 2 0.04772 49.21 91 98 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ccTPQLTR R T 95.00% 39.6 39.5 2.7 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 518.3103 1,034.61 1,035.47 2 0.1421 137.2 322 329 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ccTPQLTR R T 95.00% 42.3 39.5 2.19 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 518.3283 1,034.64 1,035.47 2 0.1781 172 322 329 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ELGFDASEVELTR K N 95.00% 50 38.1 2.4 2 733.9219 1,465.83 1,465.72 2 1.12 79.65 182 194 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ELGFDASEVELTR K N 95.00% 69.3 38.1 4.33 2 733.4122 1,464.81 1,465.72 2 0.1001 68.32 182 194 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ELGFDASEVELTR K N 95.00% 72.9 38.1 3.59 2 733.9448 1,465.88 1,465.72 2 1.165 110.8 182 194 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ELGFDASEVELTR K N 95.00% 86.2 38.1 3.47 2 733.4616 1,464.91 1,465.72 2 0.1989 135.7 182 194 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ELGFDASEVELTR K N 95.00% 89.9 38.1 5.38 2 733.4243 1,464.83 1,465.72 2 0.1242 84.75 182 194 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ELGFDASEVELTR K N 95.00% 91.1 38.1 5.51 2 733.4469 1,464.88 1,465.72 2 0.1696 115.7 182 194 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ELGFDASEVELTR K N 95.00% 106 38.1 3.92 2 733.4461 1,464.88 1,465.72 2 0.1678 114.5 182 194 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FRcEDGETFSK R N 95.00% 42.8 38.7 0 2 c3: Carbamidomethyl (+57.02) 459.2624 1,374.77 1,375.59 3 0.1777 129.2 335 345 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FRcEDGETFSK R N 95.00% 47.2 38.7 0 2 c3: Carbamidomethyl (+57.02) 459.2847 1,374.83 1,375.59 3 0.2448 177.9 335 345 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FRcEDGETFSK R N 95.00% 48.2 38.7 2.72 2 c3: Carbamidomethyl (+57.02) 459.2657 1,374.78 1,375.59 3 0.1877 136.4 335 345 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FRcEDGETFSK R N 95.00% 51.6 38.7 2.37 2 c3: Carbamidomethyl (+57.02) 459.2808 1,374.82 1,375.59 3 0.233 169.3 335 345 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FRcEDGETFSK R N 95.00% 51.9 38.7 0 2 c3: Carbamidomethyl (+57.02) 459.2373 1,374.69 1,375.59 3 0.1026 74.6 335 345 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FTYAGcLSVK R K 95.00% 28.8 39.2 1.24 2 c6: Carbamidomethyl (+57.02) 573.8069 1,145.60 1,145.57 2 1.041 33.04 298 307 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FTYAGcLSVK R K 95.00% 34 39.3 2.17 2 c6: Carbamidomethyl (+57.02) 573.3411 1,144.67 1,145.57 2 0.1089 95.03 298 307 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FTYAGcLSVK R K 95.00% 36.7 39.3 1.21 2 c6: Carbamidomethyl (+57.02) 573.358 1,144.70 1,145.57 2 0.1427 124.5 298 307 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FTYAGcLSVK R K 95.00% 38.4 39.3 1.09 2 c6: Carbamidomethyl (+57.02) 573.3033 1,144.59 1,145.57 2 0.03327 29.04 298 307 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FTYAGcLSVK R K 95.00% 44.3 39.3 2.74 2 c6: Carbamidomethyl (+57.02) 573.3388 1,144.66 1,145.57 2 0.1044 91.14 298 307 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% FTYAGcLSVK R K 95.00% 46.9 39.2 3.14 2 c6: Carbamidomethyl (+57.02) 573.8075 1,145.60 1,145.57 2 1.042 34.09 298 307 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% GLEcNFGASSTALK K G 95.00% 56 38.3 3.77 2 c4: Carbamidomethyl (+57.02) 728.3663 1,454.72 1,454.69 2 1.031 19.26 75 88 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 8.76 39.3 1.52 2 586.6723 1,171.33 1,173.66 2 -1.326 -275.4 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 32.4 39.3 0.824 2 587.3434 1,172.67 1,173.66 2 0.01674 14.27 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 32.9 39.3 2.12 2 587.377 1,172.74 1,173.66 2 0.08393 71.5 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 45.3 39.3 2.09 2 587.3953 1,172.78 1,173.66 2 0.1204 102.6 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 45.7 39.3 0 2 587.4152 1,172.82 1,173.66 2 0.1603 136.5 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 48.3 39.3 0 2 587.3853 1,172.76 1,173.66 2 0.1004 85.56 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 52.8 39.3 0 2 587.3946 1,172.77 1,173.66 2 0.119 101.4 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 54.3 39.3 0 2 587.4053 1,172.80 1,173.66 2 0.1404 119.6 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 54.8 39.3 0.824 2 587.4235 1,172.83 1,173.66 2 0.1769 150.7 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 57.5 39.3 0 2 587.8918 1,173.77 1,173.66 2 1.114 94.29 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% ILYNPLQGQK R C 95.00% 70.5 39.3 0 2 587.3872 1,172.76 1,173.66 2 0.1043 88.83 219 228 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% LPVFGmEPR R I 95.00% 31.9 39.6 1.82 2 m6: Oxidation (+15.99) 531.4061 1,060.80 1,061.55 2 0.2599 244.8 210 218 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% LPVFGMEPR R I 95.00% 40.1 39.6 0.824 2 523.3459 1,044.68 1,045.55 2 0.1344 128.6 210 218 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% LPVFGMEPR R I 95.00% 49.8 39.6 2 2 523.3836 1,044.75 1,045.55 2 0.2099 200.7 210 218 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% LPVFGMEPR R I 95.00% 51.7 39.6 1.38 2 523.3203 1,044.63 1,045.55 2 0.08323 79.59 210 218 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% LPVFGMEPR R I 95.00% 54.4 39.6 0.959 2 523.3913 1,044.77 1,045.55 2 0.2252 215.4 210 218 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% NNELIAVGK R G 90.20% 36.1 39.7 0 2 479.3248 956.635 957.5364 2 0.1058 110.5 195 203 TRUE

LX-2 Repeat 2 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 8 8 39 22.00% NNELIAVGK R G 93.60% 37.8 39.7 0 2 479.3556 956.6966 957.5364 2 0.1675 174.9 195 203 TRUE

LX-2 Repeat 2 IGFBP5 Insulin-like growth factor-binding protein 5 precursor IPI00029236 30,552.00 99.80% 2 2 2 6.25% AVYLPNcDR R K 95.00% 52 39.4 2.03 2 c7: Carbamidomethyl (+57.02) 554.3258 1,106.64 1,107.53 2 0.1192 107.6 213 221 TRUE

LX-2 Repeat 2 IGFBP5 Insulin-like growth factor-binding protein 5 precursor IPI00029236 30,552.00 99.80% 2 2 2 6.25% IISAPEmR R Q 95.00% 46.7 40 0 2 m7: Oxidation (+15.99) 466.8259 931.6372 932.4871 2 0.1574 168.8 177 184 TRUE

LX-2 Repeat 2 SFRS3 Splicing factor, arginine/serine-rich 3 IPI00010204,IPI00843996 19,312.00 99.80% 2 2 4 18.30% AFGYYGPLR R S 95.00% 24.7 39.5 1.51 2 522.3424 1,042.67 1,043.53 2 0.1467 140.5 29 37 TRUE

LX-2 Repeat 2 SFRS3 Splicing factor, arginine/serine-rich 3 IPI00010204,IPI00843996 19,312.00 99.80% 2 2 4 18.30% AFGYYGPLR R S 95.00% 45.4 39.5 2.16 2 522.3281 1,042.64 1,043.53 2 0.118 113.1 29 37 TRUE

LX-2 Repeat 2 SFRS3 Splicing factor, arginine/serine-rich 3 IPI00010204,IPI00843996 19,312.00 99.80% 2 2 4 18.30% NPPGFAFVEFEDPRDAADAVR R E 95.00% 19 36.1 1.57 2 774.4502 2,320.33 2,320.10 3 1.237 100.7 44 64 TRUE

LX-2 Repeat 2 SFRS3 Splicing factor, arginine/serine-rich 3 IPI00010204,IPI00843996 19,312.00 99.80% 2 2 4 18.30% NPPGFAFVEFEDPRDAADAVR R E 95.00% 27.5 36 1.49 2 774.1689 2,319.49 2,320.10 3 0.3928 169.3 44 64 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATHYTITIR K G 95.00% 42 39.2 0 2 573.8981 1,145.78 1,146.63 2 0.1623 141.6 1227 1236 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATHYTITIR K G 95.00% 45.8 39.2 1.51 2 573.8823 1,145.75 1,146.63 2 0.1306 113.9 1227 1236 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATPYTVSIYGVIQGYR K T 93.00% 35.2 37.5 0 2 930.6323 1,859.25 1,858.97 2 1.287 153 1136 1152 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATPYTVSIYGVIQGYR K T 95.00% 22.5 37.5 2.44 2 930.5934 1,859.17 1,858.97 2 1.21 111.3 1136 1152 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATPYTVSIYGVIQGYR K T 95.00% 22.9 37.5 3.18 2 930.1422 1,858.27 1,858.97 2 0.3073 165.3 1136 1152 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATPYTVSIYGVIQGYR K T 95.00% 38.5 37.5 3.12 2 930.099 1,858.18 1,858.97 2 0.2208 118.8 1136 1152 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATPYTVSIYGVIQGYR K T 95.00% 46.6 37.6 0 2 619.9097 1,856.71 1,858.97 3 -1.255 -135.9 1136 1152 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATPYTVSIYGVIQGYR K T 95.00% 61.7 37.5 2.03 2 930.5931 1,859.17 1,858.97 2 1.209 110.9 1136 1152 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATPYTVSIYGVIQGYR K T 95.00% 62.3 37.5 4.31 2 930.1203 1,858.23 1,858.97 2 0.2634 141.7 1136 1152 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AATPYTVSIYGVIQGYR K T 95.00% 64 37.5 4.85 2 930.0951 1,858.18 1,858.97 2 0.2132 114.7 1136 1152 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AEIVTEAEPEVDNLLVSDATPDGFR R L 95.00% 53.9 35.3 2.05 2 896.8769 2,687.61 2,687.30 3 1.311 114.7 1613 1637 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AEIVTEAEPEVDNLLVSDATPDGFR R L 95.00% 66.3 35.5 2.1 2 896.4952 2,686.46 2,687.30 3 0.1661 61.79 1613 1637 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AEIVTEAEPEVDNLLVSDATPDGFR R L 95.00% 89.8 35.3 5.54 2 896.6635 2,686.97 2,687.30 3 0.6711 -123.4 1613 1637 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 39.5 39.6 0 2 553.3598 1,104.71 1,105.56 2 0.1487 134.5 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 40.8 39.6 0 2 553.3586 1,104.70 1,105.56 2 0.1463 132.3 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 42.3 39.6 0 2 553.3524 1,104.69 1,105.56 2 0.1339 121.1 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 45.3 39.6 2.14 2 553.3733 1,104.73 1,105.56 2 0.1757 158.9 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 46 39.6 1.29 2 553.3219 1,104.63 1,105.56 2 0.07287 65.91 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 46.6 39.6 1.89 2 553.3371 1,104.66 1,105.56 2 0.1034 93.5 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 47.2 39.6 2.32 2 553.4152 1,104.82 1,105.56 2 0.2594 234.6 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 50.8 39.6 2.21 2 553.3488 1,104.68 1,105.56 2 0.1266 114.5 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 56 39.6 1.89 2 553.36 1,104.71 1,105.56 2 0.1491 134.8 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 57.2 39.6 2.64 2 553.3765 1,104.74 1,105.56 2 0.182 164.6 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 58 39.6 0.959 2 553.2799 1,104.55 1,105.56 2 -0.01106 -10.01 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% APTAQVESFR R I 95.00% 76.5 39.6 3.01 2 553.3258 1,104.64 1,105.56 2 0.08066 72.95 1732 1741 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ASTEQAPELENLTVTEVGWDGLR K L 95.00% 45.9 35.6 1.08 2 839.1752 2,514.50 2,515.23 3 0.2797 111.2 1069 1091 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ASTEQAPELENLTVTEVGWDGLR K L 95.00% 46.3 35.5 2.62 2 839.4782 2,515.41 2,515.23 3 1.189 73.88 1069 1091 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ASTEQAPELENLTVTEVGWDGLR K L 95.00% 52.2 35.5 1.85 2 839.1827 2,514.53 2,515.23 3 0.3022 120.1 1069 1091 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 21.5 38.4 2.42 2 736.9682 1,471.92 1,472.77 2 0.1545 104.9 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 22 38.4 1.17 2 736.4531 1,470.89 1,472.77 2 -0.8757 86.33 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 30.2 38.4 1.08 2 736.429 1,470.84 1,472.77 2 -0.9239 53.58 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 37.6 38.4 3.14 2 737.4455 1,472.88 1,472.77 2 1.109 72.29 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 38.1 38.4 2.92 2 736.9425 1,471.87 1,472.77 2 0.1032 70.07 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 45.4 38.4 4.51 2 736.945 1,471.88 1,472.77 2 0.1082 73.48 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 51 38.4 3.34 2 737.3853 1,472.76 1,472.77 2 0.9887 -9.501 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 51.3 38.4 3.33 2 736.942 1,471.87 1,472.77 2 0.1022 69.38 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLEAATPYR R V 95.00% 64 38.4 2.54 2 736.8574 1,471.70 1,472.77 2 -0.06699 -45.49 1401 1414 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AVDIPGLK R A 95.00% 44.4 38.8 1.64 2 812.5315 811.5243 812.4878 1 0.0437 53.79 1128 1135 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 36.6 39.1 3.32 2 464.279 926.5434 927.4319 2 0.1188 128.1 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 39.7 39.1 3.54 2 464.2917 926.5688 927.4319 2 0.1441 155.3 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 42.3 39.1 5.44 2 464.2906 926.5666 927.4319 2 0.1419 153 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 44.4 39.1 3.77 2 464.2809 926.5473 927.4319 2 0.1226 132.2 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 48.3 39.1 4.07 2 464.2856 926.5567 927.4319 2 0.132 142.3 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 53.3 39.1 2.62 2 464.276 926.5375 927.4319 2 0.1128 121.7 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 54.2 39.1 5.62 2 464.3237 926.6328 927.4319 2 0.2081 224.4 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 55.5 39.1 3.31 2 464.2836 926.5527 927.4319 2 0.128 138 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 60.4 39.1 6.06 2 464.2778 926.5411 927.4319 2 0.1164 125.5 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% AYAAGFGDR K R 95.00% 62 39.1 3.16 2 464.2838 926.553 927.4319 2 0.1283 138.3 2042 2050 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDK R F 95.00% 35.5 38.6 3.74 2 677.3836 1,352.75 1,352.61 2 1.148 107.4 2078 2089 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDK R F 95.00% 38.2 38.5 0.796 2 676.8716 1,351.73 1,352.61 2 0.1241 91.76 2078 2089 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDK R F 95.00% 52.1 38.6 1.92 2 676.3696 1,350.72 1,352.61 2 -0.88 90.79 2078 2089 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDK R F 95.00% 59.9 38.5 2.96 2 676.8335 1,351.65 1,352.61 2 0.04789 35.4 2078 2089 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDK R F 95.00% 65.7 38.6 5.22 2 677.3356 1,352.66 1,352.61 2 1.052 36.44 2078 2089 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDK R F 95.00% 71.4 38.5 1.74 2 676.8069 1,351.60 1,352.61 2 -0.005239 -3.873 2078 2089 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDKFSVGDAK R T 95.00% 29.5 36.7 0.886 2 686.3402 2,056.00 2,056.96 3 0.04475 21.76 2078 2096 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDKFSVGDAK R T 95.00% 0 0 2.89 2 687.0302 2,058.07 2,056.96 3 2.115 53.08 2078 2096 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDKFSVGDAK R T 95.00% 59.9 36.7 3.01 2 686.6589 2,056.96 2,056.96 3 1.001 -0.8395 2078 2096 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDKFSVGDAK R T 95.00% 63 36.7 1.7 2 686.3172 2,055.93 2,056.96 3 -0.02407 -11.7 2078 2096 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDKFSVGDAK R T 95.00% 64.7 36.7 2.77 2 686.7302 2,057.17 2,056.96 3 1.215 103 2078 2096 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DHGETAFAVYDKFSVGDAK R T 95.00% 87.8 36.7 4.89 2 686.7416 2,057.20 2,056.96 3 1.249 119.7 2078 2096 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DLTATEVQSETALLTWRPPR R A 92.20% 34.3 36 0 2 762.4922 2,284.45 2,284.19 3 1.269 116.3 1892 1911 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DLTATEVQSETALLTWRPPR R A 95.00% 37.6 36.1 0 2 762.1802 2,283.52 2,284.19 3 0.3326 145.6 1892 1911 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% DLTATEVQSETALLTWRPPR R A 95.00% 61.4 36.1 1.62 2 762.5202 2,284.54 2,284.19 3 1.353 153.1 1892 1911 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EATEYEIELYGISK R G 95.00% 51.6 37.9 3.34 2 823.0403 1,644.07 1,644.80 2 0.2728 165.8 1682 1695 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EATEYEIELYGISK R G 95.00% 57.1 37.9 4.28 2 822.9893 1,643.96 1,644.80 2 0.1709 103.9 1682 1695 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EATEYEIELYGISK R G 95.00% 58.4 37.9 3.96 2 822.9783 1,643.94 1,644.80 2 0.1488 90.48 1682 1695 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EDKESNPATINAATELDTPK K D 95.00% 50.2 36.8 0 2 715.7669 2,144.28 2,144.04 3 1.25 115.4 970 989 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EDKESNPATINAATELDTPK K D 95.00% 51.2 36.6 1.96 2 715.3993 2,143.18 2,144.04 3 0.1476 68.85 970 989 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EDKESNPATINAATELDTPK K D 95.00% 60.4 36.6 3.6 2 715.4285 2,143.26 2,144.04 3 0.2354 109.8 970 989 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 34.8 38.5 0.77 2 739.3923 1,476.77 1,477.73 2 0.04493 30.4 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 43.1 38.4 2.44 2 739.9411 1,477.87 1,477.73 2 1.143 94.57 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 48.5 38.5 1.89 2 739.4247 1,476.83 1,477.73 2 0.1097 74.25 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 52.6 38.5 1.82 2 739.3689 1,476.72 1,477.73 2 -0.001831 -1.239 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 55.5 38.5 0 2 739.3923 1,476.77 1,477.73 2 0.04493 30.4 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 56.3 38.5 2.17 2 739.3815 1,476.75 1,477.73 2 0.02333 15.79 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 68.5 38.4 3.13 2 739.9017 1,477.79 1,477.73 2 1.064 41.29 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 71.7 38.5 2.59 2 739.413 1,476.81 1,477.73 2 0.08638 58.45 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EEFWLGLDNLNK R I 95.00% 74.5 38.5 2 2 739.4364 1,476.86 1,477.73 2 0.1331 90.06 2052 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 39.7 39.1 1.47 2 604.2988 1,206.58 1,207.60 2 -0.005131 -4.249 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 43.5 39.1 0 2 604.3553 1,206.70 1,207.60 2 0.1078 89.24 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 49.3 38.9 2.2 2 604.8581 1,207.70 1,207.60 2 1.113 91.46 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 54 39.1 1.57 2 604.3604 1,206.71 1,207.60 2 0.118 97.68 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 54.7 39.1 0 2 604.3262 1,206.64 1,207.60 2 0.04951 41 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 57.7 38.9 2.42 2 604.8719 1,207.73 1,207.60 2 1.141 114.4 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 61.4 39.1 2.52 2 604.3625 1,206.71 1,207.60 2 0.1221 101.1 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 63.4 39.1 1.57 2 604.4023 1,206.79 1,207.60 2 0.2017 167 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 65.9 39.1 3.48 2 604.2903 1,206.57 1,207.60 2 -0.02227 -18.44 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 70.8 39.1 2.28 2 604.5336 1,207.05 1,207.60 2 0.4644 384.4 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 74.2 38.9 3.39 2 604.8303 1,207.65 1,207.60 2 1.058 45.5 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ETFTTGLDAPR K N 95.00% 83.2 39.1 3.1 2 604.3436 1,206.67 1,207.60 2 0.08444 69.92 887 897 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 27.7 35.4 1.19 2 884.9282 2,651.76 2,652.30 3 0.4659 175.6 1930 1954 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 28.5 35.4 1 2 884.9079 2,651.70 2,652.30 3 0.4051 152.7 1930 1954 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 37.1 35.4 1.01 2 884.8902 2,651.65 2,652.30 3 0.3519 132.6 1930 1954 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 38.7 35.4 1.55 2 885.2225 2,652.65 2,652.30 3 1.349 130.5 1930 1954 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 50.2 35.4 0 2 885.2387 2,652.69 2,652.30 3 1.397 148.7 1930 1954 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 59.3 35.4 0 2 885.207 2,652.60 2,652.30 3 1.302 112.9 1930 1954 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% FTTDLDSPR K D 95.00% 53 39.2 0 2 526.3419 1,050.67 1,051.51 2 0.1708 162.4 1883 1891 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% FTTDLDSPR K D 95.00% 53.9 39.2 1.37 2 526.3466 1,050.68 1,051.51 2 0.1804 171.5 1883 1891 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% FTTDLDSPR K D 95.00% 56.2 39.2 1.49 2 526.3428 1,050.67 1,051.51 2 0.1726 164.1 1883 1891 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% FTTDLDSPR K D 95.00% 57.3 39.2 1.24 2 526.3343 1,050.65 1,051.51 2 0.1557 148.1 1883 1891 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% FTTDLDSPR K D 95.00% 69.5 39.2 0.824 2 526.3185 1,050.62 1,051.51 2 0.1241 118.1 1883 1891 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% FTTDLDSPR K D 95.00% 70.6 39.2 0.959 2 526.3196 1,050.62 1,051.51 2 0.1263 120.1 1883 1891 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% FTTDLDSPR K D 95.00% 71.4 39.2 0 2 526.3323 1,050.65 1,051.51 2 0.1516 144.2 1883 1891 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% FTTDLDSPR K D 95.00% 72.7 39.2 0.921 2 526.3506 1,050.69 1,051.51 2 0.1883 179.1 1883 1891 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GHEHSIQFAEMK K L 95.00% 40 38.4 0 2 472.3316 1,413.97 1,413.66 3 1.322 225.8 2174 2185 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GHEHSIQFAEMK K L 95.00% 41.3 38.4 0 2 471.9705 1,412.89 1,413.66 3 0.239 169 2174 2185 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GHEHSIQFAEMK K L 95.00% 42.4 38.4 1.18 2 471.9347 1,412.78 1,413.66 3 0.1316 93.07 2174 2185 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GHEHSIQFAEMK K L 95.00% 50.7 38.4 1.59 2 471.9465 1,412.82 1,413.66 3 0.1669 118.1 2174 2185 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GHEHSIQFAEMK K L 95.00% 51.4 38.4 0 2 471.9725 1,412.90 1,413.66 3 0.245 173.3 2174 2185 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GLEPGQEYNVLLTAEK R G 91.50% 23.2 37.7 0.721 2 881.0576 1,760.10 1,760.91 2 0.2012 114.2 1042 1057 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GLEPGQEYNVLLTAEK R G 93.80% 18.5 37.7 0.824 2 881.0599 1,760.11 1,760.91 2 0.2057 116.8 1042 1057 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GLEPGQEYNVLLTAEK R G 95.00% 48.1 37.7 1.89 2 881.0253 1,760.04 1,760.91 2 0.1365 77.53 1042 1057 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GLEPGQEYNVLLTAEK R G 95.00% 50.6 37.6 1.82 2 881.5872 1,761.16 1,760.91 2 1.26 146.2 1042 1057 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GLEPGQEYNVLLTAEK R G 95.00% 64.1 37.7 3.28 2 881.0153 1,760.02 1,760.91 2 0.1165 66.17 1042 1057 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GLEPGQEYNVLLTAEK R G 95.00% 71 37.6 3.92 2 881.539 1,761.06 1,760.91 2 1.164 91.54 1042 1057 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% GLEPGQEYNVLLTAEK R G 95.00% 71.9 37.7 3.28 2 881.0453 1,760.08 1,760.91 2 0.1765 100.2 1042 1057 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 91.00% 35.7 38.9 0 2 491.8631 981.7117 981.5841 2 1.135 134.4 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 94.30% 37.5 38.9 0 2 491.8459 981.6772 981.5841 2 1.1 99.31 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 42.2 38.9 0.886 2 491.8233 981.632 981.5841 2 1.055 53.32 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 47.9 39 1.24 2 491.3776 980.7407 981.5841 2 0.1638 166.9 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 48.2 39 0.854 2 491.3695 980.7245 981.5841 2 0.1476 150.3 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 48.3 39 0 2 491.3963 980.778 981.5841 2 0.2011 204.9 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 48.7 38.9 0 2 491.8646 981.7147 981.5841 2 1.138 137.5 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 49.5 39 1.44 2 491.3763 980.7381 981.5841 2 0.1613 164.3 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 49.7 39 1.15 2 491.3751 980.7357 981.5841 2 0.1588 161.8 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 50.8 39 1.85 2 491.3575 980.7004 981.5841 2 0.1236 125.9 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 51.2 39 1.28 2 491.3448 980.675 981.5841 2 0.09816 99.99 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 51.5 39 1.36 2 491.3674 980.7202 981.5841 2 0.1433 146 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 51.8 39 0 2 491.378 980.7414 981.5841 2 0.1645 167.6 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 52.2 39 1.07 2 491.3589 980.7033 981.5841 2 0.1264 128.7 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 53.8 38.9 1.74 2 491.856 981.6974 981.5841 2 1.121 119.9 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 56.2 39 1.07 2 491.3464 980.6782 981.5841 2 0.1013 103.2 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 59.6 39 1.42 2 491.3887 980.7628 981.5841 2 0.1859 189.4 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% IQALNGPLR K S 95.00% 64.6 39 1.85 2 491.3974 980.7802 981.5841 2 0.2034 207.1 1955 1963 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 38.2 39.2 0.745 2 589.8303 1,177.65 1,178.62 2 0.03673 31.16 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 63.4 39.2 1.72 2 589.8663 1,177.72 1,178.62 2 0.1088 92.34 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 64.9 39.2 1.74 2 589.8826 1,177.75 1,178.62 2 0.1413 119.9 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 66.9 39.2 1 2 589.8816 1,177.75 1,178.62 2 0.1394 118.3 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 77.4 39.2 1.6 2 589.877 1,177.74 1,178.62 2 0.1302 110.4 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 77.6 39.2 2.07 2 589.8903 1,177.77 1,178.62 2 0.1567 133 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 77.7 39.2 1.47 2 589.8581 1,177.70 1,178.62 2 0.09244 78.43 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 78.1 39.2 1.52 2 589.8653 1,177.72 1,178.62 2 0.1067 90.54 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 78.1 39.2 1.41 2 589.8811 1,177.75 1,178.62 2 0.1383 117.4 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITAQGQYELR K V 95.00% 78.8 39.2 0.886 2 589.8917 1,177.77 1,178.62 2 0.1596 135.4 2064 2073 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITYVPITGGTPSMVTVDGTK R T 95.00% 22.7 36.9 1.33 2 1,019.10 2,036.19 2,037.06 2 0.1436 70.5 1742 1761 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITYVPITGGTPSmVTVDGTK R T 95.00% 29 36.7 3.54 2 m13: Oxidation (+15.99) 1,027.08 2,052.15 2,053.05 2 0.1007 49.05 1742 1761 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITYVPITGGTPSMVTVDGTK R T 95.00% 33.3 36.9 0.921 2 679.7102 2,036.11 2,037.06 3 0.05835 28.64 1742 1761 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITYVPITGGTPSmVTVDGTK R T 95.00% 33.5 36.7 2.16 2 m13: Oxidation (+15.99) 1,027.13 2,052.25 2,053.05 2 0.2072 100.9 1742 1761 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITYVPITGGTPSMVTVDGTK R T 95.00% 36.5 36.8 1.74 2 1,019.66 2,037.31 2,037.06 2 1.257 124.6 1742 1761 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITYVPITGGTPSMVTVDGTK R T 95.00% 40.2 36.9 4.01 2 1,019.15 2,036.29 2,037.06 2 0.2438 119.7 1742 1761 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% ITYVPITGGTPSMVTVDGTK R T 95.00% 51.6 36.8 0 2 680.0639 2,037.17 2,037.06 3 1.119 57.24 1742 1761 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% KQSEPLEITLLAPER K T 95.00% 39.3 37.7 0 2 575.1271 1,722.36 1,723.96 3 -0.5923 238.2 1659 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% KQSEPLEITLLAPER K T 95.00% 45.5 37.7 0 2 575.3233 1,722.95 1,723.96 3 -0.003774 -2.189 1659 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% KQSEPLEITLLAPER K T 95.00% 48.8 37.7 0 2 575.4098 1,723.21 1,723.96 3 0.2557 148.3 1659 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% KQSEPLEITLLAPER K T 95.00% 52.1 37.7 1.39 2 575.3933 1,723.16 1,723.96 3 0.2061 119.5 1659 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% KQSEPLEITLLAPER K T 95.00% 53.7 37.7 0 2 575.7025 1,724.09 1,723.96 3 1.134 75.96 1659 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% KQSEPLEITLLAPER K T 95.00% 58.8 37.7 0.959 2 575.4302 1,723.27 1,723.96 3 0.3169 183.8 1659 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% KQSEPLEITLLAPER K T 95.00% 64.7 37.7 2.55 2 575.3102 1,722.91 1,723.96 3 -0.04315 -25.03 1659 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% KQSEPLEITLLAPER K T 95.00% 69.3 37.7 0.854 2 575.6873 1,724.04 1,723.96 3 1.088 49.59 1659 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 92.60% 36.7 39.2 0 2 550.3515 1,098.69 1,099.60 2 0.09624 87.51 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 26.1 39.2 1.96 2 550.367 1,098.72 1,099.60 2 0.1271 115.6 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 29.8 39.2 1.06 2 550.3803 1,098.75 1,099.60 2 0.1537 139.8 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 30.4 39.2 0.77 2 550.3856 1,098.76 1,099.60 2 0.1643 149.4 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 35.2 39.4 0.699 2 550.8545 1,099.69 1,099.60 2 1.102 90.36 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 43.6 39.2 1.19 2 550.3945 1,098.77 1,099.60 2 0.1821 165.6 803 812 TRUE
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LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 45.4 39.2 1.15 2 550.3875 1,098.76 1,099.60 2 0.1682 152.9 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 46.6 39.2 1.82 2 550.3713 1,098.73 1,099.60 2 0.1357 123.4 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 48.8 39.2 3.12 2 550.3933 1,098.77 1,099.60 2 0.1798 163.5 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 50 39.2 2.89 2 550.3997 1,098.78 1,099.60 2 0.1926 175.1 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 51 39.2 2.28 2 550.3884 1,098.76 1,099.60 2 0.1699 154.5 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 55.5 39.2 2.22 2 550.3928 1,098.77 1,099.60 2 0.1789 162.6 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LDAPSQIEVK R D 95.00% 56.3 39.2 2.48 2 550.3683 1,098.72 1,099.60 2 0.1297 118 803 812 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 53.8 38.5 2.55 2 701.3996 1,400.78 1,401.76 2 0.03341 23.83 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 58.7 38.5 2 2 701.4257 1,400.84 1,401.76 2 0.08566 61.11 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 66.5 38.5 4.52 2 701.9082 1,401.80 1,401.76 2 1.051 34.19 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 69.2 38.5 3.77 2 701.3874 1,400.76 1,401.76 2 0.009113 6.501 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 70.1 38.5 2.6 2 701.4183 1,400.82 1,401.76 2 0.07083 50.52 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 71.2 38.5 2.12 2 701.4384 1,400.86 1,401.76 2 0.1111 79.23 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 72.1 38.5 3.77 2 701.9157 1,401.82 1,401.76 2 1.066 44.92 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 73.8 38.5 3.43 2 701.4209 1,400.83 1,401.76 2 0.076 54.22 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 88.5 38.5 3.08 2 701.493 1,400.97 1,401.76 2 0.2203 157.1 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LEELENLVSSLR R E 95.00% 88.8 38.5 3.57 2 701.4299 1,400.85 1,401.76 2 0.0941 67.12 126 137 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LIPGVEYLVSIIAmK K G 95.00% 35.7 37.9 2.48 2 m14: Oxidation (+15.99) 832.1143 1,662.21 1,661.95 2 1.266 158.5 1769 1783 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LIPGVEYLVSIIAmK K G 95.00% 41.9 37.9 0.921 2 m14: Oxidation (+15.99) 554.6402 1,660.90 1,661.95 3 -0.04886 -29.4 1769 1783 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LIPGVEYLVSIIAmK K G 95.00% 48.3 37.9 0 2 m14: Oxidation (+15.99) 555.0302 1,662.07 1,661.95 3 1.121 71.2 1769 1783 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LIPGVEYLVSIIAmK K G 95.00% 56.2 37.9 1.02 2 m14: Oxidation (+15.99) 555.0758 1,662.21 1,661.95 3 1.258 153.5 1769 1783 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LIPGVEYLVSIIAmK K G 95.00% 58.9 37.9 0.959 2 m14: Oxidation (+15.99) 832.0568 1,662.10 1,661.95 2 1.151 89.43 1769 1783 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LKVEGYSGTAGDSMAYHNGR K S 95.00% 90.9 36.7 5.13 2 704.9949 2,111.96 2,112.98 3 -0.006731 -3.186 2101 2120 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LLDPQEFTLSGTQR K K 95.00% 79.9 38.1 4.39 2 802.9765 1,603.94 1,604.83 2 0.1176 73.29 1569 1582 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LSWTADEGVFDNFVLK R I 95.00% 63.3 37.4 1.23 2 921.0183 1,840.02 1,840.91 2 0.1175 63.84 1638 1653 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% LSWTADEGVFDNFVLK R I 95.00% 68.8 37.4 5.89 2 921.051 1,840.09 1,840.91 2 0.183 99.39 1638 1653 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% QSEPLEITLLAPER K T 95.00% 37.7 37.9 0.854 2 799.1103 1,596.21 1,595.86 2 1.349 216.9 1660 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% QSEPLEITLLAPER K T 95.00% 48.7 37.9 1.66 2 798.5268 1,595.04 1,595.86 2 0.1822 114.1 1660 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% QSEPLEITLLAPER K T 95.00% 57.3 37.9 2.92 2 798.5011 1,594.99 1,595.86 2 0.1308 81.95 1660 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% QSEPLEITLLAPER K T 95.00% 58.7 37.9 2.8 2 798.5371 1,595.06 1,595.86 2 0.2028 127.1 1660 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% QSEPLEITLLAPER K T 95.00% 65 37.9 5.19 2 798.4968 1,594.98 1,595.86 2 0.1221 76.52 1660 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% QSEPLEITLLAPER K T 95.00% 65.9 37.9 3.37 2 798.9636 1,595.91 1,595.86 2 1.056 33.23 1660 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% QSEPLEITLLAPER K T 95.00% 72.2 37.9 2.92 2 798.5703 1,595.13 1,595.86 2 0.2691 168.6 1660 1673 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% QTGLAPGQEYEISLHIVK R N 95.00% 39.8 37.2 0 2 662.0488 1,983.12 1,983.05 3 1.077 37.36 770 787 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% REEFWLGLDNLNK R I 95.00% 26.5 37.8 1.54 2 545.7002 1,634.08 1,633.83 3 1.253 152.8 2051 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% REEFWLGLDNLNK R I 95.00% 37.1 38 1.41 2 545.3209 1,632.94 1,633.83 3 0.1148 70.28 2051 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% REEFWLGLDNLNK R I 95.00% 43.9 38 2.8 2 545.3777 1,633.11 1,633.83 3 0.2851 174.4 2051 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% REEFWLGLDNLNK R I 95.00% 49.7 38 3.46 2 545.3757 1,633.11 1,633.83 3 0.279 170.7 2051 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% REEFWLGLDNLNK R I 95.00% 55.2 38 3.26 2 545.3798 1,633.12 1,633.83 3 0.2915 178.4 2051 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% REEFWLGLDNLNK R I 95.00% 70.5 38 3.64 2 817.4953 1,632.98 1,633.83 2 0.1498 91.69 2051 2063 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SFSTFDKDTDSAITNcALSYK R G 91.20% 33.5 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.4988 2,371.47 2,371.08 3 1.406 169.9 2121 2141 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SFSTFDKDTDSAITNcALSYK R G 95.00% 37.6 35.8 1.3 2 c16: Carbamidomethyl (+57.02) 791.4578 2,371.35 2,371.08 3 1.283 118.1 2121 2141 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SFSTFDKDTDSAITNcALSYK R G 95.00% 38.3 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.4789 2,371.42 2,371.08 3 1.346 144.8 2121 2141 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SFSTFDKDTDSAITNcALSYK R G 95.00% 40 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.4452 2,371.31 2,371.08 3 1.245 102.1 2121 2141 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SFSTFDKDTDSAITNcALSYK R G 95.00% 49.6 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.4227 2,371.25 2,371.08 3 1.177 73.67 2121 2141 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SmEIPGLR R A 95.00% 42.5 40.2 0.921 2 m2: Oxidation (+15.99) 459.7951 917.5756 918.4715 2 0.1114 121.2 1310 1317 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SQTVSAIATTAmGSPK R E 95.00% 23.5 38.2 1.55 2 m12: Oxidation (+15.99) 783.9653 1,565.92 1,565.78 2 1.139 87.1 1699 1714 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SQTVSAIATTAmGSPK R E 95.00% 40.5 38 1.24 2 m12: Oxidation (+15.99) 783.4157 1,564.82 1,565.78 2 0.03998 25.53 1699 1714 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SQTVSAIATTAmGSPK R E 95.00% 50.4 38 3.68 2 m12: Oxidation (+15.99) 783.4551 1,564.90 1,565.78 2 0.1188 75.87 1699 1714 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% SQTVSAIATTAmGSPK R E 95.00% 58.2 38.2 2.7 2 m12: Oxidation (+15.99) 783.9603 1,565.91 1,565.78 2 1.129 80.72 1699 1714 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 35.9 35 2.23 2 871.9033 2,612.69 2,612.41 3 1.287 108.7 1492 1516 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 0 0 2.89 2 871.9752 2,612.90 2,612.41 3 1.502 191.2 1492 1516 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 69.7 35.1 1.25 2 871.8702 2,612.59 2,612.41 3 1.187 70.68 1492 1516 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TTLTGLRPGTEYGIGVSAVK K E 95.00% 17.2 36.9 1.46 2 674.0732 2,019.20 2,020.11 3 0.09735 48.19 950 969 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TTLTGLRPGTEYGIGVSAVK K E 95.00% 25.3 36.9 1.7 2 674.406 2,020.20 2,020.11 3 1.096 45.98 950 969 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TTLTGLRPGTEYGIGVSAVK K E 95.00% 56.3 36.9 2.22 2 674.4258 2,020.26 2,020.11 3 1.155 75.42 950 969 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TTLTGLRPGTEYGIGVSAVKEDK K E 95.00% 42.4 35.8 0 2 798.5402 2,392.60 2,392.27 3 1.334 138.3 950 972 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TTLTGLRPGTEYGIGVSAVKEDK K E 95.00% 44.5 35.9 1.82 2 798.2022 2,391.58 2,392.27 3 0.3198 133.6 950 972 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TVSGNTVEYALTDLEPATEYTLR R I 92.00% 0 0 2.6 2 849.1952 2,544.56 2,543.25 3 2.32 123.4 1844 1866 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 45 35.7 1.92 2 848.8414 2,543.50 2,543.25 3 1.258 100.4 1844 1866 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 54.8 35.6 1.08 2 848.4735 2,542.40 2,543.25 3 0.1547 60.8 1844 1866 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 59.6 35.7 1.96 2 848.8724 2,543.60 2,543.25 3 1.351 136.9 1844 1866 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 62.3 35.7 3 2 848.7688 2,543.28 2,543.25 3 1.04 14.79 1844 1866 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 63.3 35.6 3.17 2 848.5173 2,542.53 2,543.25 3 0.2861 112.5 1844 1866 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 71.3 35.7 6.6 2 848.8569 2,543.55 2,543.25 3 1.305 118.7 1844 1866 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 78.5 35.6 6.49 2 848.4927 2,542.46 2,543.25 3 0.2122 83.41 1844 1866 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 35.5 38.9 1.8 2 629.9149 1,257.82 1,258.70 2 0.1181 93.84 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 37.1 38.9 1.74 2 629.879 1,257.74 1,258.70 2 0.04645 36.9 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 38.2 38.9 1.02 2 629.8988 1,257.78 1,258.70 2 0.08595 68.28 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 41.5 38.9 1.85 2 629.9311 1,257.85 1,258.70 2 0.1506 119.6 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 43.8 38.9 0 2 629.8671 1,257.72 1,258.70 2 0.02268 18.02 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 44.1 38.9 2.64 2 629.8944 1,257.77 1,258.70 2 0.07709 61.24 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 44.5 38.9 1.39 2 629.911 1,257.81 1,258.70 2 0.1103 87.61 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 46.8 38.9 0 2 629.9022 1,257.79 1,258.70 2 0.09285 73.76 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 47.8 38.9 2.05 2 629.8503 1,257.69 1,258.70 2 -0.01107 -8.797 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 60.6 38.9 3 2 629.9017 1,257.79 1,258.70 2 0.09179 72.91 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VATYLPAPEGLK R F 95.00% 62.9 38.9 0 2 629.886 1,257.76 1,258.70 2 0.06047 48.04 708 719 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VEGYSGTAGDSmAYHNGR K S 93.80% 20.2 37.2 1.03 2 m12: Oxidation (+15.99) 629.9211 1,886.74 1,887.79 3 -0.04394 -23.27 2103 2120 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VEGYSGTAGDSMAYHNGR K S 95.00% 28.1 37.4 2.92 2 624.6814 1,871.02 1,871.80 3 0.2319 123.9 2103 2120 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VEGYSGTAGDSMAYHNGR K S 95.00% 41 37.4 0 2 624.6408 1,870.90 1,871.80 3 0.1102 58.86 2103 2120 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VEGYSGTAGDSMAYHNGR K S 95.00% 54.1 37.4 0 2 624.6707 1,870.99 1,871.80 3 0.1998 106.7 2103 2120 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 89.90% 36.3 40 0 2 467.7988 933.5831 933.5404 2 1.05 50.55 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 40.4 40 0.678 2 467.357 932.6995 933.5404 2 0.1663 178.1 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 40.8 40 0.745 2 467.3418 932.6691 933.5404 2 0.1359 145.6 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 42.3 40 0 2 467.3555 932.6964 933.5404 2 0.1632 174.8 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 42.5 40 0 2 467.3598 932.7051 933.5404 2 0.172 184.2 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 43.7 40 0 2 467.3581 932.7016 933.5404 2 0.1684 180.3 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 45.7 40 1.46 2 467.3503 932.686 933.5404 2 0.1528 163.7 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 49.9 40 0 2 467.3453 932.6761 933.5404 2 0.1429 153.1 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 50.6 40 0 2 467.3912 932.7678 933.5404 2 0.2346 251.3 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 51.3 40 0 2 467.3235 932.6324 933.5404 2 0.09921 106.3 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 54.5 40 0 2 467.3819 932.7492 933.5404 2 0.216 231.3 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENK R K 95.00% 54.6 40 0 2 467.3184 932.6222 933.5404 2 0.08898 95.31 692 699 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENKK R S 94.60% 38.5 39.6 0 2 531.3973 1,060.78 1,061.64 2 0.1519 143.1 692 700 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENKK R S 95.00% 41.9 39.6 0 2 531.3712 1,060.73 1,061.64 2 0.09965 93.85 692 700 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENKK R S 95.00% 45 39.6 0 2 531.3596 1,060.70 1,061.64 2 0.07658 72.13 692 700 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENKK R S 95.00% 51.1 39.6 0 2 531.373 1,060.73 1,061.64 2 0.1032 97.21 692 700 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VFAILENKK R S 95.00% 51.5 39.6 0 2 531.3736 1,060.73 1,061.64 2 0.1045 98.42 692 700 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 26.8 35.6 3.03 2 1,246.83 2,491.64 2,491.27 2 1.371 147.9 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 37.4 35.7 1.14 2 831.2207 2,490.64 2,491.27 3 0.3756 150.7 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 38.7 35.6 0.886 2 831.5677 2,491.68 2,491.27 3 1.417 166.1 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 0 0 3.47 2 831.8569 2,492.55 2,491.27 3 2.284 111.8 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 39.7 35.6 1.44 2 831.2447 2,490.71 2,491.27 3 0.4477 179.7 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 45.8 35.6 0 2 831.5082 2,491.50 2,491.27 3 1.238 94.45 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 49.5 35.6 2.96 2 831.1762 2,490.51 2,491.27 3 0.2422 97.19 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 56.8 35.6 0 2 831.1502 2,490.43 2,491.27 3 0.1642 65.89 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 57.1 35.6 1.46 2 831.5334 2,491.58 2,491.27 3 1.314 124.8 670 691 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSIYGVIR R G 90.50% 36.5 39.9 0 2 453.8308 905.647 906.5407 2 0.1136 125.3 1415 1422 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSIYGVIR R G 92.70% 37.5 39.9 0 2 453.8097 905.6049 906.5407 2 0.07146 78.82 1415 1422 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSQTDNSITLEWR R N 95.00% 67.7 38.2 3.96 2 775.4878 1,548.96 1,548.77 2 1.203 129.2 902 914 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSQTDNSITLEWR R N 95.00% 72.9 38.2 3.32 2 774.9748 1,547.94 1,548.77 2 0.1771 114.3 902 914 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSQTDNSITLEWR R N 95.00% 73.6 38.2 1.96 2 774.9677 1,547.92 1,548.77 2 0.1627 105.1 902 914 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSQTDNSITLEWR R N 95.00% 84.5 38.2 3.49 2 775.4493 1,548.88 1,548.77 2 1.126 79.49 902 914 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSQTDNSITLEWR R N 95.00% 85.1 38.2 3.52 2 774.9713 1,547.93 1,548.77 2 0.1699 109.7 902 914 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSQTDNSITLEWR R N 95.00% 98.5 38.2 3.17 2 774.9824 1,547.95 1,548.77 2 0.1923 124.1 902 914 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VSQTDNSITLEWR R N 95.00% 115 38.2 2.24 2 775.4515 1,548.89 1,548.77 2 1.13 82.39 902 914 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VTEYLVVYTPTHEGGLEmQFR R V 95.00% 23.1 35.6 1.16 2 m18: Oxidation (+15.99) 829.1645 2,484.47 2,485.21 3 0.2719 109.4 649 669 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VTEYLVVYTPTHEGGLEmQFR R V 95.00% 28.6 35.5 3.54 2 m18: Oxidation (+15.99) 829.2402 2,484.70 2,485.21 3 0.499 200.8 649 669 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VTEYLVVYTPTHEGGLEmQFR R V 95.00% 36.4 35.6 0 2 m18: Oxidation (+15.99) 829.5527 2,485.64 2,485.21 3 1.437 174.5 649 669 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% VTEYLVVYTPTHEGGLEmQFR R V 95.00% 39 35.6 0 2 m18: Oxidation (+15.99) 829.5438 2,485.61 2,485.21 3 1.41 163.8 649 669 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% WQPAIATVDSYVISYTGEK R V 95.00% 58.7 36.5 4.6 2 1,064.61 2,127.20 2,128.06 2 0.1499 70.43 1819 1837 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% WQPAIATVDSYVISYTGEK R V 95.00% 61.8 36.5 2.77 2 710.3522 2,128.03 2,128.06 3 0.9822 -9.665 1819 1837 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% WQPAIATVDSYVISYTGEK R V 95.00% 67.2 36.5 0 2 710.0819 2,127.22 2,128.06 3 0.1712 80.42 1819 1837 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% WQPAIATVDSYVISYTGEK R V 95.00% 75.6 36.5 5.96 2 710.0591 2,127.16 2,128.06 3 0.103 48.39 1819 1837 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% WQPAIATVDSYVISYTGEKVPEITR R T 93.80% 0 0 2.74 2 942.9189 2,825.74 2,823.46 3 3.286 98.17 1819 1843 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 48.9 34.8 4.48 2 942.2062 2,823.60 2,823.46 3 1.147 51.24 1819 1843 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% YAPISGGDHAEVDVPK K S 95.00% 18.3 37.7 1.82 2 552.3506 1,654.03 1,654.81 3 0.2299 138.9 927 942 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% YAPISGGDHAEVDVPK K S 95.00% 19.6 37.7 2 2 552.6546 1,654.94 1,654.81 3 1.142 83.97 927 942 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% YAPISGGDHAEVDVPK K S 95.00% 23.2 37.7 2.02 2 828.5139 1,655.01 1,654.81 2 1.213 127.1 927 942 TRUE

LX-2 Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 50 57 295 30.60% YAPISGGDHAEVDVPK K S 95.00% 24.4 37.7 1.21 2 552.3309 1,653.97 1,654.81 3 0.1708 103.2 927 942 TRUE

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% ADTLTDEINFLR K A 95.00% 49.3 38.3 1.52 2 704.4155 1,406.82 1,407.71 2 0.1121 79.63 288 299 TRUE

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% AQYEEIAQR K S 95.00% 37 39.4 1.35 2 554.3294 1,106.64 1,107.54 2 0.1085 97.96 339 347 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% AQYEEIAQR K S 95.00% 41.8 39.4 0 2 554.3215 1,106.63 1,107.54 2 0.09283 83.81 339 347 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% AQYEEIAQR K S 95.00% 43.5 39.4 2.07 2 554.3054 1,106.60 1,107.54 2 0.06065 54.76 339 347 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% AQYEEIAQR K S 95.00% 47.2 39.4 1.77 2 554.3403 1,106.67 1,107.54 2 0.1303 117.7 339 347 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% AQYEEIAQR K S 95.00% 50.2 39.4 2.15 2 554.3293 1,106.64 1,107.54 2 0.1084 97.9 339 347 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% AQYEEIAQR K S 95.00% 51.7 39.4 2.6 2 554.3094 1,106.60 1,107.54 2 0.06859 61.92 339 347 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% AQYEEIAQR K S 95.00% 53.9 39.4 2.07 2 554.3276 1,106.64 1,107.54 2 0.105 94.8 339 347 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% AQYEEIAQR K S 95.00% 57.8 39.4 2.23 2 554.3123 1,106.61 1,107.54 2 0.07433 67.11 339 347 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% LLEGEEcR K L 95.00% 49.8 39.7 0 2 c7: Carbamidomethyl (+57.02) 503.3103 1,004.61 1,005.47 2 0.1462 145.4 468 475 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% LLEGEEcR K L 95.00% 52.7 39.7 0.721 2 c7: Carbamidomethyl (+57.02) 502.8891 1,003.76 1,005.47 2 -0.6962 305 468 475 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% NLDLDSIIAEVK R A 95.00% 38.3 38.7 2.11 2 665.4303 1,328.85 1,329.73 2 0.127 95.52 327 338 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% NLDLDSIIAEVK R A 95.00% 43.8 38.7 2.7 2 665.8834 1,329.75 1,329.73 2 1.033 23.01 327 338 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% NLDLDSIIAEVK R A 95.00% 44.5 38.7 1.1 2 665.3869 1,328.76 1,329.73 2 0.04036 30.35 327 338 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% NLDLDSIIAEVK R A 95.00% 45.9 38.7 2.64 2 665.3928 1,328.77 1,329.73 2 0.05203 39.12 327 338 FALSE IPI00021304

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% QLDSIVGER R G 95.00% 58.5 39.9 0 2 508.8296 1,015.64 1,016.54 2 0.1146 112.8 224 232 FALSE IPI00009867

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% WTLLQEQGTK K T 95.00% 27.7 39.3 2.85 2 602.8855 1,203.76 1,203.64 2 1.127 102.9 195 204 FALSE IPI00009867

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% WTLLQEQGTK K T 95.00% 31.7 39.3 2.4 2 602.3862 1,202.76 1,203.64 2 0.1281 106.4 195 204 FALSE IPI00009867

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% WTLLQEQGTK K T 95.00% 38.2 39.3 1.77 2 602.3768 1,202.74 1,203.64 2 0.1093 90.78 195 204 FALSE IPI00009867

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% WTLLQEQGTK K T 95.00% 40.3 39.3 2.43 2 602.3832 1,202.75 1,203.64 2 0.1222 101.5 195 204 FALSE IPI00009867

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% YEELQVTAGR K H 95.00% 27.7 39 1.6 2 583.3293 1,164.64 1,165.58 2 0.06643 56.99 360 369 TRUE

LX-2 Repeat 2 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 12.40% YEELQVTAGR K H 95.00% 28 38.9 2.59 2 583.8003 1,165.59 1,165.58 2 1.008 4.885 360 369 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADIMAK R R 95.00% 46.3 39 3.8 2 631.3636 1,260.71 1,261.68 2 0.03769 29.87 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADImAK R R 95.00% 56.2 39 6 2 m11: Oxidation (+15.99) 639.2703 1,276.53 1,277.68 2 -0.1439 -112.6 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADIMAK R R 95.00% 57 39 2.19 2 631.376 1,260.74 1,261.68 2 0.06251 49.54 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADImAK R R 95.00% 56.8 38.8 4.06 2 m11: Oxidation (+15.99) 639.9112 1,277.81 1,277.68 2 1.138 105.7 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADImAK R R 95.00% 57.7 39 3.85 2 m11: Oxidation (+15.99) 639.4083 1,276.80 1,277.68 2 0.1321 103.4 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADImAK R R 95.00% 57.8 39 6.27 2 m11: Oxidation (+15.99) 639.3536 1,276.69 1,277.68 2 0.02279 17.84 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADImAK R R 95.00% 70.7 39 4.82 2 m11: Oxidation (+15.99) 639.3821 1,276.75 1,277.68 2 0.07982 62.47 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADIMAK R R 95.00% 70.9 39 5.59 2 631.3835 1,260.75 1,261.68 2 0.07739 61.33 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADIMAK R R 95.00% 71 39 4.89 2 631.3614 1,260.71 1,261.68 2 0.03325 26.35 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADIMAK R R 95.00% 71.2 39 6.47 2 631.4034 1,260.79 1,261.68 2 0.1172 92.87 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADIMAK R R 95.00% 71.3 38.9 5.89 2 631.9005 1,261.79 1,261.68 2 1.112 86.15 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% AITGASLADIMAK R R 95.00% 76.3 38.9 4.51 2 631.9041 1,261.79 1,261.68 2 1.119 91.8 81 93 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% QINWTVLYR R R 95.00% 44.5 38.9 0 2 597.3925 1,192.77 1,192.65 2 1.13 106.9 48 56 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% QINWTVLYR R R 95.00% 48.2 39 0 2 596.7903 1,191.57 1,192.65 2 -0.07407 -62.11 48 56 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% QINWTVLYR R R 95.00% 49 39 1.38 2 596.8728 1,191.73 1,192.65 2 0.09093 76.23 48 56 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% QINWTVLYR R R 95.00% 58.8 39 1.7 2 596.8998 1,191.79 1,192.65 2 0.145 121.6 48 56 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% QINWTVLYR R R 95.00% 60.7 39 0 2 596.8832 1,191.75 1,192.65 2 0.1118 93.72 48 56 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% QINWTVLYR R R 95.00% 63.5 39 1.12 2 596.8631 1,191.71 1,192.65 2 0.07164 60.07 48 56 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% VFQFLNAK K C 90.10% 35.5 39.2 0 2 483.8362 965.6578 966.5407 2 0.1243 128.6 28 35 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% VFQFLNAK K C 95.00% 35.8 39.2 1.07 2 483.8296 965.6446 966.5407 2 0.1111 114.9 28 35 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% VFQFLNAK K C 95.00% 41.8 39.2 0 2 483.8593 965.704 966.5407 2 0.1705 176.4 28 35 TRUE

LX-2 Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 22 19.10% VFQFLNAK K C 95.00% 42.2 39.2 0 2 483.8623 965.71 966.5407 2 0.1766 182.6 28 35 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% AQYEEIAQR K S 95.00% 37 39.4 1.35 2 554.3294 1,106.64 1,107.54 2 0.1085 97.96 360 368 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% AQYEEIAQR K S 95.00% 41.8 39.4 0 2 554.3215 1,106.63 1,107.54 2 0.09283 83.81 360 368 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% AQYEEIAQR K S 95.00% 43.5 39.4 2.07 2 554.3054 1,106.60 1,107.54 2 0.06065 54.76 360 368 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% AQYEEIAQR K S 95.00% 47.2 39.4 1.77 2 554.3403 1,106.67 1,107.54 2 0.1303 117.7 360 368 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% AQYEEIAQR K S 95.00% 50.2 39.4 2.15 2 554.3293 1,106.64 1,107.54 2 0.1084 97.9 360 368 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% AQYEEIAQR K S 95.00% 51.7 39.4 2.6 2 554.3094 1,106.60 1,107.54 2 0.06859 61.92 360 368 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% AQYEEIAQR K S 95.00% 53.9 39.4 2.07 2 554.3276 1,106.64 1,107.54 2 0.105 94.8 360 368 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% AQYEEIAQR K S 95.00% 57.8 39.4 2.23 2 554.3123 1,106.61 1,107.54 2 0.07433 67.11 360 368 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 33.3 38.6 3.41 2 738.4215 1,474.83 1,475.79 2 0.05026 34.05 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 39.5 38.6 0 2 738.5061 1,475.00 1,475.79 2 0.2195 148.7 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 43.4 38.6 1.77 2 738.477 1,474.94 1,475.79 2 0.1613 109.3 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 45.6 38.6 1.72 2 738.9282 1,475.84 1,475.79 2 1.064 41.23 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 47.1 38.6 1.41 2 738.9836 1,475.95 1,475.79 2 1.174 116.3 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 47.4 38.6 2.77 2 738.9063 1,475.80 1,475.79 2 1.02 11.58 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 48.2 38.6 1.74 2 738.9246 1,475.83 1,475.79 2 1.057 36.46 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 49.4 38.6 1.22 2 738.4253 1,474.84 1,475.79 2 0.05783 39.18 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 50 38.6 1.77 2 738.3951 1,474.78 1,475.79 2 -0.002573 -1.743 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 51.3 38.6 2.48 2 738.9555 1,475.90 1,475.79 2 1.118 78.29 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 51.8 38.6 1.24 2 738.984 1,475.95 1,475.79 2 1.175 116.9 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 52 38.6 0.721 2 738.9903 1,475.97 1,475.79 2 1.188 125.3 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 53.9 38.6 2.15 2 738.4128 1,474.81 1,475.79 2 0.03283 22.24 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 54.9 38.6 1.89 2 738.4573 1,474.90 1,475.79 2 0.1219 82.62 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 56.4 38.6 1.57 2 738.975 1,475.94 1,475.79 2 1.157 104.6 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 58.8 38.6 2.43 2 738.9483 1,475.88 1,475.79 2 1.104 68.45 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 58.9 38.6 1.19 2 738.531 1,475.05 1,475.79 2 0.2694 182.5 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 59.2 38.6 1.12 2 738.3873 1,474.76 1,475.79 2 -0.01817 -12.31 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 61.3 38.6 1.1 2 738.4503 1,474.89 1,475.79 2 0.1078 73.06 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 61.8 38.6 1.89 2 738.4366 1,474.86 1,475.79 2 0.08046 54.52 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 62.8 38.6 1.28 2 738.963 1,475.91 1,475.79 2 1.133 88.45 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 64.2 38.6 2.39 2 738.4374 1,474.86 1,475.79 2 0.08211 55.64 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 67.3 38.6 2.55 2 738.4635 1,474.91 1,475.79 2 0.1343 90.99 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 72 38.6 3.12 2 738.5024 1,474.99 1,475.79 2 0.2122 143.8 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 72.8 38.6 1.15 2 738.4266 1,474.84 1,475.79 2 0.06046 40.97 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 73.7 38.6 2.4 2 738.4389 1,474.86 1,475.79 2 0.08507 57.64 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 74.6 38.6 2.2 2 738.4503 1,474.89 1,475.79 2 0.1078 73.06 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 75.3 38.6 2.48 2 738.5169 1,475.02 1,475.79 2 0.2412 163.4 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 76.7 38.6 2 2 738.4644 1,474.91 1,475.79 2 0.1361 92.19 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% FLEQQNQVLQTK R W 95.00% 80.5 38.6 3.17 2 738.4203 1,474.83 1,475.79 2 0.04783 32.41 204 215 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% GFSSGSAVVSGGSR R R 95.00% 71.2 38.8 7.07 2 627.8788 1,253.74 1,254.61 2 0.1432 114.1 21 34 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% GFSSGSAVVSGGSR R R 95.00% 71.9 38.8 7.16 2 627.8527 1,253.69 1,254.61 2 0.09086 72.41 21 34 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% GFSSGSAVVSGGSR R R 95.00% 73.5 38.8 6.43 2 627.8343 1,253.65 1,254.61 2 0.05403 43.06 21 34 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 90.00% 36.5 40.1 0 2 487.764 973.5134 973.5313 2 0.9893 -13.78 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 94.50% 38.7 40 0 2 487.3449 972.6753 973.5313 2 0.1512 155.3 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 41.2 40 0.921 2 487.3341 972.6537 973.5313 2 0.1296 133.1 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 42.6 40 0 2 487.3203 972.626 973.5313 2 0.1019 104.7 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 43.2 40 0 2 487.3664 972.7183 973.5313 2 0.1942 199.5 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 45.7 40 0 2 487.3471 972.6797 973.5313 2 0.1556 159.8 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 47.1 40 0 2 487.4125 972.8104 973.5313 2 0.2864 294.1 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 47.9 40 0 2 487.3059 972.5973 973.5313 2 0.07323 75.22 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 49.8 40 1.01 2 487.3398 972.6651 973.5313 2 0.1411 144.9 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 49.9 40 0 2 487.3156 972.6166 973.5313 2 0.09258 95.08 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 53 40 0 2 487.3505 972.6864 973.5313 2 0.1623 166.7 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 55.4 40 0 2 487.3583 972.702 973.5313 2 0.1779 182.7 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% IEISELNR K V 95.00% 59.2 40 0 2 487.3395 972.6645 973.5313 2 0.1404 144.2 400 407 FALSE IPI00220327

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% LLEGEEcR K M 95.00% 49.8 39.7 0 2 c7: Carbamidomethyl (+57.02) 503.3103 1,004.61 1,005.47 2 0.1462 145.4 489 496 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% LLEGEEcR K M 95.00% 52.7 39.7 0.721 2 c7: Carbamidomethyl (+57.02) 502.8891 1,003.76 1,005.47 2 -0.6962 305 489 496 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% NLDLDSIIAEVK R A 95.00% 38.3 38.7 2.11 2 665.4303 1,328.85 1,329.73 2 0.127 95.52 348 359 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% NLDLDSIIAEVK R A 95.00% 43.8 38.7 2.7 2 665.8834 1,329.75 1,329.73 2 1.033 23.01 348 359 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% NLDLDSIIAEVK R A 95.00% 44.5 38.7 1.1 2 665.3869 1,328.76 1,329.73 2 0.04036 30.35 348 359 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% NLDLDSIIAEVK R A 95.00% 45.9 38.7 2.64 2 665.3928 1,328.77 1,329.73 2 0.05203 39.12 348 359 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% SKEEAEALYHSK R Y 93.40% 23.7 38.5 1 2 464.6973 1,391.07 1,391.68 3 0.3971 285.3 369 380 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% SKEEAEALYHSK R Y 95.00% 30.6 38.5 1.92 2 464.6517 1,390.93 1,391.68 3 0.2605 187.2 369 380 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% SKEEAEALYHSK R Y 95.00% 54.5 38.4 0 2 464.9692 1,391.89 1,391.68 3 1.213 151 369 380 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% TAAENDFVTLK R K 95.00% 38.6 38.8 1.21 2 605.3438 1,208.67 1,208.62 2 1.064 51.05 282 292 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% TAAENDFVTLK R K 95.00% 47.6 38.9 0 2 604.8903 1,207.77 1,208.62 2 0.1574 130.2 282 292 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% TAAENDFVTLK R K 95.00% 56.2 38.9 3.57 2 604.8429 1,207.67 1,208.62 2 0.0626 51.79 282 292 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% TAAENDFVTLK R K 95.00% 66.6 38.9 2.48 2 604.8612 1,207.71 1,208.62 2 0.0993 82.15 282 292 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% VDLLNQEIEFLK K V 95.00% 52.8 38.6 4.44 2 730.9235 1,459.83 1,460.80 2 0.03993 27.33 309 320 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% VDPEIQNVK K A 95.00% 37.1 39.2 0.921 2 521.3615 1,040.71 1,041.56 2 0.1581 151.8 173 181 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% YEELQVTVGR K H 95.00% 52.3 38.9 2.44 2 597.3414 1,192.67 1,193.62 2 0.05935 49.72 381 390 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% YEELQVTVGR K H 95.00% 60.9 38.9 2.7 2 597.3713 1,192.73 1,193.62 2 0.1192 99.88 381 390 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% YLDGLTAER R T 95.00% 40.4 39.1 1.05 2 519.3182 1,036.62 1,037.53 2 0.1029 99.12 245 253 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% YLDGLTAER R T 95.00% 50.6 39.1 2 2 519.3186 1,036.62 1,037.53 2 0.1036 99.84 245 253 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% YLDGLTAER R T 95.00% 57.2 39.1 2.48 2 519.3364 1,036.66 1,037.53 2 0.1392 134.1 245 253 TRUE

LX-2 Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 10 10 32 19.50% YLDGLTAER R T 95.00% 59.2 39.1 3.1 2 519.3437 1,036.67 1,037.53 2 0.1539 148.3 245 253 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLAPDLPEDLYHLIK K K 95.00% 21.5 37.6 1.89 2 847.5622 1,693.11 1,693.92 2 0.2008 118.5 79 93 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLAPDLPEDLYHLIK K K 95.00% 31.2 37.6 2.68 2 565.6767 1,694.01 1,693.92 3 1.099 56.95 79 93 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLAPDLPEDLYHLIK K K 95.00% 37.9 37.6 2.92 2 565.3529 1,693.04 1,693.92 3 0.1278 75.46 79 93 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLAPDLPEDLYHLIKK K A 95.00% 32 37.9 1.15 2 608.0824 1,821.23 1,822.01 3 0.2214 121.5 79 94 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLSQSALPYR K R 95.00% 45.8 39.5 0 2 546.3764 1,090.74 1,091.58 2 0.1611 147.5 10 19 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLSQSALPYR K R 95.00% 56.9 39.5 0 2 546.3416 1,090.67 1,091.58 2 0.09144 83.76 10 19 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLSQSALPYR K R 95.00% 74.9 39.5 2.06 2 546.3788 1,090.74 1,091.58 2 0.1658 151.9 10 19 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 94.90% 22.3 38.8 0.886 2 627.4398 1,252.87 1,253.76 2 0.1145 91.31 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 44.5 38.8 0 2 627.4244 1,252.83 1,253.76 2 0.08367 66.73 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 61.6 38.8 2.32 2 627.4256 1,252.84 1,253.76 2 0.08614 68.7 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 62.4 38.8 0 2 627.3528 1,252.69 1,253.76 2 -0.05957 -47.52 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 64.8 38.8 2.66 2 627.3846 1,252.75 1,253.76 2 0.003999 3.19 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 67.4 38.8 2.03 2 627.8703 1,253.73 1,253.76 2 0.9754 -21.76 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 70.2 38.8 2.52 2 627.4249 1,252.84 1,253.76 2 0.08466 67.52 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 71.8 38.8 2.21 2 627.4329 1,252.85 1,253.76 2 0.1007 80.3 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 76.1 38.8 2 2 627.4203 1,252.83 1,253.76 2 0.07543 60.16 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 76.4 38.8 2.17 2 627.454 1,252.89 1,253.76 2 0.1429 114 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% GLTPSQIGVILR K D 95.00% 77.9 38.8 1 2 627.3858 1,252.76 1,253.76 2 0.006427 5.126 44 55 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% LTSDDVKEQIYK K L 95.00% 55.7 38.3 3.15 2 719.9257 1,437.84 1,438.74 2 0.1015 70.53 28 39 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% LTSDDVKEQIYK K L 95.00% 73.3 38.3 4.64 2 719.9464 1,437.88 1,438.74 2 0.1429 99.31 28 39 TRUE

LX-2 Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 21 34.40% SKGLAPDLPEDLYHLIK K K 95.00% 37.9 37.3 2.24 2 637.0691 1,908.19 1,909.04 3 0.1495 78.3 77 93 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% EcADLWPR K I 91.70% 36.8 39.7 0 2 c2: Carbamidomethyl (+57.02) 523.826 1,045.64 1,046.47 2 0.1722 164.5 124 131 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% EcADLWPR K I 94.90% 38.7 39.6 0 2 c2: Carbamidomethyl (+57.02) 523.3638 1,044.71 1,046.47 2 -0.7522 239.6 124 131 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% EcADLWPR K I 95.00% 40.6 39.7 0 2 c2: Carbamidomethyl (+57.02) 524.2809 1,046.55 1,046.47 2 1.082 75.61 124 131 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% EcADLWPR K I 95.00% 42.6 39.7 0 2 c2: Carbamidomethyl (+57.02) 523.8044 1,045.59 1,046.47 2 0.129 123.3 124 131 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% ISLGLPVGAVINcADNTGAK R N 95.00% 29.4 36.9 0.824 2 c13: Carbamidomethyl (+57.02) 657.4202 1,969.24 1,970.04 3 0.2082 105.7 16 35 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% ISLGLPVGAVINcADNTGAK R N 95.00% 38 36.9 4.03 2 c13: Carbamidomethyl (+57.02) 657.351 1,969.03 1,970.04 3 0.0006962 0.3534 16 35 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% ISLGLPVGAVINcADNTGAK R N 95.00% 64.9 36.9 1.37 2 c13: Carbamidomethyl (+57.02) 657.4124 1,969.22 1,970.04 3 0.1847 93.76 16 35 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDMVMATVK R K 95.00% 23.1 38.6 3.77 2 487.3189 1,458.94 1,459.76 3 0.1773 121.5 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDMVmATVK R K 95.00% 38.2 38.6 2.55 2 m11: Oxidation (+15.99) 738.9936 1,475.97 1,475.76 2 1.22 147.2 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDmVMATVK R K 95.00% 40.8 38.6 4.41 2 m9: Oxidation (+15.99) 738.4694 1,474.92 1,475.76 2 0.1716 116.3 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDmVmATVK R K 95.00% 42.2 38.4 4.8 2 m9: Oxidation (+15.99), m11: Oxidation (+15.99) 746.4254 1,490.84 1,491.75 2 0.08867 59.44 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDmVmATVK R K 95.00% 45.4 38.4 6.8 2 m9: Oxidation (+15.99), m11: Oxidation (+15.99) 746.4355 1,490.86 1,491.75 2 0.109 73.06 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDMVMATVK R K 95.00% 46.6 38.6 4.27 2 730.4515 1,458.89 1,459.76 2 0.1308 89.61 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDMVMATVK R K 95.00% 57.3 38.6 6.01 2 730.3803 1,458.75 1,459.76 2 -0.01167 -7.997 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDMVMATVK R K 95.00% 66.1 38.6 8.38 2 730.4948 1,458.98 1,459.76 2 0.2174 148.9 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDMVMATVK R K 95.00% 68 38.6 8.06 2 730.4338 1,458.85 1,459.76 2 0.09543 65.37 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% LPAAGVGDMVMATVK R K 95.00% 69.9 38.6 7.28 2 730.4503 1,458.89 1,459.76 2 0.1283 87.9 52 66 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% NLYIISVK K G 92.10% 22.9 39.7 0.745 2 475.382 948.7495 949.5717 2 0.185 194.8 36 43 TRUE

LX-2 Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 4 5 19 36.40% NLYIISVK K G 95.00% 41.7 39.7 0 2 475.2303 948.446 949.5717 2 -0.1185 -124.8 36 43 TRUE

LX-2 Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 2 2 4 10.30% LFEGNALLR R R 95.00% 73.1 39.8 0 2 516.8143 1,031.61 1,032.58 2 0.03753 36.34 71 79 TRUE

LX-2 Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 2 2 4 10.30% QVVNIPSFIVR K L 95.00% 29.6 38.7 2.26 2 636.4146 1,270.81 1,271.75 2 0.0748 58.81 140 150 TRUE

LX-2 Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 2 2 4 10.30% QVVNIPSFIVR K L 95.00% 42.7 38.7 0.886 2 636.3933 1,270.77 1,271.75 2 0.03223 25.34 140 150 TRUE

LX-2 Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 2 2 4 10.30% QVVNIPSFIVR K L 95.00% 51.8 38.7 2.92 2 636.4489 1,270.88 1,271.75 2 0.1435 112.8 140 150 TRUE

LX-2 Repeat 2 LGALS1 Galectin-1 IPI00219219 14,697.80 100.00% 2 2 2 17.00% FNAHGDANTIVcNSK R D 95.00% 40.2 38.1 0 2 c12: Carbamidomethyl (+57.02) 549.995 1,646.96 1,647.75 3 0.216 131.1 50 64 TRUE

LX-2 Repeat 2 LGALS1 Galectin-1 IPI00219219 14,697.80 100.00% 2 2 2 17.00% LPDGYEFK K F 95.00% 29.7 38.8 1.09 2 484.7768 967.539 968.4725 2 0.07375 76.15 101 108 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% ALVAYYQK K Y 95.00% 42.7 39.4 0 2 478.8343 955.654 955.5247 2 1.137 139.9 91 98 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% ALVAYYQK K Y 95.00% 43.7 39 0.745 2 478.2941 954.5737 955.5247 2 0.05619 58.8 91 98 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% ALVAYYQK K Y 95.00% 45.6 39 0 2 478.2912 954.5678 955.5247 2 0.05037 52.71 91 98 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% ALVAYYQK K Y 95.00% 46.1 39 0.77 2 478.3517 954.6888 955.5247 2 0.1714 179.3 91 98 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% ALVAYYQK K Y 95.00% 46.2 39 1.1 2 478.3188 954.623 955.5247 2 0.1055 110.4 91 98 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% ALVAYYQK K Y 95.00% 47.7 39.4 0 2 478.8303 955.646 955.5247 2 1.129 131.5 91 98 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% ALVAYYQK K Y 95.00% 55.6 39 0 2 478.3366 954.6587 955.5247 2 0.1413 147.8 91 98 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% EIKDILIQYDR K T 95.00% 44.9 38.4 1.44 2 703.4057 1,404.80 1,405.77 2 0.0352 25.04 107 117 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% EIKDILIQYDR K T 95.00% 45.1 38.4 0 2 703.3787 1,404.74 1,405.77 2 -0.01873 -13.32 107 117 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% EIKDILIQYDR K T 95.00% 45.6 38.4 0 2 703.4357 1,404.86 1,405.77 2 0.0952 67.71 107 117 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% EIKDILIQYDR K T 95.00% 54.9 38.4 0 2 702.8403 1,403.67 1,405.77 2 -1.096 -66.1 107 117 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% EIKDILIQYDR K T 95.00% 55.9 38.3 1.96 2 703.8951 1,405.78 1,405.77 2 1.014 8.031 107 117 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% EIKDILIQYDR K T 95.00% 57.9 38.3 1.07 2 703.9203 1,405.83 1,405.77 2 1.064 43.86 107 117 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% EIKDILIQYDR K T 95.00% 60.1 38.4 1.8 2 703.3774 1,404.74 1,405.77 2 -0.02129 -15.14 107 117 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% GPLQSVQVFGR K K 95.00% 62.8 39.2 4.48 2 594.8919 1,187.77 1,187.65 2 1.123 101.4 5 15 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% LLEPVLLLGK K E 95.00% 46.9 38.9 1.96 2 547.9361 1,093.86 1,094.72 2 0.1463 133.6 51 60 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% LLEPVLLLGK K E 95.00% 48 38.9 3.09 2 547.9144 1,093.81 1,094.72 2 0.1029 93.95 51 60 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% LLEPVLLLGK K E 95.00% 53.9 38.9 2.8 2 547.9301 1,093.85 1,094.72 2 0.1342 122.6 51 60 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% LLEPVLLLGK K E 95.00% 69.8 38.9 1.49 2 547.8956 1,093.78 1,094.72 2 0.06521 59.56 51 60 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% LLEPVLLLGK K E 95.00% 71.3 38.9 1.82 2 547.9067 1,093.80 1,094.72 2 0.08757 79.98 51 60 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% VNGRPLEMIEPR K T 93.40% 22.1 38.3 1 2 471.0094 1,410.01 1,410.75 3 0.2614 185.3 34 45 TRUE

LX-2 Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 22 35.60% VNGRPLEmIEPR K T 95.00% 21.8 38.5 1.12 2 m8: Oxidation (+15.99) 476.3202 1,425.94 1,426.75 3 0.1987 139.3 34 45 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 90.40% 35.3 38.8 0 2 563.3149 1,124.62 1,125.54 2 0.08025 71.29 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 38.1 38.8 1.7 2 563.3034 1,124.59 1,125.54 2 0.05718 50.8 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 41.8 38.8 0 2 563.3253 1,124.64 1,125.54 2 0.101 89.75 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 45.5 38.8 1.35 2 563.3046 1,124.59 1,125.54 2 0.0596 52.95 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 48 38.8 0 2 563.3376 1,124.66 1,125.54 2 0.1257 111.7 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 48.7 38.8 0 2 563.315 1,124.62 1,125.54 2 0.0805 71.52 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 48.8 38.8 1.21 2 563.3156 1,124.62 1,125.54 2 0.08171 72.59 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 49 38.9 0 2 563.8293 1,125.64 1,125.54 2 1.109 94.45 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 51.2 38.8 1.12 2 563.27 1,124.53 1,125.54 2 -0.009461 -8.406 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% AEAESLYQSK K Y 95.00% 63.9 38.8 1.72 2 563.3226 1,124.63 1,125.54 2 0.09573 85.05 367 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DVDGAYMTK K V 91.10% 36.2 39.4 0 2 500.2886 998.5626 999.4453 2 0.1245 124.6 290 298 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DVDGAYMTK K V 93.10% 37.2 39.4 0 2 500.2813 998.548 999.4453 2 0.1099 110 290 298 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DVDGAYMTK K V 94.10% 37.8 39.4 0 2 500.3703 998.726 999.4453 2 0.2879 288 290 298 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DVDGAYMTK K V 95.00% 41.3 39.4 1.02 2 500.3121 998.6097 999.4453 2 0.1717 171.7 290 298 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DVDGAYMTK K V 95.00% 52 39.4 0 2 500.2912 998.5678 999.4453 2 0.1297 129.8 290 298 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DVDGAYMTK K V 95.00% 52.9 39.4 0 2 500.334 998.6534 999.4453 2 0.2153 215.4 290 298 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DVDGAYMTK K V 95.00% 53.3 39.4 1.01 2 500.287 998.5595 999.4453 2 0.1214 121.5 290 298 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DVDGAYMTK K V 95.00% 55.8 39.4 0 2 500.3066 998.5986 999.4453 2 0.1605 160.6 290 298 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DYQELMNTK R L 95.00% 29 39 1.08 2 571.3306 1,140.65 1,141.52 2 0.1343 117.6 464 472 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DYQELMNTK R L 95.00% 31.8 39.2 1.74 2 571.8471 1,141.68 1,141.52 2 1.167 144.2 464 472 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DYQELMNTK R L 95.00% 40.7 39.2 0.824 2 571.8718 1,141.73 1,141.52 2 1.217 187.3 464 472 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% DYQELMNTK R L 95.00% 43.2 39.2 0 2 571.8464 1,141.68 1,141.52 2 1.166 142.9 464 472 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 33.3 38.6 3.41 2 738.4215 1,474.83 1,475.79 2 0.05026 34.05 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 39.5 38.6 0 2 738.5061 1,475.00 1,475.79 2 0.2195 148.7 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 43.4 38.6 1.77 2 738.477 1,474.94 1,475.79 2 0.1613 109.3 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 45.6 38.6 1.72 2 738.9282 1,475.84 1,475.79 2 1.064 41.23 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 47.1 38.6 1.41 2 738.9836 1,475.95 1,475.79 2 1.174 116.3 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 47.4 38.6 2.77 2 738.9063 1,475.80 1,475.79 2 1.02 11.58 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 48.2 38.6 1.74 2 738.9246 1,475.83 1,475.79 2 1.057 36.46 200 211 TRUE
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LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 49.4 38.6 1.22 2 738.4253 1,474.84 1,475.79 2 0.05783 39.18 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 50 38.6 1.77 2 738.3951 1,474.78 1,475.79 2 -0.002573 -1.743 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 51.3 38.6 2.48 2 738.9555 1,475.90 1,475.79 2 1.118 78.29 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 51.8 38.6 1.24 2 738.984 1,475.95 1,475.79 2 1.175 116.9 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 52 38.6 0.721 2 738.9903 1,475.97 1,475.79 2 1.188 125.3 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 53.9 38.6 2.15 2 738.4128 1,474.81 1,475.79 2 0.03283 22.24 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 54.9 38.6 1.89 2 738.4573 1,474.90 1,475.79 2 0.1219 82.62 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 56.4 38.6 1.57 2 738.975 1,475.94 1,475.79 2 1.157 104.6 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 58.8 38.6 2.43 2 738.9483 1,475.88 1,475.79 2 1.104 68.45 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 58.9 38.6 1.19 2 738.531 1,475.05 1,475.79 2 0.2694 182.5 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 59.2 38.6 1.12 2 738.3873 1,474.76 1,475.79 2 -0.01817 -12.31 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 61.3 38.6 1.1 2 738.4503 1,474.89 1,475.79 2 0.1078 73.06 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 61.8 38.6 1.89 2 738.4366 1,474.86 1,475.79 2 0.08046 54.52 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 62.8 38.6 1.28 2 738.963 1,475.91 1,475.79 2 1.133 88.45 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 64.2 38.6 2.39 2 738.4374 1,474.86 1,475.79 2 0.08211 55.64 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 67.3 38.6 2.55 2 738.4635 1,474.91 1,475.79 2 0.1343 90.99 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 72 38.6 3.12 2 738.5024 1,474.99 1,475.79 2 0.2122 143.8 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 72.8 38.6 1.15 2 738.4266 1,474.84 1,475.79 2 0.06046 40.97 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 73.7 38.6 2.4 2 738.4389 1,474.86 1,475.79 2 0.08507 57.64 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 74.6 38.6 2.2 2 738.4503 1,474.89 1,475.79 2 0.1078 73.06 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 75.3 38.6 2.48 2 738.5169 1,475.02 1,475.79 2 0.2412 163.4 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 76.7 38.6 2 2 738.4644 1,474.91 1,475.79 2 0.1361 92.19 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% FLEQQNQVLQTK R W 95.00% 80.5 38.6 3.17 2 738.4203 1,474.83 1,475.79 2 0.04783 32.41 200 211 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR R G 95.00% 39.6 35.9 0 2 795.7052 2,384.09 2,383.95 3 1.149 61.18 519 549 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR R G 95.00% 50.8 35.9 0 2 795.6002 2,383.78 2,383.95 3 0.8337 -70.9 519 549 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR R G 95.00% 63.1 36.2 5.37 2 795.4626 2,383.37 2,383.95 3 0.4208 176.5 519 549 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 90.00% 36.5 40.1 0 2 487.764 973.5134 973.5313 2 0.9893 -13.78 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 94.50% 38.7 40 0 2 487.3449 972.6753 973.5313 2 0.1512 155.3 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 41.2 40 0.921 2 487.3341 972.6537 973.5313 2 0.1296 133.1 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 42.6 40 0 2 487.3203 972.626 973.5313 2 0.1019 104.7 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 43.2 40 0 2 487.3664 972.7183 973.5313 2 0.1942 199.5 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 45.7 40 0 2 487.3471 972.6797 973.5313 2 0.1556 159.8 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 47.1 40 0 2 487.4125 972.8104 973.5313 2 0.2864 294.1 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 47.9 40 0 2 487.3059 972.5973 973.5313 2 0.07323 75.22 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 49.8 40 1.01 2 487.3398 972.6651 973.5313 2 0.1411 144.9 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 49.9 40 0 2 487.3156 972.6166 973.5313 2 0.09258 95.08 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 53 40 0 2 487.3505 972.6864 973.5313 2 0.1623 166.7 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 55.4 40 0 2 487.3583 972.702 973.5313 2 0.1779 182.7 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% IEISELNR K V 95.00% 59.2 40 0 2 487.3395 972.6645 973.5313 2 0.1404 144.2 396 403 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% LNDLEDALQQAK K E 95.00% 43.8 38.8 2.24 2 679.3687 1,356.72 1,357.70 2 0.03406 25.08 444 455 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% LNDLEDALQQAK K E 95.00% 66.8 38.9 1.15 2 679.8468 1,357.68 1,357.70 2 0.9902 -9.201 444 455 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% LNDLEDALQQAK K E 95.00% 71 38.8 3.04 2 679.3428 1,356.67 1,357.70 2 -0.01777 -13.09 444 455 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% MSGEcAPNVSVSVSTSHTTISGGGSR R G 95.00% 40.4 35.3 0 2 c5: Carbamidomethyl (+57.02) 856.2171 2,565.63 2,565.17 3 1.47 182 493 518 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NmQDmVEDYR K N 95.00% 42.2 38.9 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 666.7834 1,331.55 1,332.52 2 0.04001 30.03 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NmQDmVEDYR K N 95.00% 43.3 38.9 2.22 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 666.798 1,331.58 1,332.52 2 0.06915 51.89 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDmVEDYR K N 95.00% 45 38.9 2.51 2 m5: Oxidation (+15.99) 659.3136 1,316.61 1,316.52 2 1.095 70.24 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDmVEDYR K N 95.00% 50 38.8 3.06 2 m5: Oxidation (+15.99) 658.8217 1,315.63 1,316.52 2 0.1115 84.66 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDmVEDYR K N 95.00% 51.2 38.8 2.41 2 m5: Oxidation (+15.99) 658.8236 1,315.63 1,316.52 2 0.1153 87.55 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDmVEDYR K N 95.00% 51.5 38.8 1.37 2 m5: Oxidation (+15.99) 658.7663 1,315.52 1,316.52 2 0.000612 0.4649 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDmVEDYR K N 95.00% 55.3 38.9 1.68 2 m5: Oxidation (+15.99) 659.2723 1,316.53 1,316.52 2 1.013 7.501 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 55.5 38.7 3.62 2 650.7771 1,299.54 1,300.53 2 0.01728 13.28 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 55.9 38.7 1.09 2 650.7696 1,299.52 1,300.53 2 0.002147 1.651 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 58.3 38.7 1.57 2 650.7927 1,299.57 1,300.53 2 0.04833 37.16 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 58.5 38.7 3.55 2 650.7969 1,299.58 1,300.53 2 0.05686 43.72 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 59.1 38.7 1.49 2 651.2103 1,300.41 1,300.53 2 0.8835 -91.59 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 59.8 38.7 1.35 2 650.8718 1,299.73 1,300.53 2 0.2067 158.9 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 59.9 38.7 0.699 2 650.8203 1,299.63 1,300.53 2 0.1035 79.6 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 60 38.7 2.4 2 650.7997 1,299.58 1,300.53 2 0.06248 48.04 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% NMQDMVEDYR K N 95.00% 64.1 38.7 1.85 2 650.7823 1,299.55 1,300.53 2 0.02753 21.17 258 267 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% QISNLQQSISDAEQR K G 95.00% 39.8 37.9 0 2 573.098 1,716.27 1,716.85 3 0.4282 249.4 418 432 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% QISNLQQSISDAEQR K G 95.00% 51.4 37.8 0 2 573.3564 1,717.05 1,716.85 3 1.204 116.9 418 432 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% QISNLQQSISDAEQR K G 95.00% 52.8 37.8 2.22 2 573.0562 1,716.15 1,716.85 3 0.3028 176.3 418 432 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% QISNLQQSISDAEQR K G 95.00% 60.3 37.8 3.4 2 859.5521 1,717.09 1,716.85 2 1.246 141.4 418 432 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SKAEAESLYQSK K Y 95.00% 38.8 38.7 0 2 671.3269 1,340.64 1,340.67 2 0.9774 -18.91 365 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SKAEAESLYQSK K Y 95.00% 46.4 38.6 3.28 2 670.8659 1,339.72 1,340.67 2 0.05519 41.16 365 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SKAEAESLYQSK K Y 95.00% 49.9 38.6 3.38 2 670.9157 1,339.82 1,340.67 2 0.1548 115.4 365 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SKAEAESLYQSK K Y 95.00% 68.5 38.6 5.54 2 670.8708 1,339.73 1,340.67 2 0.06505 48.52 365 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SKAEAESLYQSK K Y 95.00% 73.2 38.6 5.31 2 670.8556 1,339.70 1,340.67 2 0.03465 25.85 365 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SKAEAESLYQSK K Y 95.00% 84.3 38.6 5.28 2 670.8968 1,339.78 1,340.67 2 0.1171 87.34 365 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SKAEAESLYQSK K Y 95.00% 87.8 38.6 6.72 2 670.9078 1,339.80 1,340.67 2 0.139 103.7 365 376 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 33.4 38.8 1.03 2 652.384 1,302.75 1,302.72 2 1.045 32.75 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 51.2 38.7 3.07 2 651.9039 1,301.79 1,302.72 2 0.08509 65.31 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 51.4 38.8 1.64 2 652.3771 1,302.74 1,302.72 2 1.032 22.15 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 52.9 38.7 2.14 2 651.8425 1,301.67 1,302.72 2 -0.03763 -28.89 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 53.1 38.7 2.36 2 651.8703 1,301.73 1,302.72 2 0.01793 13.76 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 53.2 38.7 0.824 2 651.8958 1,301.78 1,302.72 2 0.06898 52.95 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 54.4 38.8 1.43 2 652.4066 1,302.80 1,302.72 2 1.091 67.38 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 56.5 38.7 2.8 2 651.9194 1,301.82 1,302.72 2 0.1161 89.12 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 57.5 38.7 2.11 2 651.8751 1,301.74 1,302.72 2 0.02766 21.23 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 60 38.7 3.27 2 651.8477 1,301.68 1,302.72 2 -0.02714 -20.84 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 60.5 38.7 2.77 2 651.9257 1,301.84 1,302.72 2 0.1287 98.78 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 60.8 38.7 2.92 2 651.8531 1,301.69 1,302.72 2 -0.01636 -12.56 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 64.4 38.7 2.96 2 651.7541 1,301.49 1,302.72 2 -0.2143 -164.6 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 65.3 38.7 2.6 2 651.8393 1,301.66 1,302.72 2 -0.04407 -33.83 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 66.4 38.7 1.96 2 651.8874 1,301.76 1,302.72 2 0.05221 40.08 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 66.6 38.7 3.31 2 651.8749 1,301.74 1,302.72 2 0.02716 20.85 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 67.8 38.7 2 2 651.9359 1,301.86 1,302.72 2 0.1493 114.6 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 67.8 38.7 2.06 2 651.9378 1,301.86 1,302.72 2 0.1529 117.4 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 68.1 38.7 1.92 2 651.8041 1,301.59 1,302.72 2 -0.1145 -87.89 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 68.9 38.7 2.66 2 651.9111 1,301.81 1,302.72 2 0.09953 76.39 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 70.5 38.7 2.96 2 651.895 1,301.78 1,302.72 2 0.06734 51.69 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 73.7 38.7 3.24 2 651.8628 1,301.71 1,302.72 2 0.002927 2.247 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLDLDSIIAEVK R A 95.00% 76.9 38.7 1.82 2 651.8615 1,301.71 1,302.72 2 0.000367 0.2817 344 355 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 39.7 38.6 0 2 692.4336 1,382.85 1,383.69 2 0.1695 122.5 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 41.9 38.6 0 2 692.885 1,383.76 1,383.69 2 1.072 50.24 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 49 38.6 1.96 2 692.8946 1,383.77 1,383.69 2 1.092 64.14 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 50.2 38.6 0 2 692.8173 1,383.62 1,383.69 2 0.9369 -47.52 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 53.2 38.6 0 2 692.4745 1,382.93 1,383.69 2 0.2513 181.6 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 55.3 38.6 0 2 692.8803 1,383.75 1,383.69 2 1.063 43.47 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 60.8 38.6 0 2 692.4545 1,382.89 1,383.69 2 0.2114 152.7 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 60.8 38.6 0 2 692.4115 1,382.81 1,383.69 2 0.1254 90.64 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 62 38.6 1.82 2 692.3403 1,382.67 1,383.69 2 -0.01707 -12.34 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 63.6 38.6 0.796 2 692.2983 1,382.58 1,383.69 2 -0.1011 -73.05 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 64.6 38.6 1.02 2 692.3333 1,382.65 1,383.69 2 -0.03094 -22.36 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 69.1 38.6 1.18 2 692.4331 1,382.85 1,383.69 2 0.1686 121.8 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 69.2 38.6 1.19 2 692.4189 1,382.82 1,383.69 2 0.1402 101.3 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 69.4 38.6 1.89 2 692.3805 1,382.75 1,383.69 2 0.06348 45.87 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 71.5 38.6 0 2 692.8268 1,383.64 1,383.69 2 0.956 -33.77 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 73.3 38.6 1.3 2 692.3508 1,382.69 1,383.69 2 0.003961 2.863 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 73.4 38.6 2.55 2 692.4679 1,382.92 1,383.69 2 0.2382 172.2 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 73.7 38.6 2.8 2 692.3674 1,382.72 1,383.69 2 0.03721 26.89 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 73.8 38.6 3.2 2 692.3957 1,382.78 1,383.69 2 0.09374 67.74 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 75.6 38.6 1.2 2 692.3714 1,382.73 1,383.69 2 0.04519 32.66 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 77.1 38.6 2.8 2 692.3555 1,382.70 1,383.69 2 0.01344 9.709 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 78.4 38.6 3.32 2 692.3225 1,382.63 1,383.69 2 -0.0527 -38.09 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 86.3 38.6 3.77 2 692.4203 1,382.83 1,383.69 2 0.1431 103.4 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 86.7 38.6 3.77 2 692.3964 1,382.78 1,383.69 2 0.09525 68.84 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 87.5 38.6 2.8 2 692.3851 1,382.76 1,383.69 2 0.07252 52.41 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 87.9 38.6 2.06 2 692.425 1,382.84 1,383.69 2 0.1524 110.1 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDK K V 95.00% 91.2 38.6 3.54 2 692.3544 1,382.69 1,383.69 2 0.01126 8.138 186 197 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDKVR K F 95.00% 48.7 37.7 2.22 2 547.0402 1,638.10 1,638.86 3 0.2462 150.2 186 199 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% SLNNQFASFIDKVR K F 95.00% 67.8 37.7 0 2 546.9902 1,637.95 1,638.86 3 0.09615 58.67 186 199 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% THNLEPYFESFINNLR R R 95.00% 57.6 37 1.92 2 665.6522 1,993.93 1,993.98 3 0.9654 -18.74 224 239 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% THNLEPYFESFINNLR R R 95.00% 61.3 37 4.68 2 665.385 1,993.13 1,993.98 3 0.1639 82.2 224 239 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% THNLEPYFESFINNLR R R 95.00% 61.8 37 3.34 2 665.3662 1,993.08 1,993.98 3 0.1074 53.83 224 239 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% THNLEPYFESFINNLR R R 95.00% 62 37 1.6 2 665.3585 1,993.05 1,993.98 3 0.08443 42.34 224 239 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% THNLEPYFESFINNLR R R 95.00% 77.9 37 4.77 2 665.3989 1,993.17 1,993.98 3 0.2055 103.1 224 239 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 92.20% 37.2 39.8 0 2 517.3296 1,032.64 1,033.52 2 0.1358 131.4 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 35.4 39.8 0.921 2 517.3164 1,032.62 1,033.52 2 0.1095 105.9 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 42.4 39.8 0.886 2 517.3123 1,032.61 1,033.52 2 0.1013 97.98 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 45.5 39.8 0 2 517.3486 1,032.68 1,033.52 2 0.1737 168 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 46.7 39.8 1.02 2 517.3072 1,032.60 1,033.52 2 0.09104 88.08 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 50.2 39.8 0.77 2 517.3016 1,032.59 1,033.52 2 0.07982 77.22 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 54.5 39.8 0 2 517.3452 1,032.68 1,033.52 2 0.167 161.5 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 56.9 39.8 0.796 2 517.3282 1,032.64 1,033.52 2 0.133 128.7 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 58.9 39.8 0 2 517.3114 1,032.61 1,033.52 2 0.09939 96.15 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 59.3 39.8 1 2 517.3472 1,032.68 1,033.52 2 0.171 165.5 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 59.3 39.8 1.1 2 517.3328 1,032.65 1,033.52 2 0.1423 137.6 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 59.3 39.8 0.699 2 517.3194 1,032.62 1,033.52 2 0.1154 111.6 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 59.6 39.8 0.745 2 517.3407 1,032.67 1,033.52 2 0.1579 152.8 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 63.6 39.8 1.28 2 517.3325 1,032.65 1,033.52 2 0.1416 136.9 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 73.2 39.8 1.46 2 517.3149 1,032.62 1,033.52 2 0.1063 102.8 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 78.9 39.8 1.72 2 517.3256 1,032.64 1,033.52 2 0.1278 123.6 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 78.9 39.8 1.1 2 517.3681 1,032.72 1,033.52 2 0.2127 205.7 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 79.1 39.8 1.27 2 517.3554 1,032.70 1,033.52 2 0.1875 181.4 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 79.2 39.8 0.745 2 517.3145 1,032.61 1,033.52 2 0.1055 102.1 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 79.3 39.8 1.44 2 517.2903 1,032.57 1,033.52 2 0.05713 55.27 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TLLEGEESR R M 95.00% 79.4 39.8 1.08 2 517.2956 1,032.58 1,033.52 2 0.06777 65.57 484 492 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIK R K 90.30% 13.4 38.8 0.678 2 633.3303 1,264.65 1,265.64 2 0.01603 12.66 278 288 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIK R K 95.00% 31.8 38.7 0.796 2 633.8559 1,265.70 1,265.64 2 1.067 50.98 278 288 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIK R K 95.00% 31.9 38.8 1.12 2 633.3303 1,264.65 1,265.64 2 0.01603 12.66 278 288 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIK R K 95.00% 38.4 38.8 0.678 2 633.3603 1,264.71 1,265.64 2 0.07603 60.07 278 288 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIK R K 95.00% 58.2 38.8 3.11 2 633.3664 1,264.72 1,265.64 2 0.0883 69.76 278 288 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIK R K 95.00% 63.3 38.8 1.28 2 633.3522 1,264.69 1,265.64 2 0.05987 47.3 278 288 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIK R K 95.00% 66.4 38.8 3.62 2 633.3494 1,264.68 1,265.64 2 0.05421 42.83 278 288 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIK R K 95.00% 66.7 38.8 2 2 633.3675 1,264.72 1,265.64 2 0.09043 71.44 278 288 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 35.2 38.4 1.38 2 465.3426 1,393.01 1,393.73 3 0.281 201.6 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 41.2 38.3 0 2 465.6489 1,393.93 1,393.73 3 1.2 141.4 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 42.7 38.4 2.82 2 465.3332 1,392.98 1,393.73 3 0.2529 181.4 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 44.3 38.4 1.16 2 465.3319 1,392.97 1,393.73 3 0.2489 178.6 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 49 38.4 2.33 2 465.2733 1,392.80 1,393.73 3 0.07298 52.36 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 49.8 38.4 2.42 2 697.397 1,392.78 1,393.73 2 0.05458 39.16 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 57 38.4 1 2 465.3288 1,392.96 1,393.73 3 0.2395 171.8 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 57.8 38.4 0 2 465.3134 1,392.92 1,393.73 3 0.1934 138.7 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 58.8 38.3 0 2 465.6412 1,393.90 1,393.73 3 1.177 124.9 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 74.5 38.4 1.3 2 465.3121 1,392.91 1,393.73 3 0.1895 135.9 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% TNAENEFVTIKK R D 95.00% 75.4 38.4 2.82 2 697.4053 1,392.80 1,393.73 2 0.07103 50.96 278 289 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 16.8 38.6 1.43 2 738.4553 1,474.90 1,475.75 2 0.1542 104.5 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 31.3 38.6 1.42 2 738.9457 1,475.88 1,475.75 2 1.135 89.64 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 45.7 38.6 2.39 2 738.4119 1,474.81 1,475.75 2 0.06756 45.78 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 46.2 38.6 3.7 2 738.9938 1,475.97 1,475.75 2 1.231 154.7 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 50.4 38.6 4.72 2 738.4221 1,474.83 1,475.75 2 0.08798 59.61 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 55.8 38.6 5.48 2 738.409 1,474.80 1,475.75 2 0.06173 41.83 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 57.5 38.6 5.43 2 738.4534 1,474.89 1,475.75 2 0.1505 102 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 57.8 38.6 5.14 2 738.4387 1,474.86 1,475.75 2 0.1212 82.09 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 58 38.6 3.54 2 738.4203 1,474.83 1,475.75 2 0.08423 57.07 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 58.7 38.6 2.92 2 738.4194 1,474.82 1,475.75 2 0.08245 55.87 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 59 38.6 4.35 2 738.4372 1,474.86 1,475.75 2 0.118 79.95 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 61.2 38.6 3.82 2 738.4363 1,474.86 1,475.75 2 0.1162 78.72 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 63.6 38.6 6.44 2 738.4078 1,474.80 1,475.75 2 0.05923 40.13 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 64.8 38.6 4.64 2 738.4299 1,474.85 1,475.75 2 0.1035 70.14 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 65.9 38.6 5.37 2 738.4235 1,474.83 1,475.75 2 0.09077 61.51 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% WELLQQVDTSTR K T 95.00% 77.7 38.6 3.85 2 738.4515 1,474.89 1,475.75 2 0.1466 99.35 212 223 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% YEELQITAGR K H 95.00% 47.9 39.1 1.72 2 590.3439 1,178.67 1,179.60 2 0.07989 67.72 377 386 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% YEELQITAGR K H 95.00% 50.9 39.1 2.09 2 590.3676 1,178.72 1,179.60 2 0.1274 108 377 386 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% YEELQITAGR K H 95.00% 64.7 39.1 3.29 2 590.4072 1,178.80 1,179.60 2 0.2065 175 377 386 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% YEELQITAGR K H 95.00% 65.6 39.1 2.05 2 590.3376 1,178.66 1,179.60 2 0.06739 57.13 377 386 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% YEELQITAGR K H 95.00% 66.2 39.1 1.8 2 590.3524 1,178.69 1,179.60 2 0.09696 82.19 377 386 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% YEELQITAGR K H 95.00% 67.1 39.1 2.82 2 590.3478 1,178.68 1,179.60 2 0.08773 74.36 377 386 TRUE

LX-2 Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 20 22 219 35.60% YEELQITAGR K H 95.00% 67.9 39.1 2.23 2 590.3168 1,178.62 1,179.60 2 0.02573 21.81 377 386 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% DIENQYETQITQIEHEVSSSGQEVQSSAK K E 94.80% 33.8 33.8 0 2 1,089.31 3,264.90 3,264.51 3 1.395 120.1 340 368 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% EIETYHNLLEGGQEDFESSGAGK K I 94.30% 0 0 2.8 2 838.1128 2,511.32 2,510.13 3 2.192 74.16 450 472 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% EIETYHNLLEGGQEDFESSGAGK K I 95.00% 37.2 35.4 0 2 837.8538 2,510.54 2,510.13 3 1.415 164.1 450 472 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% EIETYHNLLEGGQEDFESSGAGK K I 95.00% 57.9 35.5 2.55 2 837.455 2,509.34 2,510.13 3 0.2185 87.03 450 472 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% EIETYHNLLEGGQEDFESSGAGK K I 95.00% 64.7 35.4 1.82 2 837.8402 2,510.50 2,510.13 3 1.374 147.8 450 472 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% EIETYHNLLEGGQEDFESSGAGK K I 95.00% 66.3 35.4 4.7 2 837.8013 2,510.38 2,510.13 3 1.257 101.4 450 472 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% EIETYHNLLEGGQEDFESSGAGK K I 95.00% 73.8 35.5 6.43 2 837.5047 2,509.49 2,510.13 3 0.3676 146.4 450 472 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 48.3 39 3 2 618.3161 1,234.62 1,235.53 2 0.09634 77.97 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 50.7 39 5 2 618.3211 1,234.63 1,235.53 2 0.1064 86.08 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 55 39 1.23 2 618.324 1,234.63 1,235.53 2 0.1121 90.7 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 56.1 39 3.51 2 618.3253 1,234.64 1,235.53 2 0.1146 92.77 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 58.1 39 2.46 2 618.3199 1,234.63 1,235.53 2 0.1039 84.05 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 59.2 39 2.85 2 618.312 1,234.61 1,235.53 2 0.08806 71.27 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 62.9 38.8 2.29 2 618.7432 1,235.47 1,235.53 2 0.9505 -42.23 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 63.5 39 6.28 2 618.3158 1,234.62 1,235.53 2 0.09566 77.42 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 64.4 38.8 3.85 2 618.8457 1,235.68 1,235.53 2 1.156 123.6 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 65.3 39 4.55 2 618.318 1,234.62 1,235.53 2 0.1 80.94 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 66.4 39 2.34 2 618.2063 1,234.40 1,235.53 2 -0.1234 -99.86 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 67.1 39 3.6 2 618.3105 1,234.61 1,235.53 2 0.08505 68.83 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 67.6 39 3.51 2 618.3484 1,234.68 1,235.53 2 0.1609 130.2 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 71.5 39 6.11 2 618.3303 1,234.65 1,235.53 2 0.1246 100.9 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 71.6 39 4.4 2 618.3383 1,234.66 1,235.53 2 0.1407 113.8 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 73.1 39 7.85 2 618.3103 1,234.61 1,235.53 2 0.08463 68.49 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 73.2 39 3.85 2 618.2834 1,234.55 1,235.53 2 0.03097 25.06 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 76.4 39 5.04 2 618.3543 1,234.69 1,235.53 2 0.1726 139.7 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 78.7 39 6.96 2 618.3408 1,234.67 1,235.53 2 0.1457 117.9 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 80.7 39 6.21 2 618.3291 1,234.64 1,235.53 2 0.1223 98.99 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% FSSSSGYGGGSSR R V 95.00% 90.4 39 8.06 2 618.3291 1,234.64 1,235.53 2 0.1222 98.91 47 59 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 49.4 37.6 6.38 2 896.5203 1,791.03 1,791.73 2 0.3052 170.3 491 513 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 81.5 37.6 10.2 2 896.5011 1,790.99 1,791.73 2 0.2668 148.9 491 513 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 94.3 37.6 10.6 2 896.4803 1,790.95 1,791.73 2 0.2252 125.7 491 513 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 108 37.6 11.2 2 896.5181 1,791.02 1,791.73 2 0.3008 167.9 491 513 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 115 37.6 7.7 2 896.4873 1,790.96 1,791.73 2 0.2393 133.5 491 513 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 127 37.6 9.51 2 896.4937 1,790.97 1,791.73 2 0.2522 140.7 491 513 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% HGVQELEIELQSQLSK R K 95.00% 51.7 37.6 4.57 2 613.3785 1,837.11 1,837.97 3 0.1554 84.52 375 390 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% HGVQELEIELQSQLSK R K 95.00% 58.8 37.6 1.89 2 613.3415 1,837.00 1,837.97 3 0.04433 24.12 375 390 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% IKFEMEQNLR R Q 95.00% 45.1 38.6 1.41 2 654.4079 1,306.80 1,307.68 2 0.1308 99.99 241 250 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QEYEQLIAK R N 95.00% 43.4 39.5 0.959 2 561.3412 1,120.67 1,121.58 2 0.09125 81.35 328 336 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 40.7 39.3 1.29 2 579.3228 1,156.63 1,157.59 2 0.04713 40.71 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 50.5 39.3 1.42 2 579.3533 1,156.69 1,157.59 2 0.1081 93.4 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 51.5 39.3 2.89 2 579.3003 1,156.59 1,157.59 2 0.002127 1.837 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 53 39.3 2.38 2 579.3208 1,156.63 1,157.59 2 0.04318 37.3 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 57.5 39.3 3.72 2 579.3615 1,156.71 1,157.59 2 0.1246 107.6 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 59.1 39.3 1.8 2 579.3821 1,156.75 1,157.59 2 0.1658 143.2 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 59.6 39.3 2.52 2 579.2374 1,156.46 1,157.59 2 -0.1236 -106.8 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 59.8 39.3 1.74 2 579.3231 1,156.63 1,157.59 2 0.0478 41.29 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 62.1 39.3 3.47 2 579.3628 1,156.71 1,157.59 2 0.1271 109.8 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 63.9 39.3 2.04 2 579.3652 1,156.72 1,157.59 2 0.1319 113.9 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 64.9 39.3 1.29 2 579.3635 1,156.71 1,157.59 2 0.1287 111.1 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QGVDADINGLR R Q 95.00% 74.6 39.3 3.47 2 579.4007 1,156.79 1,157.59 2 0.203 175.3 251 261 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QVLDNLTMEK R S 95.00% 30.9 39.3 1.03 2 595.8673 1,189.72 1,190.61 2 0.1186 99.64 262 271 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QVLDNLTMEK R S 95.00% 48.8 39.3 1.57 2 595.8616 1,189.71 1,190.61 2 0.1071 89.93 262 271 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QVLDNLTMEK R S 95.00% 53.2 39.3 1.17 2 595.8409 1,189.67 1,190.61 2 0.0657 55.18 262 271 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QVLDNLTMEK R S 95.00% 58.3 39.3 1.49 2 595.8681 1,189.72 1,190.61 2 0.1202 100.9 262 271 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% QVLDNLTMEK R S 95.00% 61.5 39.3 1.17 2 595.8651 1,189.72 1,190.61 2 0.1141 95.85 262 271 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 49.6 39.1 2.14 2 616.7938 1,231.57 1,232.60 2 -0.01773 -14.39 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 61 39.1 2.57 2 616.8787 1,231.74 1,232.60 2 0.1521 123.3 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 64 39.1 7.25 2 616.8412 1,231.67 1,232.60 2 0.07695 62.42 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 74.3 39.1 5.77 2 616.8834 1,231.75 1,232.60 2 0.1614 131 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 89.4 39.1 6 2 616.8095 1,231.60 1,232.60 2 0.01359 11.02 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 89.7 39.1 6.04 2 616.8483 1,231.68 1,232.60 2 0.09124 74.02 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 90.2 39.1 5.1 2 616.852 1,231.69 1,232.60 2 0.09866 80.03 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 93.2 39.1 5.72 2 616.8666 1,231.72 1,232.60 2 0.1278 103.6 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% SGGGGGGGLGSGGSIR R S 95.00% 93.5 39.1 6.6 2 616.8831 1,231.75 1,232.60 2 0.1608 130.5 14 29 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 93.30% 13.9 39.2 0.796 2 533.3122 1,064.61 1,065.50 2 0.1178 110.6 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 93.30% 18.6 39.2 0.796 2 533.3288 1,064.64 1,065.50 2 0.1509 141.6 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 9.25 39.2 1.19 2 533.2974 1,064.58 1,065.50 2 0.0881 82.68 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 13.6 39.2 1.68 2 533.3465 1,064.68 1,065.50 2 0.1864 174.9 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 19.1 39.2 1.8 2 533.3318 1,064.65 1,065.50 2 0.157 147.3 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 21.3 39.2 1.57 2 533.3041 1,064.59 1,065.50 2 0.1016 95.32 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 22.2 39.2 0.959 2 533.3242 1,064.63 1,065.50 2 0.1418 133.1 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 22.2 39.2 1.21 2 533.3218 1,064.63 1,065.50 2 0.1369 128.5 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 27.9 39.2 1.25 2 533.3259 1,064.64 1,065.50 2 0.1452 136.3 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 29.3 39.2 1.85 2 533.3384 1,064.66 1,065.50 2 0.1702 159.7 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 30.1 39.2 0.959 2 533.2953 1,064.58 1,065.50 2 0.08393 78.76 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 30.7 39.2 1.92 2 533.3228 1,064.63 1,065.50 2 0.1389 130.4 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 31.5 39.2 1.52 2 533.3303 1,064.65 1,065.50 2 0.1539 144.4 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 32.4 39.2 1.16 2 533.3111 1,064.61 1,065.50 2 0.1155 108.4 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% STMQELNSR K L 95.00% 44 39.2 0 2 533.3075 1,064.60 1,065.50 2 0.1084 101.7 155 163 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 42 39.6 1.14 2 530.8974 1,059.78 1,060.56 2 0.224 211.2 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 52.7 39.6 0 2 531.2403 1,060.47 1,060.56 2 0.9097 -87.62 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 60 39.6 0 2 530.8418 1,059.67 1,060.56 2 0.1128 106.3 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 60.2 39.6 0.721 2 530.8292 1,059.64 1,060.56 2 0.0876 82.59 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 60.3 39.6 0 2 530.8347 1,059.65 1,060.56 2 0.09862 92.97 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 60.8 39.6 1.24 2 530.8707 1,059.73 1,060.56 2 0.1705 160.8 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 65.3 39.6 1.04 2 531.3281 1,060.64 1,060.56 2 1.085 77.76 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 79.9 39.6 1.13 2 530.8575 1,059.70 1,060.56 2 0.1443 136 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLLDIDNTR K M 95.00% 80 39.6 0 2 530.8613 1,059.71 1,060.56 2 0.1518 143.1 225 233 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLNDMRQEYEQLIAK K N 93.60% 36.4 37.3 0 2 618.0106 1,851.01 1,851.93 3 0.09016 48.68 322 336 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLNDMRQEYEQLIAK K N 94.30% 36.9 37.3 0 2 618.0703 1,851.19 1,851.93 3 0.2693 145.4 322 336 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% TLNDMRQEYEQLIAK K N 95.00% 35 37.3 2.51 2 618.0456 1,851.11 1,851.93 3 0.195 105.3 322 336 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% VQALEEANNDLENK K I 95.00% 55.1 38.2 4.77 2 793.9716 1,585.93 1,586.77 2 0.1701 107.2 171 184 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% VQALEEANNDLENK K I 95.00% 59.8 38.2 1.27 2 793.849 1,585.68 1,586.77 2 -0.07497 -47.25 171 184 TRUE

LX-2 Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 14 14 94 31.80% VQALEEANNDLENK K I 95.00% 76.1 38.2 4.15 2 793.9668 1,585.92 1,586.77 2 0.1605 101.2 171 184 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% FAmKEmGTPDVR K I 95.00% 21.8 38.4 1.55 2 m3: Oxidation (+15.99), m6: Oxidation (+15.99) 471.9843 1,412.93 1,413.65 3 0.2879 203.6 52 63 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% FAmKEmGTPDVR K I 95.00% 49.8 38.4 0 2 m3: Oxidation (+15.99), m6: Oxidation (+15.99) 471.9727 1,412.90 1,413.65 3 0.2534 179.2 52 63 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% LYTLVTYVPVTTFK K N 95.00% 50.9 37.9 4.13 2 823.0203 1,644.03 1,644.92 2 0.1084 65.91 102 115 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% SAINEVVTR R E 90.50% 36.5 39.9 0 2 494.8488 987.683 988.5421 2 0.1482 149.9 15 23 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% SAINEVVTR R E 95.00% 56.7 39.9 0.854 2 494.861 987.7074 988.5421 2 0.1726 174.5 15 23 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% SAINEVVTR R E 95.00% 58.1 39.9 0 2 494.8401 987.6657 988.5421 2 0.1308 132.3 15 23 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% SAINEVVTR R E 95.00% 60 39.9 0 2 494.8216 987.6286 988.5421 2 0.0937 94.78 15 23 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% SAINEVVTR R E 95.00% 61.2 39.9 0 2 494.8781 987.7417 988.5421 2 0.2068 209.2 15 23 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% SAINEVVTR R E 95.00% 62.8 40 0 2 495.3666 988.7186 988.5421 2 1.184 182.9 15 23 TRUE

LX-2 Repeat 2 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 10 28.00% SAINEVVTR R E 95.00% 70.6 39.9 0 2 494.8501 987.6856 988.5421 2 0.1507 152.5 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% ADIDLTKR K A 91.20% 36.8 40 0 2 466.3503 930.686 931.5209 2 0.1723 185 48 55 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% AGELTEDEVER R V 95.00% 43.4 39 1.38 2 624.3826 1,246.75 1,247.58 2 0.1827 146.5 56 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% AGELTEDEVER R V 95.00% 60.6 39 2.85 2 624.34 1,246.67 1,247.58 2 0.09748 78.13 56 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% AGELTEDEVER R V 95.00% 65.4 39 0.854 2 624.3473 1,246.68 1,247.58 2 0.1122 89.92 56 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% AGELTEDEVER R V 95.00% 71.9 39 2.06 2 624.3687 1,246.72 1,247.58 2 0.1549 124.2 56 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% AGELTEDEVER R V 95.00% 85.7 39 1.72 2 624.3243 1,246.63 1,247.58 2 0.06625 53.1 56 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% AGELTEDEVER R V 95.00% 87.5 39 2.41 2 624.3487 1,246.68 1,247.58 2 0.1151 92.21 56 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% AGELTEDEVER R V 95.00% 89.8 39 2.19 2 624.3307 1,246.65 1,247.58 2 0.07902 63.34 56 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% AGELTEDEVER R V 95.00% 104 39 1.64 2 624.3333 1,246.65 1,247.58 2 0.0842 67.49 56 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IAFAITAIK K G 95.00% 27.8 39.9 1.49 2 474.3695 946.7245 947.5925 2 0.1392 146.9 26 34 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IAFAITAIK K G 95.00% 39.3 39.9 0 2 474.3423 946.67 947.5925 2 0.08473 89.4 26 34 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IAFAITAIK K G 95.00% 39.3 39.9 1.4 2 474.3567 946.6989 947.5925 2 0.1137 119.9 26 34 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IAFAITAIK K G 95.00% 44.3 39.9 1.35 2 474.3705 946.7264 947.5925 2 0.1411 148.9 26 34 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IAFAITAIK K G 95.00% 47.5 39.9 1.54 2 474.3938 946.7731 947.5925 2 0.1878 198.2 26 34 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IAFAITAIK K G 95.00% 53.2 39.9 2.46 2 474.3934 946.7723 947.5925 2 0.187 197.3 26 34 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IAFAITAIK K G 95.00% 56.3 39.9 0.721 2 474.3335 946.6525 947.5925 2 0.06721 70.93 26 34 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IPDWFLNR K Q 93.20% 37.5 39.6 0 2 530.8449 1,059.68 1,060.56 2 0.1249 117.7 79 86 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IPDWFLNR K Q 95.00% 36.9 39.6 0.886 2 530.8746 1,059.73 1,060.56 2 0.1844 173.8 79 86 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IPDWFLNR K Q 95.00% 37.1 39.6 1.59 2 530.8372 1,059.66 1,060.56 2 0.1097 103.4 79 86 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IPDWFLNR K Q 95.00% 38.3 39.6 1.23 2 530.8759 1,059.74 1,060.56 2 0.1869 176.2 79 86 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IPDWFLNR K Q 95.00% 40.4 39.6 0 2 530.8466 1,059.68 1,060.56 2 0.1283 120.9 79 86 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IPDWFLNR K Q 95.00% 42.2 39.6 1.37 2 530.8405 1,059.67 1,060.56 2 0.1161 109.5 79 86 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IPDWFLNR K Q 95.00% 42.7 39.6 0.699 2 530.8358 1,059.66 1,060.56 2 0.1069 100.8 79 86 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% IPDWFLNR K Q 95.00% 54.1 39.6 0 2 530.828 1,059.64 1,060.56 2 0.09112 85.91 79 86 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% RAGELTEDEVER K V 95.00% 70.3 38.5 2.21 2 468.6518 1,402.93 1,403.68 3 0.2647 188.5 55 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% RAGELTEDEVER K V 95.00% 72.7 38.4 2.51 2 468.8433 1,403.51 1,403.68 3 0.8392 -116.4 55 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% RAGELTEDEVER K V 95.00% 75.2 38.4 1.8 2 468.9902 1,403.95 1,403.68 3 1.28 197.2 55 66 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITIMQNPR R Q 95.00% 38.9 39.6 0 2 536.3612 1,070.71 1,071.60 2 0.1171 109.3 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITImQNPR R Q 95.00% 40.7 39.7 0.824 2 m5: Oxidation (+15.99) 544.3745 1,086.73 1,087.59 2 0.1488 136.8 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITIMQNPR R Q 95.00% 46 39.6 0 2 536.402 1,070.79 1,071.60 2 0.1988 185.4 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITImQNPR R Q 95.00% 50 39.7 1.52 2 m5: Oxidation (+15.99) 544.3411 1,086.67 1,087.59 2 0.08205 75.43 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITIMQNPR R Q 95.00% 50.9 39.6 0.959 2 536.3677 1,070.72 1,071.60 2 0.13 121.3 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITImQNPR R Q 95.00% 52.9 39.7 1.28 2 m5: Oxidation (+15.99) 544.3608 1,086.71 1,087.59 2 0.1213 111.5 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITImQNPR R Q 95.00% 53 39.7 1.24 2 m5: Oxidation (+15.99) 544.3503 1,086.69 1,087.59 2 0.1003 92.22 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITIMQNPR R Q 95.00% 53.8 39.6 1.14 2 536.3266 1,070.64 1,071.60 2 0.04786 44.66 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITIMQNPR R Q 95.00% 58 39.6 0 2 536.4009 1,070.79 1,071.60 2 0.1965 183.4 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITIMQNPR R Q 95.00% 58.2 39.6 0 2 536.3619 1,070.71 1,071.60 2 0.1184 110.5 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITImQNPR R Q 95.00% 59.1 39.7 1.66 2 m5: Oxidation (+15.99) 544.3656 1,086.72 1,087.59 2 0.1309 120.3 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITImQNPR R Q 95.00% 59.9 39.7 0.921 2 m5: Oxidation (+15.99) 544.3408 1,086.67 1,087.59 2 0.08136 74.81 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VITIMQNPR R Q 95.00% 73.3 39.6 0 2 536.341 1,070.67 1,071.60 2 0.07662 71.5 67 75 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 91.70% 37 39.9 0 2 501.3817 1,000.75 1,001.54 2 0.2186 218.2 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 95.00% 43 39.9 0 2 501.3697 1,000.72 1,001.54 2 0.1946 194.2 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 95.00% 44.1 39.9 0 2 501.3426 1,000.67 1,001.54 2 0.1404 140.2 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 95.00% 69.6 39.9 1.92 2 501.3518 1,000.69 1,001.54 2 0.1588 158.5 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 95.00% 70.4 39.9 1.35 2 501.3145 1,000.61 1,001.54 2 0.08408 83.94 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 95.00% 70.6 39.9 1.85 2 501.2973 1,000.58 1,001.54 2 0.04973 49.65 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 95.00% 76.5 39.9 1.85 2 501.3259 1,000.64 1,001.54 2 0.1069 106.7 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 95.00% 77.4 39.9 1.38 2 501.3423 1,000.67 1,001.54 2 0.1398 139.6 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% VLNTNIDGR R R 95.00% 78.1 39.9 1.1 2 501.3427 1,000.67 1,001.54 2 0.1406 140.3 15 23 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 93.80% 36.7 38.5 0 2 661.8683 1,321.72 1,321.67 2 1.055 39.16 95 106 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 95.00% 48.2 38.5 2.37 2 661.8221 1,321.63 1,321.67 2 0.9622 -30.67 95 106 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 95.00% 52.1 38.5 3.89 2 661.8973 1,321.78 1,321.67 2 1.113 83.02 95 106 TRUE
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LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 95.00% 68.1 38.5 2.42 2 661.9024 1,321.79 1,321.67 2 1.123 90.79 95 106 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 95.00% 70.8 38.6 2.68 2 661.3796 1,320.74 1,321.67 2 0.07725 58.45 95 106 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 95.00% 72.8 38.6 2.12 2 661.3926 1,320.77 1,321.67 2 0.1032 78.1 95 106 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 95.00% 76.1 38.6 2.6 2 661.3853 1,320.76 1,321.67 2 0.08853 66.98 95 106 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 95.00% 76.6 38.6 3.55 2 661.3729 1,320.73 1,321.67 2 0.06381 48.28 95 106 TRUE

LX-2 Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 8 8 58 43.40% YSQVLANGLDNK K L 95.00% 81.2 38.6 1.96 2 661.3728 1,320.73 1,321.67 2 0.06353 48.06 95 106 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% AAPLQGMLPGLLAPLR R T 95.00% 30.6 38 2.17 2 810.065 1,618.12 1,617.95 2 1.172 104.2 610 625 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% AAPLQGmLPGLLAPLR R T 95.00% 65.9 38 6.31 2 m7: Oxidation (+15.99) 817.585 1,633.16 1,633.95 2 0.2167 132.6 610 625 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% AAPLQGMLPGLLAPLR R T 95.00% 71.9 38 5.59 2 809.6209 1,617.23 1,617.95 2 0.2832 175 610 625 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% AcNLDVILGFDGSR K D 95.00% 52.7 38.1 1.85 2 c2: Carbamidomethyl (+57.02) 769.4178 1,536.82 1,536.75 2 1.081 50.62 1834 1847 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% AcNLDVILGFDGSR K D 95.00% 70.8 38.1 4.7 2 c2: Carbamidomethyl (+57.02) 768.9398 1,535.87 1,536.75 2 0.1246 81.04 1834 1847 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% AcNLDVILGFDGSR K D 95.00% 79.3 38.1 6.7 2 c2: Carbamidomethyl (+57.02) 768.9236 1,535.83 1,536.75 2 0.09224 60.02 1834 1847 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALGSAIEYTIENVFESAPNPR R D 95.00% 39.7 36.2 1.28 2 760.4102 2,278.21 2,278.14 3 1.081 34.32 2714 2734 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALILVGLER R V 95.00% 41.2 38.9 0 2 492.3414 982.6683 983.6249 2 0.05061 51.45 1976 1984 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALILVGLER R V 95.00% 44.6 38.9 0.721 2 492.3667 982.7189 983.6249 2 0.1013 102.9 1976 1984 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALILVGLER R V 95.00% 44.9 38.9 0.796 2 492.3822 982.7499 983.6249 2 0.1322 134.4 1976 1984 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALILVGLER R V 95.00% 46.3 38.9 1.51 2 492.4072 982.7999 983.6249 2 0.1822 185.2 1976 1984 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALILVGLER R V 95.00% 53.4 38.9 0 2 492.376 982.7375 983.6249 2 0.1199 121.8 1976 1984 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALILVGLER R V 95.00% 64.6 38.9 2.12 2 492.3933 982.772 983.6249 2 0.1543 156.9 1976 1984 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALNLGYALDYAQR K Y 95.00% 13.9 38.3 1.11 2 734.8527 1,467.69 1,467.76 2 0.9389 -43.44 913 925 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALNLGYALDYAQR K Y 95.00% 34.3 38.1 5.54 2 734.4349 1,466.86 1,467.76 2 0.1034 70.41 913 925 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALNLGYALDYAQR K Y 95.00% 46.2 38.1 3.27 2 734.4339 1,466.85 1,467.76 2 0.1015 69.13 913 925 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALNLGYALDYAQR K Y 95.00% 52.5 38.1 6.37 2 734.4769 1,466.94 1,467.76 2 0.1875 127.7 913 925 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALNLGYALDYAQR K Y 95.00% 56 38.1 1.92 2 734.4303 1,466.85 1,467.76 2 0.09413 64.13 913 925 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALNLGYALDYAQR K Y 95.00% 66.4 38.1 7.77 2 734.4389 1,466.86 1,467.76 2 0.1115 75.93 913 925 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALNLGYALDYAQR K Y 95.00% 73.6 38.1 6.82 2 734.4931 1,466.97 1,467.76 2 0.2198 149.8 913 925 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ALNLGYALDYAQR K Y 95.00% 75.1 38.1 3.33 2 734.4488 1,466.88 1,467.76 2 0.1312 89.37 913 925 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DGVPGGPGETGK R N 95.00% 30.7 39.1 2.54 2 535.8104 1,069.61 1,070.51 2 0.1019 95.16 2185 2196 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DQNVFVAQK R G 95.00% 32.8 39.5 0.745 2 524.8435 1,047.67 1,048.54 2 0.1374 131 1848 1856 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DQNVFVAQK R G 95.00% 36.7 39.5 0.77 2 524.8512 1,047.69 1,048.54 2 0.153 145.9 1848 1856 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DQNVFVAQK R G 95.00% 40 39.5 1.19 2 524.8446 1,047.67 1,048.54 2 0.1397 133.2 1848 1856 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DSFQEVLR R F 95.00% 55.6 39.5 0 2 497.3213 992.6281 993.5 2 0.1353 136.2 1653 1660 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DSFQEVLR R F 95.00% 60.4 39.5 0 2 497.3103 992.606 993.5 2 0.1132 114 1653 1660 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DSFQEVLR R F 95.00% 60.5 39.5 0 2 497.2783 992.542 993.5 2 0.04923 49.55 1653 1660 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DSFQEVLR R F 95.00% 64.8 39.5 0.886 2 497.3167 992.6189 993.5 2 0.1261 126.9 1653 1660 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DSFQEVLR R F 95.00% 65.1 39.5 0.745 2 497.3321 992.6496 993.5 2 0.1569 157.9 1653 1660 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DVVFLIDGSQSAGPEFQYVR R T 95.00% 48.5 36.4 2.64 2 743.1165 2,226.33 2,227.10 3 0.2319 104.1 1233 1252 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DVVFLIDGSQSAGPEFQYVR R T 95.00% 55 36.3 2.8 2 743.4465 2,227.32 2,227.10 3 1.222 98.38 1233 1252 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% DVVFLIDGSQSAGPEFQYVR R T 95.00% 65.2 36.3 4.68 2 743.4002 2,227.18 2,227.10 3 1.083 35.96 1233 1252 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% EVYTFASEPNDVFFK K L 95.00% 25.4 37.8 1.74 2 897.0078 1,792.00 1,792.84 2 0.1654 92.26 2782 2796 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% EVYTFASEPNDVFFK K L 95.00% 36.5 37.8 2.72 2 897.0265 1,792.04 1,792.84 2 0.2029 113.2 2782 2796 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% EVYTFASEPNDVFFK K L 95.00% 48.6 37.8 3.17 2 897.0381 1,792.06 1,792.84 2 0.2261 126.1 2782 2796 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% EVYTFASEPNDVFFK K L 95.00% 54.8 37.8 4.32 2 897.0333 1,792.05 1,792.84 2 0.2164 120.7 2782 2796 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% GDSIDQcALIQSIK R D 95.00% 67.2 38.1 1.8 2 c7: Carbamidomethyl (+57.02) 774.4451 1,546.88 1,547.77 2 0.1091 70.51 2371 2384 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% GDSIDQcALIQSIK R D 95.00% 77 38.1 2.38 2 c7: Carbamidomethyl (+57.02) 774.4687 1,546.92 1,547.77 2 0.1563 101 2371 2384 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% GMTQLQGTR R A 95.00% 48.5 39.8 1.12 2 496.3564 990.6983 991.4991 2 0.2064 208.2 2705 2713 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IASNSATAFR K V 95.00% 47.7 39.2 0 2 518.8702 1,035.73 1,037.54 2 -0.8043 191.4 1789 1798 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IASNSATAFR K V 95.00% 47.9 39.2 0 2 518.8403 1,035.67 1,037.54 2 -0.8641 133.8 1789 1798 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IASNSATAFR K V 95.00% 50.8 39.1 0 2 519.3682 1,036.72 1,037.54 2 0.1918 184.8 1789 1798 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IASNSATAFR K V 95.00% 63.2 39.1 0 2 519.3335 1,036.65 1,037.54 2 0.1223 117.9 1789 1798 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IASNSATAFR K V 95.00% 63.7 39.1 0 2 519.3096 1,036.60 1,037.54 2 0.07462 71.92 1789 1798 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IAVAQYSDDVK R V 95.00% 64.7 38.8 2.96 2 605.3673 1,208.72 1,208.62 2 1.111 89.85 875 885 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IAVAQYSDDVKVESR R F 95.00% 43.5 37.8 5.06 2 560.7084 1,679.10 1,679.86 3 0.2507 149.2 875 889 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IAVAQYSDDVKVESR R F 95.00% 56.4 37.8 4.22 2 560.6993 1,679.08 1,679.86 3 0.2235 133 875 889 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IAVAQYSDDVKVESR R F 95.00% 70.2 37.8 6.8 2 560.6731 1,679.00 1,679.86 3 0.1448 86.17 875 889 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IAVAQYSDDVKVESR R F 95.00% 70.5 37.7 5 2 561.0127 1,680.02 1,679.86 3 1.164 95.72 875 889 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 30.3 37.8 1.77 2 558.7325 1,673.18 1,673.96 3 0.2241 133.8 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 35.5 37.9 1.8 2 559.1051 1,674.29 1,673.96 3 1.342 202.5 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 35.8 37.8 1.96 2 558.7252 1,673.15 1,673.96 3 0.2022 120.7 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 37.1 37.8 1.8 2 559.0345 1,674.08 1,673.96 3 1.13 76.06 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 39.4 37.8 1.7 2 837.5403 1,673.07 1,673.96 2 0.1144 68.35 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 39.7 37.8 0.854 2 558.7104 1,673.11 1,673.96 3 0.1578 94.24 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 45.1 37.9 2.54 2 559.0502 1,674.13 1,673.96 3 1.177 104.1 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 50.8 37.8 1.77 2 558.7338 1,673.18 1,673.96 3 0.2281 136.2 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 55.1 37.8 2.57 2 558.7464 1,673.22 1,673.96 3 0.2659 158.8 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEDGVPQHLVLVLGGK R S 95.00% 63.8 37.8 3.41 2 558.727 1,673.16 1,673.96 3 0.2076 124 1536 1551 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEEGVPQFLVLISSGK R S 95.00% 34.4 37.9 3.12 2 858.6157 1,715.22 1,715.96 2 0.266 155 1332 1347 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEEGVPQFLVLISSGK R S 95.00% 45.5 37.9 4.1 2 858.5618 1,715.11 1,715.96 2 0.1584 92.27 1332 1347 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEEGVPQFLVLISSGK R S 95.00% 45.5 37.8 0 2 573.054 1,716.14 1,715.96 3 1.189 108.7 1332 1347 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEEGVPQFLVLISSGK R S 95.00% 54.2 37.9 4.06 2 858.5527 1,715.09 1,715.96 2 0.1401 81.61 1332 1347 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEEGVPQFLVLISSGK R S 95.00% 57.4 37.8 4.12 2 573.0128 1,716.02 1,715.96 3 1.066 36.76 1332 1347 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEEGVPQFLVLISSGK R S 95.00% 63.5 37.9 3.29 2 858.5898 1,715.17 1,715.96 2 0.2144 124.9 1332 1347 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IEEGVPQFLVLISSGK R S 95.00% 78.8 37.9 6.51 2 572.7363 1,715.19 1,715.96 3 0.2363 137.7 1332 1347 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IGDLHPQIVNLLK K S 95.00% 18.7 38.6 1.57 2 487.6945 1,460.06 1,459.86 3 1.206 138.8 1002 1014 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IGDLHPQIVNLLK K S 95.00% 19.5 38.6 1.64 2 487.3334 1,458.98 1,459.86 3 0.1221 83.61 1002 1014 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IGDLHPQIVNLLK K S 95.00% 25.3 38.6 1.02 2 731.0069 1,460.00 1,459.86 2 1.143 96.12 1002 1014 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IGDLHPQIVNLLK K S 95.00% 33.4 38.6 1.41 2 487.3373 1,458.99 1,459.86 3 0.1338 91.62 1002 1014 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IIDELNVKPEGTR K I 91.80% 36.4 38.4 0 2 495.5987 1,483.77 1,483.81 3 0.9698 -22.21 862 874 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IIDELNVKPEGTR K I 95.00% 29.1 38.2 0.886 2 495.3302 1,482.97 1,483.81 3 0.1643 110.7 862 874 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IIDELNVKPEGTR K I 95.00% 30.2 38.2 0.854 2 495.0141 1,482.02 1,483.81 3 -0.7841 147.4 862 874 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IIDELNVKPEGTR K I 95.00% 45.8 38.2 1.02 2 495.3413 1,483.00 1,483.81 3 0.1976 133.1 862 874 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IIDELNVKPEGTR K I 95.00% 52.9 38.2 1.85 2 495.3441 1,483.01 1,483.81 3 0.206 138.8 862 874 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IIDELNVKPEGTR K I 95.00% 53.1 38.2 1.62 2 495.3631 1,483.07 1,483.81 3 0.263 177.2 862 874 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IIDELNVKPEGTR K I 95.00% 54.8 38.2 2.42 2 495.3677 1,483.08 1,483.81 3 0.2768 186.5 862 874 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IIDELNVKPEGTR K I 95.00% 55.3 38.2 0 2 495.353 1,483.04 1,483.81 3 0.2327 156.8 862 874 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ISLSPEYVFSVSTFR K E 95.00% 50.7 37.6 2.16 2 578.3145 1,731.92 1,731.90 3 1.034 17.88 1381 1395 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ISLSPEYVFSVSTFR K E 95.00% 56.6 37.8 2.08 2 866.5525 1,731.09 1,731.90 2 0.2025 116.9 1381 1395 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ISLSPEYVFSVSTFR K E 95.00% 58.8 37.8 3.42 2 866.5646 1,731.11 1,731.90 2 0.2268 131 1381 1395 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ISLSPEYVFSVSTFR K E 95.00% 60.8 37.8 5.09 2 866.5983 1,731.18 1,731.90 2 0.2941 169.8 1381 1395 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ISLSPEYVFSVSTFR K E 95.00% 65.8 37.8 3.21 2 866.5867 1,731.16 1,731.90 2 0.2709 156.4 1381 1395 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ISLSPEYVFSVSTFR K E 95.00% 69.2 37.6 1.46 2 578.383 1,732.13 1,731.90 3 1.239 136.6 1381 1395 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ITEGVPQLLIVLTADR R S 95.00% 43.1 37.6 0 2 579.8702 1,736.59 1,738.01 3 -0.4152 -239 1128 1143 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ITEGVPQLLIVLTADR R S 95.00% 54.1 37.5 0 2 580.4437 1,738.31 1,738.01 3 1.305 174 1128 1143 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ITEGVPQLLIVLTADR R S 95.00% 57.9 37.6 3.57 2 869.6031 1,737.19 1,738.01 2 0.1877 108 1128 1143 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ITEGVPQLLIVLTADR R S 95.00% 70.2 37.6 1.74 2 580.0502 1,737.13 1,738.01 3 0.1248 71.77 1128 1143 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ITEGVPQLLIVLTADR R S 95.00% 77.1 37.6 5.26 2 869.5503 1,737.09 1,738.01 2 0.08203 47.19 1128 1143 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% ITEGVPQLLIVLTADR R S 95.00% 83.2 37.5 1.7 2 580.3942 1,738.16 1,738.01 3 1.157 88.64 1128 1143 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IVVLMLTGEVPEQQLEEAQR K V 95.00% 41.4 36.2 0 2 761.8038 2,282.39 2,282.21 3 1.191 82.26 2738 2757 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IVVLMLTGEVPEQQLEEAQR K V 95.00% 47.8 36.2 0 2 761.5439 2,281.61 2,282.21 3 0.4107 179.9 2738 2757 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IVVLMLTGEVPEQQLEEAQR K V 95.00% 58.2 36.2 2 2 761.7273 2,282.16 2,282.21 3 0.9611 -18.24 2738 2757 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IVVLMLTGEVPEQQLEEAQR K V 95.00% 78 36.2 2.1 2 761.4648 2,281.37 2,282.21 3 0.1735 76.02 2738 2757 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% IVVLMLTGEVPEQQLEEAQR K V 95.00% 85.3 36.2 5.49 2 761.4845 2,281.43 2,282.21 3 0.2325 101.9 2738 2757 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLPSFVSSENAFYLSPDIR R K 95.00% 50.3 36.5 3.1 2 719.0748 2,154.20 2,155.11 3 0.1028 47.7 2815 2833 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLPSFVSSENAFYLSPDIR R K 95.00% 52.3 36.5 0 2 719.0497 2,154.13 2,155.11 3 0.02737 12.7 2815 2833 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLPSFVSSENAFYLSPDIR R K 95.00% 60.8 36.6 0 2 719.3975 2,155.17 2,155.11 3 1.071 31.64 2815 2833 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLPSFVSSENAFYLSPDIR R K 95.00% 72.6 36.6 3.36 2 1,078.59 2,155.17 2,155.11 2 1.071 31.68 2815 2833 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLPSFVSSENAFYLSPDIR R K 95.00% 75.9 36.5 2.85 2 1,078.19 2,154.36 2,155.11 2 0.2612 121.2 2815 2833 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 90.70% 35.3 37.9 0 2 563.0468 1,686.12 1,685.97 3 1.157 91.51 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 95.00% 34.9 37.8 4 2 563.0965 1,686.27 1,685.97 3 1.306 179.9 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 95.00% 46.3 37.9 4 2 843.5643 1,685.11 1,685.97 2 0.1525 90.46 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 95.00% 50.1 37.9 3.77 2 843.6053 1,685.20 1,685.97 2 0.2345 139.1 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 95.00% 56.3 37.8 2.85 2 844.108 1,686.20 1,685.97 2 1.24 140.6 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 95.00% 57 37.8 5.27 2 843.6019 1,685.19 1,685.97 2 0.2279 135.1 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 95.00% 58.1 37.9 3.85 2 843.5799 1,685.15 1,685.97 2 0.1837 109 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 95.00% 64.7 37.8 1.23 2 562.7315 1,685.17 1,685.97 3 0.2111 125.2 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLTPITTLTSEQIQK K L 95.00% 66.2 37.9 2.03 2 562.6991 1,685.08 1,685.97 3 0.1141 67.67 1404 1418 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLVLITGGK K S 95.00% 41.7 39.1 0 2 457.3575 912.7005 913.6083 2 0.09941 108.8 552 560 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLVLITGGK K S 95.00% 43.1 39.1 0 2 457.3981 912.7816 913.6083 2 0.1806 197.6 552 560 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLVLITGGK K S 95.00% 43.4 39.1 0 2 457.3933 912.772 913.6083 2 0.1709 187.1 552 560 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLVLITGGK K S 95.00% 43.5 39.1 0 2 457.3421 912.6697 913.6083 2 0.06862 75.1 552 560 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLVLITGGK K S 95.00% 60.7 39.1 0 2 457.3945 912.7744 913.6083 2 0.1733 189.7 552 560 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LLVLITGGK K S 95.00% 60.9 39.1 0.678 2 457.3949 912.7753 913.6083 2 0.1742 190.7 552 560 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LMHLEFGR R G 95.00% 22.5 39.8 1.46 2 501.8032 1,001.59 1,002.52 2 0.08011 79.9 1991 1998 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LMHLEFGR R G 95.00% 34.9 39.8 0.678 2 501.826 1,001.64 1,002.52 2 0.1257 125.4 1991 1998 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LQPVLQPLPSPGVGGK R R 95.00% 28.8 38.2 2.48 2 794.0754 1,586.14 1,586.93 2 0.2167 136.5 1216 1231 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LQPVLQPLPSPGVGGK R R 95.00% 46.5 38.2 3.14 2 794.0392 1,586.06 1,586.93 2 0.1443 90.9 1216 1231 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LQPVLQPLPSPGVGGK R R 95.00% 48.3 38.2 5.55 2 794.0435 1,586.07 1,586.93 2 0.1528 96.28 1216 1231 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LQPVLQPLPSPGVGGK R R 95.00% 50.8 38.2 4.89 2 794.0236 1,586.03 1,586.93 2 0.1131 71.26 1216 1231 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 57.8 38.5 0.921 2 702.4362 1,402.86 1,403.79 2 0.07565 53.89 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 60.4 38.5 2.7 2 702.4142 1,402.81 1,403.79 2 0.03148 22.43 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 61.1 38.5 2.23 2 702.4731 1,402.93 1,403.79 2 0.1493 106.3 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 62.7 38.5 1.74 2 702.4288 1,402.84 1,403.79 2 0.06087 43.36 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 67.4 38.5 2.07 2 702.4549 1,402.90 1,403.79 2 0.113 80.46 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 72.3 38.5 3.92 2 702.4082 1,402.80 1,403.79 2 0.01959 13.95 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 73.2 38.5 2.38 2 702.4732 1,402.93 1,403.79 2 0.1495 106.5 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 81.7 38.5 3.55 2 702.4803 1,402.95 1,403.79 2 0.1637 116.6 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LSDAGITPLFLTR K Q 95.00% 83.7 38.5 4.25 2 702.4219 1,402.83 1,403.79 2 0.04689 33.4 2533 2545 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LVDYLDVGFDTTR R V 95.00% 34.4 38.2 3.31 2 757.4495 1,512.88 1,513.75 2 0.1382 91.28 1258 1270 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LVDYLDVGFDTTR R V 95.00% 56.7 38.2 5.19 2 757.4207 1,512.83 1,513.75 2 0.0806 53.24 1258 1270 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LVDYLDVGFDTTR R V 95.00% 57.5 38.2 2.35 2 757.9588 1,513.90 1,513.75 2 1.157 101.7 1258 1270 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LVDYLDVGFDTTR R V 95.00% 72.7 38.2 4.89 2 757.9181 1,513.82 1,513.75 2 1.075 48 1258 1270 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LVDYLDVGFDTTR R V 95.00% 80 38.2 6.21 2 757.434 1,512.85 1,513.75 2 0.1072 70.83 1258 1270 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% LVDYLDVGFDTTR R V 95.00% 91.4 38.2 5.52 2 757.4473 1,512.88 1,513.75 2 0.1337 88.33 1258 1270 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% MKPLDGSALYTGSALDFVR K N 95.00% 37.8 36.9 0 2 681.1153 2,040.32 2,041.04 3 0.2889 141.5 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% MKPLDGSALYTGSALDFVR K N 95.00% 42.5 36.9 1.74 2 681.3527 2,041.04 2,041.04 3 1.001 -0.8705 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% mKPLDGSALYTGSALDFVR K N 95.00% 43.3 36.7 0 2 m1: Oxidation (+15.99) 686.6735 2,057.00 2,057.04 3 0.9685 -16.61 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% MKPLDGSALYTGSALDFVR K N 95.00% 46.6 36.9 0.854 2 681.3591 2,041.06 2,041.04 3 1.02 8.601 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% mKPLDGSALYTGSALDFVR K N 95.00% 47.2 36.7 0 2 m1: Oxidation (+15.99) 686.3902 2,056.15 2,057.04 3 0.1185 57.62 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% mKPLDGSALYTGSALDFVR K N 95.00% 48.8 36.7 4.36 2 m1: Oxidation (+15.99) 686.3727 2,056.10 2,057.04 3 0.06604 32.1 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% mKPLDGSALYTGSALDFVR K N 95.00% 55.3 36.7 1.62 2 m1: Oxidation (+15.99) 686.3919 2,056.15 2,057.04 3 0.1237 60.14 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% MKPLDGSALYTGSALDFVR K N 95.00% 58.3 36.9 0 2 681.3697 2,041.09 2,041.04 3 1.052 24.07 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% mKPLDGSALYTGSALDFVR K N 95.00% 63.3 36.7 1.2 2 m1: Oxidation (+15.99) 686.7502 2,057.23 2,057.04 3 1.199 95.13 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% mKPLDGSALYTGSALDFVR K N 95.00% 68.2 36.7 4.96 2 m1: Oxidation (+15.99) 686.3354 2,055.98 2,057.04 3 -0.04586 -22.3 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% MKPLDGSALYTGSALDFVR K N 95.00% 71.2 36.9 3.12 2 681.0586 2,040.15 2,041.04 3 0.1187 58.16 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% mKPLDGSALYTGSALDFVR K N 95.00% 72.8 36.6 5.35 2 m1: Oxidation (+15.99) 686.4256 2,056.25 2,057.04 3 0.2247 109.2 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% MKPLDGSALYTGSALDFVR K N 95.00% 73.9 36.9 2.72 2 681.0633 2,040.17 2,041.04 3 0.1329 65.12 515 533 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NIDRTELQTITNDPR R L 95.00% 28.2 37.8 1.44 2 596.3537 1,786.04 1,785.91 3 1.137 75.28 1577 1591 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NIDRTELQTITNDPR R L 95.00% 46 37.7 1.62 2 596.0944 1,785.26 1,785.91 3 0.3593 201.2 1577 1591 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NIDRTELQTITNDPR R L 95.00% 53.7 37.8 0 2 596.3269 1,785.96 1,785.91 3 1.057 30.23 1577 1591 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NILVSSAGSR R I 95.00% 39.4 39.8 0 2 502.342 1,002.67 1,003.55 2 0.1236 123.2 1118 1127 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NILVSSAGSR R I 95.00% 40.6 39.8 0.824 2 502.3548 1,002.70 1,003.55 2 0.1492 148.7 1118 1127 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NILVSSAGSR R I 95.00% 45.1 39.8 0 2 502.3356 1,002.66 1,003.55 2 0.1108 110.4 1118 1127 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NILVSSAGSR R I 95.00% 55.3 39.8 0 2 502.3285 1,002.64 1,003.55 2 0.09663 96.27 1118 1127 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NLQVALTSK K Q 90.10% 36.4 40 0 2 487.3217 972.6289 973.5677 2 0.06839 70.24 2475 2483 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NLQVALTSK K Q 92.60% 37.5 40 0 2 487.3192 972.6239 973.5677 2 0.06339 65.1 2475 2483 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NLQVALTSK K Q 93.10% 37.8 40 0 2 487.3169 972.6192 973.5677 2 0.05874 60.33 2475 2483 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NNLFTSSAGYR R A 95.00% 38 39.2 1.6 2 615.3595 1,228.70 1,229.59 2 0.1209 98.29 534 544 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% NNLFTSSAGYR R A 95.00% 42.4 39.2 1.77 2 615.364 1,228.71 1,229.59 2 0.1299 105.7 534 544 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QFGVAPFTIAR K N 95.00% 44.8 39.2 3.54 2 603.8969 1,205.78 1,206.66 2 0.1235 102.4 1361 1371 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QFGVAPFTIAR K N 95.00% 53.9 39.2 2.66 2 603.9069 1,205.80 1,206.66 2 0.1436 119 1361 1371 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QFGVAPFTIAR K N 95.00% 58.7 39.2 2.68 2 603.8846 1,205.75 1,206.66 2 0.09898 82.02 1361 1371 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QFGVAPFTIAR K N 95.00% 65.5 39.2 3.47 2 603.9049 1,205.80 1,206.66 2 0.1395 115.6 1361 1371 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QINVGNALEYVSR R N 95.00% 16.4 38.3 1.04 2 731.9827 1,461.95 1,462.76 2 0.1933 132.1 1309 1321 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QINVGNALEYVSR R N 95.00% 28.5 38.3 1.28 2 731.9773 1,461.94 1,462.76 2 0.1825 124.8 1309 1321 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QINVGNALEYVSR R N 95.00% 42 38.3 2.77 2 732.4526 1,462.89 1,462.76 2 1.133 89.02 1309 1321 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QINVGNALEYVSR R N 95.00% 46.7 38.3 4.66 2 732.4323 1,462.85 1,462.76 2 1.092 61.28 1309 1321 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QINVGNALEYVSR R N 95.00% 56.2 38.3 3.51 2 731.9823 1,461.95 1,462.76 2 0.1924 131.5 1309 1321 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QINVGNALEYVSR R N 95.00% 56.9 38.3 6.23 2 731.9203 1,461.83 1,462.76 2 0.06843 46.78 1309 1321 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% qLGTVQQVISER R V 95.00% 0 0 3.06 2 n-term: Pyro-cmC (-17.03) 671.3703 1,340.73 1,340.72 2 1.016 10.1 1193 1204 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% qLGTVQQVISER R V 95.00% 0 0 6.32 2 n-term: Pyro-cmC (-17.03) 670.8515 1,339.69 1,340.72 2 -0.02122 -15.83 1193 1204 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QLGTVQQVISER R V 95.00% 50.3 38.8 1.08 2 679.3803 1,356.75 1,357.74 2 0.009727 7.164 1193 1204 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QLGTVQQVISER R V 95.00% 53.6 38.8 2.1 2 679.4103 1,356.81 1,357.74 2 0.06973 51.35 1193 1204 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QLGTVQQVISER R V 95.00% 64.2 38.8 0 2 679.4434 1,356.87 1,357.74 2 0.136 100.1 1193 1204 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QLGTVQQVISER R V 95.00% 65.9 38.9 3.57 2 679.9093 1,357.80 1,357.74 2 1.068 47.83 1193 1204 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QLGTVQQVISER R V 95.00% 72.4 38.8 2.25 2 679.4215 1,356.83 1,357.74 2 0.09212 67.84 1193 1204 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QQSLETAMSFVAR K N 95.00% 58 38.1 3.12 2 734.3703 1,466.73 1,467.73 2 0.007227 4.924 2484 2496 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QSGVVPFIFQAK K N 95.00% 30.7 38.6 1.96 2 661.4207 1,320.83 1,320.73 2 1.103 75.86 965 976 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QSGVVPFIFQAK K N 95.00% 41.7 38.9 2.72 2 660.923 1,319.83 1,320.73 2 0.1075 81.37 965 976 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QSGVVPFIFQAK K N 95.00% 50 38.9 2.77 2 660.9129 1,319.81 1,320.73 2 0.08739 66.16 965 976 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QSGVVPFIFQAK K N 95.00% 50.8 38.9 3.03 2 660.9223 1,319.83 1,320.73 2 0.1061 80.35 965 976 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QSGVVPFIFQAK K N 95.00% 56.2 38.9 1.52 2 660.9506 1,319.89 1,320.73 2 0.1628 123.2 965 976 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QSGVVPFIFQAK K N 95.00% 57.5 38.9 2.62 2 660.8971 1,319.78 1,320.73 2 0.05581 42.26 965 976 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% QSGVVPFIFQAK K N 95.00% 58.7 38.9 3.09 2 660.9246 1,319.83 1,320.73 2 0.1107 83.81 965 976 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SDDEVDDPAVELK K Q 95.00% 42 38.5 1.68 2 716.3528 1,430.69 1,431.65 2 0.04943 34.52 1348 1360 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SDDEVDDPAVELK K Q 95.00% 66.5 38.5 3 2 716.3434 1,430.67 1,431.65 2 0.03063 21.4 1348 1360 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SGDDVRNPSVVVK R R 94.20% 38.2 38.7 0 2 458.3624 1,372.07 1,371.72 3 1.35 252.8 1144 1156 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SGDDVRNPSVVVK R R 95.00% 43.3 38.6 1.11 2 458.0007 1,370.98 1,371.72 3 0.2649 193.1 1144 1156 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SLDEISQPAQELKR K S 95.00% 39.9 38.2 0.921 2 538.694 1,613.06 1,613.85 3 0.218 135.1 561 574 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SQAPVLDAIR R R 95.00% 46.6 39 1.06 2 535.3655 1,068.72 1,069.60 2 0.1237 115.6 1495 1504 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SQAPVLDAIR R R 95.00% 49.6 39 1.14 2 535.3525 1,068.69 1,069.60 2 0.09757 91.21 1495 1504 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SQAPVLDAIR R R 95.00% 52 39 2.11 2 535.3883 1,068.76 1,069.60 2 0.1692 158.2 1495 1504 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SQAPVLDAIR R R 95.00% 65.1 39 1.3 2 535.3852 1,068.76 1,069.60 2 0.163 152.4 1495 1504 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SQHPYVLTEDTLK R V 93.90% 37.5 38.2 0 2 511.3139 1,530.92 1,530.78 3 1.147 94.18 1919 1931 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SQHPYVLTEDTLK R V 94.70% 38.1 38.2 0 2 511.3226 1,530.95 1,530.78 3 1.173 111.2 1919 1931 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SQHPYVLTEDTLK R V 95.00% 40.2 38.3 0 2 511.009 1,530.01 1,530.78 3 0.2325 151.9 1919 1931 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SQHPYVLTEDTLK R V 95.00% 43.5 38.3 1.06 2 765.9774 1,529.94 1,530.78 2 0.1675 109.4 1919 1931 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSGIVSLGVGDR R N 91.90% 36.3 39.1 0 2 574.3301 1,146.65 1,146.61 2 1.041 33.78 1565 1576 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSGIVSLGVGDR R N 95.00% 47.9 39.2 2.82 2 573.8746 1,145.73 1,146.61 2 0.1306 113.8 1565 1576 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSGIVSLGVGDR R N 95.00% 59 39.2 1.33 2 573.8551 1,145.70 1,146.61 2 0.09147 79.76 1565 1576 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSGIVSLGVGDR R N 95.00% 68.7 39.2 2.09 2 573.8703 1,145.73 1,146.61 2 0.1218 106.2 1565 1576 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSGIVSLGVGDR R N 95.00% 69.1 39.2 2.85 2 573.9139 1,145.81 1,146.61 2 0.2091 182.3 1565 1576 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSGIVSLGVGDR R N 95.00% 70.9 39.2 2.44 2 573.8274 1,145.64 1,146.61 2 0.03611 31.49 1565 1576 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSGIVSLGVGDR R N 95.00% 84.7 39.2 3.05 2 573.8792 1,145.74 1,146.61 2 0.1396 121.7 1565 1576 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSGIVSLGVGDR R N 95.00% 89.1 39.2 2 2 573.8466 1,145.68 1,146.61 2 0.07442 64.9 1565 1576 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSIMAFAIGNK R G 95.00% 43.7 39 1.82 2 569.8296 1,137.64 1,138.59 2 0.05935 52.12 575 585 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SSImAFAIGNK R G 95.00% 53 38.9 2.52 2 m4: Oxidation (+15.99) 577.8639 1,153.71 1,154.59 2 0.1331 115.3 575 585 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% STELNEEPLMR K F 95.00% 57.8 39 1.68 2 659.8186 1,317.62 1,318.63 2 -0.000907 -0.6878 2801 2811 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SVEDAQDVSLALTQR K G 95.00% 35.9 38.1 2.36 2 816.5669 1,631.12 1,631.82 2 0.303 185.6 1755 1769 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SVEDAQDVSLALTQR K G 95.00% 50.9 38.1 1.47 2 545.0102 1,632.01 1,631.82 3 1.192 116.1 1755 1769 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SVEDAQDVSLALTQR K G 95.00% 97.1 38.1 6.23 2 816.5203 1,631.03 1,631.82 2 0.2096 128.4 1755 1769 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% SVEDAQDVSLALTQR K G 95.00% 111 38.1 3.33 2 816.4884 1,630.96 1,631.82 2 0.1458 89.37 1755 1769 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% TELQTITNDPR R L 95.00% 61.7 38.9 3 2 644.3619 1,286.71 1,287.65 2 0.06246 48.51 1581 1591 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% TRPEFYLNSYMNK R Q 95.00% 40.7 37.8 0 2 555.3056 1,662.90 1,662.79 3 1.108 63.22 1076 1088 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVFFSNTPTR K A 95.00% 30.2 38.6 5.55 2 619.8387 1,237.66 1,238.65 2 0.0174 14.05 2511 2521 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVFFSNTPTR K A 95.00% 39.2 38.6 2.41 2 619.8697 1,237.72 1,238.65 2 0.07935 64.06 2511 2521 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVFFSNTPTR K A 95.00% 48.3 38.6 2.19 2 619.8603 1,237.71 1,238.65 2 0.06053 48.86 2511 2521 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVFFSNTPTR K A 95.00% 56.5 38.6 4.85 2 619.8667 1,237.72 1,238.65 2 0.07339 59.24 2511 2521 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVFFSNTPTR K A 95.00% 56.8 38.5 2.62 2 620.3877 1,238.76 1,238.65 2 1.115 90.85 2511 2521 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVFFSNTPTR K A 95.00% 59.5 38.6 1.89 2 619.8829 1,237.75 1,238.65 2 0.1058 85.43 2511 2521 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVFFSNTPTR K A 95.00% 60.2 38.6 4.8 2 619.9309 1,237.85 1,238.65 2 0.2017 162.8 2511 2521 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVFFSNTPTR K A 95.00% 64.1 38.6 3.19 2 619.9044 1,237.79 1,238.65 2 0.1488 120.1 2511 2521 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVIQFSDDPK R V 95.00% 66.4 39.1 2.13 2 609.8403 1,217.67 1,218.64 2 0.03663 30.05 1271 1281 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVVQYSDR R T 95.00% 30.2 39.2 2.82 2 518.8165 1,035.62 1,036.54 2 0.08363 80.67 1067 1075 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVVQYSDR R T 95.00% 35 39.2 1.28 2 518.8071 1,035.60 1,036.54 2 0.06488 62.59 1067 1075 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVVQYSDR R T 95.00% 45.8 39.2 1.72 2 518.874 1,035.73 1,036.54 2 0.1985 191.5 1067 1075 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVVQYSDR R T 95.00% 45.9 39.2 0 2 518.8626 1,035.71 1,036.54 2 0.1757 169.5 1067 1075 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVVQYSDR R T 95.00% 47.8 39.2 2.92 2 518.8623 1,035.71 1,036.54 2 0.1751 168.9 1067 1075 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVVQYSDR R T 95.00% 49 39.2 0.921 2 518.8164 1,035.62 1,036.54 2 0.08339 80.44 1067 1075 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VAVVTYNNEVTTEIR R F 95.00% 78.8 37.7 4.44 2 854.5312 1,707.05 1,707.89 2 0.1639 95.98 2445 2459 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 52.8 35.8 1.35 2 825.4802 2,473.42 2,474.25 3 0.1809 73.09 678 699 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 52.9 35.8 0 2 825.5235 2,473.55 2,474.25 3 0.3109 125.6 678 699 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 54 35.8 0 2 825.4896 2,473.45 2,474.25 3 0.209 84.45 678 699 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGVVQFSNDVFPEFYLK R T 91.80% 34.8 36.8 0 2 663.7546 1,988.24 1,988.02 3 1.233 115.7 1475 1491 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGVVQFSNDVFPEFYLK R T 95.00% 28.2 37 2.89 2 994.6337 1,987.25 1,988.02 2 0.2437 122.6 1475 1491 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGVVQFSNDVFPEFYLK R T 95.00% 28.8 37 0.824 2 994.6379 1,987.26 1,988.02 2 0.2522 126.8 1475 1491 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGVVQFSNDVFPEFYLK R T 95.00% 29.8 37 1.6 2 663.3628 1,987.07 1,988.02 3 0.05736 28.85 1475 1491 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGVVQFSNDVFPEFYLK R T 95.00% 31.8 36.8 1.03 2 995.1071 1,988.20 1,988.02 2 1.19 94.34 1475 1491 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGVVQFSNDVFPEFYLK R T 95.00% 34.9 37 1.47 2 994.6308 1,987.25 1,988.02 2 0.2378 119.6 1475 1491 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VGVVQFSNDVFPEFYLK R T 95.00% 37.1 37 2.24 2 994.6696 1,987.32 1,988.02 2 0.3154 158.6 1475 1491 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VPQIAFVITGGK R S 95.00% 31.6 39.1 1.54 2 614.6658 1,227.32 1,229.73 2 -1.401 -324.4 1743 1754 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VPQIAFVITGGK R S 95.00% 42.4 39.2 4.35 2 615.4059 1,228.80 1,229.73 2 0.07916 64.37 1743 1754 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VPQIAFVITGGK R S 95.00% 53.2 39.2 6.3 2 615.4285 1,228.84 1,229.73 2 0.1243 101.1 1743 1754 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VPQIAFVITGGK R S 95.00% 59.8 39.2 2.74 2 615.4287 1,228.84 1,229.73 2 0.1247 101.4 1743 1754 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VPQIAFVITGGK R S 95.00% 66.4 39.2 6.12 2 615.4169 1,228.82 1,229.73 2 0.101 82.14 1743 1754 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VPQIAFVITGGK R S 95.00% 67.1 39.2 2.24 2 615.4048 1,228.80 1,229.73 2 0.07683 62.47 1743 1754 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VPQIAFVITGGK R S 95.00% 71.2 39.2 7.24 2 615.4255 1,228.84 1,229.73 2 0.1182 96.13 1743 1754 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VPQIAFVITGGK R S 95.00% 73.9 39.2 7.57 2 615.428 1,228.84 1,229.73 2 0.1232 100.2 1743 1754 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VSVVANTPSGPVEAFDFDEYQPEMLEK R F 95.00% 33.6 34.4 3.6 2 1,000.60 2,998.77 2,998.40 3 1.373 123.5 1887 1913 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VVESLDVGQDR R V 95.00% 54 39.3 2 2 608.849 1,215.68 1,216.62 2 0.07375 60.61 1054 1064 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VVESLDVGQDR R V 95.00% 60.8 39.3 2.89 2 608.8643 1,215.71 1,216.62 2 0.1043 85.74 1054 1064 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VVESLDVGQDR R V 95.00% 62.7 39.3 4.92 2 608.8518 1,215.69 1,216.62 2 0.07944 65.29 1054 1064 TRUE

LX-2 Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 59 69 256 24.30% VVESLDVGQDR R V 95.00% 76.6 39.3 5.39 2 608.8015 1,215.59 1,216.62 2 -0.02132 -17.53 1054 1064 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% QLDDLKVELSQLR K V 91.50% 36.2 38.3 0 2 519.7149 1,556.12 1,556.86 3 0.2656 170.6 20 32 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% QLDDLKVELSQLR K V 94.40% 38.1 38.4 0 2 520.0625 1,557.17 1,556.86 3 1.309 196.2 20 32 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% qLDDLKVELSQLR K V 95.00% 0 0 2.54 2 n-term: Pyro-cmC (-17.03) 770.5203 1,539.03 1,539.84 2 0.1953 126.8 20 32 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% QLDDLKVELSQLR K V 95.00% 42.4 38.2 0.959 2 519.7602 1,556.26 1,556.86 3 0.4015 257.8 20 32 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% QLDDLKVELSQLR K V 95.00% 75.8 38.3 5.03 2 779.029 1,556.04 1,556.86 2 0.1862 119.6 20 32 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% VLTVINQTQK R E 95.00% 31.6 39.5 2.34 2 572.409 1,142.80 1,143.67 2 0.1373 120 57 66 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% VLTVINQTQK R E 95.00% 48.3 39.5 2.11 2 572.4032 1,142.79 1,143.67 2 0.1257 109.9 57 66 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% VLTVINQTQK R E 95.00% 54.9 39.5 1 2 572.4074 1,142.80 1,143.67 2 0.1343 117.4 57 66 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% VLTVINQTQK R E 95.00% 57.7 39.5 1.96 2 572.393 1,142.77 1,143.67 2 0.1053 92.06 57 66 TRUE

LX-2 Repeat 2 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 3 10 18.70% VLTVINQTQK R E 95.00% 61.2 39.5 2.17 2 572.3606 1,142.71 1,143.67 2 0.04057 35.47 57 66 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% LWTLVSEQTR K V 95.00% 37.7 39.1 1.44 2 616.9236 1,231.83 1,232.66 2 0.1765 143.2 78 87 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% LWTLVSEQTR K V 95.00% 40.4 39.1 1.42 2 616.8875 1,231.76 1,232.66 2 0.1044 84.67 78 87 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% LWTLVSEQTR K V 95.00% 43.4 39.1 1.08 2 616.8794 1,231.74 1,232.66 2 0.08801 71.39 78 87 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% NQSFcPTVNLDK R L 95.00% 62.2 38.3 2.12 2 c5: Carbamidomethyl (+57.02) 712.3699 1,422.73 1,422.67 2 1.064 43.16 66 77 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% TGAAPIIDVVR K S 95.00% 60.5 38.7 1.89 2 556.2903 1,110.57 1,111.65 2 -0.07387 -66.46 95 105 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% TGAAPIIDVVR K S 95.00% 60.8 38.7 2.72 2 556.3803 1,110.75 1,111.65 2 0.1061 95.46 95 105 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% TGAAPIIDVVR K S 95.00% 63.3 38.7 2.4 2 556.3611 1,110.71 1,111.65 2 0.0677 60.9 95 105 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% TGAAPIIDVVR K S 95.00% 68.9 38.7 3.49 2 556.4003 1,110.79 1,111.65 2 0.1461 131.4 95 105 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% YHPGYFGK K V 94.90% 18.6 38.8 0.886 2 484.8035 967.5925 968.4625 2 0.1373 141.7 48 55 TRUE

LX-2 Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 4 4 10 27.70% YHPGYFGK K V 95.00% 12.7 38.8 0.959 2 484.779 967.5435 968.4625 2 0.08823 91.09 48 55 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% DmIILPEmVGSmVGVYNGK R T 95.00% 37.2 36.8 0 2 m2: Oxidation (+15.99), m8: Oxidation (+15.99), m12: Oxidation (+15.99) 700.9802 2,099.92 2,101.00 3 -0.07569 -36.03 82 100 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% DmIILPEmVGSMVGVYNGK R T 95.00% 37.7 36.8 0 2 m2: Oxidation (+15.99), m8: Oxidation (+15.99) 696.0002 2,084.98 2,085.01 3 0.9792 -11.27 82 100 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% DMIILPEMVGSmVGVYNGK R T 95.00% 56.2 36.8 0.824 2 m12: Oxidation (+15.99) 690.6833 2,069.03 2,069.01 3 1.023 9.97 82 100 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% DmIILPEMVGSMVGVYNGK R T 95.00% 59.7 36.7 4.06 2 m2: Oxidation (+15.99) 690.361 2,068.06 2,069.01 3 0.0565 27.31 82 100 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% DmIILPEMVGSMVGVYNGK R T 95.00% 65 36.7 8.85 2 m2: Oxidation (+15.99) 690.3991 2,068.18 2,069.01 3 0.1708 82.55 82 100 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% DmIILPEMVGSMVGVYNGK R T 95.00% 68.7 36.8 3.4 2 m2: Oxidation (+15.99) 690.7322 2,069.17 2,069.01 3 1.17 80.87 82 100 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% DMIILPEMVGSMVGVYNGK R T 95.00% 82.5 36.7 1.39 2 685.3722 2,053.09 2,053.02 3 1.085 40.08 82 100 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% EAPPMEKPEVVK K T 94.80% 37.5 38.6 0 2 677.3441 1,352.67 1,353.71 2 -0.02743 -20.26 66 77 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% EAPPmEKPEVVK K T 95.00% 40.6 38.5 0 2 m5: Oxidation (+15.99) 685.4221 1,368.83 1,369.70 2 0.1336 97.53 66 77 TRUE

LX-2 Repeat 2 RPS15 40S ribosomal protein S15 IPI00216153 17,022.80 100.00% 3 3 10 22.10% KEAPPMEKPEVVK K T 95.00% 35.2 38.2 2.3 2 494.7105 1,481.11 1,481.80 3 0.3134 211.5 65 77 TRUE

LX-2 Repeat 2 C4A Complement C4-A precursor IPI00032258,IPI00418163,IPI00643525,IPI00654875 192,754.80 100.00% 3 3 4 1.78% EMSGSPASGIPVK R V 94.40% 0 0 2.17 2 631.375 1,260.74 1,259.63 2 2.113 84.87 392 404 TRUE

LX-2 Repeat 2 C4A Complement C4-A precursor IPI00032258,IPI00418163,IPI00643525,IPI00654875 192,754.80 100.00% 3 3 4 1.78% ITQVLHFTK K D 93.90% 37.9 39.6 0 2 543.9026 1,085.79 1,086.63 2 0.1671 153.8 1647 1655 TRUE

LX-2 Repeat 2 C4A Complement C4-A precursor IPI00032258,IPI00418163,IPI00643525,IPI00654875 192,754.80 100.00% 3 3 4 1.78% YVLPNFEVK K I 90.90% 25 39.1 0.699 2 554.8578 1,107.70 1,108.60 2 0.1045 94.28 236 244 TRUE

LX-2 Repeat 2 C4A Complement C4-A precursor IPI00032258,IPI00418163,IPI00643525,IPI00654875 192,754.80 100.00% 3 3 4 1.78% YVLPNFEVK K I 95.00% 20.8 38.8 1.14 2 555.2736 1,108.53 1,108.60 2 0.9362 -59.97 236 244 TRUE

LX-2 Repeat 2 GREM1 Isoform 1 of Gremlin-1 precursor IPI00298476 20,678.90 99.80% 2 2 5 17.90% GTAmPGEEVLESSQEALHVTER R K 95.00% 20.6 35.9 1.29 2 m4: Oxidation (+15.99) 796.1647 2,385.47 2,386.12 3 0.3604 151 65 86 TRUE

LX-2 Repeat 2 GREM1 Isoform 1 of Gremlin-1 precursor IPI00298476 20,678.90 99.80% 2 2 5 17.90% GTAmPGEEVLESSQEALHVTER R K 95.00% 53.6 35.7 1.15 2 m4: Oxidation (+15.99) 796.4957 2,386.47 2,386.12 3 1.353 146.8 65 86 TRUE

LX-2 Repeat 2 GREM1 Isoform 1 of Gremlin-1 precursor IPI00298476 20,678.90 99.80% 2 2 5 17.90% GTAMPGEEVLESSQEALHVTER R K 95.00% 76.6 36 3.28 2 790.8002 2,369.38 2,370.12 3 0.2617 110.4 65 86 TRUE

LX-2 Repeat 2 GREM1 Isoform 1 of Gremlin-1 precursor IPI00298476 20,678.90 99.80% 2 2 5 17.90% qTIHEEGcNSR K T 91.90% 0 0 2 2 c8: Carbamidomethyl (+57.02), n-term: Pyro-cmC (-17.03) 657.8553 1,313.70 1,313.55 2 1.149 111.5 101 111 TRUE

LX-2 Repeat 2 GREM1 Isoform 1 of Gremlin-1 precursor IPI00298476 20,678.90 99.80% 2 2 5 17.90% qTIHEEGcNSR K T 95.00% 0 0 2.48 2 c8: Carbamidomethyl (+57.02), n-term: Pyro-cmC (-17.03) 657.3555 1,312.70 1,313.55 2 0.1497 114 101 111 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% ISGLIYEETR R G 95.00% 50.1 38.9 2.52 2 590.8291 1,179.64 1,180.62 2 0.02998 25.39 47 56 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% ISGLIYEETR R G 95.00% 59.9 38.9 2.89 2 590.8883 1,179.76 1,180.62 2 0.1483 125.6 47 56 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% ISGLIYEETR R G 95.00% 60.4 38.9 3.23 2 590.8414 1,179.67 1,180.62 2 0.05455 46.2 47 56 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% ISGLIYEETR R G 95.00% 60.5 38.9 3.05 2 590.8487 1,179.68 1,180.62 2 0.06917 58.58 47 56 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% VFLENVIR K D 93.90% 38.3 40 0 2 495.3983 988.782 989.5778 2 0.2114 213.6 61 68 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% VFLENVIR K D 95.00% 42.2 40 0 2 495.384 988.7535 989.5778 2 0.183 184.9 61 68 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% VFLENVIR K D 95.00% 43.4 40 0 2 495.3546 988.6947 989.5778 2 0.1242 125.5 61 68 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% VFLENVIR K D 95.00% 44.2 40 0 2 495.2749 988.5352 989.5778 2 -0.03534 -35.72 61 68 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% VFLENVIR K D 95.00% 55.2 40 0 2 495.3513 988.6881 989.5778 2 0.1175 118.7 61 68 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% VFLENVIR K D 95.00% 64.5 40 0.745 2 495.3505 988.6865 989.5778 2 0.1159 117.1 61 68 TRUE

LX-2 Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 99.80% 2 2 11 17.50% VFLENVIR K D 95.00% 64.9 40 0 2 495.3636 988.7127 989.5778 2 0.1421 143.6 61 68 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDmVAEK K R 94.70% 36.9 38 0 2 m9: Oxidation (+15.99) 780.8796 1,559.74 1,560.65 2 0.09966 63.86 176 188 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDmVAEK K R 95.00% 41.9 38 2.44 2 m9: Oxidation (+15.99) 780.9385 1,559.86 1,560.65 2 0.2173 139.2 176 188 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDmVAEK K R 95.00% 46 38 2.89 2 m9: Oxidation (+15.99) 781.4003 1,560.79 1,560.65 2 1.141 88.48 176 188 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDMVAEK K R 95.00% 48.1 38.2 2.62 2 773.3734 1,544.73 1,544.66 2 1.082 51.38 176 188 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDmVAEK K R 95.00% 59.4 38 1 2 m9: Oxidation (+15.99) 781.3834 1,560.75 1,560.65 2 1.107 66.91 176 188 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDMVAEK K R 95.00% 70.6 38.3 4.49 2 772.906 1,543.80 1,544.66 2 0.1472 95.28 176 188 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDMVAEK K R 95.00% 83.7 38.3 5.66 2 772.9583 1,543.90 1,544.66 2 0.2518 163 176 188 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDMVAEK K R 95.00% 83.8 38.3 6.38 2 772.8744 1,543.73 1,544.66 2 0.08406 54.42 176 188 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDMVAEKR K L 95.00% 50.4 37.8 0 2 568.0175 1,701.03 1,700.76 3 1.279 162.5 176 189 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDmVAEKR K L 95.00% 61.9 37.8 0 2 m9: Oxidation (+15.99) 572.9959 1,715.97 1,716.75 3 0.2197 127.9 176 189 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% FNADEFEDmVAEKR K L 95.00% 70 37.8 0 2 m9: Oxidation (+15.99) 573.3094 1,716.91 1,716.75 3 1.16 91.68 176 189 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% VHIGQVImSIR R T 95.00% 37.9 38.7 1.68 2 m8: Oxidation (+15.99) 634.8687 1,267.72 1,268.71 2 0.01561 12.31 129 139 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% VHIGQVImSIR R T 95.00% 39 38.7 0 2 m8: Oxidation (+15.99) 634.8778 1,267.74 1,268.71 2 0.03381 26.65 129 139 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% VHIGQVIMSIR R T 95.00% 47.5 38.8 1.89 2 626.9203 1,251.83 1,252.72 2 0.1137 90.78 129 139 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% VHIGQVIMSIR R T 95.00% 49.6 38.8 2.36 2 627.3971 1,252.78 1,252.72 2 1.067 51.51 129 139 TRUE

LX-2 Repeat 2 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 16 11.70% VHIGQVImSIR R T 95.00% 54 38.7 4.05 2 m8: Oxidation (+15.99) 634.9113 1,267.81 1,268.71 2 0.1008 79.45 129 139 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% DQLLPPSPNNR R I 95.00% 47.2 38.8 1.59 2 625.8974 1,249.78 1,250.65 2 0.1387 110.9 712 722 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% DQLLPPSPNNR R I 95.00% 61.7 38.8 1.66 2 625.8569 1,249.70 1,250.65 2 0.05766 46.1 712 722 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% ENYAELLEDAFLK K N 95.00% 50.8 38.1 6.64 2 778.4134 1,554.81 1,554.77 2 1.051 30.93 791 803 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% ENYAELLEDAFLK K N 95.00% 75.1 38 5.82 2 777.9795 1,553.94 1,554.77 2 0.183 117.7 791 803 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% GLEQLLVGGSHLK K E 95.00% 37.7 38.6 3.68 2 676.4212 1,350.83 1,350.77 2 1.061 42.99 136 148 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% GLEQLLVGGSHLK K E 95.00% 43.3 38.8 4.16 2 675.9192 1,349.82 1,350.77 2 0.05692 42.14 136 148 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% GLEQLLVGGSHLK K E 95.00% 54.5 38.6 4.59 2 676.4559 1,350.90 1,350.77 2 1.13 94.31 136 148 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% GVFHQTVSR R K 95.00% 31.4 39.7 0.745 2 515.8404 1,029.67 1,030.54 2 0.1308 126.9 1015 1023 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% GVFHQTVSR R K 95.00% 43.6 39.7 1.34 2 515.8624 1,029.71 1,030.54 2 0.1747 169.5 1015 1023 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% IALVITDGR R S 95.00% 49.8 39.7 2 2 479.3919 956.7692 957.5729 2 0.2035 212.5 723 731 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% IALVITDGR R S 95.00% 51.6 39.7 1.82 2 479.3571 956.6996 957.5729 2 0.1339 139.8 723 731 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% IALVITDGR R S 95.00% 56.4 39.7 1.68 2 479.3446 956.6746 957.5729 2 0.1089 113.7 723 731 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% KGLEQLLVGGSHLK K E 95.00% 27.9 38.4 1.7 2 493.7295 1,478.17 1,478.87 3 0.3046 205.9 135 148 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% LLLFSDGNSQGATPAAIEK R A 95.00% 47.3 37.4 0 2 966.6468 1,931.28 1,932.01 2 0.2787 144.2 939 957 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% LLLFSDGNSQGATPAAIEK R A 95.00% 57.2 37.4 3.55 2 966.6088 1,931.20 1,932.01 2 0.2029 105 939 957 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% LLLFSDGNSQGATPAAIEK R A 95.00% 58 37.6 2.23 2 967.1283 1,932.24 1,932.01 2 1.242 123.6 939 957 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% LLLFSDGNSQGATPAAIEK R A 95.00% 80 37.4 3.72 2 966.6536 1,931.29 1,932.01 2 0.2924 151.3 939 957 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% LLLFSDGNSQGATPAAIEK R A 95.00% 109 37.4 4.57 2 966.6273 1,931.24 1,932.01 2 0.2397 124.1 939 957 TRUE
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LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% TAEYDVAYGESHLFR K V 95.00% 40.9 37.5 1.26 2 586.6961 1,757.07 1,757.81 3 0.2607 148.3 991 1005 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% TAEYDVAYGESHLFR K V 95.00% 46.7 37.5 2.55 2 586.7064 1,757.10 1,757.81 3 0.2918 166 991 1005 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% TAEYDVAYGESHLFR K V 95.00% 57 37.5 2.54 2 586.6722 1,756.99 1,757.81 3 0.1891 107.5 991 1005 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% TAEYDVAYGESHLFR K V 95.00% 74.2 37.5 7.36 2 879.5328 1,757.05 1,757.81 2 0.2453 139.5 991 1005 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VAVVQYSGTGQQRPER R A 95.00% 32.6 37.7 0.854 2 592.3714 1,774.09 1,774.92 3 0.18 101.4 873 888 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VFSVAITPDHLEPR K L 95.00% 27.8 37.8 2.09 2 527.7098 1,580.11 1,580.84 3 0.2715 171.7 186 199 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VFSVAITPDHLEPR K L 95.00% 42.9 37.8 2.15 2 527.7062 1,580.10 1,580.84 3 0.2608 164.9 186 199 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VFSVAITPDHLEPR K L 95.00% 51 37.8 0 2 527.968 1,580.88 1,580.84 3 1.046 27.41 186 199 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VFSVAITPDHLEPR K L 95.00% 53.9 37.8 2.26 2 527.9362 1,580.79 1,580.84 3 0.9508 -32.86 186 199 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 94.50% 38.4 39.7 0 2 523.8844 1,045.75 1,046.60 2 0.1621 154.9 1006 1014 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 95.00% 53.1 39.7 0 2 523.8755 1,045.74 1,046.60 2 0.1444 138 1006 1014 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 95.00% 58.5 39.7 0.678 2 523.8844 1,045.75 1,046.60 2 0.1622 154.9 1006 1014 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 95.00% 65.4 39.7 0.921 2 523.8805 1,045.75 1,046.60 2 0.1543 147.4 1006 1014 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 95.00% 68.2 39.7 1.51 2 523.8963 1,045.78 1,046.60 2 0.1859 177.6 1006 1014 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 95.00% 68.4 39.7 2.8 2 523.8781 1,045.74 1,046.60 2 0.1495 142.8 1006 1014 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 95.00% 68.8 39.7 1.82 2 524.3734 1,046.73 1,046.60 2 1.14 131.1 1006 1014 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 95.00% 71.1 39.7 2.28 2 523.8303 1,045.65 1,046.60 2 0.05393 51.52 1006 1014 TRUE

LX-2 Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 11 12 36 12.50% VPSYQALLR R G 95.00% 74.6 39.7 2.08 2 523.8868 1,045.76 1,046.60 2 0.1671 159.6 1006 1014 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% EFEDVHELK K K 94.90% 38.3 39.3 0 2 573.3792 1,144.74 1,145.55 2 0.2036 177.7 287 295 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% EFEDVHELK K K 95.00% 21.5 39.3 1.12 2 573.3969 1,144.78 1,145.55 2 0.2392 208.7 287 295 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% EFEDVHELK K K 95.00% 49.8 39.3 0 2 573.339 1,144.66 1,145.55 2 0.1232 107.6 287 295 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 94.90% 37.9 38.9 0 2 628.322 1,254.63 1,254.64 2 1 -2.05 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 35.7 38.9 1.37 2 628.4229 1,254.83 1,254.64 2 1.202 158.7 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 44 38.8 0 2 627.8263 1,253.64 1,254.64 2 0.008727 6.956 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 55.1 38.8 1.28 2 627.8385 1,253.66 1,254.64 2 0.03309 26.37 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 58.6 38.8 1.85 2 627.8373 1,253.66 1,254.64 2 0.03073 24.49 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 64.3 38.8 2.72 2 627.8318 1,253.65 1,254.64 2 0.0198 15.78 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 64.9 38.8 2.08 2 627.9003 1,253.79 1,254.64 2 0.1567 124.9 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 67.9 38.8 1.77 2 627.8823 1,253.75 1,254.64 2 0.1207 96.22 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 68.8 38.8 0 2 627.8705 1,253.73 1,254.64 2 0.09722 77.48 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 72.7 38.9 1.72 2 628.3203 1,254.63 1,254.64 2 0.9967 -4.78 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 72.8 38.8 2.77 2 627.8592 1,253.70 1,254.64 2 0.07462 59.47 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 72.8 38.8 2.35 2 627.8724 1,253.73 1,254.64 2 0.1009 80.44 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 72.9 38.8 2.44 2 627.8669 1,253.72 1,254.64 2 0.09006 71.78 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 73.3 38.9 2.57 2 628.3594 1,254.70 1,254.64 2 1.075 57.6 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 74.1 38.8 2.8 2 627.9047 1,253.79 1,254.64 2 0.1656 132 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 74.3 38.8 2.17 2 627.8419 1,253.67 1,254.64 2 0.03989 31.79 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 75.8 38.8 1.92 2 627.8553 1,253.70 1,254.64 2 0.06673 53.18 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% IESEAFFGLNK K L 95.00% 75.8 38.8 2.51 2 627.8628 1,253.71 1,254.64 2 0.08173 65.14 120 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% KVPNNIPPDIVK K L 95.00% 32 38.7 1.57 2 667.9477 1,333.88 1,333.78 2 1.104 75.87 261 272 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% KVPNNIPPDIVK K L 95.00% 42.5 38.9 2.7 2 667.4937 1,332.97 1,333.78 2 0.1961 147 261 272 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% KVPNNIPPDIVK K L 95.00% 54 38.9 3.38 2 667.4221 1,332.83 1,333.78 2 0.05289 39.65 261 272 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LPAYPESFDQDTEDDEWEKK K H 92.10% 12.1 36 0.921 2 815.1651 2,442.47 2,442.06 3 1.418 170.1 405 424 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LPAYPESFDQDTEDDEWEKK K H 95.00% 19.6 36.1 2.51 2 814.8216 2,441.44 2,442.06 3 0.3879 158.8 405 424 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LPAYPESFDQDTEDDEWEKK K H 95.00% 46.3 36.1 1.7 2 814.7727 2,441.30 2,442.06 3 0.2412 98.74 405 424 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LTTLLLQHNQIK K V 91.20% 35.1 38.3 0 2 711.9982 1,421.98 1,421.85 2 1.141 97.46 131 142 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LTTLLLQHNQIK K V 93.00% 37 38.3 0 2 475.0427 1,422.11 1,421.85 3 1.266 184.8 131 142 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LTTLLLQHNQIK K V 94.80% 38.4 38.3 0 2 474.6816 1,421.02 1,421.85 3 0.1825 128.4 131 142 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LTTLLLQHNQIK K V 95.00% 26.1 38.4 1.68 2 711.5136 1,421.01 1,421.85 2 0.1722 121.1 131 142 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LTTLLLQHNQIK K V 95.00% 30.1 38.4 1.52 2 711.5052 1,421.00 1,421.85 2 0.1554 109.3 131 142 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LTTLLLQHNQIK K V 95.00% 39.4 38.3 0 2 474.7352 1,421.18 1,421.85 3 0.3433 241.4 131 142 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LTTLLLQHNQIK K V 95.00% 39.7 38.4 0.77 2 711.4463 1,420.88 1,421.85 2 0.03753 26.39 131 142 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% LTTLLLQHNQIK K V 95.00% 49.1 38.4 2.28 2 711.5015 1,420.99 1,421.85 2 0.148 104.1 131 142 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 91.40% 35.8 38.9 0 2 638.4103 1,274.81 1,274.66 2 1.154 118.9 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 36.1 38.9 1.77 2 638.3651 1,274.72 1,274.66 2 1.064 48.02 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 37.6 38.8 1.01 2 637.8991 1,273.78 1,274.66 2 0.1321 103.6 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 48.6 38.8 2.37 2 637.888 1,273.76 1,274.66 2 0.1098 86.14 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 50.8 38.8 2.35 2 637.8857 1,273.76 1,274.66 2 0.1052 82.52 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 52.9 38.9 0.886 2 638.404 1,274.79 1,274.66 2 1.142 109.1 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 52.9 38.8 1.74 2 637.9042 1,273.79 1,274.66 2 0.1423 111.6 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 53 38.8 3.11 2 637.8897 1,273.76 1,274.66 2 0.1132 88.82 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 53.3 38.8 1.62 2 637.8648 1,273.72 1,274.66 2 0.06343 49.76 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 53.6 38.9 0.721 2 638.3968 1,274.78 1,274.66 2 1.128 97.8 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 53.8 38.8 1.6 2 637.9005 1,273.79 1,274.66 2 0.1348 105.8 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 59.2 38.8 2.19 2 637.9221 1,273.83 1,274.66 2 0.178 139.6 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISK K I 95.00% 60.3 38.8 1.85 2 637.8478 1,273.68 1,274.66 2 0.02943 23.09 109 119 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% SLDLQQNEISKIESEAFFGLNK K L 95.00% 65.6 35.4 7.15 2 837.8616 2,510.56 2,510.28 3 1.293 115.5 109 130 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% TPEEYKGWSVGK K Y 90.90% 18.6 38.6 0.854 2 461.3094 1,380.91 1,380.68 3 1.234 167.4 380 391 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% TPEEYKGWSVGK K Y 95.00% 44.9 38.6 1.16 2 461.3442 1,381.01 1,380.68 3 1.338 242.9 380 391 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% VPNNIPPDIVK K L 95.00% 37 39.2 1.7 2 603.4083 1,204.80 1,205.69 2 0.1202 99.71 262 272 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% VPNNIPPDIVK K L 95.00% 37 39.2 2.23 2 603.9831 1,205.95 1,205.69 2 1.27 221.3 262 272 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% VPNNIPPDIVK K L 95.00% 45.8 39.2 2.43 2 603.4398 1,204.87 1,205.69 2 0.1834 152.1 262 272 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% VPNNIPPDIVK K L 95.00% 49.7 39.2 2.85 2 603.3938 1,204.77 1,205.69 2 0.09129 75.71 262 272 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% YAPGLPcDVYTYLHEK R Y 95.00% 33.3 37.2 1.34 2 c7: Carbamidomethyl (+57.02) 642.6965 1,925.07 1,925.91 3 0.1645 85.43 48 63 TRUE

LX-2 Repeat 2 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 10 11 57 23.40% YAPGLPcDVYTYLHEK R Y 95.00% 45.1 37.2 3.92 2 c7: Carbamidomethyl (+57.02) 642.6902 1,925.05 1,925.91 3 0.1456 75.59 48 63 TRUE

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 8 16.20% HGVVPLATYMR K I 95.00% 32.5 38.9 2.47 2 622.3331 1,242.65 1,243.66 2 -0.002659 -2.138 22 32 TRUE

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 8 16.20% HGVVPLATYMR K I 95.00% 36 38.9 1.34 2 622.3363 1,242.66 1,243.66 2 0.003627 2.916 22 32 TRUE

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 8 16.20% VYNVTQHAVGIVVNK R Q 95.00% 28.8 37.8 1.8 2 548.0794 1,641.22 1,640.91 3 1.312 188.2 64 78 TRUE

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 8 16.20% VYNVTQHAVGIVVNK R Q 95.00% 45.8 37.8 2.82 2 547.6607 1,639.96 1,640.91 3 0.05573 33.96 64 78 TRUE

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 8 16.20% VYNVTQHAVGIVVNK R Q 95.00% 48.9 37.8 3.12 2 547.7081 1,640.10 1,640.91 3 0.1979 120.6 64 78 TRUE

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 8 16.20% VYNVTQHAVGIVVNK R Q 95.00% 49.8 37.8 4.48 2 547.668 1,639.98 1,640.91 3 0.07767 47.33 64 78 TRUE

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 8 16.20% VYNVTQHAVGIVVNK R Q 95.00% 50.7 37.8 3.82 2 548.024 1,641.05 1,640.91 3 1.146 87.06 64 78 TRUE

LX-2 Repeat 2 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 8 16.20% VYNVTQHAVGIVVNK R Q 95.00% 53.6 37.8 3.25 2 547.7086 1,640.10 1,640.91 3 0.1994 121.5 64 78 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 91.70% 35.8 38.7 0 2 498.5403 995.066 996.5109 2 -0.4377 -439.4 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 50.7 38.8 0 2 498.7794 995.5442 996.5109 2 0.04056 40.7 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 56.2 38.8 1.25 2 498.82 995.6255 996.5109 2 0.1218 122.2 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 57 38.8 0 2 499.2783 996.542 996.5109 2 1.038 35.69 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 60.7 38.8 1.49 2 498.8273 995.6401 996.5109 2 0.1364 136.9 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 60.9 38.8 1.43 2 498.8519 995.6892 996.5109 2 0.1856 186.2 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 63.1 38.8 1.77 2 498.831 995.6474 996.5109 2 0.1438 144.2 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 63.1 38.8 1.74 2 498.8144 995.6143 996.5109 2 0.1106 111 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 63.5 38.8 1.11 2 498.8302 995.6458 996.5109 2 0.1421 142.6 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 63.9 38.8 2.21 2 498.8313 995.6481 996.5109 2 0.1444 144.9 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 65 38.8 2.18 2 498.8307 995.6469 996.5109 2 0.1432 143.7 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 65.3 38.8 0 2 498.8187 995.6228 996.5109 2 0.1191 119.5 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 65.4 38.8 1.74 2 498.7792 995.5439 996.5109 2 0.04019 40.32 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 67 38.8 0.921 2 498.8345 995.6545 996.5109 2 0.1508 151.3 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 68.4 38.8 1.77 2 498.8384 995.6623 996.5109 2 0.1586 159.1 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 71.9 38.8 1.11 2 499.3353 996.656 996.5109 2 1.152 149.9 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 72.5 38.8 1.11 2 498.8546 995.6947 996.5109 2 0.1911 191.7 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 74.9 38.8 2.3 2 498.8443 995.674 996.5109 2 0.1703 170.9 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% AGYQSTLTR R T 95.00% 75.7 38.8 0.959 2 498.7949 995.5753 996.5109 2 0.07166 71.91 517 525 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cAcTYGFTGPQcER R D 95.00% 59 37.6 4.51 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 853.9503 1,705.89 1,706.67 2 0.2212 129.6 166 179 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cAcTYGFTGPQcER R D 95.00% 59.1 37.7 0 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 854.4722 1,706.93 1,706.67 2 1.265 153.5 166 179 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cAcTYGFTGPQcER R D 95.00% 59.6 37.6 0 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 853.9578 1,705.90 1,706.67 2 0.2362 138.4 166 179 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcDMGFVPSADGK R A 95.00% 24.5 38.2 2.7 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 786.8141 1,571.61 1,572.61 2 0.008061 5.126 1429 1442 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcDmGFVPSADGK R A 95.00% 67.5 38.3 3.85 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), m5: Oxidation (+15.99) 794.8943 1,587.77 1,588.61 2 0.1736 109.2 1429 1442 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcEIGYELDR R S 95.00% 28.4 38.5 1.68 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.8415 1,443.67 1,443.59 2 1.088 58.79 1470 1480 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcEIGYELDR R S 95.00% 34.9 38.5 3.72 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3053 1,442.60 1,443.59 2 0.01522 10.54 1470 1480 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcEIGYELDR R S 95.00% 52.3 38.5 2.66 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.841 1,443.67 1,443.59 2 1.087 58.16 1470 1480 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcEIGYELDR R S 95.00% 52.9 38.5 3.34 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3203 1,442.63 1,443.59 2 0.04522 31.32 1470 1480 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcEIGYELDR R S 95.00% 58.4 38.5 4.51 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3924 1,442.77 1,443.59 2 0.1896 131.3 1470 1480 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcEIGYELDR R S 95.00% 64.8 38.5 5.29 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3372 1,442.66 1,443.59 2 0.07912 54.8 1470 1480 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcEIGYELDR R S 95.00% 75.2 38.5 4.85 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.8295 1,443.64 1,443.59 2 1.064 42.19 1470 1480 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcEIGYELDR R S 95.00% 89.5 38.5 5.59 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3553 1,442.70 1,443.59 2 0.1152 79.81 1470 1480 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcFPGLAVGLDGR R V 95.00% 0 0 2.77 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 776.8851 1,551.76 1,550.71 2 2.054 31.02 637 650 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcFPGLAVGLDGR R V 95.00% 63.7 38.2 6.21 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9136 1,549.81 1,550.71 2 0.1107 71.37 637 650 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcFPGLAVGLDGR R V 95.00% 67.8 38.2 4.14 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9544 1,549.89 1,550.71 2 0.1922 123.9 637 650 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcFPGLAVGLDGR R V 95.00% 70.6 38.2 5.47 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9466 1,549.88 1,550.71 2 0.1767 113.9 637 650 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcFPGLAVGLDGR R V 95.00% 72.4 38.2 4.82 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9003 1,549.79 1,550.71 2 0.08402 54.18 637 650 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcFPGLAVGLDGR R V 95.00% 78.2 38.2 7.35 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9174 1,549.82 1,550.71 2 0.1182 76.25 637 650 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcPVGFFYNDK R L 95.00% 45.4 38.1 4.35 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.9055 1,535.80 1,535.63 2 1.174 111.6 1791 1802 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcPVGFFYNDK R L 95.00% 52 38.1 1.48 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.9286 1,535.84 1,535.63 2 1.22 141.7 1791 1802 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcPVGFFYNDK R L 95.00% 56.1 38.2 5.21 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.4134 1,534.81 1,535.63 2 0.19 123.7 1791 1802 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcPVGFFYNDK R L 95.00% 64.4 38.2 4.01 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.3334 1,534.65 1,535.63 2 0.03014 19.62 1791 1802 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcPVGFFYNDK R L 95.00% 67.8 38.2 6.07 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.3803 1,534.75 1,535.63 2 0.1238 80.62 1791 1802 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEcPVGFFYNDK R L 95.00% 72.6 38.2 5.06 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.37 1,534.73 1,535.63 2 0.1032 67.22 1791 1802 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEININGATLK R S 91.70% 36.2 39.1 0 2 c1: Carbamidomethyl (+57.02) 616.8403 1,231.67 1,232.63 2 0.04277 34.7 862 872 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEININGATLK R S 93.60% 26.2 39 0.721 2 c1: Carbamidomethyl (+57.02) 617.3382 1,232.66 1,232.63 2 1.039 29.11 862 872 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEININGATLK R S 95.00% 31.6 39.1 0.854 2 c1: Carbamidomethyl (+57.02) 616.8399 1,231.67 1,232.63 2 0.04197 34.05 862 872 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEININGATLK R S 95.00% 37.2 39.1 0.77 2 c1: Carbamidomethyl (+57.02) 616.9203 1,231.83 1,232.63 2 0.2028 164.5 862 872 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEININGATLK R S 95.00% 38.7 39 0 2 c1: Carbamidomethyl (+57.02) 617.3369 1,232.66 1,232.63 2 1.036 26.98 862 872 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cEININGATLK R S 95.00% 40.6 39.1 1.11 2 c1: Carbamidomethyl (+57.02) 616.861 1,231.71 1,232.63 2 0.08423 68.33 862 872 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIcKPGFQLASDGR K Y 95.00% 20.1 38 1.23 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 537.3713 1,609.09 1,608.76 3 1.337 207.6 596 609 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIcKPGFQLASDGR K Y 95.00% 30.2 38 1.36 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 537.2735 1,608.80 1,608.76 3 1.044 25.42 596 609 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIcKPGFQLASDGR K Y 95.00% 34.1 38.1 1.89 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 536.9683 1,607.88 1,608.76 3 0.128 79.57 596 609 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIcKPGFQLASDGR K Y 95.00% 44.3 38.1 1.23 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 537.0178 1,608.03 1,608.76 3 0.2764 171.8 596 609 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIcNSGYEVDSTGK K N 95.00% 27.4 38.2 2.7 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 795.3736 1,588.73 1,589.66 2 0.08279 52.07 748 761 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIcNSGYEVDSTGK K N 95.00% 67.1 38.2 6.49 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 795.4026 1,588.79 1,589.66 2 0.1408 88.58 748 761 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIDVRPGYcYTALTNGR R C 95.00% 35.3 36.9 2.55 2 c1: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 672.9641 2,015.87 2,015.94 3 0.9349 -33.65 328 344 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIDVRPGYcYTALTNGR R C 95.00% 36.7 36.9 1.52 2 c1: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 673.048 2,016.12 2,015.94 3 1.187 91.26 328 344 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cIDVRPGYcYTALTNGR R C 95.00% 37.3 36.9 0 2 c1: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 672.6547 2,014.94 2,015.94 3 0.006878 3.412 328 344 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cLcPEGFSLSSSGR K R 95.00% 0 0 2.34 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 779.9326 1,557.85 1,556.68 2 2.175 108.6 2038 2051 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cLcPEGFSLSSSGR K R 95.00% 0 0 4.32 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), c1: Pyro-cmC (-17.03) 770.4117 1,538.81 1,539.66 2 0.1594 103.5 2038 2051 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cLcPEGFSLSSSGR K R 95.00% 50.5 38.3 3.12 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.8915 1,555.77 1,556.68 2 0.09249 59.41 2038 2051 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cLcPEGFSLSSSGR K R 95.00% 52.5 38.3 3.17 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.9056 1,555.80 1,556.68 2 0.1208 77.56 2038 2051 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cLcPEGFSLSSSGR K R 95.00% 61.1 38.3 6.68 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.8903 1,555.77 1,556.68 2 0.09002 57.82 2038 2051 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cLcPEGFSLSSSGR K R 95.00% 62.2 38.3 3.85 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.971 1,555.93 1,556.68 2 0.2516 161.6 2038 2051 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cLcPEGFSLSSSGR K R 95.00% 66.7 38.3 2.48 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.8975 1,555.78 1,556.68 2 0.1046 67.17 2038 2051 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPPGFYTSPDGTR K C 95.00% 42.5 38.4 4.8 2 c1: Carbamidomethyl (+57.02) 727.8603 1,453.71 1,454.64 2 0.07617 52.36 315 327 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPPGFYTSPDGTR K C 95.00% 51.5 38.4 6 2 c1: Carbamidomethyl (+57.02) 727.8583 1,453.70 1,454.64 2 0.07217 49.61 315 327 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPPGFYTSPDGTR K C 95.00% 53.2 38.3 4.8 2 c1: Carbamidomethyl (+57.02) 728.3813 1,454.75 1,454.64 2 1.118 79.37 315 327 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPPGFYTSPDGTR K C 95.00% 55.5 38.4 7.82 2 c1: Carbamidomethyl (+57.02) 727.8842 1,453.75 1,454.64 2 0.124 85.24 315 327 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPPGFYTSPDGTR K C 95.00% 56.8 38.4 5.68 2 c1: Carbamidomethyl (+57.02) 727.8565 1,453.70 1,454.64 2 0.06867 47.21 315 327 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPPGFYTSPDGTR K C 95.00% 59 38.4 3.82 2 c1: Carbamidomethyl (+57.02) 727.9165 1,453.82 1,454.64 2 0.1887 129.7 315 327 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPPGFYTSPDGTR K C 95.00% 69.1 38.4 4.77 2 c1: Carbamidomethyl (+57.02) 727.9136 1,453.81 1,454.64 2 0.1828 125.7 315 327 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPTGYYLNEDTR R V 95.00% 45.2 38.2 5.34 2 c1: Carbamidomethyl (+57.02) 744.8769 1,487.74 1,488.64 2 0.1041 69.93 1633 1644 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPTGYYLNEDTR R V 95.00% 45.6 38.2 4.68 2 c1: Carbamidomethyl (+57.02) 744.8078 1,487.60 1,488.64 2 -0.03416 -22.95 1633 1644 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPTGYYLNEDTR R V 95.00% 68.6 38.2 7.22 2 c1: Carbamidomethyl (+57.02) 744.8653 1,487.72 1,488.64 2 0.08077 54.26 1633 1644 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPTGYYLNEDTR R V 95.00% 75.2 38.2 6.33 2 c1: Carbamidomethyl (+57.02) 744.8869 1,487.76 1,488.64 2 0.124 83.27 1633 1644 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPTGYYLNEDTR R V 95.00% 80.2 38.2 5.89 2 c1: Carbamidomethyl (+57.02) 744.8799 1,487.75 1,488.64 2 0.1101 73.93 1633 1644 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPVGYVLR K E 89.70% 0 0 1.89 2 c1: Carbamidomethyl (+57.02), c1: Pyro-cmC (-17.03) 473.8523 945.69 946.4816 2 0.2157 227.9 2232 2239 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPVGYVLR K E 95.00% 0 0 2.36 2 c1: Carbamidomethyl (+57.02), c1: Pyro-cmC (-17.03) 473.8088 945.603 946.4816 2 0.1287 136 2232 2239 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPVGYVLR K E 95.00% 48.5 39.6 3 2 c1: Carbamidomethyl (+57.02) 482.3153 962.6161 963.5081 2 0.1152 119.6 2232 2239 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPVGYVLR K E 95.00% 49.7 39.6 1.77 2 c1: Carbamidomethyl (+57.02) 482.3414 962.6682 963.5081 2 0.1674 173.7 2232 2239 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cPVGYVLR K E 95.00% 53.3 39.6 2.74 2 c1: Carbamidomethyl (+57.02) 482.3271 962.6396 963.5081 2 0.1388 144 2232 2239 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cQcPSGmTLDATGR K I 95.00% 78.2 38.2 4.6 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), m7: Oxidation (+15.99) 785.3989 1,568.78 1,569.65 2 0.1448 92.25 935 948 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cScSPGWIGDGIK K C 93.90% 36.7 38.4 0 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 719.2823 1,436.55 1,436.63 2 0.9275 -52.36 1348 1360 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cScSPGWIGDGIK K C 95.00% 37 38.4 0.854 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 719.3303 1,436.65 1,436.63 2 1.023 14.32 1348 1360 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cScSPGWIGDGIK K C 95.00% 48.9 38.4 4.89 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 718.8303 1,435.65 1,436.63 2 0.02332 16.23 1348 1360 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cScSPGWIGDGIK K C 95.00% 52.2 38.4 3.08 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 718.8369 1,435.66 1,436.63 2 0.03665 25.51 1348 1360 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cSNQLPQSITK R M 95.00% 21 38.9 1.15 2 c1: Carbamidomethyl (+57.02) 638.3338 1,274.65 1,275.64 2 0.02412 18.9 345 355 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cSNQLPQSITK R M 95.00% 33.2 38.9 2.01 2 c1: Carbamidomethyl (+57.02) 638.9103 1,275.81 1,275.64 2 1.177 136.5 345 355 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cSNQLPQSITK R M 95.00% 49.2 38.9 3.49 2 c1: Carbamidomethyl (+57.02) 638.3782 1,274.74 1,275.64 2 0.1129 88.51 345 355 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cSNQLPQSITK R M 95.00% 53.2 38.9 3.8 2 c1: Carbamidomethyl (+57.02) 638.3919 1,274.77 1,275.64 2 0.1402 109.9 345 355 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cSNQLPQSITK R M 95.00% 54.3 38.9 3.49 2 c1: Carbamidomethyl (+57.02) 638.3639 1,274.71 1,275.64 2 0.08427 66.05 345 355 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cSNQLPQSITK R M 95.00% 56.2 38.9 2.08 2 c1: Carbamidomethyl (+57.02) 638.3629 1,274.71 1,275.64 2 0.08228 64.5 345 355 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cSNQLPQSITK R M 95.00% 59 38.9 3.74 2 c1: Carbamidomethyl (+57.02) 638.3885 1,274.76 1,275.64 2 0.1334 104.5 345 355 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% cSNQLPQSITK R M 95.00% 61.6 38.9 5.85 2 c1: Carbamidomethyl (+57.02) 638.3923 1,274.77 1,275.64 2 0.141 110.5 345 355 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% DGKNcEDmDEcSIR R N 95.00% 39.7 37.7 0.959 2 c5: Carbamidomethyl (+57.02), m8: Oxidation (+15.99), c11: Carbamidomethyl (+57.02) 582.2673 1,743.78 1,744.66 3 0.1301 74.54 566 579 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% DGKNcEDmDEcSIR R N 95.00% 44 37.7 0 2 c5: Carbamidomethyl (+57.02), m8: Oxidation (+15.99), c11: Carbamidomethyl (+57.02) 582.3085 1,743.90 1,744.66 3 0.2536 145.3 566 579 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% DGKNcEDmDEcSIR R N 95.00% 52.8 37.7 0 2 c5: Carbamidomethyl (+57.02), m8: Oxidation (+15.99), c11: Carbamidomethyl (+57.02) 582.2745 1,743.80 1,744.66 3 0.1515 86.82 566 579 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% DGKNcEDmDEcSIR R N 95.00% 58 37.7 0 2 c5: Carbamidomethyl (+57.02), m8: Oxidation (+15.99), c11: Carbamidomethyl (+57.02) 582.2702 1,743.79 1,744.66 3 0.1386 79.45 566 579 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% DGKNcEDMDEcSIR R N 95.00% 59.7 37.6 0 2 c5: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 576.9354 1,727.78 1,728.66 3 0.1292 74.73 566 579 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% DGKNcEDMDEcSIR R N 95.00% 79.7 37.7 0 2 c5: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 577.3402 1,729.00 1,728.66 3 1.344 197 566 579 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% DIDEcLQNGR R I 93.20% 36.8 39 0 2 c5: Carbamidomethyl (+57.02) 610.7736 1,219.53 1,219.54 2 1.003 -0.1552 530 539 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GDNGDTAcSNEIGVGVSK R A 95.00% 62.4 37.7 2.55 2 c8: Carbamidomethyl (+57.02) 890.506 1,779.00 1,779.78 2 0.2231 125.3 1542 1559 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GDNGDTAcSNEIGVGVSK R A 95.00% 64.5 37.7 2.6 2 c8: Carbamidomethyl (+57.02) 890.51 1,779.01 1,779.78 2 0.2312 129.9 1542 1559 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GDNGDTAcSNEIGVGVSK R A 95.00% 72.9 37.7 5.34 2 c8: Carbamidomethyl (+57.02) 890.9998 1,779.99 1,779.78 2 1.211 116.8 1542 1559 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GDNGDTAcSNEIGVGVSK R A 95.00% 80.2 37.7 4.64 2 c8: Carbamidomethyl (+57.02) 891.0309 1,780.05 1,779.78 2 1.273 151.7 1542 1559 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GDNGDTAcSNEIGVGVSK R A 95.00% 83.2 37.7 7.89 2 c8: Carbamidomethyl (+57.02) 890.4429 1,778.87 1,779.78 2 0.09684 54.41 1542 1559 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GDNGDTAcSNEIGVGVSK R A 95.00% 88.1 37.7 6.21 2 c8: Carbamidomethyl (+57.02) 890.9991 1,779.98 1,779.78 2 1.209 116 1542 1559 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GDNGDTAcSNEIGVGVSK R A 95.00% 96.5 37.7 4.66 2 c8: Carbamidomethyl (+57.02) 890.5159 1,779.02 1,779.78 2 0.243 136.5 1542 1559 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 32 39 1.29 2 540.8831 1,079.75 1,080.61 2 0.1498 138.6 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 35.8 39 1.64 2 540.8658 1,079.72 1,080.61 2 0.1153 106.7 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 38.9 39 2.38 2 540.8831 1,079.75 1,080.61 2 0.1498 138.6 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 40 39 1.6 2 540.8865 1,079.76 1,080.61 2 0.1566 144.9 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 41.2 39 1.03 2 540.8458 1,079.68 1,080.61 2 0.0753 69.68 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 44 39 0.921 2 540.8416 1,079.67 1,080.61 2 0.06678 61.8 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 52.7 39 1.41 2 540.8381 1,079.66 1,080.61 2 0.05991 55.44 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 55.7 39 1.52 2 540.8708 1,079.73 1,080.61 2 0.1253 116 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 55.8 39 1.07 2 540.9113 1,079.81 1,080.61 2 0.2063 190.9 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFIYKPDLK K T 95.00% 56.5 39 2 2 540.89 1,079.77 1,080.61 2 0.1636 151.4 795 803 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GFMTNGADIDEcK R V 95.00% 71 38.3 4.41 2 c12: Carbamidomethyl (+57.02) 729.3357 1,456.66 1,457.60 2 0.06038 41.42 2395 2407 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GGGGHDALKGPNVcGSR R Y 95.00% 59 37.7 2.01 2 c14: Carbamidomethyl (+57.02) 547.0302 1,638.07 1,638.78 3 0.2992 182.5 46 62 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GQcIKPLFGAVTK R S 95.00% 27.6 38.5 1.3 2 c3: Carbamidomethyl (+57.02) 473.6983 1,418.07 1,418.78 3 0.2977 209.8 668 680 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GQcIKPLFGAVTK R S 95.00% 44.2 38.6 1.31 2 c3: Carbamidomethyl (+57.02) 709.909 1,417.80 1,418.78 2 0.02807 19.79 668 680 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GQcIKPLFGAVTK R S 95.00% 47.7 38.6 0 2 c3: Carbamidomethyl (+57.02) 473.6435 1,417.91 1,418.78 3 0.1331 93.81 668 680 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GQcIKPLFGAVTK R S 95.00% 50.5 38.6 2.85 2 c3: Carbamidomethyl (+57.02) 709.9234 1,417.83 1,418.78 2 0.05673 39.98 668 680 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GTcWQTVIDGR K C 95.00% 48.9 38.9 2.31 2 c3: Carbamidomethyl (+57.02) 646.8763 1,291.74 1,292.61 2 0.1399 108.2 851 861 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GTcWQTVIDGR K C 95.00% 56.2 38.9 2.32 2 c3: Carbamidomethyl (+57.02) 646.8337 1,291.65 1,292.61 2 0.05477 42.37 851 861 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GTcWQTVIDGR K C 95.00% 60.9 38.9 2.66 2 c3: Carbamidomethyl (+57.02) 646.8755 1,291.74 1,292.61 2 0.1384 107 851 861 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GTcWQTVIDGR K C 95.00% 65.2 38.9 3.74 2 c3: Carbamidomethyl (+57.02) 646.8333 1,291.65 1,292.61 2 0.05387 41.68 851 861 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GTcWQTVIDGR K C 95.00% 70.5 38.9 3.1 2 c3: Carbamidomethyl (+57.02) 646.8379 1,291.66 1,292.61 2 0.06319 48.89 851 861 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GTcWQTVIDGR K C 95.00% 82.2 38.9 3.17 2 c3: Carbamidomethyl (+57.02) 646.8294 1,291.64 1,292.61 2 0.0461 35.66 851 861 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GWGPHcEIcPFQGTVAFK R K 95.00% 34.4 36.8 3.77 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 697.6402 2,089.90 2,090.96 3 -0.05176 -24.75 2370 2387 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GWGPHcEIcPFQGTVAFK R K 95.00% 41 36.8 2.96 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 697.6929 2,090.06 2,090.96 3 0.1064 50.89 2370 2387 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYIGTHcGQPVcESGcLNGGR K C 95.00% 33.1 36.2 1.54 2 c7: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 760.4318 2,278.27 2,278.98 3 0.3054 134 139 159 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYIGTHcGQPVcESGcLNGGR K C 95.00% 40.6 36.3 1.02 2 c7: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 760.7652 2,279.27 2,278.98 3 1.306 132.9 139 159 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYIGTHcGQPVcESGcLNGGR K C 95.00% 54.6 36.3 2.62 2 c7: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 760.762 2,279.26 2,278.98 3 1.296 128.7 139 159 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 92.90% 37.1 39.3 0 2 525.8151 1,049.62 1,050.52 2 0.1012 96.35 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 95.00% 36.8 39.3 1.34 2 525.8535 1,049.69 1,050.52 2 0.178 169.4 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 95.00% 37.5 39.3 0.77 2 525.8609 1,049.71 1,050.52 2 0.1929 183.6 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 95.00% 38.7 39.3 1.35 2 525.864 1,049.71 1,050.52 2 0.1991 189.5 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 95.00% 39.3 39.2 1.15 2 526.3038 1,050.59 1,050.52 2 1.079 72.17 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 95.00% 39.7 39.3 0 2 525.8229 1,049.63 1,050.52 2 0.1169 111.3 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 95.00% 43.7 39.3 0 2 525.8091 1,049.60 1,050.52 2 0.08923 84.93 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 95.00% 44.1 39.3 0 2 525.8172 1,049.62 1,050.52 2 0.1055 100.4 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% GYILQEDGR K S 95.00% 51.6 39.3 0 2 525.8286 1,049.64 1,050.52 2 0.1283 122.1 2473 2481 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% IGQGHcVSGmGMGR R G 95.00% 37.3 38.3 4.72 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.6253 1,462.85 1,462.64 3 1.226 152.7 2681 2694 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% IGQGHcVSGmGMGR R G 95.00% 41.4 38.3 3.43 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.3084 1,461.90 1,462.64 3 0.2756 188.4 2681 2694 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% IGQGHcVSGmGMGR R G 95.00% 41.7 38.3 3.82 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.2827 1,461.83 1,462.64 3 0.1985 135.7 2681 2694 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% IGQGHcVSGMGmGR R G 95.00% 45.7 38.3 1.66 2 c6: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 488.2895 1,461.85 1,462.64 3 0.219 149.7 2681 2694 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% IGQGHcVSGmGMGR R G 95.00% 69.5 38.3 2.12 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.2364 1,461.69 1,462.64 3 0.05973 40.84 2681 2694 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% IKGTQcEDIDEcEVFPGVcK R N 89.80% 33.3 36.2 0 2 c6: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c19: Carbamidomethyl (+57.02) 795.4337 2,383.28 2,384.06 3 0.2294 96.21 903 922 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% ISPDLcGR R G 95.00% 39.9 40.2 1.36 2 c6: Carbamidomethyl (+57.02) 459.2724 916.5303 917.4511 2 0.08646 94.23 1076 1083 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% ISPDLcGR R G 95.00% 40.1 40.2 0 2 c6: Carbamidomethyl (+57.02) 459.3051 916.5956 917.4511 2 0.1518 165.4 1076 1083 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% ISPDLcGR R G 95.00% 42.2 40.2 0 2 c6: Carbamidomethyl (+57.02) 459.3113 916.608 917.4511 2 0.1641 178.9 1076 1083 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% LETcFLR R Y 95.00% 43.8 38.9 0 2 c4: Carbamidomethyl (+57.02) 470.3703 938.726 938.4765 2 1.257 270.3 955 961 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% LETcFLR R Y 95.00% 44.1 39 0.721 2 c4: Carbamidomethyl (+57.02) 469.825 937.6354 938.4765 2 0.1661 177 955 961 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% LETcFLR R Y 95.00% 44.6 39 0.699 2 c4: Carbamidomethyl (+57.02) 469.7929 937.5712 938.4765 2 0.102 108.6 955 961 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% LETcFLR R Y 95.00% 44.6 39 0.699 2 c4: Carbamidomethyl (+57.02) 469.7745 937.5344 938.4765 2 0.06517 69.44 955 961 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% LETcFLR R Y 95.00% 45.4 39 0 2 c4: Carbamidomethyl (+57.02) 469.7995 937.5844 938.4765 2 0.1152 122.7 955 961 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% LETcFLR R Y 95.00% 45.5 39 0 2 c4: Carbamidomethyl (+57.02) 469.7811 937.5476 938.4765 2 0.07836 83.49 955 961 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% LETcFLR R Y 95.00% 47.2 39 0 2 c4: Carbamidomethyl (+57.02) 469.8245 937.6344 938.4765 2 0.1652 176 955 961 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% LETcFLR R Y 95.00% 47.5 39 0 2 c4: Carbamidomethyl (+57.02) 469.8179 937.6212 938.4765 2 0.1519 161.9 955 961 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NGLcVNTR K G 95.00% 47.3 40 0 2 c4: Carbamidomethyl (+57.02) 467.7956 933.5767 933.4571 2 1.127 132.8 923 930 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NGLcVNTR K G 95.00% 47.4 40 1.43 2 c4: Carbamidomethyl (+57.02) 467.7721 933.5297 933.4571 2 1.08 82.51 923 930 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NGLcVNTR K G 95.00% 59.3 40 2.77 2 c4: Carbamidomethyl (+57.02) 467.7801 933.5457 933.4571 2 1.096 99.64 923 930 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NLIGTYMcIcGPGYQR K R 95.00% 29.4 37.3 1.8 2 c8: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 635.0081 1,902.00 1,902.87 3 0.1436 75.44 2267 2282 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 35 38.3 0.959 2 c9: Carbamidomethyl (+57.02) 704.3419 1,406.67 1,407.62 2 0.05561 39.5 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 35.1 38.3 2.21 2 c9: Carbamidomethyl (+57.02) 704.3516 1,406.69 1,407.62 2 0.07498 53.26 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 35.5 38.3 2.39 2 c9: Carbamidomethyl (+57.02) 704.3628 1,406.71 1,407.62 2 0.09727 69.1 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 42.3 38.2 2.14 2 c9: Carbamidomethyl (+57.02) 704.8243 1,407.63 1,407.62 2 1.02 12.45 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 45.2 38.2 3.55 2 c9: Carbamidomethyl (+57.02) 704.8503 1,407.69 1,407.62 2 1.072 49.37 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 48.2 38.3 3.7 2 c9: Carbamidomethyl (+57.02) 704.345 1,406.68 1,407.62 2 0.06175 43.86 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 51.6 38.3 2.89 2 c9: Carbamidomethyl (+57.02) 704.2893 1,406.56 1,407.62 2 -0.04973 -35.33 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 52 38.3 2.13 2 c9: Carbamidomethyl (+57.02) 704.3196 1,406.62 1,407.62 2 0.01089 7.739 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% NTPEYEELcPR R G 95.00% 68 38.3 3.12 2 c9: Carbamidomethyl (+57.02) 704.3899 1,406.77 1,407.62 2 0.1516 107.7 1000 1010 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TcVDINEcLLEPR R K 95.00% 62.9 38 2.62 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 810.4957 1,618.98 1,618.76 2 1.228 138.8 1970 1982 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TcVDINEcLLEPR R K 95.00% 68.8 38 2.22 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 810.4003 1,618.79 1,618.76 2 1.037 20.98 1970 1982 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TcVDINEcLLEPR R K 95.00% 77.3 38 3.28 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.928 1,617.84 1,618.76 2 0.09213 56.91 1970 1982 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TcVDINEcLLEPR R K 95.00% 86.1 38 3.85 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.964 1,617.91 1,618.76 2 0.1642 101.4 1970 1982 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TEcRDIDEcLQNGR R I 91.00% 35.2 37.6 0 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 589.6058 1,765.80 1,765.76 3 1.043 23.08 526 539 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TGcTDINEcEIGAHNcGK K H 91.20% 34.6 36.9 0 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 679.6309 2,035.87 2,035.83 3 1.051 23.81 1318 1335 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TGcTDINEcEIGAHNcGK K H 95.00% 34.2 37.1 2.19 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 679.3249 2,034.95 2,035.83 3 0.1332 65.43 1318 1335 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TGcTDINEcEIGAHNcGK K H 95.00% 45.5 36.9 0 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 679.6596 2,035.96 2,035.83 3 1.137 66.02 1318 1335 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TGPcFTVISNQMcQGQLSGIVcTK R T 95.00% 35.6 35.5 0 2 c4: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02), c22: Carbamidomethyl (+57.02) 896.4802 2,686.42 2,686.25 3 1.18 66 183 206 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLccATVGR K A 95.00% 44 39.1 0 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.2977 1,036.58 1,037.49 2 0.1014 97.76 207 215 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLccATVGR K A 95.00% 46.5 39.1 1.47 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.2952 1,036.58 1,037.49 2 0.09635 92.86 207 215 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLccATVGR K A 95.00% 47.4 39.1 0.824 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3248 1,036.64 1,037.49 2 0.1555 149.8 207 215 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLccATVGR K A 95.00% 50.7 39.1 1.27 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.278 1,036.54 1,037.49 2 0.062 59.76 207 215 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLccATVGR K A 95.00% 51.1 39.1 0 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.309 1,036.60 1,037.49 2 0.124 119.5 207 215 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLccATVGR K A 95.00% 53.4 39.1 0.959 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3309 1,036.65 1,037.49 2 0.1677 161.7 207 215 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLPGGNQcIVPIcR K H 95.00% 19.7 38 1.08 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9603 1,583.91 1,584.80 2 0.1145 72.26 73 86 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLPGGNQcIVPIcR K H 95.00% 40 38.1 1.55 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 793.5303 1,585.05 1,584.80 2 1.255 158.8 73 86 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLPGGNQcIVPIcR K H 95.00% 57.7 38 3.21 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9855 1,583.96 1,584.80 2 0.165 104.1 73 86 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLPGGNQcIVPIcR K H 95.00% 76.8 38 3.19 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9943 1,583.97 1,584.80 2 0.1826 115.2 73 86 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% TLPGGNQcIVPIcR K H 95.00% 80.9 38 4.05 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9681 1,583.92 1,584.80 2 0.1302 82.13 73 86 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 49.5 38.2 5.02 2 c6: Carbamidomethyl (+57.02) 776.9465 1,551.88 1,552.70 2 0.1906 122.8 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 51.3 38.2 3.59 2 c6: Carbamidomethyl (+57.02) 776.9044 1,551.79 1,552.70 2 0.1065 68.59 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 53.2 38.2 4.7 2 c6: Carbamidomethyl (+57.02) 776.9346 1,551.85 1,552.70 2 0.167 107.6 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 54.8 38.2 5.17 2 c6: Carbamidomethyl (+57.02) 776.9078 1,551.80 1,552.70 2 0.1133 72.95 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 61 38.2 4.74 2 c6: Carbamidomethyl (+57.02) 776.9368 1,551.86 1,552.70 2 0.1713 110.3 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 66.8 38 4.64 2 c6: Carbamidomethyl (+57.02) 777.4294 1,552.84 1,552.70 2 1.156 98.93 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 70.3 38.2 7 2 c6: Carbamidomethyl (+57.02) 776.8903 1,551.77 1,552.70 2 0.07827 50.41 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 70.6 38.2 4.19 2 c6: Carbamidomethyl (+57.02) 776.8732 1,551.73 1,552.70 2 0.04416 28.44 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YEDEEcTLPIAGR R H 95.00% 81.1 38.2 6.07 2 c6: Carbamidomethyl (+57.02) 776.9027 1,551.79 1,552.70 2 0.1031 66.4 962 974 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YNAYccPGWK R T 95.00% 36.7 39 1.51 2 c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02) 660.3144 1,318.61 1,318.53 2 1.087 64.05 63 72 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YNAYccPGWK R T 95.00% 38.7 39 2.16 2 c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02) 660.3067 1,318.60 1,318.53 2 1.072 52.33 63 72 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YNAYccPGWK R T 95.00% 42.9 39 0 2 c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02) 659.8282 1,317.64 1,318.53 2 0.1148 87.06 63 72 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YNAYccPGWK R T 95.00% 53.7 39 3.31 2 c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02) 659.7997 1,317.58 1,318.53 2 0.05774 43.79 63 72 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YNAYccPGWK R T 95.00% 59.3 39 0.824 2 c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02) 659.8431 1,317.67 1,318.53 2 0.1445 109.6 63 72 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YQcAcNPGYHSTPDR K L 95.00% 17.2 37.3 1.19 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.342 1,825.00 1,825.74 3 0.2734 149.7 1178 1192 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YQcAcNPGYHSTPDR K L 95.00% 24.5 37.3 1.68 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.2749 1,824.80 1,825.74 3 0.07196 39.41 1178 1192 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YQcAcNPGYHSTPDR K L 95.00% 26.8 37.3 1.28 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.2937 1,824.86 1,825.74 3 0.1285 70.36 1178 1192 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YQcAcNPGYHSTPDR K L 95.00% 34 37.3 1.82 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.2937 1,824.86 1,825.74 3 0.1284 70.32 1178 1192 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YQcAcNPGYHSTPDR K L 95.00% 37.8 37.3 4.21 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3136 1,824.92 1,825.74 3 0.188 103 1178 1192 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YQcAcNPGYHSTPDR K L 95.00% 44.6 37.3 0 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3302 1,824.97 1,825.74 3 0.2378 130.3 1178 1192 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YQcAcNPGYHSTPDR K L 95.00% 55.3 37.3 4.33 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3033 1,824.89 1,825.74 3 0.1572 86.11 1178 1192 TRUE

LX-2 Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 44 45 218 19.90% YQcAcNPGYHSTPDR K L 95.00% 85.2 37.3 2.77 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.6286 1,825.86 1,825.74 3 1.133 71.37 1178 1192 TRUE

LX-2 Repeat 2 RPL32 60S ribosomal protein L32 IPI00005589,IPI00395998,IPI00794734 15,842.40 100.00% 3 3 3 27.40% ELEVLLmcNK K S 95.00% 42.2 38.9 0.959 2 m7: Oxidation (+15.99), c8: Carbamidomethyl (+57.02) 632.869 1,263.72 1,264.63 2 0.1031 81.49 84 93 TRUE

LX-2 Repeat 2 RPL32 60S ribosomal protein L32 IPI00005589,IPI00395998,IPI00794734 15,842.40 100.00% 3 3 3 27.40% GQILMPNIGYGSNK K K 95.00% 38.2 38.4 1.54 2 746.8803 1,491.75 1,491.76 2 0.9906 -8.107 51 64 TRUE

LX-2 Repeat 2 RPL32 60S ribosomal protein L32 IPI00005589,IPI00395998,IPI00794734 15,842.40 100.00% 3 3 3 27.40% SYcAEIAHNVSSK K N 95.00% 27.1 38.1 2.77 2 c3: Carbamidomethyl (+57.02) 489.3158 1,464.93 1,465.67 3 0.2591 176.7 94 106 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% DANGNSFATR K L 91.40% 35.8 38.9 0 2 527.2849 1,052.56 1,052.48 2 1.087 79.95 212 221 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% DANGNSFATR K L 95.00% 31.1 38.9 1.41 2 527.3274 1,052.64 1,052.48 2 1.172 160.7 212 221 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% DANGNSFATR K L 95.00% 0 0 2.77 2 527.8192 1,053.62 1,052.48 2 2.156 142.4 212 221 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% DANGNSFATR K L 95.00% 50.1 38.9 1.14 2 527.3256 1,052.64 1,052.48 2 1.168 157.3 212 221 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 31 38.9 1 2 c2: Carbamidomethyl (+57.02) 637.3547 1,272.69 1,273.73 2 -0.03174 -24.92 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 42 38.9 2.09 2 c2: Carbamidomethyl (+57.02) 637.3595 1,272.70 1,273.73 2 -0.02216 -17.4 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 42.8 38.9 1.96 2 c2: Carbamidomethyl (+57.02) 637.3503 1,272.69 1,273.73 2 -0.04063 -31.9 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 43.7 38.9 1.46 2 c2: Carbamidomethyl (+57.02) 637.3736 1,272.73 1,273.73 2 0.006039 4.741 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 46.4 38.9 2.28 2 c2: Carbamidomethyl (+57.02) 637.3973 1,272.78 1,273.73 2 0.05336 41.89 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 47.3 38.8 1.89 2 c2: Carbamidomethyl (+57.02) 637.9803 1,273.95 1,273.73 2 1.219 169.9 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 47.9 38.9 0.959 2 c2: Carbamidomethyl (+57.02) 637.3969 1,272.78 1,273.73 2 0.05271 41.38 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 50.9 38.9 1.29 2 c2: Carbamidomethyl (+57.02) 637.3932 1,272.77 1,273.73 2 0.04526 35.53 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% EcLPLIIFLR R N 95.00% 60.2 38.9 1.05 2 c2: Carbamidomethyl (+57.02) 637.4057 1,272.80 1,273.73 2 0.07014 55.07 40 49 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% ERHPGSFDVVHVK R D 95.00% 41.3 38.1 0 2 502.9502 1,505.83 1,506.78 3 0.05475 36.34 199 211 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% FDTGNLcMVTGGANLGR K I 95.00% 47.9 37.8 3.27 2 c7: Carbamidomethyl (+57.02) 892.0851 1,782.16 1,782.83 2 0.3365 188.7 175 191 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% FDTGNLcMVTGGANLGR K I 95.00% 71.6 37.8 5.89 2 c7: Carbamidomethyl (+57.02) 892.0588 1,782.10 1,782.83 2 0.284 159.3 175 191 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 48.8 39.8 1.66 2 495.8993 989.784 990.5983 2 0.1929 194.7 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 54.6 39.8 1 2 495.8805 989.7464 990.5983 2 0.1554 156.8 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 55.2 39.8 1.08 2 495.8703 989.726 990.5983 2 0.1349 136.2 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 55.2 39.8 1.23 2 495.8678 989.7211 990.5983 2 0.13 131.2 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 55.2 39.8 1.96 2 495.8784 989.7422 990.5983 2 0.1512 152.6 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 55.3 39.8 1.22 2 496.3701 990.7256 990.5983 2 1.135 132.9 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 55.3 39.8 1.27 2 495.8486 989.6825 990.5983 2 0.09148 92.34 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 58.9 39.8 1.64 2 495.8961 989.7776 990.5983 2 0.1866 188.3 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 59.1 39.8 1.55 2 495.878 989.7415 990.5983 2 0.1504 151.8 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 59.3 39.8 1.21 2 495.8966 989.7787 990.5983 2 0.1877 189.4 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 59.3 39.8 2.57 2 495.9031 989.7917 990.5983 2 0.2006 202.5 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% LSNIFVIGK R G 95.00% 64.7 39.8 0.886 2 495.8783 989.7421 990.5983 2 0.151 152.4 222 230 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% TDITYPAGFMDVISIDK R T 89.90% 33.5 37.2 0 2 943.5881 1,885.16 1,885.93 2 0.2433 129 78 94 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% TDITYPAGFmDVISIDK R T 91.30% 34.2 37.3 0 2 m10: Oxidation (+15.99) 951.4836 1,900.95 1,901.92 2 0.03948 20.76 78 94 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% TDITYPAGFmDVISIDK R T 95.00% 38.6 37.3 1.89 2 m10: Oxidation (+15.99) 951.5847 1,901.15 1,901.92 2 0.2416 127 78 94 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% TDITYPAGFMDVISIDK R T 95.00% 38.7 37.2 1.55 2 943.5945 1,885.17 1,885.93 2 0.2562 135.8 78 94 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% TDITYPAGFMDVISIDK R T 95.00% 47 37.2 0.796 2 943.6113 1,885.21 1,885.93 2 0.2897 153.6 78 94 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% VNDTIQIDLETGK K I 95.00% 55.4 38.5 2.54 2 723.9717 1,445.93 1,445.75 2 1.188 127.8 156 168 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% YALTGDEVK K K 94.60% 37.7 38.9 0 2 498.3367 994.6588 995.5045 2 0.1615 162.2 54 62 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% YALTGDEVK K K 95.00% 34.6 38.9 1.77 2 498.3406 994.6666 995.5045 2 0.1693 170.1 54 62 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% YALTGDEVK K K 95.00% 37.1 38.9 0.77 2 498.3309 994.6473 995.5045 2 0.15 150.7 54 62 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% YALTGDEVK K K 95.00% 39.5 38.9 3.59 2 498.3364 994.6582 995.5045 2 0.161 161.7 54 62 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% YALTGDEVK K K 95.00% 41.4 38.9 1.62 2 498.3245 994.6345 995.5045 2 0.1372 137.8 54 62 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% YALTGDEVK K K 95.00% 42.8 38.9 1.62 2 498.3045 994.5945 995.5045 2 0.09724 97.67 54 62 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% YALTGDEVK K K 95.00% 46.8 38.9 1.82 2 498.3233 994.632 995.5045 2 0.1347 135.3 54 62 TRUE

LX-2 Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 8 8 42 37.30% YALTGDEVK K K 95.00% 54.7 38.9 2.7 2 498.3339 994.6532 995.5045 2 0.1559 156.6 54 62 TRUE
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LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% DEGLcSANVTR K Y 95.00% 48 39.1 2 2 c5: Carbamidomethyl (+57.02) 611.3276 1,220.64 1,221.55 2 0.09502 77.78 163 173 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% DEGLcSANVTR K Y 95.00% 50.1 39.1 3.85 2 c5: Carbamidomethyl (+57.02) 611.3284 1,220.64 1,221.55 2 0.09667 79.13 163 173 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% DEGLcSANVTR K Y 95.00% 63.4 39.1 3.35 2 c5: Carbamidomethyl (+57.02) 611.3333 1,220.65 1,221.55 2 0.1065 87.14 163 173 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% DEGLcSANVTR K Y 95.00% 63.3 39 3.17 2 c5: Carbamidomethyl (+57.02) 611.8331 1,221.65 1,221.55 2 1.106 84.54 163 173 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% FPDEATcMGFcAPK R K 95.00% 44.5 38.1 4.43 2 c7: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 816.4903 1,630.97 1,630.67 2 1.303 184.1 139 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% FPDEATcMGFcAPK R K 95.00% 46.5 38.1 0 2 c7: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 815.944 1,629.87 1,630.67 2 0.2107 129.2 139 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% FPDEATcMGFcAPK R K 95.00% 69.3 38.1 0.921 2 c7: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 816.4366 1,630.86 1,630.67 2 1.196 118.4 139 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% FPDEATcMGFcAPK R K 95.00% 86.3 38.1 2.55 2 c7: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 815.9503 1,629.89 1,630.67 2 0.2232 136.9 139 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% FPDEATcMGFcAPK R K 95.00% 86.8 38.1 3.49 2 c7: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 815.9475 1,629.88 1,630.67 2 0.2177 133.5 139 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% IENRFPDEATcMGFcAPK R K 93.10% 35.4 36.6 0 2 c11: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 715.3667 2,143.08 2,142.94 3 1.145 66.24 135 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% IENRFPDEATcmGFcAPK R K 93.60% 35.8 36.7 0 2 c11: Carbamidomethyl (+57.02), m12: Oxidation (+15.99), c15: Carbamidomethyl (+57.02) 720.7432 2,159.21 2,158.94 3 1.279 128.1 135 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% IENRFPDEATcMGFcAPK R K 95.00% 33.7 36.6 1.23 2 c11: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 715.0652 2,142.17 2,142.94 3 0.2402 112.1 135 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% IENRFPDEATcMGFcAPK R K 95.00% 47.4 36.6 0 2 c11: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 715.3479 2,143.02 2,142.94 3 1.088 39.92 135 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% IENRFPDEATcMGFcAPK R K 95.00% 62.1 36.6 1.59 2 c11: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 715.3089 2,142.91 2,142.94 3 0.9715 -14.57 135 152 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% IPSFcYSPK K D 95.00% 50.8 38.9 1.46 2 c5: Carbamidomethyl (+57.02) 549.8253 1,097.64 1,098.53 2 0.1144 104.1 154 162 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% IPSFcYSPK K D 95.00% 55.2 38.9 0 2 c5: Carbamidomethyl (+57.02) 549.8074 1,097.60 1,098.53 2 0.07861 71.56 154 162 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% KIPSFcYSPK K D 95.00% 38.7 39 1.12 2 c6: Carbamidomethyl (+57.02) 614.391 1,226.77 1,226.62 2 1.151 120.7 153 162 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% LQVSVDDQcEGSTEK R Y 95.00% 61.5 37.6 5.57 2 c9: Carbamidomethyl (+57.02) 848.0207 1,694.03 1,694.75 2 0.2802 165.3 98 112 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% LQVSVDDQcEGSTEK R Y 95.00% 71.8 37.6 0.854 2 c9: Carbamidomethyl (+57.02) 847.9663 1,693.92 1,694.75 2 0.1714 101.1 98 112 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% LQVSVDDQcEGSTEK R Y 95.00% 89.8 37.6 5.06 2 c9: Carbamidomethyl (+57.02) 848.0172 1,694.02 1,694.75 2 0.2731 161.1 98 112 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% TcDAFTYTGcGGNDNNFVSR R E 95.00% 52.8 36.5 0 2 c2: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 753.1371 2,256.39 2,255.91 3 1.488 215.2 182 201 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% TcDAFTYTGcGGNDNNFVSR R E 95.00% 69.7 36.4 0 2 c2: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 752.7189 2,255.14 2,255.91 3 0.2341 103.8 182 201 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% TcDAFTYTGcGGNDNNFVSR R E 95.00% 74.1 36.4 1 2 c2: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 752.7222 2,255.14 2,255.91 3 0.2438 108.1 182 201 TRUE

LX-2 Repeat 2 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 8 8 24 36.60% YFFNLSSMTcEK K F 95.00% 44.9 38 2.46 2 c10: Carbamidomethyl (+57.02) 763.924 1,525.83 1,526.67 2 0.1754 114.9 113 124 TRUE

LX-2 Repeat 2 TIMP3 Metalloproteinase inhibitor 3 precursor IPI00218247,IPI00640293 24,127.50 100.00% 3 3 5 13.70% EGPFGTLVYTIK K Q 95.00% 42.2 38.5 0.886 2 663.3828 1,324.75 1,324.71 2 1.043 30.62 54 65 TRUE

LX-2 Repeat 2 TIMP3 Metalloproteinase inhibitor 3 precursor IPI00218247,IPI00640293 24,127.50 100.00% 3 3 5 13.70% EGPFGTLVYTIK K Q 95.00% 53 38.5 1.92 2 663.3781 1,324.74 1,324.71 2 1.034 23.59 54 65 TRUE

LX-2 Repeat 2 TIMP3 Metalloproteinase inhibitor 3 precursor IPI00218247,IPI00640293 24,127.50 100.00% 3 3 5 13.70% EGPFGTLVYTIK K Q 95.00% 73.6 38.5 3.72 2 662.8571 1,323.70 1,324.71 2 -0.007959 -6.008 54 65 TRUE

LX-2 Repeat 2 TIMP3 Metalloproteinase inhibitor 3 precursor IPI00218247,IPI00640293 24,127.50 100.00% 3 3 5 13.70% WDQLTLSQR R K 95.00% 34.2 39.2 1.49 2 573.8017 1,145.59 1,146.59 2 0.005785 5.045 124 132 TRUE

LX-2 Repeat 2 TIMP3 Metalloproteinase inhibitor 3 precursor IPI00218247,IPI00640293 24,127.50 100.00% 3 3 5 13.70% YQYLLTGR K V 95.00% 29 39.1 2.51 2 507.3549 1,012.70 1,013.54 2 0.161 158.8 100 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDImLIK K L 95.00% 25.5 36.2 1 2 m17: Oxidation (+15.99) 767.1308 2,298.37 2,299.18 3 0.2023 87.97 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 27.9 36.1 2.49 2 762.1622 2,283.46 2,283.18 3 1.291 126.4 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 28.6 36.2 3.89 2 761.4332 2,281.28 2,283.18 3 -0.8955 46.96 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 29.1 36.1 2.07 2 761.8344 2,282.48 2,283.18 3 0.3081 134.9 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 31.8 36.1 1.7 2 761.8359 2,282.49 2,283.18 3 0.3126 136.9 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDImLIK K L 95.00% 32.4 36.2 1.89 2 m17: Oxidation (+15.99) 767.1666 2,298.48 2,299.18 3 0.3097 134.7 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 33.8 36.2 2.51 2 761.7849 2,282.33 2,283.18 3 0.1596 69.88 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 34 36.2 4 2 761.8155 2,282.42 2,283.18 3 0.2513 110.1 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDImLIK K L 95.00% 34 36.1 1.43 2 m17: Oxidation (+15.99) 767.4717 2,299.39 2,299.18 3 1.225 96.69 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 34.3 36.1 1.2 2 762.1439 2,283.41 2,283.18 3 1.237 102.3 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 34.5 36.2 2.23 2 761.7773 2,282.31 2,283.18 3 0.1369 59.95 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 38.2 36.1 0 2 762.1802 2,283.52 2,283.18 3 1.345 150 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 39.9 36.1 1.8 2 761.8439 2,282.51 2,283.18 3 0.3365 147.4 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 40.5 36.1 2 2 762.1747 2,283.50 2,283.18 3 1.329 142.9 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 42 36.2 0.959 2 761.7949 2,282.36 2,283.18 3 0.1896 83.02 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 42.8 36.1 0 2 761.8556 2,282.55 2,283.18 3 0.3718 162.8 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 43.6 36.2 0 2 761.8202 2,282.44 2,283.18 3 0.2655 116.3 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 55 36.2 2.4 2 761.7902 2,282.35 2,283.18 3 0.1755 76.84 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 55.8 36.2 0 2 761.8277 2,282.46 2,283.18 3 0.288 126.1 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 57.4 36.1 0.921 2 762.1162 2,283.33 2,283.18 3 1.153 65.98 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 57.6 36.1 2.42 2 762.0948 2,283.26 2,283.18 3 1.089 37.9 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 60.3 36.2 2.34 2 761.7554 2,282.24 2,283.18 3 0.07105 31.12 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 60.4 36.2 0 2 761.8302 2,282.47 2,283.18 3 0.2955 129.4 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 72.9 36.1 3.03 2 762.1338 2,283.38 2,283.18 3 1.206 89.14 78 97 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 32.3 36.3 0.854 2 738.0189 2,211.04 2,211.10 3 0.938 -29.26 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 32.5 36.3 0.921 2 738.1008 2,211.28 2,211.10 3 1.184 81.72 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 38.2 36.4 0 2 737.78 2,210.32 2,211.10 3 0.2212 100 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 41.6 36.4 1.68 2 737.7827 2,210.33 2,211.10 3 0.2293 103.7 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 41.9 36.3 0 2 738.1314 2,211.37 2,211.10 3 1.275 123.2 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 43.6 36.4 2.38 2 737.7782 2,210.31 2,211.10 3 0.2158 97.57 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 44.4 36.3 1.62 2 738.119 2,211.34 2,211.10 3 1.238 106.5 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 45.2 36.4 1.38 2 737.7556 2,210.24 2,211.10 3 0.1479 66.89 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 45.5 36.3 0 2 738.1299 2,211.37 2,211.10 3 1.271 121.2 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 45.8 36.3 2.85 2 738.0552 2,211.14 2,211.10 3 1.047 19.9 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 46.4 36.4 0 2 737.7852 2,210.33 2,211.10 3 0.2368 107.1 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 46.6 36.4 2.08 2 737.8169 2,210.43 2,211.10 3 0.332 150.1 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 48.5 36.4 0 2 737.7477 2,210.22 2,211.10 3 0.1243 56.19 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 50.4 36.4 2.51 2 737.7621 2,210.26 2,211.10 3 0.1676 75.77 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 50.7 36.4 1.03 2 737.7652 2,210.27 2,211.10 3 0.1768 79.93 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 51 36.3 0.959 2 738.083 2,211.23 2,211.10 3 1.13 57.68 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 51.7 36.4 1.68 2 737.7411 2,210.20 2,211.10 3 0.1045 47.25 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 52 36.4 2.55 2 737.7719 2,210.29 2,211.10 3 0.197 89.07 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 52.3 36.4 0.921 2 737.7486 2,210.22 2,211.10 3 0.1271 57.5 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 52.7 36.4 0 2 737.7752 2,210.30 2,211.10 3 0.2068 93.5 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 53.2 36.3 1.72 2 738.1076 2,211.30 2,211.10 3 1.204 90.91 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 54 36.4 0.854 2 737.7727 2,210.30 2,211.10 3 0.1993 90.11 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 55.7 36.3 2.27 2 738.0845 2,211.23 2,211.10 3 1.135 59.61 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 55.8 36.3 2.28 2 738.1127 2,211.32 2,211.10 3 1.219 97.87 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 56 36.3 2.52 2 738.1069 2,211.30 2,211.10 3 1.202 89.96 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 56.7 36.4 0 2 737.7733 2,210.30 2,211.10 3 0.2011 90.95 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 57.2 36.4 2.89 2 737.7767 2,210.31 2,211.10 3 0.2113 95.53 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 57.2 36.4 2.26 2 737.8002 2,210.38 2,211.10 3 0.2818 127.4 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 58.8 36.3 1.92 2 738.0722 2,211.19 2,211.10 3 1.098 42.95 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 59.4 36.4 2.55 2 737.7398 2,210.20 2,211.10 3 0.1006 45.47 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 60.4 36.4 2.42 2 737.7789 2,210.32 2,211.10 3 0.218 98.58 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 60.7 36.3 1.05 2 738.1202 2,211.34 2,211.10 3 1.242 108 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 61.7 36.3 2.4 2 738.1321 2,211.37 2,211.10 3 1.277 124.2 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 61.8 36.4 2.1 2 737.7411 2,210.20 2,211.10 3 0.1045 47.25 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 62.3 36.3 2.02 2 738.0398 2,211.10 2,211.10 3 1.001 -0.9844 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 64.1 36.4 0.886 2 737.7752 2,210.30 2,211.10 3 0.2068 93.5 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 69 36.3 3.02 2 738.1052 2,211.29 2,211.10 3 1.197 87.7 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 69.8 36.3 1.41 2 738.1164 2,211.33 2,211.10 3 1.231 103 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 70 36.3 1.68 2 738.1422 2,211.40 2,211.10 3 1.308 137.9 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 70.6 36.4 3.47 2 737.8073 2,210.40 2,211.10 3 0.3032 137.1 58 77 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 35 39.6 2.14 2 523.3631 1,044.71 1,045.56 2 0.1553 148.5 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 38.1 39.7 1.74 2 523.8357 1,045.66 1,045.56 2 1.101 93.45 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 48.2 39.6 1.92 2 523.3633 1,044.71 1,045.56 2 0.1556 148.8 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 48.9 39.6 2.03 2 523.3606 1,044.71 1,045.56 2 0.1503 143.7 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 51.3 39.7 1.66 2 523.8433 1,045.67 1,045.56 2 1.116 107.9 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 52.4 39.6 1.37 2 523.3529 1,044.69 1,045.56 2 0.1349 129 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 53.2 39.6 2.01 2 523.3334 1,044.65 1,045.56 2 0.09588 91.69 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 53.7 39.6 1.19 2 523.2969 1,044.58 1,045.56 2 0.02296 21.96 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 53.8 39.6 1.38 2 523.3596 1,044.70 1,045.56 2 0.1482 141.7 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 54 39.6 1.29 2 523.3158 1,044.62 1,045.56 2 0.06063 57.98 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 54.3 39.6 1.51 2 523.3705 1,044.73 1,045.56 2 0.1701 162.6 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 54.8 39.6 2.36 2 523.3069 1,044.60 1,045.56 2 0.04288 41.01 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 54.9 39.6 2.29 2 523.3334 1,044.65 1,045.56 2 0.09594 91.75 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 55.4 39.6 2.04 2 523.382 1,044.75 1,045.56 2 0.1932 184.7 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 56.6 39.6 1.85 2 523.3242 1,044.63 1,045.56 2 0.07754 74.15 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 56.7 39.6 2.49 2 523.3612 1,044.71 1,045.56 2 0.1515 144.9 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 57.2 39.6 2.51 2 523.3529 1,044.69 1,045.56 2 0.1349 129 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 57.5 39.6 1.85 2 523.3561 1,044.70 1,045.56 2 0.1414 135.2 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 58.1 39.6 1.25 2 523.3115 1,044.61 1,045.56 2 0.05201 49.74 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 58.3 39.6 1.82 2 523.3207 1,044.63 1,045.56 2 0.0705 67.42 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 58.4 39.6 1.27 2 523.349 1,044.68 1,045.56 2 0.1271 121.6 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 59.9 39.6 1.07 2 523.3699 1,044.73 1,045.56 2 0.169 161.6 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 60.4 39.6 1.85 2 523.3476 1,044.68 1,045.56 2 0.1244 118.9 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 60.7 39.6 1.4 2 523.3324 1,044.65 1,045.56 2 0.09388 89.78 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 61.5 39.6 1.74 2 523.3266 1,044.64 1,045.56 2 0.08226 78.67 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 62.2 39.6 2 2 523.3305 1,044.65 1,045.56 2 0.09015 86.22 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 64.4 39.6 1.82 2 523.3673 1,044.72 1,045.56 2 0.1637 156.5 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 64.7 39.6 1.77 2 523.3801 1,044.75 1,045.56 2 0.1892 180.9 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 65.9 39.6 1.44 2 523.3526 1,044.69 1,045.56 2 0.1342 128.3 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 66.3 39.6 2.42 2 523.3708 1,044.73 1,045.56 2 0.1706 163.1 98 107 TRUE

LX-2 Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 95 21.60% LSSPATLNSR K V 95.00% 66.3 39.7 2.2 2 523.8403 1,045.67 1,045.56 2 1.11 102.1 98 107 TRUE

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70% FPPEEALYTLWQHNK K E 95.00% 34.1 37.3 0.854 2 625.3813 1,873.12 1,872.93 3 1.201 105.9 478 492 TRUE

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70% FSHHSYAQMVR R V 95.00% 41.2 38.7 0 2 454.9598 1,361.86 1,362.64 3 0.2278 167.1 185 195 TRUE

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70% FSHHSYAQMVR R V 95.00% 42.8 38.6 1.6 2 455.2967 1,362.87 1,362.64 3 1.238 172.8 185 195 TRUE

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70% LLGcAVLAPR R C 95.00% 63.7 39 0.796 2 c4: Carbamidomethyl (+57.02) 535.3623 1,068.71 1,069.62 2 0.09847 92.06 99 108 TRUE

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70% NFPDLTSEYYR R L 95.00% 47.3 38.4 1.85 2 702.8788 1,403.74 1,404.64 2 0.1074 76.43 324 334 TRUE

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70% NFPDLTSEYYR R L 95.00% 48.2 38.4 3.46 2 702.8384 1,403.66 1,404.64 2 0.02648 18.85 324 334 TRUE

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70% TGPHDPLGGASSLGEATEPDPLR R A 95.00% 74.1 36.4 4.54 2 759.0992 2,274.28 2,274.10 3 1.183 79.16 598 620 TRUE

LX-2 Repeat 2 CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00179185,IPI00396391 73,610.90 100.00% 6 6 8 12.70% VDFILQPLGMGPK R N 95.00% 50.6 38.5 0 2 708.4537 1,414.89 1,414.78 2 1.123 85.29 577 589 TRUE

LX-2 Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 99.80% 2 2 5 4.50% FPGQLNADLR R K 95.00% 61.2 39.3 0 2 565.9011 1,129.79 1,130.60 2 0.1994 176.4 242 251 TRUE

LX-2 Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 99.80% 2 2 5 4.50% LAVNMVPFPR K L 95.00% 28.8 39.5 1.48 2 572.4174 1,142.82 1,143.63 2 0.1932 168.9 253 262 TRUE

LX-2 Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 99.80% 2 2 5 4.50% LAVNMVPFPR K L 95.00% 37.5 39.5 1.21 2 572.8803 1,143.75 1,143.63 2 1.119 101.5 253 262 TRUE

LX-2 Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 99.80% 2 2 5 4.50% LAVNMVPFPR K L 95.00% 51 39.5 3.24 2 572.3752 1,142.74 1,143.63 2 0.1087 95.06 253 262 TRUE

LX-2 Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 99.80% 2 2 5 4.50% LAVNMVPFPR K L 95.00% 54.2 39.5 1.6 2 572.3964 1,142.78 1,143.63 2 0.1513 132.3 253 262 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% AQYEEIANR K S 95.00% 51.3 39 2.8 2 547.3036 1,092.59 1,093.53 2 0.07269 66.47 344 352 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% AQYEEIANR K S 95.00% 52.2 39 1.32 2 547.3617 1,092.71 1,093.53 2 0.1889 172.7 344 352 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% ISISTSGGSFR R N 95.00% 45 38.7 0 2 556.3307 1,110.65 1,111.57 2 0.0799 71.87 74 84 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% LAELEEALQK K A 95.00% 17.4 39.5 0.921 2 572.8503 1,143.69 1,143.63 2 1.068 56.61 432 441 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% LAELEEALQK K A 95.00% 52.7 39.5 2.7 2 572.3578 1,142.70 1,143.63 2 0.08249 72.13 432 441 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% LLEGEEcR K L 95.00% 49.8 39.7 0 2 c7: Carbamidomethyl (+57.02) 503.3103 1,004.61 1,005.47 2 0.1462 145.4 473 480 FALSE IPI00021304

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% LLEGEEcR K L 95.00% 52.7 39.7 0.721 2 c7: Carbamidomethyl (+57.02) 502.8891 1,003.76 1,005.47 2 -0.6962 305 473 480 FALSE IPI00021304

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% NLDLDSIIAEVK R A 95.00% 38.3 38.7 2.11 2 665.4303 1,328.85 1,329.73 2 0.127 95.52 332 343 FALSE IPI00021304

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% NLDLDSIIAEVK R A 95.00% 43.8 38.7 2.7 2 665.8834 1,329.75 1,329.73 2 1.033 23.01 332 343 FALSE IPI00021304

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% NLDLDSIIAEVK R A 95.00% 44.5 38.7 1.1 2 665.3869 1,328.76 1,329.73 2 0.04036 30.35 332 343 FALSE IPI00021304

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% NLDLDSIIAEVK R A 95.00% 45.9 38.7 2.64 2 665.3928 1,328.77 1,329.73 2 0.05203 39.12 332 343 FALSE IPI00021304

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% QLDSIVGER R G 95.00% 58.5 39.9 0 2 508.8296 1,015.64 1,016.54 2 0.1146 112.8 229 237 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% TTAENEFVmLK R K 95.00% 34.2 38.7 0.886 2 m9: Oxidation (+15.99) 649.8764 1,297.74 1,298.63 2 0.1158 89.2 266 276 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% WTLLQEQGTK K T 95.00% 27.7 39.3 2.85 2 602.8855 1,203.76 1,203.64 2 1.127 102.9 200 209 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% WTLLQEQGTK K T 95.00% 31.7 39.3 2.4 2 602.3862 1,202.76 1,203.64 2 0.1281 106.4 200 209 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% WTLLQEQGTK K T 95.00% 38.2 39.3 1.77 2 602.3768 1,202.74 1,203.64 2 0.1093 90.78 200 209 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% WTLLQEQGTK K T 95.00% 40.3 39.3 2.43 2 602.3832 1,202.75 1,203.64 2 0.1222 101.5 200 209 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% YEELQQTAGR K H 95.00% 69.2 38.8 3.64 2 597.7803 1,193.55 1,194.58 2 -0.02177 -18.23 365 374 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% YEELQQTAGR K H 95.00% 77 38.8 3.74 2 597.6649 1,193.32 1,194.58 2 -0.2525 -211.5 365 374 TRUE

LX-2 Repeat 2 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 100.00% 7 7 14 15.30% YEELQQTAGR K H 95.00% 77.6 38.7 2.96 2 598.3288 1,194.64 1,194.58 2 1.075 60.75 365 374 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 29.8 38.6 0.959 2 691.2815 1,380.55 1,381.65 2 -0.09262 -67.04 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 36.2 38.6 2.57 2 691.3997 1,380.78 1,381.65 2 0.1439 104.1 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 43 38.6 2.57 2 691.8543 1,381.69 1,381.65 2 1.053 36.38 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 46.5 38.6 1.96 2 691.3626 1,380.71 1,381.65 2 0.06973 50.47 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 48.6 38.6 3.82 2 691.3503 1,380.69 1,381.65 2 0.04503 32.59 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 50.4 38.7 2.59 2 690.8746 1,379.73 1,381.65 2 -0.9062 69.88 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 52.5 38.6 4.41 2 691.3021 1,380.59 1,381.65 2 -0.0514 -37.2 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 55 38.6 4.77 2 691.3278 1,380.64 1,381.65 2 0.00002702 0.01955 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 55.5 38.6 2.96 2 691.796 1,381.58 1,381.65 2 0.9365 -47.93 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 60.4 38.6 3.39 2 691.2932 1,380.57 1,381.65 2 -0.06912 -50.03 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 60.5 38.6 3.62 2 691.3974 1,380.78 1,381.65 2 0.1393 100.8 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 61.7 38.6 2.85 2 691.4103 1,380.81 1,381.65 2 0.165 119.4 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 62.7 38.6 3.21 2 691.3743 1,380.73 1,381.65 2 0.09303 67.33 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 67.1 38.6 4.24 2 691.3064 1,380.60 1,381.65 2 -0.04278 -30.96 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% ALEESNYELEGK R I 95.00% 75.5 38.6 4.19 2 691.3465 1,380.68 1,381.65 2 0.03741 27.07 166 177 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% DAEAWFNEK K S 90.50% 35.4 38.8 0 2 555.3373 1,108.66 1,109.49 2 0.1775 160 335 343 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% DAEAWFNEK K S 95.00% 38.9 38.8 0 2 555.3082 1,108.60 1,109.49 2 0.1193 107.5 335 343 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% DAEAWFNEK K S 95.00% 39.3 38.8 0 2 555.3015 1,108.59 1,109.49 2 0.1058 95.35 335 343 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% DAEAWFNEK K S 95.00% 42.7 38.8 0 2 555.3243 1,108.63 1,109.49 2 0.1514 136.5 335 343 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% DAEAWFNEK K S 95.00% 42.8 38.8 0 2 555.3747 1,108.73 1,109.49 2 0.2522 227.3 335 343 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% DAEAWFNEK K S 95.00% 45.6 38.8 0 2 555.3428 1,108.67 1,109.49 2 0.1884 169.8 335 343 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% DAEAWFNEK K S 95.00% 47.7 38.8 0 2 555.294 1,108.57 1,109.49 2 0.0908 81.83 335 343 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% DAEAWFNEK K S 95.00% 48.2 38.8 0 2 555.7535 1,109.49 1,109.49 2 1.01 6.417 335 343 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% GSSGGGcFGGSSGGYGGLGGFGGGSFR R G 95.00% 34.3 36 1.07 2 c7: Carbamidomethyl (+57.02) 782.0902 2,343.25 2,342.98 3 1.271 114.6 60 86 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% IRLENEIQTYR K S 95.00% 35 38.4 1.21 2 479.3252 1,434.95 1,434.77 3 1.191 131.1 440 450 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% LENEIQTYR R S 95.00% 42.8 39.2 0 2 582.8346 1,163.65 1,165.58 2 -0.923 68.46 442 450 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% LENEIQTYR R S 95.00% 62.6 39 0 2 583.3423 1,164.67 1,165.58 2 0.0924 79.27 442 450 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% LENEIQTYR R S 95.00% 63.5 39 1 2 583.3535 1,164.69 1,165.58 2 0.1148 98.49 442 450 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% LKYENEVALR R Q 95.00% 39 39 1.23 2 617.8803 1,233.75 1,234.68 2 0.07423 60.11 236 245 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% LKYENEVALR R Q 95.00% 67.3 39 2.26 2 617.8886 1,233.76 1,234.68 2 0.09092 73.63 236 245 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSLEASLAETEGR K Y 95.00% 76.9 38.6 4.66 2 695.8783 1,389.74 1,390.68 2 0.06833 49.13 387 399 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSLEASLAETEGR K Y 95.00% 91.2 38.6 5.51 2 695.9023 1,389.79 1,390.68 2 0.1163 83.64 387 399 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSLEASLAETEGR K Y 95.00% 99.8 38.5 5 2 696.3993 1,390.78 1,390.68 2 1.11 77.31 387 399 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSLEASLAETEGR K Y 95.00% 103 38.6 7.37 2 695.8828 1,389.75 1,390.68 2 0.07729 55.57 387 399 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSVEADINGLR R R 95.00% 27.5 39.2 0.921 2 601.3554 1,200.70 1,201.62 2 0.08626 71.78 246 256 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSVEADINGLR R R 95.00% 51.4 39.2 1.32 2 601.3503 1,200.69 1,201.62 2 0.07603 63.27 246 256 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSVEADINGLR R R 95.00% 60.6 39.3 0.745 2 601.7449 1,201.48 1,201.62 2 0.8653 -114.3 246 256 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSVEADINGLRR R V 95.00% 26 38.8 0.854 2 453.2702 1,356.79 1,357.72 3 0.07765 57.19 246 257 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% QSVEADINGLRR R V 95.00% 44.6 38.8 0 2 453.3025 1,356.89 1,357.72 3 0.1746 128.6 246 257 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SLLEGEGSSGGGGR R G 95.00% 55.5 38.9 3.43 2 631.8364 1,261.66 1,262.60 2 0.06824 54.04 451 464 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SLLEGEGSSGGGGR R G 95.00% 55.9 38.9 3.92 2 631.8634 1,261.71 1,262.60 2 0.1222 96.81 451 464 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SLLEGEGSSGGGGR R G 95.00% 70 38.9 5.46 2 631.8587 1,261.70 1,262.60 2 0.1127 89.24 451 464 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SLLEGEGSSGGGGR R G 95.00% 74.5 38.9 3.44 2 632.2923 1,262.57 1,262.60 2 0.9799 -18.05 451 464 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNR R K 95.00% 67 38.6 1.96 2 683.4178 1,364.82 1,365.64 2 0.1889 138.3 323 333 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNR R K 95.00% 75.9 38.6 3.72 2 683.3134 1,364.61 1,365.64 2 -0.01974 -14.45 323 333 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNR R K 95.00% 76 38.4 4.59 2 683.814 1,365.61 1,365.64 2 0.9813 -15.68 323 333 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNR R K 95.00% 78.5 38.6 2.08 2 683.3726 1,364.73 1,365.64 2 0.09854 72.15 323 333 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNR R K 95.00% 80.7 38.6 4.38 2 683.3285 1,364.64 1,365.64 2 0.01038 7.603 323 333 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 89.50% 35.2 38.2 0 2 498.6531 1,492.94 1,493.73 3 0.2105 140.9 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 90.70% 35.7 38.2 0 2 498.9859 1,493.94 1,493.73 3 1.209 137.8 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 91.60% 36.1 38.2 0 2 498.6338 1,492.88 1,493.73 3 0.1524 102 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 92.50% 36.6 38.2 0 2 498.6584 1,492.95 1,493.73 3 0.2264 151.5 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 94.30% 37.8 38.2 0 2 498.9811 1,493.92 1,493.73 3 1.194 128.1 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 94.80% 38.2 38.2 0 2 498.687 1,493.04 1,493.73 3 0.3121 208.9 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 95.00% 39.7 38.2 0 2 498.6635 1,492.97 1,493.73 3 0.2417 161.7 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 95.00% 40.2 38.2 0.854 2 498.6745 1,493.00 1,493.73 3 0.2745 183.7 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 95.00% 44.7 38.2 0 2 498.6362 1,492.89 1,493.73 3 0.1597 106.9 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 95.00% 44.9 38.2 0 2 498.6573 1,492.95 1,493.73 3 0.2231 149.3 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% SQYEQLAEQNRK R D 95.00% 53.3 38.2 0 2 499.002 1,493.98 1,493.73 3 1.257 170.1 323 334 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 35 39.8 1.64 2 516.3411 1,030.67 1,031.60 2 0.07633 73.98 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 35.6 39.8 0.796 2 516.368 1,030.72 1,031.60 2 0.1302 126.2 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 36.1 39.8 1.48 2 516.415 1,030.82 1,031.60 2 0.2241 217.2 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 40.5 39.8 0.678 2 516.3403 1,030.67 1,031.60 2 0.07473 72.43 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 40.9 39.8 1.49 2 516.3169 1,030.62 1,031.60 2 0.02806 27.2 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 42 39.8 1.05 2 516.3492 1,030.68 1,031.60 2 0.09251 89.66 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 48.4 39.8 1.41 2 516.3603 1,030.71 1,031.60 2 0.1147 111.2 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 50.1 39.8 0 2 516.8496 1,031.68 1,031.60 2 1.093 87.75 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 53.2 39.8 1.38 2 516.3478 1,030.68 1,031.60 2 0.08987 87.11 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 53.7 39.8 0 2 516.3866 1,030.76 1,031.60 2 0.1675 162.3 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VLDELTLTK R A 95.00% 71.7 39.8 0.854 2 516.3792 1,030.74 1,031.60 2 0.1526 147.9 258 266 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 54.5 39.6 0 2 545.8653 1,089.72 1,090.53 2 0.1922 176.2 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 54.6 39.6 0 2 545.8503 1,089.69 1,090.53 2 0.1622 148.7 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 56.1 39.5 0 2 546.3483 1,090.68 1,090.53 2 1.158 142.4 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 57.8 39.6 1.34 2 545.8353 1,089.66 1,090.53 2 0.1322 121.2 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 60.2 39.6 0.745 2 545.8663 1,089.72 1,090.53 2 0.1943 178.2 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 61.1 39.5 1.32 2 546.3503 1,090.69 1,090.53 2 1.162 146.1 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 65.1 39.6 1.05 2 545.8696 1,089.72 1,090.53 2 0.2009 184.1 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 66 39.6 0.959 2 545.817 1,089.62 1,090.53 2 0.09565 87.7 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 69.1 39.6 1.44 2 545.8571 1,089.70 1,090.53 2 0.1759 161.3 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 70.2 39.6 1.37 2 545.8535 1,089.69 1,090.53 2 0.1687 154.7 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 71.4 39.6 0.796 2 545.8172 1,089.62 1,090.53 2 0.09602 88.04 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 72.6 39.6 1.03 2 545.8155 1,089.62 1,090.53 2 0.09268 84.98 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 72.8 39.6 1.52 2 545.8454 1,089.68 1,090.53 2 0.1524 139.8 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 72.9 39.6 1.09 2 545.8442 1,089.67 1,090.53 2 0.1501 137.6 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 72.9 39.6 1.07 2 545.8135 1,089.61 1,090.53 2 0.08864 81.28 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 73.2 39.6 1.51 2 545.8278 1,089.64 1,090.53 2 0.1172 107.5 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 75.3 39.6 2.82 2 545.8424 1,089.67 1,090.53 2 0.1465 134.3 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 76 39.6 0.824 2 545.8336 1,089.65 1,090.53 2 0.1288 118.1 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 76.3 39.6 1 2 545.8126 1,089.61 1,090.53 2 0.0868 79.59 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 78.7 39.6 0.959 2 545.8353 1,089.66 1,090.53 2 0.1322 121.2 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% VTMQNLNDR K L 95.00% 92 39.6 1.47 2 545.8471 1,089.68 1,090.53 2 0.1558 142.9 148 156 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% YENEVALR K Q 95.00% 45 39.5 2.01 2 497.3679 992.7212 993.4999 2 0.2285 230 238 245 TRUE

LX-2 Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 15 15 93 23.30% YENEVALR K Q 95.00% 56.5 39.5 2.12 2 497.3169 992.6193 993.4999 2 0.1267 127.5 238 245 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% KQMVIDVLHPGK R A 95.00% 27 38.6 2.55 2 455.663 1,363.97 1,364.77 3 0.2024 148.3 21 32 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% qMVIDVLHPGK K A 95.00% 0 0 2.82 2 n-term: Pyro-cmC (-17.03) 610.8903 1,219.77 1,219.65 2 1.123 98.25 22 32 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTGFGmIYDSLDYAK K K 95.00% 36.8 37.7 1.08 2 m6: Oxidation (+15.99) 849.9555 1,697.90 1,697.77 2 1.131 75.33 69 83 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTGFGMIYDSLDYAK K K 95.00% 40.1 37.6 2.02 2 841.5294 1,681.04 1,681.78 2 0.2734 162.6 69 83 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTGFGMIYDSLDYAK K K 95.00% 41.7 37.6 2.1 2 841.5041 1,680.99 1,681.78 2 0.2228 132.5 69 83 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTGFGMIYDSLDYAK K K 95.00% 42.5 37.6 1.74 2 841.5013 1,680.99 1,681.78 2 0.2174 129.2 69 83 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTGFGmIYDSLDYAK K K 95.00% 45.4 37.7 2.22 2 m6: Oxidation (+15.99) 849.4931 1,696.97 1,697.77 2 0.206 121.3 69 83 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTGFGmIYDSLDYAK K K 95.00% 51 37.7 1.12 2 m6: Oxidation (+15.99) 849.9865 1,697.96 1,697.77 2 1.193 111.9 69 83 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTGFGMIYDSLDYAK K K 95.00% 60.7 37.6 5.28 2 841.4954 1,680.98 1,681.78 2 0.2054 122.1 69 83 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTGFGmIYDSLDYAK K K 95.00% 61.6 37.7 2.96 2 m6: Oxidation (+15.99) 849.5073 1,697.00 1,697.77 2 0.2343 138 69 83 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTPDVIFVFGFR K T 95.00% 40.6 38.5 1.28 2 699.9257 1,397.84 1,398.74 2 0.1024 73.2 50 61 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTPDVIFVFGFR K T 95.00% 47.7 38.5 2.68 2 700.3803 1,398.75 1,398.74 2 1.012 6.286 50 61 TRUE

LX-2 Repeat 2 RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750,IPI00219486,IPI00847986 15,405.80 100.00% 4 4 13 29.30% TTPDVIFVFGFR K T 95.00% 70.8 38.5 2.66 2 699.9112 1,397.81 1,398.74 2 0.07342 52.49 50 61 TRUE

LX-2 Repeat 2 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 4 4 7 29.10% cPFTGNVSIR K G 95.00% 43.4 39.1 2.18 2 c1: Carbamidomethyl (+57.02) 575.8476 1,149.68 1,150.57 2 0.1205 104.7 60 69 TRUE

LX-2 Repeat 2 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 4 4 7 29.10% cPFTGNVSIR K G 95.00% 61.5 39.1 5.48 2 c1: Carbamidomethyl (+57.02) 575.8507 1,149.69 1,150.57 2 0.1268 110.2 60 69 TRUE

LX-2 Repeat 2 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 4 4 7 29.10% cPFTGNVSIR K G 95.00% 68.4 39.1 5.02 2 c1: Carbamidomethyl (+57.02) 575.8905 1,149.77 1,150.57 2 0.2063 179.3 60 69 TRUE

LX-2 Repeat 2 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 4 4 7 29.10% cPFTGNVSIR K G 95.00% 75.3 39.1 6.06 2 c1: Carbamidomethyl (+57.02) 575.8435 1,149.67 1,150.57 2 0.1124 97.66 60 69 TRUE

LX-2 Repeat 2 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 4 4 7 29.10% DVQIGDIVTVGEcRPLSK R T 95.00% 31.9 37.2 1.68 2 c13: Carbamidomethyl (+57.02) 663.0402 1,986.10 1,986.03 3 1.073 35.46 119 136 TRUE

LX-2 Repeat 2 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 4 4 7 29.10% DYLHYIR R K 95.00% 28.4 39.3 0.699 2 490.2363 978.458 979.4996 2 -0.03437 -35.09 91 97 TRUE

LX-2 Repeat 2 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 4 4 7 29.10% EAIEGTYIDKK K C 95.00% 51.7 38.7 0.886 2 633.8795 1,265.74 1,266.66 2 0.09397 74.18 49 59 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% DIGFIKLD K - 95.00% 19.7 39.8 1.52 2 460.8055 919.5965 920.509 2 0.09475 102.9 49 56 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% DIGFIKLD K - 95.00% 26.9 39.8 1.28 2 460.8486 919.6825 920.509 2 0.1808 196.4 49 56 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% GHQQLYWSHPR M K 95.00% 46.9 38.2 0 2 470.3265 1,407.96 1,408.69 3 0.2779 197.2 2 12 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% YGLNMcR K Q 95.00% 32.8 39.7 1.08 2 c6: Carbamidomethyl (+57.02) 457.7444 913.4742 913.4019 2 1.08 84.01 34 40 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% YGLNmcR K Q 95.00% 40.1 39.7 0 2 m5: Oxidation (+15.99), c6: Carbamidomethyl (+57.02) 465.2335 928.4524 929.3968 2 0.06291 67.68 34 40 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% YGLNMcR K Q 95.00% 39.9 39.1 2.66 2 c6: Carbamidomethyl (+57.02) 457.2487 912.4829 913.4019 2 0.0883 96.66 34 40 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% YGLNmcR K Q 95.00% 43 39.7 0 2 m5: Oxidation (+15.99), c6: Carbamidomethyl (+57.02) 465.3045 928.5944 929.3968 2 0.2049 220.4 34 40 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% YGLNMcR K Q 95.00% 49.2 39.1 1.6 2 c6: Carbamidomethyl (+57.02) 457.271 912.5275 913.4019 2 0.1329 145.4 34 40 TRUE

LX-2 Repeat 2 RPS29 40S ribosomal protein S29 IPI00182289 6,658.90 100.00% 3 3 9 46.40% YGLNMcR K Q 95.00% 60.4 39.1 1.57 2 c6: Carbamidomethyl (+57.02) 457.2238 912.4331 913.4019 2 0.03845 42.09 34 40 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 40.2 40 0 2 487.3647 972.7149 972.5725 2 1.15 150.9 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 72 39.8 1.52 2 486.8574 971.7003 972.5725 2 0.135 138.8 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 72.7 39.8 1.82 2 486.8454 971.6763 972.5725 2 0.1111 114.2 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 72.7 39.8 2.34 2 486.8582 971.7018 972.5725 2 0.1365 140.4 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 73 39.8 1.77 2 486.8513 971.6881 972.5725 2 0.1228 126.3 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 73.8 39.8 1 2 486.8265 971.6384 972.5725 2 0.07313 75.18 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 74.3 40 0 2 487.3529 972.6912 972.5725 2 1.126 126.5 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 74.2 39.8 0.824 2 486.8558 971.6971 972.5725 2 0.1318 135.5 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% AALQELLSK R G 95.00% 74.3 39.8 0.921 2 486.8572 971.6999 972.5725 2 0.1346 138.4 86 94 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LITPAVVSER K L 95.00% 38.7 39.3 1.89 2 543.4124 1,084.81 1,084.64 2 1.181 164.6 67 76 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LITPAVVSER K L 95.00% 47.3 39.1 0 2 542.8867 1,083.76 1,084.64 2 0.13 119.8 67 76 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LITPAVVSER K L 95.00% 50.7 39.1 0 2 542.889 1,083.76 1,084.64 2 0.1346 124.1 67 76 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LITPAVVSER K L 95.00% 51.8 39 0.886 2 542.3453 1,082.68 1,084.64 2 -0.9529 46.01 67 76 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LITPAVVSER K L 95.00% 53 39.1 1.66 2 542.8596 1,083.70 1,084.64 2 0.07588 69.95 67 76 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LITPAVVSER K L 95.00% 54.9 39.1 1.52 2 542.883 1,083.75 1,084.64 2 0.1227 113.1 67 76 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LITPAVVSER K L 95.00% 56.2 39.1 0 2 542.8607 1,083.71 1,084.64 2 0.078 71.91 67 76 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LITPAVVSER K L 95.00% 56.7 39.3 1.02 2 543.3603 1,084.71 1,084.64 2 1.077 68.52 67 76 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LNNLVLFDK K A 90.90% 36.3 39.6 0 2 538.8603 1,075.71 1,075.61 2 1.099 88.97 44 52 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LNNLVLFDK K A 95.00% 51.5 39.6 0 2 538.3817 1,074.75 1,075.61 2 0.1414 131.5 44 52 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LNNLVLFDK K A 95.00% 53.3 39.6 0 2 538.8703 1,075.73 1,075.61 2 1.119 107.5 44 52 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LNNLVLFDK K A 95.00% 72.3 39.6 0 2 538.3973 1,074.78 1,075.61 2 0.1725 160.4 44 52 TRUE

LX-2 Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 3 3 22 22.40% LNNLVLFDK K A 95.00% 72.3 39.6 2.02 2 538.3784 1,074.74 1,075.61 2 0.1348 125.3 44 52 TRUE

LX-2 Repeat 2 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.80% 2 2 2 1.26% NTLIIYLDK R V 95.00% 56.5 39.3 0 2 546.9303 1,091.85 1,092.63 2 0.2231 204.2 1442 1450 TRUE

LX-2 Repeat 2 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.80% 2 2 2 1.26% TIYTPGSTVLYR K I 95.00% 74.8 38.4 3.59 2 685.8935 1,369.77 1,370.73 2 0.04821 35.17 137 148 TRUE

LX-2 Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 4 4 7 13.90% AGFAGDDAPR K A 90.90% 25.4 40.1 0.699 2 488.7563 975.498 976.4484 2 0.05683 58.19 19 28 TRUE

LX-2 Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 4 4 7 13.90% AGFAGDDAPR K A 91.50% 25.1 40.1 0.721 2 488.8618 975.7091 976.4484 2 0.2679 274.3 19 28 TRUE

LX-2 Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 4 4 7 13.90% AGFAGDDAPR K A 95.00% 67.8 40.1 2.85 2 488.7915 975.5685 976.4484 2 0.1273 130.4 19 28 TRUE

LX-2 Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 4 4 7 13.90% DSYVGDEAQSK K R 95.00% 35.2 38.9 2.89 2 599.2803 1,196.55 1,198.52 2 -0.9691 28.1 51 61 TRUE

LX-2 Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 4 4 7 13.90% DSYVGDEAQSK K R 95.00% 60.1 39 1.74 2 599.8565 1,197.70 1,198.52 2 0.1833 152.9 51 61 TRUE

LX-2 Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 4 4 7 13.90% QEYDESGPSIVHR K K 95.00% 88.3 38.3 1.85 2 506.2885 1,515.84 1,516.70 3 0.1481 97.62 360 372 TRUE

LX-2 Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 4 4 7 13.90% VAPEEHPVLLTEAPLNPK R A 95.00% 39 37 1.11 2 652.0429 1,953.11 1,954.06 3 0.04953 25.35 96 113 TRUE

LX-2 Repeat 2 CLEC3B Putative uncharacterized protein DKFZp686H17246 IPI00792115 17,776.20 100.00% 3 3 3 29.40% GGTLGTPQTGSENDALYEYLR R Q 95.00% 61.4 36.3 0 2 748.4148 2,242.22 2,242.06 3 1.167 73.36 60 80 TRUE

LX-2 Repeat 2 CLEC3B Putative uncharacterized protein DKFZp686H17246 IPI00792115 17,776.20 100.00% 3 3 3 29.40% NWETEITAQPDGGK K T 95.00% 71.5 38.1 4.85 2 773.9133 1,545.81 1,545.72 2 1.101 63.55 114 127 TRUE

LX-2 Repeat 2 CLEC3B Putative uncharacterized protein DKFZp686H17246 IPI00792115 17,776.20 100.00% 3 3 3 29.40% TFHEASEDcISR K G 95.00% 59.3 38.1 0 2 c9: Carbamidomethyl (+57.02) 484.6325 1,450.88 1,451.62 3 0.2611 179.8 48 59 TRUE

LX-2 Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 15.90% IEDVTPIPSDSTR R R 95.00% 52.5 38.6 2.12 2 715.8903 1,429.77 1,429.72 2 1.056 37.32 129 141 TRUE

LX-2 Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 15.90% TPGPGAQSALR K A 95.00% 56.3 39 3.85 2 527.8564 1,053.70 1,054.56 2 0.1414 134.1 107 117 TRUE

LX-2 Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 15.90% TPGPGAQSALR K A 95.00% 71.3 39 4.12 2 527.8486 1,053.68 1,054.56 2 0.1257 119.2 107 117 TRUE

LX-2 Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 15.90% TPGPGAQSALR K A 95.00% 73.4 39 3.12 2 527.8481 1,053.68 1,054.56 2 0.1248 118.4 107 117 TRUE

LX-2 Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 15.90% TPGPGAQSALR K A 95.00% 74.8 39 2.77 2 527.8482 1,053.68 1,054.56 2 0.1249 118.4 107 117 TRUE

LX-2 Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 15.90% TPGPGAQSALR K A 95.00% 78.5 39 4.1 2 527.8491 1,053.68 1,054.56 2 0.1268 120.2 107 117 TRUE

LX-2 Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 15.90% TPGPGAQSALR K A 95.00% 78.7 39 5.25 2 527.8632 1,053.71 1,054.56 2 0.1549 146.9 107 117 TRUE

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 53,747.00 100.00% 5 5 8 11.20% GTNEDMVFR K G 95.00% 58.5 38.9 2 2 534.8223 1,067.63 1,068.48 2 0.1593 149.1 264 272 TRUE

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 53,747.00 100.00% 5 5 8 11.20% SGHIQDYQITASSIFR K T 95.00% 51.5 37.7 0 2 608.3952 1,822.16 1,822.91 3 0.2627 144.1 327 342 TRUE

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 53,747.00 100.00% 5 5 8 11.20% SGHIQDYQITASSIFR K T 95.00% 52.5 37.5 2.2 2 608.7147 1,823.12 1,822.91 3 1.221 119.8 327 342 TRUE

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 53,747.00 100.00% 5 5 8 11.20% TLNMDMFTWEPR R K 95.00% 78.6 38.2 4.52 2 770.9278 1,539.84 1,540.69 2 0.1558 101.1 343 354 TRUE

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 53,747.00 100.00% 5 5 8 11.20% VTGIITQGAK K D 95.00% 55.7 39.9 1.55 2 494.3936 986.7727 987.5835 2 0.1964 198.8 388 397 TRUE

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 53,747.00 100.00% 5 5 8 11.20% WYPYYAR K L 95.00% 20.3 39.8 2.08 2 510.2703 1,018.53 1,018.48 2 1.055 51.49 189 195 TRUE

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 53,747.00 100.00% 5 5 8 11.20% WYPYYAR K L 95.00% 22.2 39.9 1.64 2 509.7699 1,017.53 1,018.48 2 0.05451 53.52 189 195 TRUE

LX-2 Repeat 2 EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor IPI00306046,IPI00399105 53,747.00 100.00% 5 5 8 11.20% WYPYYAR K L 95.00% 23.2 39.8 2.62 2 510.2751 1,018.54 1,018.48 2 1.065 60.91 189 195 TRUE

LX-2 Repeat 2 RPL38 60S ribosomal protein L38 IPI00215790,IPI00792410 8,200.50 100.00% 3 3 4 34.30% IEEIKDFLLTAR K R 95.00% 33 38.5 2.3 2 483.3636 1,447.07 1,447.82 3 0.2605 179.9 5 16 TRUE

LX-2 Repeat 2 RPL38 60S ribosomal protein L38 IPI00215790,IPI00792410 8,200.50 100.00% 3 3 4 34.30% YLYTLVITDK R E 95.00% 62.2 39.1 2.48 2 614.8696 1,227.72 1,228.68 2 0.0493 40.12 41 50 TRUE

LX-2 Repeat 2 RPL38 60S ribosomal protein L38 IPI00215790,IPI00792410 8,200.50 100.00% 3 3 4 34.30% YLYTLVITDK R E 95.00% 67.6 39.1 2.29 2 614.9228 1,227.83 1,228.68 2 0.1558 126.8 41 50 TRUE

LX-2 Repeat 2 RPL38 60S ribosomal protein L38 IPI00215790,IPI00792410 8,200.50 100.00% 3 3 4 34.30% YLYTLVITDKEK R A 95.00% 31.6 38.6 1.44 2 496.0082 1,485.00 1,485.82 3 0.1899 127.8 41 52 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% AGLQFPVGR R V 95.00% 43.8 40.2 0 2 473.3062 944.5978 944.5313 2 1.074 75.04 22 30 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% AGLQFPVGR R V 95.00% 58.2 39.9 1.96 2 472.8593 943.704 944.5313 2 0.18 190.5 22 30 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% AGLQFPVGR R V 95.00% 62.3 39.9 0 2 472.8075 943.6004 944.5313 2 0.07633 80.8 22 30 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% AGLQFPVGR R V 95.00% 68.8 39.9 1.27 2 472.8678 943.721 944.5313 2 0.1969 208.4 22 30 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% AGLQFPVGR R V 95.00% 72.6 39.9 0 2 472.8507 943.6868 944.5313 2 0.1627 172.2 22 30 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% AGLQFPVGR R V 95.00% 73.4 39.9 1.06 2 472.8384 943.6622 944.5313 2 0.1381 146.2 22 30 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% NDEELNKLLGK R V 95.00% 47.1 38.9 2.42 2 636.8987 1,271.78 1,272.68 2 0.1104 86.76 90 100 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 39.5 37.4 4.46 2 644.7864 1,931.34 1,931.17 3 1.176 89.46 101 119 TRUE

LX-2 Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 3 9 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 72.9 37.4 5.04 2 644.4452 1,930.31 1,931.17 3 0.1519 78.63 101 119 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% EQIVPKPEEEVAQK K K 95.00% 34.4 37.9 0.886 2 542.3711 1,624.09 1,623.86 3 1.24 145.9 154 167 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% QWGWTQGR K W 95.00% 37 39.9 0.824 2 509.8169 1,017.62 1,018.49 2 0.1412 138.6 75 82 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% QWGWTQGR K W 95.00% 37.9 39.9 1.02 2 509.8585 1,017.70 1,018.49 2 0.2242 220.1 75 82 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% SAEFLLHmLK K N 95.00% 22 39.3 1.03 2 m8: Oxidation (+15.99) 602.8787 1,203.74 1,204.64 2 0.1105 91.69 87 96 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% SAEFLLHMLK K N 95.00% 36.2 39.2 2.72 2 594.9076 1,187.80 1,188.64 2 0.1633 137.3 87 96 TRUE
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LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% SAEFLLHMLK K N 95.00% 45.6 39.2 2.21 2 594.8692 1,187.72 1,188.64 2 0.08656 72.82 87 96 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% SAEFLLHMLK K N 95.00% 46.8 39.2 1.74 2 594.8682 1,187.72 1,188.64 2 0.08439 70.99 87 96 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% YSLDPENPTK R S 93.30% 22.3 39.2 0.796 2 582.8703 1,163.73 1,163.56 2 1.175 148.1 4 13 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% YSLDPENPTK R S 95.00% 32.5 39.2 2.89 2 581.8106 1,161.61 1,163.56 2 -0.9441 50.46 4 13 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% YSLDPENPTK R S 95.00% 37.2 39.2 3.12 2 582.3453 1,162.68 1,163.56 2 0.1252 107.6 4 13 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% YSLDPENPTK R S 95.00% 43.5 39.2 1.82 2 582.8103 1,163.61 1,163.56 2 1.055 45.08 4 13 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% YSLDPENPTK R S 95.00% 49.8 39.2 2.92 2 582.335 1,162.66 1,163.56 2 0.1047 89.98 4 13 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% YSLDPENPTK R S 95.00% 57.7 39.2 3.92 2 582.3903 1,162.77 1,163.56 2 0.2152 184.9 4 13 TRUE

LX-2 Repeat 2 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 4 4 14 22.80% YSLDPENPTK R S 95.00% 68.8 39.2 4.55 2 582.3206 1,162.63 1,163.56 2 0.07594 65.26 4 13 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAmK K K 95.00% 40.9 38.8 1.64 2 m9: Oxidation (+15.99) 570.8523 1,139.69 1,140.56 2 0.1366 119.8 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAmK K K 95.00% 41.9 38.8 1.22 2 m9: Oxidation (+15.99) 570.8045 1,139.59 1,140.56 2 0.041 35.95 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAMK K K 95.00% 45 38.8 1.09 2 563.326 1,124.64 1,124.57 2 1.079 67.66 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAMK K K 95.00% 47.5 38.8 0 2 562.8339 1,123.65 1,124.57 2 0.0948 84.29 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAMK K K 95.00% 50.1 38.8 1 2 562.8386 1,123.66 1,124.57 2 0.1043 92.71 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAMK K K 95.00% 50.7 38.8 1.01 2 562.8555 1,123.70 1,124.57 2 0.1379 122.6 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAMK K K 95.00% 62.3 38.8 1.32 2 562.8581 1,123.70 1,124.57 2 0.1432 127.4 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAMK K K 95.00% 62.7 38.8 1.26 2 562.842 1,123.67 1,124.57 2 0.111 98.7 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% FPLTTESAmK K K 95.00% 66.1 38.8 1.34 2 m9: Oxidation (+15.99) 570.8437 1,139.67 1,140.56 2 0.1195 104.7 79 88 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% KLYDIDVAK K V 95.00% 30.9 39.5 0.886 2 532.309 1,062.60 1,064.60 2 -0.9881 13.78 115 123 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% KLYDIDVAK K V 95.00% 45.6 39.3 1.46 2 532.8803 1,063.75 1,064.60 2 0.1544 145 115 123 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% KLYDIDVAK K V 95.00% 47 39.3 3.7 2 532.8409 1,063.67 1,064.60 2 0.0756 71.01 115 123 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% KLYDIDVAK K V 95.00% 50.1 39.3 2.11 2 532.8783 1,063.74 1,064.60 2 0.1504 141.3 115 123 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% KLYDIDVAK K V 95.00% 50.3 39.3 1.39 2 532.8847 1,063.75 1,064.60 2 0.1632 153.3 115 123 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% LAPDYDALDVANK R I 95.00% 45.6 38.4 2.15 2 702.89 1,403.77 1,404.70 2 0.0719 51.18 140 152 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% LAPDYDALDVANK R I 95.00% 55 38.4 3.21 2 702.9086 1,403.80 1,404.70 2 0.1092 77.76 140 152 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% LAPDYDALDVANK R I 95.00% 81.6 38.4 4.96 2 702.9003 1,403.79 1,404.70 2 0.09253 65.87 140 152 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% LAPDYDALDVANK R I 95.00% 93.8 38.4 4.6 2 702.9054 1,403.80 1,404.70 2 0.1029 73.23 140 152 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% LYDIDVAK K V 95.00% 31.1 39.4 1.8 2 468.8008 935.587 936.5038 2 0.09048 96.6 116 123 TRUE

LX-2 Repeat 2 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 4 4 20 20.50% LYDIDVAK K V 95.00% 36.4 39.4 0.721 2 468.8386 935.6627 936.5038 2 0.1661 177.3 116 123 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 94.90% 38.4 39.4 0 2 461.839 921.6633 922.488 2 0.1826 197.9 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 38.6 39.4 0 2 461.854 921.6935 922.488 2 0.2128 230.6 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 38.8 39.4 0 2 461.8163 921.6181 922.488 2 0.1373 148.9 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 41.5 39.4 1.49 2 461.7835 921.5525 922.488 2 0.07171 77.72 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 41.9 39.4 0 2 461.8065 921.5985 922.488 2 0.1177 127.6 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 42.6 39.4 0 2 461.8279 921.6412 922.488 2 0.1605 173.9 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 42.9 39.4 0 2 461.8254 921.6363 922.488 2 0.1556 168.6 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 42.6 39.2 0 2 462.3103 922.606 922.488 2 1.125 132.6 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 56.8 39.6 0 2 461.2849 920.5552 922.488 2 -0.9255 83.76 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 56.8 39.4 0 2 461.8148 921.6151 922.488 2 0.1343 145.6 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 57.1 39.4 0 2 461.8243 921.6341 922.488 2 0.1534 166.2 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 57.3 39.4 0.77 2 461.8124 921.6103 922.488 2 0.1296 140.4 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 58.2 39.4 0 2 461.8281 921.6416 922.488 2 0.1608 174.3 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% AEFVEVTK K L 95.00% 60 39.4 0 2 461.8308 921.6471 922.488 2 0.1664 180.3 249 256 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% ccAADDKEAcFAVEGPK K L 95.00% 63.6 37 2.82 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 643.4002 1,927.18 1,927.80 3 0.3875 201 581 597 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% ccTESLVNR K R 95.00% 43.6 38.8 2.23 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 570.3448 1,138.68 1,138.50 2 1.184 159.3 499 507 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% ccTESLVNR K R 95.00% 49.4 39 2.49 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 569.8144 1,137.61 1,138.50 2 0.1236 108.5 499 507 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% ccTESLVNR K R 95.00% 54 39 1.8 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 569.8579 1,137.70 1,138.50 2 0.2106 184.9 499 507 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% ccTESLVNR K R 95.00% 63.6 39 2.85 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 569.8281 1,137.64 1,138.50 2 0.1509 132.6 499 507 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% ccTESLVNR K R 95.00% 67.4 39 3.17 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 569.8111 1,137.61 1,138.50 2 0.117 102.7 499 507 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 47.2 38.2 2.25 2 784.9573 1,567.90 1,567.74 2 1.165 103.2 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 48.6 38.2 0 2 784.9831 1,567.95 1,567.74 2 1.216 136.1 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 54.6 38.1 1.92 2 784.4953 1,566.98 1,567.74 2 0.2405 153.4 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 55.1 38.1 4.04 2 784.4522 1,566.89 1,567.74 2 0.1544 98.45 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 55.6 38.2 2.89 2 784.9899 1,567.97 1,567.74 2 1.23 144.7 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 58 38.1 0 2 784.4626 1,566.91 1,567.74 2 0.1751 111.7 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 59.1 38.1 3.11 2 784.484 1,566.95 1,567.74 2 0.218 139.1 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 62.3 38.1 4.14 2 784.4351 1,566.86 1,567.74 2 0.1201 76.6 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 62.5 38.1 3.14 2 784.4291 1,566.84 1,567.74 2 0.1082 69.04 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 63.8 38.1 2.8 2 784.4262 1,566.84 1,567.74 2 0.1023 65.24 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 67.4 38.1 3.82 2 784.4594 1,566.90 1,567.74 2 0.1687 107.6 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 67.6 38.1 4 2 784.4471 1,566.88 1,567.74 2 0.1442 92 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 67.6 38.1 3.06 2 784.4534 1,566.89 1,567.74 2 0.1568 99.99 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DAFLGSFLYEYSR K R 95.00% 73.4 38.2 4.8 2 784.9946 1,567.97 1,567.74 2 1.239 150.7 347 359 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% DDPHAcYSTVFDK K L 91.20% 35.8 38.1 0 2 c6: Carbamidomethyl (+57.02) 519.3442 1,555.01 1,554.65 3 1.365 232.8 387 399 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 30.4 38.7 1.18 2 653.4301 1,304.85 1,305.72 2 0.1365 104.5 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 37 38.7 1.89 2 653.9103 1,305.81 1,305.72 2 1.097 72.08 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 41.1 38.7 4.8 2 653.3876 1,304.76 1,305.72 2 0.05166 39.57 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 45.4 38.7 2.49 2 653.3901 1,304.77 1,305.72 2 0.0565 43.27 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 45.4 38.7 5.21 2 653.4512 1,304.89 1,305.72 2 0.1787 136.8 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 46.6 38.7 3.05 2 653.434 1,304.85 1,305.72 2 0.1443 110.5 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 48.8 38.7 4.6 2 653.3878 1,304.76 1,305.72 2 0.05193 39.77 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 51.8 38.7 5.2 2 653.3924 1,304.77 1,305.72 2 0.06114 46.82 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 55.6 38.7 5.37 2 653.3648 1,304.72 1,305.72 2 0.006017 4.608 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 56.8 38.7 5.48 2 653.438 1,304.86 1,305.72 2 0.1524 116.7 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 61.2 38.7 4.48 2 653.3823 1,304.75 1,305.72 2 0.04093 31.34 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 63.2 38.7 4.11 2 653.4106 1,304.81 1,305.72 2 0.09766 74.78 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HLVDEPQNLIK K Q 95.00% 70.2 38.7 5.39 2 653.3903 1,304.77 1,305.72 2 0.05693 43.6 402 412 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPEYAVSVLLR R L 94.90% 21.2 38.6 0.886 2 641.8526 1,281.69 1,283.71 2 -1.013 -7.725 361 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPEYAVSVLLR R L 95.00% 57.5 38.6 3.85 2 642.3263 1,282.64 1,283.71 2 -0.06537 -50.93 361 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPEYAVSVLLR R L 95.00% 80 38.6 4.57 2 642.4237 1,282.83 1,283.71 2 0.1294 100.8 361 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPEYAVSVLLR R L 95.00% 86.9 38.6 5.48 2 642.4228 1,282.83 1,283.71 2 0.1276 99.41 361 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPYFYAPELLYYANK R Y 89.60% 0 0 2.44 2 630.9932 1,889.96 1,888.93 3 2.038 17.29 169 183 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPYFYAPELLYYANK R Y 95.00% 39.2 37.2 3.55 2 630.3647 1,888.07 1,888.93 3 0.1526 80.76 169 183 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPYFYAPELLYYANK R Y 95.00% 39.9 37.2 2.12 2 630.3852 1,888.13 1,888.93 3 0.2142 113.4 169 183 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPYFYAPELLYYANK R Y 95.00% 41.8 37.2 2.38 2 630.4152 1,888.22 1,888.93 3 0.3042 161 169 183 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPYFYAPELLYYANK R Y 95.00% 49.3 37.2 2.23 2 630.3865 1,888.14 1,888.93 3 0.2182 115.5 169 183 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPYFYAPELLYYANK R Y 95.00% 50.7 37.2 1.92 2 630.6988 1,889.07 1,888.93 3 1.155 80.49 169 183 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPYFYAPELLYYANK R Y 95.00% 51 37.3 2.55 2 630.7977 1,889.37 1,888.93 3 1.452 237.5 169 183 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% HPYFYAPELLYYANK R Y 95.00% 51.4 37.2 2.54 2 630.7202 1,889.14 1,888.93 3 1.219 114.5 169 183 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KQTALVELLK K H 95.00% 34.8 39.5 1.33 2 572.4603 1,142.91 1,142.71 2 1.199 171.3 548 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KQTALVELLK K H 95.00% 46.7 39.2 2.52 2 571.9609 1,141.91 1,142.71 2 0.1999 174.9 548 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KQTALVELLK K H 95.00% 54.4 39.2 3.57 2 571.9433 1,141.87 1,142.71 2 0.1647 144.1 548 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KQTALVELLK K H 95.00% 61.2 39.2 3.16 2 571.9313 1,141.85 1,142.71 2 0.1408 123.2 548 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KQTALVELLK K H 95.00% 61.9 39.2 2.85 2 571.9357 1,141.86 1,142.71 2 0.1495 130.9 548 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KQTALVELLK K H 95.00% 62.6 39.2 2 2 571.9497 1,141.88 1,142.71 2 0.1776 155.4 548 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KQTALVELLK K H 95.00% 64.4 39.2 0.921 2 571.9403 1,141.87 1,142.71 2 0.1587 138.9 548 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 94.50% 37.5 37.7 0 2 547.3931 1,639.16 1,639.94 3 0.227 138.4 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 23.5 37.7 1 2 820.5875 1,639.16 1,639.94 2 0.23 140.2 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 31 37.7 1.96 2 547.3457 1,639.02 1,639.94 3 0.08465 51.62 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 32.1 37.8 1.17 2 821.0675 1,640.12 1,639.94 2 1.19 114.1 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 33 37.7 1.22 2 547.1877 1,638.54 1,639.94 3 -0.3893 -237.5 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 34.5 37.8 2.74 2 821.0403 1,640.07 1,639.94 2 1.135 80.86 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 39.8 37.8 0 2 821.0149 1,640.02 1,639.94 2 1.085 49.93 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 40.6 37.8 0.854 2 547.6462 1,639.92 1,639.94 3 0.9862 -10.1 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 40.6 37.7 2.68 2 820.5836 1,639.15 1,639.94 2 0.2221 135.4 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 42.8 37.8 2.28 2 821.0713 1,640.13 1,639.94 2 1.197 118.7 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 43.5 37.8 0.921 2 547.693 1,640.06 1,639.94 3 1.127 75.56 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 50.3 37.7 0 2 547.4082 1,639.20 1,639.94 3 0.2723 166 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 50.5 37.8 2.2 2 821.1103 1,640.21 1,639.94 2 1.275 166.2 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 51.1 37.8 1.62 2 547.734 1,640.18 1,639.94 3 1.25 150.5 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 51.9 37.7 0 2 820.5753 1,639.14 1,639.94 2 0.2054 125.2 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 52.5 37.7 5.03 2 820.6162 1,639.22 1,639.94 2 0.2872 175.1 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 52.6 37.7 4.38 2 547.4034 1,639.19 1,639.94 3 0.2578 157.2 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 53.2 37.7 0 2 547.4042 1,639.19 1,639.94 3 0.2602 158.6 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 53.6 37.7 3.24 2 547.2648 1,638.77 1,639.94 3 -0.158 -96.36 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 54.6 37.7 2.64 2 820.5797 1,639.14 1,639.94 2 0.2143 130.6 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 57.3 37.8 1.41 2 547.6833 1,640.03 1,639.94 3 1.098 57.83 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 60.6 37.8 3.17 2 547.7355 1,640.18 1,639.94 3 1.254 153.1 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 63.4 37.7 5.19 2 547.3855 1,639.13 1,639.94 3 0.2042 124.5 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 63.9 37.7 3.96 2 820.598 1,639.18 1,639.94 2 0.2509 153 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 64 37.7 1.31 2 547.4168 1,639.23 1,639.94 3 0.298 181.7 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 64.3 37.8 4.6 2 547.7252 1,640.15 1,639.94 3 1.223 134.3 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 64.9 37.7 1.96 2 547.4105 1,639.21 1,639.94 3 0.2791 170.2 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 66.6 37.7 4.85 2 547.3702 1,639.09 1,639.94 3 0.1582 96.43 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 67.7 37.7 5.22 2 547.4052 1,639.19 1,639.94 3 0.2632 160.4 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 68.8 37.8 3.1 2 547.7474 1,640.22 1,639.94 3 1.29 174.9 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 69.1 37.8 5.16 2 547.7294 1,640.17 1,639.94 3 1.236 142.1 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 70.9 37.7 4.39 2 547.366 1,639.08 1,639.94 3 0.1455 88.71 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 75 37.7 5.57 2 547.4005 1,639.18 1,639.94 3 0.2491 151.9 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 75.8 37.7 3.03 2 547.4139 1,639.22 1,639.94 3 0.2894 176.4 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% KVPQVSTPTLVEVSR R S 95.00% 76.5 37.7 2.41 2 547.3697 1,639.09 1,639.94 3 0.1567 95.51 437 451 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LFTFHADIcTLPDTEK K Q 95.00% 42.5 37.4 0 2 c9: Carbamidomethyl (+57.02) 636.6802 1,907.02 1,907.92 3 0.1049 54.98 529 544 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LFTFHADIcTLPDTEK K Q 95.00% 51.6 37.3 0 2 c9: Carbamidomethyl (+57.02) 637.0342 1,908.08 1,907.92 3 1.167 85.99 529 544 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 42.1 38.2 1.64 2 740.3403 1,478.67 1,479.80 2 -0.1223 -82.64 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 44.6 38.2 1.89 2 740.4879 1,478.96 1,479.80 2 0.173 116.9 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 51.8 38.3 2.36 2 741.019 1,480.02 1,479.80 2 1.235 157 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 56.2 38.2 3.51 2 740.3403 1,478.67 1,479.80 2 -0.1223 -82.64 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 57.9 38.2 4.33 2 740.5135 1,479.01 1,479.80 2 0.2242 151.5 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 72.1 38.3 3.07 2 740.8803 1,479.75 1,479.80 2 0.9577 -30.39 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 73 38.3 3.8 2 740.9772 1,479.94 1,479.80 2 1.152 100.5 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 73.2 38.2 4.44 2 740.4783 1,478.94 1,479.80 2 0.1537 103.9 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 78 38.2 2.57 2 740.4881 1,478.96 1,479.80 2 0.1734 117.2 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 78.2 38.2 4.31 2 740.4003 1,478.79 1,479.80 2 -0.002273 -1.536 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 79.6 38.2 3 2 740.4761 1,478.94 1,479.80 2 0.1494 100.9 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 81.1 38.2 4.03 2 740.4303 1,478.85 1,479.80 2 0.05773 39.01 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 81.1 38.2 2.89 2 740.4614 1,478.91 1,479.80 2 0.12 81.08 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 89.1 38.3 4.8 2 740.9903 1,479.97 1,479.80 2 1.178 118.2 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 89.1 38.2 4.96 2 740.4791 1,478.94 1,479.80 2 0.1554 105 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 98.2 38.2 4.37 2 740.5141 1,479.01 1,479.80 2 0.2253 152.3 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 99.8 38.2 5.92 2 740.4645 1,478.91 1,479.80 2 0.1261 85.2 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 105 38.2 4.85 2 740.5125 1,479.01 1,479.80 2 0.2222 150.1 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 108 38.2 3.89 2 740.4724 1,478.93 1,479.80 2 0.1421 95.99 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 111 38.2 3.68 2 740.5106 1,479.01 1,479.80 2 0.2184 147.5 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 115 38.2 4.44 2 740.501 1,478.99 1,479.80 2 0.1992 134.6 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LGEYGFQNALIVR K Y 95.00% 117 38.2 5.16 2 740.4645 1,478.91 1,479.80 2 0.1261 85.21 421 433 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 90.20% 35.7 39.2 0 2 582.3449 1,162.68 1,163.63 2 0.05183 44.54 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 43.3 39.2 1.89 2 582.3963 1,162.78 1,163.63 2 0.1546 132.9 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 44.9 39.2 2.39 2 582.3854 1,162.76 1,163.63 2 0.1328 114.2 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 45 39.2 2.4 2 582.4003 1,162.79 1,163.63 2 0.1625 139.7 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 46.9 39.2 1.89 2 582.3666 1,162.72 1,163.63 2 0.09516 81.77 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 49.4 39.2 0.721 2 582.3653 1,162.72 1,163.63 2 0.09253 79.51 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 51.9 39.2 0 2 582.3498 1,162.69 1,163.63 2 0.06166 52.98 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 52.7 39.2 0 2 582.3828 1,162.75 1,163.63 2 0.1275 109.6 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 60.4 39.2 1.55 2 582.3606 1,162.71 1,163.63 2 0.08312 71.43 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 60.4 39.2 2.02 2 582.4106 1,162.81 1,163.63 2 0.1831 157.4 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 61.1 39.2 2.29 2 582.3896 1,162.76 1,163.63 2 0.1413 121.4 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 62.3 39.2 2 2 582.875 1,163.74 1,163.63 2 1.112 93.82 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 63.3 39.2 2.89 2 582.3788 1,162.74 1,163.63 2 0.1196 102.8 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 63.7 39.2 2.55 2 582.3881 1,162.76 1,163.63 2 0.1382 118.8 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 63.9 39.2 2.37 2 582.3842 1,162.75 1,163.63 2 0.1305 112.1 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 64.8 39.2 0.854 2 582.3817 1,162.75 1,163.63 2 0.1254 107.7 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 65.2 39.2 1.7 2 582.3775 1,162.74 1,163.63 2 0.117 100.6 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% LVNELTEFAK K T 95.00% 65.2 39.2 1.39 2 582.3926 1,162.77 1,163.63 2 0.1472 126.5 66 75 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 38.9 39.9 0 2 508.3597 1,014.70 1,014.62 2 1.093 88.55 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 39.8 39.4 0 2 507.8731 1,013.73 1,014.62 2 0.1193 117.6 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 40 39.4 0 2 507.8729 1,013.73 1,014.62 2 0.119 117.3 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 41.2 39.4 0 2 507.8865 1,013.76 1,014.62 2 0.1463 144.1 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 47.4 39.4 0 2 507.8825 1,013.75 1,014.62 2 0.1383 136.3 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 49.6 39.4 0 2 507.8718 1,013.73 1,014.62 2 0.1169 115.2 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 51 39.4 0 2 507.884 1,013.75 1,014.62 2 0.1412 139.1 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 52.6 39.4 0 2 507.8982 1,013.78 1,014.62 2 0.1695 167.1 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 52.9 39.4 0 2 507.8842 1,013.75 1,014.62 2 0.1415 139.5 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 55.1 39.4 0 2 507.8756 1,013.74 1,014.62 2 0.1244 122.6 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 55.5 39.4 0 2 507.8665 1,013.72 1,014.62 2 0.1061 104.6 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 55.5 39.4 0 2 507.8893 1,013.76 1,014.62 2 0.1517 149.5 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 55.9 39.4 0 2 507.8909 1,013.77 1,014.62 2 0.155 152.7 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 56.6 39.4 1 2 507.8835 1,013.75 1,014.62 2 0.1402 138.2 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 57.2 39.4 0 2 507.8673 1,013.72 1,014.62 2 0.1077 106.2 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 57.6 39.4 0 2 507.8946 1,013.77 1,014.62 2 0.1625 160.1 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 57.9 39.4 0 2 507.9049 1,013.80 1,014.62 2 0.1829 180.2 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% QTALVELLK K H 95.00% 58.2 39.4 0 2 507.8862 1,013.76 1,014.62 2 0.1456 143.5 549 557 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 90.20% 0 0 2.48 2 481.3002 1,440.88 1,439.81 3 2.074 47.71 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 30.5 38.1 1.96 2 481.0258 1,440.06 1,439.81 3 1.251 172.4 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 32.5 38.1 1.51 2 480.9824 1,439.93 1,439.81 3 1.121 81.92 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 0 0 2.89 2 481.3487 1,441.02 1,439.81 3 2.22 148.7 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 0 0 3.27 2 481.355 1,441.04 1,439.81 3 2.239 161.8 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 45.5 38.2 4.11 2 480.7057 1,439.10 1,439.81 3 0.2907 201.9 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 46 38.2 2.36 2 480.6656 1,438.98 1,439.81 3 0.1706 118.5 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 47 38.1 2.34 2 481.0277 1,440.06 1,439.81 3 1.257 176.3 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 48.1 38.1 3.02 2 481.0485 1,440.12 1,439.81 3 1.319 219.5 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 49.3 38.2 4.05 2 480.6389 1,438.89 1,439.81 3 0.09033 62.73 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 49.5 38.1 3.29 2 481.0541 1,440.14 1,439.81 3 1.336 231.3 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 50 38.2 2.74 2 480.6999 1,439.08 1,439.81 3 0.2733 189.8 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 50 38.1 3.28 2 481.0061 1,440.00 1,439.81 3 1.192 131.4 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 52.3 38.1 2.17 2 481.0535 1,440.14 1,439.81 3 1.334 230 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 53.9 38.1 4.66 2 480.9502 1,439.83 1,439.81 3 1.024 14.94 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 55.1 38.2 3.92 2 480.6956 1,439.07 1,439.81 3 0.2606 181 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 61.5 38.1 4.55 2 480.9979 1,439.97 1,439.81 3 1.168 114.3 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 64.6 38.1 2.85 2 480.7422 1,439.20 1,439.81 3 0.4003 277.9 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 66 38.1 4.68 2 481.006 1,440.00 1,439.81 3 1.192 131.1 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 67.6 38.2 5.13 2 480.6836 1,439.03 1,439.81 3 0.2244 155.9 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 70.7 38.2 3.54 2 480.7205 1,439.14 1,439.81 3 0.3353 232.8 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 72.9 38.2 4.49 2 480.7202 1,439.14 1,439.81 3 0.3343 232.1 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 78.7 38.1 4.12 2 481.0527 1,440.14 1,439.81 3 1.332 228.3 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RHPEYAVSVLLR R L 95.00% 82.1 38.2 3.35 2 480.7175 1,439.13 1,439.81 3 0.3263 226.6 360 371 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RPcFSALTPDETYVPK R A 94.80% 37.3 37.3 0 2 c3: Carbamidomethyl (+57.02) 628.0779 1,881.21 1,880.92 3 1.298 156.8 508 523 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RPcFSALTPDETYVPK R A 95.00% 28.9 37.3 1.23 2 c3: Carbamidomethyl (+57.02) 628.003 1,880.99 1,880.92 3 1.073 37.48 508 523 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% RPcFSALTPDETYVPK R A 95.00% 36.3 37.3 2.47 2 c3: Carbamidomethyl (+57.02) 628.0832 1,881.23 1,880.92 3 1.314 165.2 508 523 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 94.20% 37.9 38.4 0 2 c11: Carbamidomethyl (+57.02) 474.3223 1,419.95 1,419.69 3 1.259 180 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 24.1 38.5 2.05 2 c11: Carbamidomethyl (+57.02) 473.9883 1,418.94 1,419.69 3 0.2564 180.5 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 28 38.5 1.96 2 c11: Carbamidomethyl (+57.02) 474.0173 1,419.03 1,419.69 3 0.3435 241.9 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 29.8 38.5 1.64 2 c11: Carbamidomethyl (+57.02) 474.0135 1,419.02 1,419.69 3 0.332 233.8 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 31.2 38.5 1.77 2 c11: Carbamidomethyl (+57.02) 474.0347 1,419.08 1,419.69 3 0.3956 278.6 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 31.4 38.5 2.09 2 c11: Carbamidomethyl (+57.02) 474.0305 1,419.07 1,419.69 3 0.3829 269.6 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 40.7 38.4 0 2 c11: Carbamidomethyl (+57.02) 474.2871 1,419.84 1,419.69 3 1.153 105.7 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 41.5 38.5 2.8 2 c11: Carbamidomethyl (+57.02) 473.9723 1,418.90 1,419.69 3 0.2085 146.9 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 42.5 38.5 1.2 2 c11: Carbamidomethyl (+57.02) 473.9642 1,418.87 1,419.69 3 0.1841 129.7 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% SLHTLFGDELcK K V 95.00% 43.3 38.5 4.19 2 c11: Carbamidomethyl (+57.02) 473.9891 1,418.95 1,419.69 3 0.2588 182.2 89 100 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% TVmENFVAFVDK K C 95.00% 51.2 38.5 2.8 2 m3: Oxidation (+15.99) 708.8488 1,415.68 1,415.69 2 1.003 0.08849 569 580 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% TVMENFVAFVDK K C 95.00% 54.2 38.5 1.02 2 700.4312 1,398.85 1,399.69 2 0.1624 116 569 580 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% TVMENFVAFVDK K C 95.00% 69 38.5 1.8 2 700.3893 1,398.76 1,399.69 2 0.07863 56.17 569 580 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% TVmENFVAFVDK K C 95.00% 70.8 38.5 4.49 2 m3: Oxidation (+15.99) 708.4481 1,414.88 1,415.69 2 0.2014 142.3 569 580 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 26 38.5 1.32 2 c3: Carbamidomethyl (+57.02) 722.899 1,443.78 1,443.64 2 1.149 100.9 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 46.3 38.5 1.7 2 c3: Carbamidomethyl (+57.02) 722.3932 1,442.77 1,443.64 2 0.137 94.86 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 47.5 38.5 1.77 2 c3: Carbamidomethyl (+57.02) 722.3946 1,442.77 1,443.64 2 0.1397 96.76 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 61.7 38.5 3.24 2 c3: Carbamidomethyl (+57.02) 722.372 1,442.73 1,443.64 2 0.09448 65.44 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 62.9 38.5 3.36 2 c3: Carbamidomethyl (+57.02) 722.903 1,443.79 1,443.64 2 1.156 106.4 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 67.7 38.5 2.3 2 c3: Carbamidomethyl (+57.02) 722.3838 1,442.75 1,443.64 2 0.1181 81.78 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 79.6 38.5 2.09 2 c3: Carbamidomethyl (+57.02) 722.4158 1,442.82 1,443.64 2 0.1822 126.2 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 81.3 38.5 2.89 2 c3: Carbamidomethyl (+57.02) 722.4101 1,442.81 1,443.64 2 0.1707 118.2 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 81.6 38.5 3.19 2 c3: Carbamidomethyl (+57.02) 722.412 1,442.81 1,443.64 2 0.1746 120.9 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 83.8 38.5 2.8 2 c3: Carbamidomethyl (+57.02) 722.4003 1,442.79 1,443.64 2 0.1511 104.6 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YIcDNQDTISSK K L 95.00% 93.9 38.5 3.89 2 c3: Carbamidomethyl (+57.02) 722.3971 1,442.78 1,443.64 2 0.1448 100.3 286 297 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 31.2 39.5 1.89 2 464.8272 927.6398 927.4934 2 1.154 162.5 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 38.8 39.1 0.77 2 464.3244 926.6342 927.4934 2 0.1481 159.6 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 44.3 39.1 0 2 464.3195 926.6245 927.4934 2 0.1383 149.1 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.1 39.1 0 2 464.329 926.6434 927.4934 2 0.1572 169.5 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.1 39.1 0.745 2 464.3169 926.6193 927.4934 2 0.1332 143.6 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.2 39.1 0 2 464.3073 926.6001 927.4934 2 0.114 122.9 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.2 39.1 0.824 2 464.2974 926.5803 927.4934 2 0.09411 101.5 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.3 39.1 0 2 464.3372 926.6598 927.4934 2 0.1737 187.2 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.3 39.1 0 2 464.336 926.6574 927.4934 2 0.1713 184.6 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.6 39.1 0 2 464.3272 926.6399 927.4934 2 0.1537 165.7 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.6 39.1 0 2 464.3158 926.617 927.4934 2 0.1308 141 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 45.7 39.1 0 2 464.321 926.6275 927.4934 2 0.1414 152.4 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 46 39.1 0 2 464.3197 926.6248 927.4934 2 0.1386 149.4 161 167 TRUE

LX-2 Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 20 21 228 36.40% YLYEIAR K R 95.00% 48 39.1 0 2 464.3013 926.588 927.4934 2 0.1018 109.8 161 167 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% DISEASVFDAYVLPK R L 95.00% 34.2 37.9 1.32 2 552.0364 1,653.09 1,653.84 3 0.2575 155.7 52 66 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% DISEASVFDAYVLPK R L 95.00% 41.4 37.7 1.03 2 828.0453 1,654.08 1,653.84 2 1.246 147.1 52 66 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% DISEASVFDAYVLPK R L 95.00% 47.2 37.9 2.14 2 827.5446 1,653.07 1,653.84 2 0.2449 148 52 66 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% DISEASVFDAYVLPK R L 95.00% 61.6 37.9 2.04 2 827.4937 1,652.97 1,653.84 2 0.143 86.45 52 66 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% DISEASVFDAYVLPK R L 95.00% 73.9 37.7 2.43 2 827.9613 1,653.91 1,653.84 2 1.078 45.56 52 66 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% DISEASVFDAYVLPK R L 95.00% 74.5 37.7 1.54 2 827.9793 1,653.94 1,653.84 2 1.114 67.31 52 66 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% DISEASVFDAYVLPK R L 95.00% 88.9 37.9 3.59 2 827.5007 1,652.99 1,653.84 2 0.1569 94.87 52 66 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% DISEASVFDAYVLPK R L 95.00% 95.3 37.9 2.7 2 827.5216 1,653.03 1,653.84 2 0.1988 120.2 52 66 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% LHYcVScAIHSK K V 95.00% 24.4 38.5 1.85 2 c4: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 492.2994 1,473.88 1,474.69 3 0.1908 129.3 71 82 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% NIVEAAAVR R D 95.00% 39.7 38.9 0 2 471.2869 940.5593 942.5366 2 -0.97 34.72 43 51 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% NIVEAAAVR R D 95.00% 43.2 39.1 0 2 471.8103 941.606 942.5366 2 0.07663 81.29 43 51 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% NIVEAAAVR R D 95.00% 45 39.1 0 2 471.8123 941.6101 942.5366 2 0.08077 85.68 43 51 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% NIVEAAAVR R D 95.00% 52 39.1 0.886 2 471.8648 941.7151 942.5366 2 0.1857 197 43 51 TRUE

LX-2 Repeat 2 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 4 14 31.30% NIVEAAAVR R D 95.00% 56.2 39.1 0.796 2 471.8242 941.6338 942.5366 2 0.1044 110.8 43 51 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% ATVLNYLPK K C 93.00% 37.7 39.9 0 2 509.8962 1,017.78 1,018.59 2 0.1918 188.3 812 820 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% ATVLNYLPK K C 95.00% 45.5 39.9 0 2 509.8833 1,017.75 1,018.59 2 0.1661 163 812 820 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% ATVLNYLPK K C 95.00% 46.8 39.9 0.721 2 509.8724 1,017.73 1,018.59 2 0.1443 141.6 812 820 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% DMYSFLEDMGLK K A 93.80% 16.7 38.5 0.824 2 724.3775 1,446.74 1,448.64 2 -0.8962 73.58 665 676 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% LPPNVVEESAR K A 95.00% 28.5 38.6 1.55 2 606.4012 1,210.79 1,210.64 2 1.152 123.5 935 945 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% LPPNVVEESAR K A 95.00% 31.9 38.6 1.68 2 605.8562 1,209.70 1,210.64 2 0.06246 51.59 935 945 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% LPPNVVEESAR K A 95.00% 40 38.6 1.27 2 605.8823 1,209.75 1,210.64 2 0.1146 94.67 935 945 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% LPPNVVEESAR K A 95.00% 44.1 38.6 0.745 2 605.8603 1,209.71 1,210.64 2 0.07063 58.34 935 945 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% LPPNVVEESAR K A 95.00% 46.3 38.6 3.17 2 605.874 1,209.73 1,210.64 2 0.098 80.94 935 945 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% QTVSWAVTPK R S 95.00% 63 39.5 0 2 559.3573 1,116.70 1,116.60 2 1.103 89.3 854 863 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% QTVSWAVTPK R S 95.00% 67.6 39.4 2.52 2 558.8482 1,115.68 1,116.60 2 0.08422 75.42 854 863 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% QTVSWAVTPK R S 95.00% 69.3 39.4 1.49 2 558.8757 1,115.74 1,116.60 2 0.1393 124.8 854 863 TRUE

LX-2 Repeat 2 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 100.00% 4 4 13 2.85% QTVSWAVTPK R S 95.00% 80.9 39.4 1.15 2 558.8178 1,115.62 1,116.60 2 0.02343 20.98 854 863 TRUE

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% APSTYGGGLSVSSSR R F 95.00% 50 38.4 2.31 2 713.4053 1,424.80 1,425.70 2 0.1064 74.64 42 56 TRUE

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% APSTYGGGLSVSSSR R F 95.00% 69.7 38.4 7.39 2 713.4003 1,424.79 1,425.70 2 0.09643 67.63 42 56 TRUE

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% ASLENSLEETK K G 95.00% 43.3 39 0 2 610.8552 1,219.70 1,220.60 2 0.1026 84.07 353 363 TRUE

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% DAEEWFFTK K T 95.00% 51.5 39.3 1.59 2 586.8401 1,171.67 1,172.53 2 0.1469 125.3 301 309 TRUE

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% EVATNSELVQSGK R S 95.00% 64 38.8 2.11 2 681.3879 1,360.76 1,361.69 2 0.07777 57.11 316 328 TRUE

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VLDELTLAR R A 95.00% 42.3 39.7 0.824 2 515.8732 1,029.73 1,029.59 2 1.145 138.1 224 232 TRUE

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 54.5 39.6 0 2 545.8653 1,089.72 1,090.53 2 0.1922 176.2 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 54.6 39.6 0 2 545.8503 1,089.69 1,090.53 2 0.1622 148.7 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 56.1 39.5 0 2 546.3483 1,090.68 1,090.53 2 1.158 142.4 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 57.8 39.6 1.34 2 545.8353 1,089.66 1,090.53 2 0.1322 121.2 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 60.2 39.6 0.745 2 545.8663 1,089.72 1,090.53 2 0.1943 178.2 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 61.1 39.5 1.32 2 546.3503 1,090.69 1,090.53 2 1.162 146.1 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 65.1 39.6 1.05 2 545.8696 1,089.72 1,090.53 2 0.2009 184.1 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 66 39.6 0.959 2 545.817 1,089.62 1,090.53 2 0.09565 87.7 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 69.1 39.6 1.44 2 545.8571 1,089.70 1,090.53 2 0.1759 161.3 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 70.2 39.6 1.37 2 545.8535 1,089.69 1,090.53 2 0.1687 154.7 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 71.4 39.6 0.796 2 545.8172 1,089.62 1,090.53 2 0.09602 88.04 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 72.6 39.6 1.03 2 545.8155 1,089.62 1,090.53 2 0.09268 84.98 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 72.8 39.6 1.52 2 545.8454 1,089.68 1,090.53 2 0.1524 139.8 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 72.9 39.6 1.09 2 545.8442 1,089.67 1,090.53 2 0.1501 137.6 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 72.9 39.6 1.07 2 545.8135 1,089.61 1,090.53 2 0.08864 81.28 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 73.2 39.6 1.51 2 545.8278 1,089.64 1,090.53 2 0.1172 107.5 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 75.3 39.6 2.82 2 545.8424 1,089.67 1,090.53 2 0.1465 134.3 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 76 39.6 0.824 2 545.8336 1,089.65 1,090.53 2 0.1288 118.1 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 76.3 39.6 1 2 545.8126 1,089.61 1,090.53 2 0.0868 79.59 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 78.7 39.6 0.959 2 545.8353 1,089.66 1,090.53 2 0.1322 121.2 117 125 FALSE IPI00009865

LX-2 Repeat 2 KRT14 Keratin, type I cytoskeletal 14 IPI00384444 51,604.60 100.00% 5 5 6 14.00% VTMQNLNDR K L 95.00% 92 39.6 1.47 2 545.8471 1,089.68 1,090.53 2 0.1558 142.9 117 125 FALSE IPI00009865

LX-2 Repeat 3 RPS6 40S ribosomal protein S6 IPI00021840 28,663.70 99.80% 2 2 6 8.03% DIPGLTDTTVPR K R 95.00% 38.7 38.7 1.8 2 643.4703 1,284.93 1,284.68 2 1.254 195 120 131 TRUE

LX-2 Repeat 3 RPS6 40S ribosomal protein S6 IPI00021840 28,663.70 99.80% 2 2 6 8.03% DIPGLTDTTVPR K R 95.00% 41.9 38.5 1.89 2 642.9088 1,283.80 1,284.68 2 0.1307 101.7 120 131 TRUE

LX-2 Repeat 3 RPS6 40S ribosomal protein S6 IPI00021840 28,663.70 99.80% 2 2 6 8.03% DIPGLTDTTVPR K R 95.00% 43 38.6 2.48 2 642.4079 1,282.80 1,284.68 2 -0.8713 102.4 120 131 TRUE

LX-2 Repeat 3 RPS6 40S ribosomal protein S6 IPI00021840 28,663.70 99.80% 2 2 6 8.03% DIPGLTDTTVPR K R 95.00% 71.3 38.5 2.6 2 642.8436 1,283.67 1,284.68 2 0.000193 0.1502 120 131 TRUE

LX-2 Repeat 3 RPS6 40S ribosomal protein S6 IPI00021840 28,663.70 99.80% 2 2 6 8.03% DIPGLTDTTVPR K R 95.00% 75.4 38.5 4.21 2 642.8714 1,283.73 1,284.68 2 0.05586 43.48 120 131 TRUE

LX-2 Repeat 3 RPS6 40S ribosomal protein S6 IPI00021840 28,663.70 99.80% 2 2 6 8.03% LIEVDDER K K 95.00% 46.2 39.9 0 2 494.792 987.5695 988.4947 2 0.08198 82.93 15 22 TRUE

LX-2 Repeat 3 ATAD3A ATPase family, AAA domain containing 3A IPI00295992,IPI00643435,IPI00646144 64,338.10 99.80% 2 2 2 3.50% LFDWANTSR K R 95.00% 51 38.8 1.33 2 555.3269 1,108.64 1,109.54 2 0.1091 98.31 381 389 TRUE

LX-2 Repeat 3 ATAD3A ATPase family, AAA domain containing 3A IPI00295992,IPI00643435,IPI00646144 64,338.10 99.80% 2 2 2 3.50% TAGTLFGEGFR R A 95.00% 51.5 39 2.37 2 578.3515 1,154.69 1,155.58 2 0.1163 100.7 214 224 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% AAGVPSATITWR R K 95.00% 45.8 39.2 3.29 2 615.4188 1,228.82 1,229.66 2 0.1666 135.5 1979 1990 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% AAGVPSATITWR R K 95.00% 53 39.2 1.51 2 615.4083 1,228.80 1,229.66 2 0.1456 118.4 1979 1990 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% AELLVTEAPSKPITVTVEEQR R S 95.00% 45.5 36.1 3.51 2 771.2379 2,310.69 2,310.26 3 1.444 190.8 1759 1779 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% AELLVTEAPSKPITVTVEEQR R S 95.00% 74.7 36.1 4.85 2 770.7562 2,309.25 2,310.26 3 -0.001349 -0.5839 1759 1779 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% AMDFNGILTIR R N 95.00% 43 38.8 2 2 625.8762 1,249.74 1,250.66 2 0.08872 70.93 1818 1828 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% AMDFNGILTIR R N 95.00% 69.9 38.8 1.22 2 625.9194 1,249.82 1,250.66 2 0.1752 140.1 1818 1828 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% ASYAQQPAESR R V 95.00% 23.4 39.1 1.49 2 604.3113 1,206.61 1,207.57 2 0.04513 37.37 1091 1101 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% ASYAQQPAESR R V 95.00% 33.7 39.1 2.72 2 604.3688 1,206.72 1,207.57 2 0.1602 132.6 1091 1101 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% EHLLmALADLDELLIR R A 95.00% 61.6 37.3 1.62 2 m5: Oxidation (+15.99) 627.765 1,880.27 1,881.02 3 0.2651 140.9 1479 1494 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% EHLLmALAGIDTLLIR R A 95.00% 63.4 37.7 3.82 2 m5: Oxidation (+15.99) 599.0949 1,794.26 1,795.02 3 0.2553 142.2 1075 1090 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% EHLLmALAGIDTLLIR R A 95.00% 70.1 37.6 1.96 2 m5: Oxidation (+15.99) 599.1362 1,794.39 1,795.02 3 0.379 211.1 1075 1090 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% EQAWQRPDGQPATR R E 95.00% 27.9 37.7 1.46 2 547.3502 1,639.03 1,639.79 3 0.2423 147.7 1061 1074 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% EVSEAVVDTLESEYLK R I 95.00% 56 37.3 1.92 2 906.0806 1,810.15 1,810.90 2 0.2582 142.5 110 125 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% FLVHDSFWALPEQFLGNK R V 95.00% 47.1 36.5 2.43 2 717.0235 2,148.05 2,148.09 3 0.9646 -17.77 589 606 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% GMLEPVQRPDVVLVGAGYR R L 95.00% 33.4 36.7 3.19 2 686.1326 2,055.38 2,056.10 3 0.2821 137.2 625 643 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% GmLEPVQRPDVVLVGAGYR R L 95.00% 63.1 36.6 4.3 2 m2: Oxidation (+15.99) 691.462 2,071.36 2,072.10 3 0.2755 132.9 625 643 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% GMVFGIPDGVLELVPQR R G 95.00% 26.4 37.3 2.14 2 609.8076 1,826.40 1,826.98 3 0.4247 232.4 486 502 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% GmVFGIPDGVLELVPQR R G 95.00% 34.4 37.4 3.52 2 m2: Oxidation (+15.99) 615.093 1,842.26 1,842.98 3 0.2858 155.1 486 502 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% GmVFGIPDGVLELVPQR R G 95.00% 52.3 37.4 3.12 2 m2: Oxidation (+15.99) 615.4115 1,843.21 1,842.98 3 1.241 129.4 486 502 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% IPGDQVVSVVFIK K E 95.00% 53.3 38.5 3.92 2 700.9678 1,399.92 1,400.81 2 0.1133 80.89 126 138 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% IPGDQVVSVVFIK K E 95.00% 59.2 38.5 1.36 2 700.9403 1,399.87 1,400.81 2 0.05833 41.64 126 138 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% IPGDQVVSVVFIK K E 95.00% 62.9 38.5 4.49 2 700.9315 1,399.85 1,400.81 2 0.04083 29.14 126 138 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% IPGDQVVSVVFIK K E 95.00% 83.3 38.5 4.34 2 700.9863 1,399.96 1,400.81 2 0.1503 107.3 126 138 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% IPGDQVVSVVFIK K E 95.00% 88.8 38.5 2.62 2 700.9472 1,399.88 1,400.81 2 0.07226 51.58 126 138 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% IQVVVLSASDASPPPVK R I 95.00% 45.2 37.7 4.32 2 569.3676 1,705.08 1,706.97 3 -0.8806 71.61 2038 2054 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LEGDTLIIPR R V 95.00% 27.5 38.9 1.14 2 563.7836 1,125.55 1,126.65 2 -0.08701 -77.23 3258 3267 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LGTVPQFPR R A 95.00% 31.5 39.4 0.959 2 507.889 1,013.76 1,014.57 2 0.1975 194.6 189 197 TRUE
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LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LGTVPQFPR R A 95.00% 63.2 39.4 1.82 2 507.8796 1,013.74 1,014.57 2 0.1786 176 189 197 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LGTVPQFPR R A 95.00% 78.9 39.4 1.28 2 507.8412 1,013.67 1,014.57 2 0.1019 100.4 189 197 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LHLVSPADSGEYVcR R A 95.00% 54.7 37.7 7.34 2 c14: Carbamidomethyl (+57.02) 568.3945 1,702.16 1,702.82 3 0.3471 203.8 2978 2992 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LHLVSPADSGEYVcR R A 95.00% 68.5 37.9 1.77 2 c14: Carbamidomethyl (+57.02) 568.7577 1,703.25 1,702.82 3 1.437 254.6 2978 2992 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LLSGPYFWSLPSR R F 95.00% 53.8 38.2 1.7 2 762.0459 1,522.08 1,522.81 2 0.2792 183.3 984 996 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LRLPQVSPADSGEYVcR R V 95.00% 21.8 37.1 3.23 2 c16: Carbamidomethyl (+57.02) 649.4123 1,945.21 1,946.98 3 -0.7532 128.2 2102 2118 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LRLPQVSPADSGEYVcR R V 95.00% 45.9 37.2 6.47 2 c16: Carbamidomethyl (+57.02) 649.7214 1,946.14 1,946.98 3 0.1743 89.54 2102 2118 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LRLPQVSPADSGEYVcR R V 95.00% 52.3 37.2 4.35 2 c16: Carbamidomethyl (+57.02) 649.7803 1,946.32 1,946.98 3 0.3509 180.2 2102 2118 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% LRLPQVSPADSGEYVcR R V 95.00% 64.9 37.2 5.68 2 c16: Carbamidomethyl (+57.02) 649.7691 1,946.29 1,946.98 3 0.3172 162.9 2102 2118 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% SPAYTLVWTR K L 95.00% 47.6 38.9 2.59 2 597.4001 1,192.79 1,193.63 2 0.1616 135.3 1799 1808 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% SPAYTLVWTR K L 95.00% 53.5 38.8 2.7 2 597.8058 1,193.60 1,193.63 2 0.973 -24.85 1799 1808 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% SPAYTLVWTR K L 95.00% 55.3 38.9 2.4 2 597.412 1,192.81 1,193.63 2 0.1853 155.2 1799 1808 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% SPAYTLVWTR K L 95.00% 62.3 38.9 2.52 2 597.3814 1,192.75 1,193.63 2 0.1241 104 1799 1808 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% SPAYTLVWTR K L 95.00% 65.5 38.9 2.34 2 597.4046 1,192.79 1,193.63 2 0.1706 142.9 1799 1808 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% SPAYTLVWTR K L 95.00% 79.5 38.9 2.49 2 597.3949 1,192.78 1,193.63 2 0.1512 126.6 1799 1808 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% SQSVRPGADVTFIcTAK R S 95.00% 26.5 37.8 2.01 2 c14: Carbamidomethyl (+57.02) 613.061 1,836.16 1,836.93 3 0.241 131.2 1780 1796 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% SQSVRPGADVTFIcTAK R S 95.00% 30.6 37.8 3.09 2 c14: Carbamidomethyl (+57.02) 613.0528 1,836.14 1,836.93 3 0.2164 117.8 1780 1796 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% TPSGLYLGTcER R C 95.00% 24.2 38.6 1.72 2 c10: Carbamidomethyl (+57.02) 677.4321 1,352.85 1,353.65 2 0.2101 155.2 1147 1158 TRUE

LX-2 Repeat 3 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 22 22 46 7.15% VAEGQTLDLK R C 95.00% 42.7 39.9 0 2 537.3895 1,072.76 1,073.58 2 0.1878 174.9 2838 2847 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% MFLSFPTTK R T 95.00% 28.6 39.6 0.854 2 536.3234 1,070.63 1,071.55 2 0.08514 79.44 33 41 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% MFLSFPTTK R T 95.00% 33.8 39.6 1.17 2 536.3607 1,070.71 1,071.55 2 0.1596 148.9 33 41 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% mFLSFPTTK R T 95.00% 35.7 39.7 1.54 2 m1: Oxidation (+15.99) 544.2991 1,086.58 1,087.55 2 0.04156 38.21 33 41 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% MFLSFPTTK R T 95.00% 36.4 39.6 0.854 2 536.351 1,070.69 1,071.55 2 0.1403 130.9 33 41 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% MFLSFPTTK R T 95.00% 41.7 39.6 1.59 2 536.3103 1,070.61 1,071.55 2 0.05883 54.9 33 41 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% MFLSFPTTK R T 95.00% 41.9 39.6 0 2 536.3938 1,070.77 1,071.55 2 0.226 210.8 33 41 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% MFLSFPTTK R T 95.00% 57.7 39.6 2.3 2 536.3207 1,070.63 1,071.55 2 0.0796 74.28 33 41 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% TYFPHFDLSHGSAQVK K G 95.00% 44.7 37.5 1.7 2 612.0034 1,832.99 1,833.89 3 0.1037 56.54 42 57 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% VGAHAGEYGAEALER K M 95.00% 23.2 38.2 1.66 2 765.4599 1,528.91 1,529.73 2 0.1781 116.4 18 32 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% VGAHAGEYGAEALER K M 95.00% 38.6 38.2 0 2 510.6696 1,528.99 1,529.73 3 0.2598 169.8 18 32 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% VGAHAGEYGAEALER K M 95.00% 53.1 38.2 2 2 510.6569 1,528.95 1,529.73 3 0.2217 144.9 18 32 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% VGAHAGEYGAEALER K M 95.00% 61.9 38.2 0 2 510.6902 1,529.05 1,529.73 3 0.3217 210.2 18 32 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% VGAHAGEYGAEALER K M 95.00% 62.9 38.2 1.43 2 510.6602 1,528.96 1,529.73 3 0.2317 151.4 18 32 TRUE

LX-2 Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 4 14 28.20% VGAHAGEYGAEALER K M 95.00% 71.9 38.2 2.85 2 510.6933 1,529.06 1,529.73 3 0.3311 216.4 18 32 TRUE

LX-2 Repeat 3 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 99.60% 2 2 2 2.49% FVDLYGAQK R I 92.00% 36.7 39 0 2 520.8231 1,039.63 1,040.54 2 0.0976 93.79 720 728 TRUE

LX-2 Repeat 3 HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 82,983.90 99.60% 2 2 2 2.49% GFYIYQEGVK K R 95.00% 34.2 39.3 1.05 2 602.3936 1,202.77 1,203.60 2 0.1754 145.7 635 644 TRUE

LX-2 Repeat 3 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 99.80% 2 2 3 4.71% ITGWGEETLPDGR K T 95.00% 68.2 38.6 2.44 2 715.8814 1,429.75 1,430.69 2 0.06415 44.84 404 416 TRUE

LX-2 Repeat 3 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 99.80% 2 2 3 4.71% LDGAWWFLR R R 95.00% 32 39.2 1.28 2 582.3764 1,162.74 1,163.60 2 0.1458 125.3 275 283 TRUE

LX-2 Repeat 3 TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52,369.00 99.80% 2 2 3 4.71% LDGAWWFLR R R 95.00% 44.3 39.2 1.62 2 582.8463 1,163.68 1,163.60 2 1.086 71.09 275 283 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% DIASTPHELYR R N 95.00% 49.4 38.7 2.72 2 651.3521 1,300.69 1,301.65 2 0.04836 37.15 203 213 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% DIASTPHELYR R N 95.00% 64.6 38.7 2.64 2 651.4023 1,300.79 1,301.65 2 0.1487 114.2 203 213 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% DVTVTAIGIGDMFHEK R H 95.00% 40.1 37.6 0 2 578.3775 1,732.11 1,732.86 3 0.2602 150.1 751 766 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% DVTVTAIGIGDMFHEK R H 95.00% 46.2 37.6 1.23 2 578.2802 1,731.82 1,732.86 3 -0.03175 -18.32 751 766 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% DYDSLAQPGFFDR K F 95.00% 32.7 38.2 1.12 2 766.3983 1,530.78 1,530.69 2 1.103 65.54 1001 1013 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% DYDSLAQPGFFDR K F 95.00% 35 38.3 3.47 2 765.8865 1,529.76 1,530.69 2 0.07967 52.05 1001 1013 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% DYDSLAQPGFFDR K F 95.00% 78 38.3 4.05 2 765.9731 1,529.93 1,530.69 2 0.2528 165.2 1001 1013 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% HESENLYSIAcDKPQQVR K N 95.00% 23.4 36.6 0.921 2 c11: Carbamidomethyl (+57.02) 725.4083 2,173.20 2,174.03 3 0.1808 83.16 767 784 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% KQNVVPTVLALGSDVDmDVLTTLSLGDR R A 95.00% 43.6 34.3 0 2 m17: Oxidation (+15.99) 991.9202 2,972.74 2,972.56 3 1.185 61.17 966 993 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% LFAVAPNQNLK R E 95.00% 32.6 39 2.77 2 607.8828 1,213.75 1,214.69 2 0.06903 56.82 187 197 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% LFAVAPNQNLK R E 95.00% 33.3 39.2 2.4 2 608.3492 1,214.68 1,214.69 2 1.002 -0.7104 187 197 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% LFAVAPNQNLK R E 95.00% 37 39 1.66 2 607.9014 1,213.79 1,214.69 2 0.1062 87.46 187 197 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% LFAVAPNQNLK R E 95.00% 40.3 39 1.07 2 607.8816 1,213.75 1,214.69 2 0.06673 54.93 187 197 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% LFAVAPNQNLK R E 95.00% 42.8 39 1.18 2 607.9045 1,213.79 1,214.69 2 0.1125 92.63 187 197 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% LFAVAPNQNLK R E 95.00% 55.2 39 2.21 2 607.8862 1,213.76 1,214.69 2 0.07595 62.52 187 197 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NDYATMLPDSTEIDQDTINR R I 95.00% 40.3 36.1 0 2 1,156.58 2,311.15 2,312.04 2 0.1182 51.13 214 233 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NDYATmLPDSTEIDQDTINR R I 95.00% 56.7 36.3 0 2 m6: Oxidation (+15.99) 777.1162 2,328.33 2,328.03 3 1.304 129.4 214 233 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NFVINVVNR K L 95.00% 42.9 39.8 1.4 2 537.8267 1,073.64 1,074.61 2 0.04074 37.91 636 644 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NFVINVVNR K L 95.00% 44 39.8 0 2 537.8766 1,073.74 1,074.61 2 0.1406 130.8 636 644 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NLEWIAGGTWTPSALK K F 95.00% 58.5 37.7 3.82 2 873.0284 1,744.04 1,743.91 2 1.143 80.31 693 708 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NLEWIAGGTWTPSALK K F 95.00% 61.8 37.5 5.01 2 872.5463 1,743.08 1,743.91 2 0.1786 102.4 693 708 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NLQGISSFR K R 91.60% 37 39.5 0 2 511.3201 1,020.63 1,021.54 2 0.09032 88.4 121 129 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NLQGISSFR K R 95.00% 49.5 39.5 1.42 2 511.2934 1,020.57 1,021.54 2 0.03693 36.15 121 129 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% NLQGISSFR K R 95.00% 50 39.5 0 2 511.349 1,020.68 1,021.54 2 0.1483 145.1 121 129 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% RDDDPLNAR R V 95.00% 35.7 39.6 1 2 536.2844 1,070.55 1,071.52 2 0.0436 40.69 868 876 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VFAVVITDGR R H 95.00% 41.2 39.6 3.32 2 539.3428 1,076.67 1,076.61 2 1.068 60.87 725 734 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VFAVVITDGR R H 95.00% 42.9 39.6 2.06 2 538.354 1,074.69 1,076.61 2 -0.9092 86.97 725 734 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VFAVVITDGR R H 95.00% 44.9 39.6 1.46 2 538.8591 1,075.70 1,076.61 2 0.101 93.81 725 734 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VFAVVITDGR R H 95.00% 45 39.6 2.17 2 538.862 1,075.71 1,076.61 2 0.1069 99.24 725 734 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VFAVVITDGR R H 95.00% 46.3 39.6 4.15 2 538.8414 1,075.67 1,076.61 2 0.0655 60.84 725 734 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VFAVVITDGR R H 95.00% 46.6 39.6 0 2 539.4036 1,076.79 1,076.61 2 1.19 173.7 725 734 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VFAVVITDGR R H 95.00% 52.3 39.6 3.29 2 538.8753 1,075.74 1,076.61 2 0.1333 123.8 725 734 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VFAVVITDGR R H 95.00% 55.3 39.6 2.29 2 539.3791 1,076.74 1,076.61 2 1.141 128.3 725 734 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VGVVQYSHEGTFEAIQLDDER R I 95.00% 44.1 35.8 2.89 2 798.4938 2,392.46 2,392.14 3 1.325 134.7 660 680 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VGVVQYSHEGTFEAIQLDDER R I 95.00% 60 35.9 1.36 2 798.4373 2,392.29 2,392.14 3 1.156 63.91 660 680 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% VMKHEAYGEcYK K V 95.00% 52.6 38.3 0 2 c10: Carbamidomethyl (+57.02) 505.9638 1,514.87 1,514.68 3 1.2 130.3 237 248 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% YGGLHFSDQVEVFSPPGSDR R A 95.00% 21.8 36.4 1.3 2 732.4021 2,194.18 2,194.02 3 1.172 76.91 96 115 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% YGGLHFSDQVEVFSPPGSDR R A 95.00% 38.3 36.4 0 2 732.3302 2,193.97 2,194.02 3 0.9559 -21.36 96 115 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% YGGLHFSDQVEVFSPPGSDR R A 95.00% 38.9 36.6 0.959 2 731.8752 2,192.60 2,194.02 3 -0.4091 -186.5 96 115 TRUE

LX-2 Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 15 16 40 21.90% YGGLHFSDQVEVFSPPGSDR R A 95.00% 52 36.4 0 2 732.4502 2,194.33 2,194.02 3 1.316 142.6 96 115 TRUE

LX-2 Repeat 3 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 4 15.50% HVLFGTVGVPEHTYR K S 95.00% 31.7 37.7 1.92 2 571.3648 1,711.07 1,711.89 3 0.1882 109.9 61 75 TRUE

LX-2 Repeat 3 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 4 15.50% HVLFGTVGVPEHTYR K S 95.00% 38 37.6 1.96 2 570.8733 1,709.60 1,711.89 3 -1.286 -165.6 61 75 TRUE

LX-2 Repeat 3 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 4 15.50% VLYLSAFTSK K D 95.00% 51.5 39.4 0 2 565.3423 1,128.67 1,128.63 2 1.047 39.48 88 97 TRUE

LX-2 Repeat 3 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 4 15.50% VLYLSAFTSK K D 95.00% 55.2 39.3 1.34 2 564.8607 1,127.71 1,128.63 2 0.08424 74.63 88 97 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% AQIFANTVDNAR R I 95.00% 60.8 39 4.49 2 660.3678 1,318.72 1,319.67 2 0.05803 43.97 138 149 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% AQIFANTVDNAR R I 95.00% 74.8 39 5.82 2 660.3067 1,318.60 1,319.67 2 -0.06411 -48.59 138 149 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% IVLQIDNAR R L 95.00% 46 39.2 1.44 2 521.3905 1,040.77 1,041.61 2 0.1686 161.8 150 158 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% IVLQIDNAR R L 95.00% 49.9 39.2 2.02 2 521.3367 1,040.66 1,041.61 2 0.06097 58.53 150 158 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% IVLQIDNAR R L 95.00% 52.3 39.2 2.46 2 521.3808 1,040.75 1,041.61 2 0.1492 143.2 150 158 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% IVLQIDNAR R L 95.00% 52.5 39.2 0.824 2 521.3421 1,040.67 1,041.61 2 0.07172 68.85 150 158 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% IVLQIDNAR R L 95.00% 55.1 39.2 1.59 2 521.3836 1,040.75 1,041.61 2 0.1547 148.5 150 158 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% QAQEYEALLNIK R V 95.00% 51.6 38.5 1.92 2 710.4383 1,418.86 1,419.75 2 0.1213 85.45 359 370 TRUE

LX-2 Repeat 3 KRT18 Keratin, type I cytoskeletal 18 IPI00554788,IPI00784347 48,041.00 100.00% 4 4 9 10.70% TVQSLEIDLDSMR R N 95.00% 47.6 38.1 1.07 2 753.9258 1,505.84 1,506.75 2 0.09734 64.6 302 314 TRUE

LX-2 Repeat 3 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 99.70% 2 2 2 5.75% EGELSTcGcSR R A 95.00% 39.3 38.9 1.85 2 c7: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 628.8543 1,255.69 1,255.50 2 1.197 154.6 141 151 TRUE

LX-2 Repeat 3 WNT5A Protein Wnt-5a precursor IPI00013178,IPI00795811 40,868.10 99.70% 2 2 2 5.75% TcWLQLADFR K K 94.20% 37.8 38.6 0 2 c2: Carbamidomethyl (+57.02) 655.8853 1,309.76 1,309.64 2 1.127 95.09 236 245 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% AIVDVHFDPTTAFR R A 95.00% 22.5 38.4 2.92 2 529.9237 1,586.75 1,588.81 3 -1.055 -33.17 1202 1215 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% cEPGFWNFR R G 95.00% 32.2 38.6 3.36 2 c1: Carbamidomethyl (+57.02) 606.8134 1,211.61 1,212.53 2 0.09409 77.59 826 834 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% GLYVAAQGAcR R G 95.00% 57.2 39 2.96 2 c10: Carbamidomethyl (+57.02) 583.249 1,164.48 1,165.58 2 -0.08753 -75.1 741 751 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% LELGIGPGAATR R G 95.00% 30.8 38.9 2.41 2 577.9129 1,153.81 1,154.65 2 0.1656 143.4 1530 1541 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% LELGIGPGAATR R G 95.00% 60.7 38.9 3.49 2 577.93 1,153.85 1,154.65 2 0.1996 172.9 1530 1541 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% SIESTLDDLFR R N 95.00% 47.6 38.6 1.44 2 648.4175 1,294.82 1,295.65 2 0.1799 138.8 1168 1178 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% SIESTLDDLFR R N 95.00% 59.7 38.6 3.89 2 648.4323 1,294.85 1,295.65 2 0.2093 161.5 1168 1178 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% SIESTLDDLFR R N 95.00% 71.7 38.6 2.16 2 648.3303 1,294.65 1,295.65 2 0.005327 4.111 1168 1178 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% SIESTLDDLFR R N 95.00% 73.1 38.6 2.52 2 648.4251 1,294.84 1,295.65 2 0.195 150.4 1168 1178 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% SIESTLDDLFR R N 95.00% 75 38.6 3 2 648.4229 1,294.83 1,295.65 2 0.1906 147.1 1168 1178 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% SIESTLDDLFR R N 95.00% 78.5 38.6 3.04 2 648.4617 1,294.91 1,295.65 2 0.2682 207 1168 1178 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% VLGAPVPAFEGR K S 95.00% 44 38.6 2.89 2 606.921 1,211.83 1,212.67 2 0.161 132.7 1369 1380 TRUE

LX-2 Repeat 3 AGRN Agrin precursor IPI00374563 214,820.00 100.00% 6 6 13 3.37% VLGAPVPAFEGR K S 95.00% 78.7 38.6 3.35 2 606.8721 1,211.73 1,212.67 2 0.06325 52.15 1369 1380 TRUE

LX-2 Repeat 3 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 100.00% 2 2 2 11.80% NKWFFQK K L 92.10% 36.6 38.8 0 2 499.3736 996.7327 997.5254 2 0.2145 215 127 133 TRUE

LX-2 Repeat 3 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 100.00% 2 2 2 11.80% YSVDIPLDK R T 95.00% 71.8 39.5 1.52 2 525.3288 1,048.64 1,049.55 2 0.09887 94.19 85 93 TRUE

LX-2 Repeat 3 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 3 22.90% DIcNDVLSLLEK R F 95.00% 45.7 38.5 1.14 2 c3: Carbamidomethyl (+57.02) 710.4383 1,418.86 1,418.72 2 1.149 103.4 92 103 TRUE

LX-2 Repeat 3 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 3 22.90% DSTLIMQLLR K D 95.00% 41.1 39.2 0 2 595.361 1,188.71 1,189.66 2 0.05356 45.02 213 222 FALSE IPI00000816

LX-2 Repeat 3 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 3 22.90% FLIPNASQAESK K V 95.00% 43 38.7 0 2 653.3403 1,304.67 1,304.68 2 0.9887 -10.72 104 115 TRUE

LX-2 Repeat 3 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 3 22.90% NLLSVAYK R N 94.70% 39.2 39.7 0 2 454.296 906.5773 907.5247 2 0.05988 65.98 42 49 FALSE IPI00000816

LX-2 Repeat 3 YWHAZ 14-3-3 protein zeta/delta IPI00021263 27,727.90 100.00% 3 3 3 22.90% SVTEQGAELSNEER K N 95.00% 32.8 38.2 1.6 2 775.4642 1,548.91 1,548.71 2 1.207 132 28 41 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% DIVQFVPYR R R 92.40% 37 39.1 0 2 569.3103 1,136.61 1,136.61 2 1.003 0.526 479 487 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% DIVQFVPYR R R 95.00% 34 39.3 1.55 2 568.8319 1,135.65 1,136.61 2 0.04666 41.05 479 487 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% FGIYDIDNK R T 95.00% 32.1 39.1 1.4 2 542.7003 1,083.39 1,084.53 2 -0.1379 -127.1 76 84 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% LYGPTNFAPIINHVAR R F 95.00% 32.2 37.7 1.8 2 595.3544 1,783.04 1,782.97 3 1.084 45.28 385 400 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% LYGPTNFAPIINHVAR R F 95.00% 43.9 37.8 1.57 2 595.0667 1,782.18 1,782.97 3 0.2205 123.6 385 400 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% SDPFLEFFR K Q 95.00% 21.6 39.3 1.11 2 579.9064 1,157.80 1,157.56 2 1.243 207.3 158 166 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% SDPFLEFFR K Q 95.00% 38 39.3 0.854 2 579.7803 1,157.55 1,157.56 2 0.9906 -10.45 158 166 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% VVTmEVEAR R N 95.00% 29.1 39.5 1.02 2 m4: Oxidation (+15.99) 525.3178 1,048.62 1,049.53 2 0.09871 94.04 139 147 TRUE

LX-2 Repeat 3 CPNE1 Copine-1 IPI00018452 59,040.60 100.00% 5 5 9 9.68% VVTMEVEAR R N 95.00% 39.9 39.8 2.03 2 517.3159 1,032.62 1,033.53 2 0.0898 86.88 139 147 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% EHALLAYTLGVK R Q 95.00% 32.3 38.7 2.59 2 658.4546 1,314.89 1,314.74 2 1.16 119.7 135 146 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% EHALLAYTLGVK R Q 95.00% 47.7 38.7 3.64 2 657.9153 1,313.82 1,314.74 2 0.08153 62 135 146 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% EHALLAYTLGVK R Q 95.00% 49.6 38.7 3.62 2 657.8691 1,313.72 1,314.74 2 -0.01074 -8.167 135 146 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% EHALLAYTLGVK R Q 95.00% 54.6 38.7 2.26 2 657.8971 1,313.78 1,314.74 2 0.0451 34.3 135 146 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% EHALLAYTLGVK R Q 95.00% 55.2 38.7 4.77 2 657.8678 1,313.72 1,314.74 2 -0.0134 -10.2 135 146 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% EHALLAYTLGVK R Q 95.00% 59.2 38.7 4.74 2 657.9067 1,313.80 1,314.74 2 0.06439 48.97 135 146 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 45.3 39 0 2 513.3718 1,024.73 1,025.61 2 0.1259 122.8 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 46.5 38.9 1.7 2 513.843 1,025.67 1,025.61 2 1.068 63.85 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 49.2 39 1.19 2 513.3294 1,024.64 1,025.61 2 0.04098 39.96 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 54.7 39 0 2 513.3595 1,024.70 1,025.61 2 0.1012 98.66 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 55.9 39 2.57 2 513.349 1,024.68 1,025.61 2 0.08019 78.18 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 56.6 39 3.29 2 513.2967 1,024.58 1,025.61 2 -0.02423 -23.63 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 57 39 2.47 2 513.3726 1,024.73 1,025.61 2 0.1276 124.4 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 57.8 39 0.796 2 513.3464 1,024.68 1,025.61 2 0.07502 73.14 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 59.2 39 2.4 2 513.3363 1,024.66 1,025.61 2 0.05483 53.46 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% IGGIGTVPVGR K V 95.00% 71 39 1.74 2 513.4176 1,024.82 1,025.61 2 0.2174 211.9 256 266 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% LPLQDVYK R I 91.30% 37.5 40.1 0 2 488.8719 975.7292 975.5511 2 1.185 186.9 248 255 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% LPLQDVYK R I 95.00% 29.1 40.1 1 2 488.3253 974.636 975.5511 2 0.09213 94.43 248 255 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% LPLQDVYK R I 95.00% 32.1 40.1 2.21 2 488.3148 974.6151 975.5511 2 0.07126 73.04 248 255 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% LPLQDVYK R I 95.00% 35.4 40.1 1.06 2 488.3497 974.6849 975.5511 2 0.1411 144.6 248 255 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% LPLQDVYK R I 95.00% 36.9 40.1 1 2 488.3037 974.5929 975.5511 2 0.04904 50.26 248 255 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% LPLQDVYK R I 95.00% 42.2 40.1 1.28 2 488.3286 974.6427 975.5511 2 0.09879 101.3 248 255 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% QTVAVGVIK R A 95.00% 44.3 39.7 0 2 457.808 913.6015 914.567 2 0.04171 45.61 431 439 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% STTTGHLIYK K C 95.00% 36.5 39.5 1.13 2 560.8757 1,119.74 1,120.60 2 0.1444 128.8 21 30 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% STTTGHLIYK K C 95.00% 43 39.5 3.15 2 560.8727 1,119.73 1,120.60 2 0.1383 123.4 21 30 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% THINIVVIGHVDSGK K S 95.00% 28.4 38.3 1.38 2 530.3642 1,588.07 1,588.88 3 0.1973 124.1 6 20 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% VETGVLKPGMVVTFAPVNVTTEVK R S 95.00% 18.7 35.6 1.23 2 839.1702 2,514.49 2,515.38 3 0.1118 44.43 267 290 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% VETGVLKPGmVVTFAPVNVTTEVK R S 95.00% 38.5 35.6 0 2 m10: Oxidation (+15.99) 844.5262 2,530.56 2,531.38 3 0.1848 73.01 267 290 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% VETGVLKPGMVVTFAPVNVTTEVK R S 95.00% 38.7 35.4 0.796 2 839.2502 2,514.73 2,515.38 3 0.3518 139.8 267 290 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% VETGVLKPGMVVTFAPVNVTTEVK R S 95.00% 42.8 35.5 0 2 839.2089 2,514.61 2,515.38 3 0.228 90.63 267 290 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 41.7 38.4 0 2 468.9692 1,403.89 1,404.73 3 0.1659 118.1 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 44.5 38.4 0.886 2 469.3102 1,404.91 1,404.73 3 1.189 132.4 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 48 38.4 3.74 2 469.026 1,404.06 1,404.73 3 0.3363 239.4 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 51.1 38.4 5.24 2 703.3803 1,404.75 1,404.73 2 1.026 16.64 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 51.2 38.4 0.921 2 469.0702 1,404.19 1,404.73 3 0.4689 333.7 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 51.8 38.4 4.74 2 702.8773 1,403.74 1,404.73 2 0.02025 14.41 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 52.6 38.4 4.42 2 702.896 1,403.78 1,404.73 2 0.05756 40.97 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 54.3 38.4 4.85 2 702.8823 1,403.75 1,404.73 2 0.03013 21.45 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 54.7 38.4 4.72 2 702.8969 1,403.78 1,404.73 2 0.05946 42.33 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 59.7 38.4 1.38 2 469.0026 1,403.99 1,404.73 3 0.2661 189.4 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 63.4 38.4 4.47 2 468.9729 1,403.90 1,404.73 3 0.1769 125.9 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 65.5 38.4 1.89 2 468.9602 1,403.86 1,404.73 3 0.1389 98.84 85 96 TRUE

LX-2 Repeat 3 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 100.00% 8 9 43 21.90% YYVTIIDAPGHR K D 95.00% 67.3 38.4 1.15 2 703.4028 1,404.79 1,404.73 2 1.071 48.65 85 96 TRUE

LX-2 Repeat 3 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% DTDIVDEAIYYFK K A 95.00% 38.8 37.9 2.09 2 796.4839 1,590.95 1,591.75 2 0.2076 130.4 38 50 TRUE

LX-2 Repeat 3 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% DTDIVDEAIYYFK K A 95.00% 43.2 38 2.54 2 796.9503 1,591.89 1,591.75 2 1.14 86.45 38 50 TRUE

LX-2 Repeat 3 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% ETKDTDIVDEAIYYFK R A 95.00% 46.7 37.2 2.92 2 650.7197 1,949.14 1,949.94 3 0.2063 105.8 35 50 TRUE

LX-2 Repeat 3 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% LIGNmALLPIR K S 95.00% 42 39 0 2 m5: Oxidation (+15.99) 614.4198 1,226.83 1,226.73 2 1.103 81.86 15 25 TRUE

LX-2 Repeat 3 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% LIGNMALLPIR K S 95.00% 74.9 38.6 1.6 2 605.9432 1,209.87 1,210.73 2 0.1448 119.6 15 25 TRUE

LX-2 Repeat 3 ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162,IPI00796102 20,529.80 100.00% 3 3 6 15.20% LIGNMALLPIR K S 95.00% 79.2 38.6 2.34 2 605.8857 1,209.76 1,210.73 2 0.02994 24.73 15 25 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% FGFYEVFK K V 93.40% 37.7 39.1 0 2 519.2878 1,036.56 1,036.51 2 1.054 49.83 138 145 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% FGFYEVFK K V 95.00% 37.6 39.2 2.07 2 518.8846 1,035.75 1,036.51 2 0.2482 239.4 138 145 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% FGFYEVFK K V 95.00% 51.1 39.2 0.796 2 518.8149 1,035.62 1,036.51 2 0.1087 104.8 138 145 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% FGFYEVFK K V 95.00% 51.5 39.2 2.01 2 518.8235 1,035.63 1,036.51 2 0.126 121.5 138 145 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% FGFYEVFK K V 95.00% 51.7 39.2 1.77 2 518.9085 1,035.80 1,036.51 2 0.2959 285.4 138 145 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% FGFYEVFK K V 95.00% 51.8 39.2 2.57 2 518.8182 1,035.62 1,036.51 2 0.1153 111.2 138 145 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% FGFYEVFK K V 95.00% 54.2 39.2 2.03 2 518.8099 1,035.61 1,036.51 2 0.09874 95.25 138 145 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% GIFNGFSVTLKEDGVR K G 91.00% 0 0 2.49 2 581.054 1,740.14 1,738.91 3 2.235 131.9 102 117 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% GIFNGFSVTLKEDGVR K G 95.00% 26.4 37.5 1.59 2 580.457 1,738.35 1,738.91 3 0.4439 255.2 102 117 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% GIFNGFSVTLKEDGVR K G 95.00% 29 37.5 1.42 2 580.3907 1,738.15 1,738.91 3 0.245 140.9 102 117 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% GVAPLWMR K Q 92.60% 37.8 39.7 0 2 465.3519 928.6893 929.5026 2 0.1939 208.6 219 226 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% GVAPLWMR K Q 95.00% 40.5 39.7 0 2 465.324 928.6335 929.5026 2 0.1381 148.6 219 226 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% IQTQPGYANTLR R D 95.00% 36.7 38.8 5.05 2 681.3715 1,360.73 1,361.72 2 0.01843 13.53 190 201 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% IQTQPGYANTLR R D 95.00% 44.8 38.8 4.49 2 681.4097 1,360.80 1,361.72 2 0.0947 69.54 190 201 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% IQTQPGYANTLR R D 95.00% 50.5 38.8 3.59 2 681.3269 1,360.64 1,361.72 2 -0.07074 -51.95 190 201 TRUE

LX-2 Repeat 3 SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202,IPI00215777,IPI00788624,IPI00789657,IPI00790115,IPI00793177 40,077.90 100.00% 4 4 16 12.20% IQTQPGYANTLR R D 95.00% 75.6 38.8 4.96 2 681.3224 1,360.63 1,361.72 2 -0.07986 -58.65 190 201 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% EGDLIAAQAR K L 95.00% 58.3 39.5 0 2 522.7419 1,043.47 1,043.55 2 0.9284 -71.18 124 133 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% ITESEEVVSR R E 95.00% 78.7 39.2 1.59 2 574.847 1,147.68 1,148.58 2 0.1073 93.44 63 72 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% LKDLEALLNSK R E 95.00% 68 38.9 3.1 2 622.3559 1,242.70 1,243.73 2 -0.02132 -17.14 134 144 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% LLEGEEER K L 90.80% 37.3 40.1 0 2 487.7928 973.571 974.479 2 0.09923 101.8 379 386 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% LLEGEEER K L 95.00% 30.2 40.1 1.14 2 487.7721 973.5296 974.479 2 0.05781 59.32 379 386 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% LLEGEEER K L 95.00% 45.1 40.1 0 2 487.7718 973.529 974.479 2 0.05725 58.74 379 386 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% LLEGEEER K L 95.00% 57.7 40.1 0 2 487.7665 973.5184 974.479 2 0.04666 47.88 379 386 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% NIYSEELR K E 94.90% 38.9 39.2 0 2 512.2953 1,022.58 1,023.51 2 0.07273 71.05 209 216 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% QLQDEMLR K R 95.00% 33.2 39.8 1 2 517.2574 1,032.50 1,032.51 2 0.9931 -9.304 182 189 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% SGAQASSTPLSPTR R I 95.00% 42 38.9 2.6 2 680.3689 1,358.72 1,359.69 2 0.0442 32.51 12 25 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% SLETENAGLR R L 95.00% 54.1 39.6 0 2 545.3256 1,088.64 1,089.55 2 0.09037 82.93 51 60 TRUE

LX-2 Repeat 3 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 8 8 12 11.90% SLETENAGLR R L 95.00% 54.1 39.6 0 2 545.333 1,088.65 1,089.55 2 0.1051 96.45 51 60 TRUE

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 40.6 39.9 0 2 472.856 943.6974 944.5313 2 0.1733 183.4 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 40.7 39.9 0 2 472.8401 943.6656 944.5313 2 0.1415 149.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 43.3 39.9 0 2 472.8065 943.5985 944.5313 2 0.07443 78.79 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 44.7 39.9 0 2 472.8031 943.5916 944.5313 2 0.06757 71.53 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 45.3 39.9 1 2 472.8623 943.7101 944.5313 2 0.186 196.9 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 48.7 39.9 0 2 472.8706 943.7266 944.5313 2 0.2026 214.4 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 50.5 40.2 0 2 473.3148 944.6151 944.5313 2 1.091 93.41 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 53.7 39.9 0.959 2 472.8331 943.6517 944.5313 2 0.1276 135.1 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 53.8 39.9 1.07 2 472.8698 943.7251 944.5313 2 0.201 212.7 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 54.6 39.9 1.82 2 472.8048 943.595 944.5313 2 0.07088 75.04 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 56 40.2 0 2 473.3057 944.5968 944.5313 2 1.073 73.99 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 56.7 39.9 1.41 2 472.8453 943.676 944.5313 2 0.1519 160.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 57.7 39.9 0.959 2 472.8407 943.6668 944.5313 2 0.1427 151 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 60.5 39.9 0 2 472.8311 943.6476 944.5313 2 0.1236 130.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% AGLQFPVGR R I 95.00% 64 39.9 2.06 2 472.8328 943.6511 944.5313 2 0.127 134.5 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% ATIAGGGVIPHIHK K S 92.70% 22.2 38.4 0.886 2 685.9334 1,369.85 1,370.79 2 0.06898 50.32 103 116 TRUE

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% GDEELDSLIK R A 95.00% 45.1 39.6 0.959 2 559.8039 1,117.59 1,118.56 2 0.04266 38.13 93 102 TRUE

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% GDEELDSLIK R A 95.00% 49.7 39.6 0.886 2 559.8103 1,117.61 1,118.56 2 0.05543 49.55 93 102 TRUE

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% GDEELDSLIK R A 95.00% 62.4 39.6 0.854 2 559.8078 1,117.60 1,118.56 2 0.05043 45.08 93 102 TRUE

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% HLQLAIRGDEELDSLIK R A 95.00% 22.3 37.1 1.68 2 651.0571 1,950.15 1,950.07 3 1.091 45.2 86 102 TRUE

LX-2 Repeat 3 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 100.00% 3 3 6 31.20% HLQLAIRGDEELDSLIK R A 95.00% 28.9 37.2 3.29 2 650.7589 1,949.25 1,950.07 3 0.1963 100.7 86 102 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% GALQNIIPASTGAAK R A 95.00% 32.6 38.4 0.796 2 706.9329 1,411.85 1,411.79 2 1.068 46.19 201 215 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% GALQNIIPASTGAAK R A 95.00% 39 38.3 1.16 2 706.4317 1,410.85 1,411.79 2 0.06559 46.45 201 215 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% GALQNIIPASTGAAK R A 95.00% 39.1 38.3 0 2 706.4536 1,410.89 1,411.79 2 0.1094 77.48 201 215 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% LISWYDNEFGYSNR K V 95.00% 58.1 37.9 3.35 2 882.9734 1,763.93 1,763.80 2 1.137 76.18 310 323 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% LVINGNPITIFQER K D 95.00% 39.7 38.2 0 2 808.0453 1,614.08 1,613.90 2 1.182 111.1 67 80 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% LVINGNPITIFQER K D 95.00% 41.3 38.2 1.55 2 807.5449 1,613.08 1,613.90 2 0.1814 112.4 67 80 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% LVINGNPITIFQER K D 95.00% 60.5 38.2 5.09 2 807.5166 1,613.02 1,613.90 2 0.1249 77.36 67 80 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% VIISAPSADAPMFVMGVNHEK R Y 93.20% 34.2 36.2 0 2 738.4202 2,212.24 2,213.11 3 0.1366 61.7 119 139 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% VIISAPSADAPMFVMGVNHEK R Y 95.00% 41.6 36.3 0 2 738.6902 2,213.05 2,213.11 3 0.9466 -25.37 119 139 TRUE

LX-2 Repeat 3 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 100.00% 5 5 10 23.30% VPTANVSVVDLTcR R L 95.00% 86.7 38.3 6.01 2 c13: Carbamidomethyl (+57.02) 765.975 1,529.94 1,530.79 2 0.1482 96.81 235 248 TRUE

LX-2 Repeat 3 HADHB Trifunctional enzyme beta subunit, mitochondrial precursor IPI00022793 51,379.10 99.90% 2 2 2 4.21% LEQDEYALR R S 95.00% 67.7 39.3 2.54 2 568.8654 1,135.72 1,136.56 2 0.1652 145.3 240 248 TRUE

LX-2 Repeat 3 HADHB Trifunctional enzyme beta subunit, mitochondrial precursor IPI00022793 51,379.10 99.90% 2 2 2 4.21% TPFLLSGTSYK R D 95.00% 52.4 38.8 2.05 2 607.3846 1,212.75 1,213.65 2 0.1156 95.2 63 73 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LHVDPENFR K L 95.00% 18.7 38.9 1.85 2 563.8509 1,125.69 1,126.56 2 0.1305 115.8 97 105 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 18.1 38.9 1.47 2 638.3703 1,274.73 1,274.73 2 1.008 3.84 32 41 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 27 38.9 2.4 2 638.4174 1,274.82 1,274.73 2 1.102 77.74 32 41 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 29.2 38.8 2.14 2 637.9203 1,273.83 1,274.73 2 0.1076 84.42 32 41 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 30.9 38.8 2 2 637.879 1,273.74 1,274.73 2 0.02513 19.71 32 41 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 33.6 38.9 2.09 2 638.3736 1,274.73 1,274.73 2 1.014 9.065 32 41 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 42.6 38.8 2.37 2 637.894 1,273.77 1,274.73 2 0.05513 43.24 32 41 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 44.3 38.9 0 2 638.4108 1,274.81 1,274.73 2 1.089 67.33 32 41 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 46.8 38.8 1.24 2 637.8929 1,273.77 1,274.73 2 0.05285 41.45 32 41 TRUE

LX-2 Repeat 3 HBB Hemoglobin subunit beta IPI00473011,IPI00654755,IPI00657660,IPI00796636,IPI00829896,IPI00830113,IPI00854874 15,980.00 99.80% 2 2 10 12.90% LLVVYPWTQR R F 95.00% 46.8 38.8 2.8 2 637.8636 1,273.71 1,274.73 2 -0.005707 -4.477 32 41 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% cELDTAcPR R G 95.00% 38.2 39.5 2.29 2 c1: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 561.2583 1,120.50 1,121.47 2 0.03772 33.63 935 943 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% DLDEcAEGLHDcESR K G 92.30% 35 37.6 0 2 c5: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 602.8762 1,805.61 1,805.71 3 0.9072 -52.85 2294 2308 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% LLcDNGLcR R N 95.00% 66.2 39.5 1.96 2 c3: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 560.8368 1,119.66 1,120.52 2 0.1424 127.1 819 827 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% LSSTGLIcIDSLK K G 95.00% 83.6 38.3 4.62 2 c8: Carbamidomethyl (+57.02) 703.8903 1,405.77 1,406.76 2 0.01707 12.14 883 895 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% NcIDIDEcLVNR R L 95.00% 41.9 38.3 1.12 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 761.4846 1,520.95 1,520.68 2 1.279 181.3 807 818 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 92.00% 35 37.7 0 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9326 1,691.78 1,692.67 3 0.1131 66.81 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 24.8 37.7 1.02 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9413 1,691.80 1,692.67 3 0.1391 82.18 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 35.2 37.6 1.3 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.2686 1,692.78 1,692.67 3 1.121 69.79 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 40 37.7 0.745 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9527 1,691.84 1,692.67 3 0.1732 102.3 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 44.4 37.7 1.59 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9171 1,691.73 1,692.67 3 0.06661 39.35 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 46.3 37.7 3.34 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9831 1,691.93 1,692.67 3 0.2646 156.3 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 49.5 37.7 1.27 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9782 1,691.91 1,692.67 3 0.2497 147.5 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 50.3 37.7 0 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.965 1,691.87 1,692.67 3 0.2101 124.1 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 50.9 37.7 3.54 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.0231 1,692.05 1,692.67 3 0.3844 227 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 51.6 37.6 2.52 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 565.2997 1,692.88 1,692.67 3 1.214 124.9 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% RPDGEGcVDENEcR R T 95.00% 58.8 37.7 3.03 2 c7: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 564.9648 1,691.87 1,692.67 3 0.2097 123.9 2330 2343 TRUE

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% TLPGGNQcIVPIcR K N 95.00% 26 38 2.05 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9603 1,583.91 1,584.80 2 0.1145 72.26 103 116 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% TLPGGNQcIVPIcR K N 95.00% 39.5 38 2.51 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9903 1,583.97 1,584.80 2 0.1745 110.1 103 116 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% TLPGGNQcIVPIcR K N 95.00% 41.2 38 1.96 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9274 1,583.84 1,584.80 2 0.04881 30.79 103 116 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% TLPGGNQcIVPIcR K N 95.00% 44.7 38 2.03 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9712 1,583.93 1,584.80 2 0.1363 86.02 103 116 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% TLPGGNQcIVPIcR K N 95.00% 64.1 38 3.47 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 793.0203 1,584.03 1,584.80 2 0.2345 148 103 116 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% TLPGGNQcIVPIcR K N 95.00% 66.7 38 1.48 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9695 1,583.92 1,584.80 2 0.133 83.9 103 116 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% VcVDTHMR R S 95.00% 32.8 40 0.921 2 c2: Carbamidomethyl (+57.02) 508.9928 1,015.97 1,017.46 2 -0.4822 -474.2 696 703 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% VcVDTHMR R S 95.00% 34.4 40 1.43 2 c2: Carbamidomethyl (+57.02) 509.3154 1,016.62 1,017.46 2 0.1631 160.2 696 703 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% VcVDTHMR R S 95.00% 40.3 40 0 2 c2: Carbamidomethyl (+57.02) 509.3028 1,016.59 1,017.46 2 0.1378 135.4 696 703 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% VcVDTHMR R S 95.00% 45 40 1.07 2 c2: Carbamidomethyl (+57.02) 509.2983 1,016.58 1,017.46 2 0.1288 126.5 696 703 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% VcVDTHMR R S 95.00% 45.2 40 0 2 c2: Carbamidomethyl (+57.02) 509.3167 1,016.62 1,017.46 2 0.1657 162.8 696 703 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% VcVDTHMR R S 95.00% 45.3 40 0.921 2 c2: Carbamidomethyl (+57.02) 509.3303 1,016.65 1,017.46 2 0.1928 189.4 696 703 FALSE IPI00784458

LX-2 Repeat 3 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 100.00% 6 6 16 3.23% VcVDTHMR R S 95.00% 56.7 40 0 2 c2: Carbamidomethyl (+57.02) 509.2869 1,016.56 1,017.46 2 0.1061 104.3 696 703 FALSE IPI00784458

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% AcQSIYPLHDVFVR K K 94.40% 24 37.8 0.921 2 c2: Carbamidomethyl (+57.02) 569.0047 1,703.99 1,704.85 3 0.1469 86.18 200 213 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% AcQSIYPLHDVFVR K K 95.00% 36.1 37.8 1.42 2 c2: Carbamidomethyl (+57.02) 569.0092 1,704.01 1,704.85 3 0.1603 94.02 200 213 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% AcQSIYPLHDVFVR K K 95.00% 52.1 37.7 0 2 c2: Carbamidomethyl (+57.02) 569.3629 1,705.07 1,704.85 3 1.222 128.3 200 213 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% AcQSIYPLHDVFVR K K 95.00% 54 37.8 1.51 2 c2: Carbamidomethyl (+57.02) 569.0102 1,704.01 1,704.85 3 0.1633 95.77 200 213 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% LFcVGFTK R K 94.90% 39.1 39.4 0 2 c3: Carbamidomethyl (+57.02) 486.2849 970.5552 971.502 2 0.0605 62.27 137 144 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% LITEDVQGK K N 90.50% 36.8 39.8 0 2 501.8072 1,001.60 1,002.55 2 0.06019 60.04 86 94 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% LITEDVQGK K N 94.00% 27.3 39.8 0.921 2 501.8337 1,001.65 1,002.55 2 0.1132 112.9 86 94 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% NcLTNFHGMDLTR K D 95.00% 17.1 37.9 1.42 2 c2: Carbamidomethyl (+57.02) 526.994 1,577.96 1,578.72 3 0.2522 159.7 95 107 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% NcLTNFHGMDLTR K D 95.00% 37.7 37.9 0 2 c2: Carbamidomethyl (+57.02) 526.8302 1,577.47 1,578.72 3 -0.2393 -151.6 95 107 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% NcLTNFHGMDLTR K D 95.00% 43.8 37.9 1.43 2 c2: Carbamidomethyl (+57.02) 527.0102 1,578.01 1,578.72 3 0.3007 190.4 95 107 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% TTDGYLLR K L 95.00% 60.4 39 1.92 2 469.8003 937.586 938.4943 2 0.09893 105.4 129 136 TRUE

LX-2 Repeat 3 RPS3A 40S ribosomal protein S3a IPI00419880,IPI00472119 29,927.30 100.00% 6 6 12 26.50% VFEVSLADLQNDEVAFRK R F 90.90% 33.6 37 0 2 694.4102 2,080.21 2,080.07 3 1.145 68.34 66 83 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% AAVAASGLNTmLEGNGQYTLLAPTNEAFEK R I 95.00% 63.5 34.1 1.57 2 m11: Oxidation (+15.99) 1,033.65 3,097.93 3,097.51 3 1.421 135 258 287 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% DGTPPIDAHTR K N 95.00% 34.7 39.1 1.92 2 590.3574 1,178.70 1,179.58 2 0.1319 111.8 422 432 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% DGTPPIDAHTR K N 95.00% 34.7 39.1 1.09 2 590.3181 1,178.62 1,179.58 2 0.05328 45.17 422 432 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% DILATNGVIHYIDELLIPDSAK K T 95.00% 31 35.7 3.96 2 804.168 2,409.48 2,410.29 3 0.2027 84.1 356 377 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% DILATNGVIHYIDELLIPDSAK K T 95.00% 32.3 35.7 2.14 2 804.4532 2,410.34 2,410.29 3 1.058 22.98 356 377 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% EGVYTVFAPTNEAFR R A 95.00% 53.3 37.7 3.19 2 851.0119 1,700.01 1,700.83 2 0.1888 111 534 548 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% FSmLVAAIQSAGLTETLNR R E 95.00% 42.7 36.8 0 2 m3: Oxidation (+15.99) 680.3913 2,038.15 2,038.06 3 1.095 45.48 515 533 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% FSmLVAAIQSAGLTETLNR R E 95.00% 50.7 36.9 5.89 2 m3: Oxidation (+15.99) 1,019.65 2,037.29 2,038.06 2 0.2382 116.9 515 533 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% FSmLVAAIQSAGLTETLNR R E 95.00% 53.1 36.8 0 2 m3: Oxidation (+15.99) 680.0122 2,037.01 2,038.06 3 -0.04186 -20.54 515 533 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% FSMLVAAIQSAGLTETLNR R E 95.00% 64.8 36.9 2.66 2 674.7181 2,021.13 2,022.07 3 0.07074 34.98 515 533 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% GDELADSALEIFK R Q 95.00% 64 38.3 4.57 2 704.3677 1,406.72 1,407.70 2 0.02767 19.65 643 655 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% GDELADSALEIFK R Q 95.00% 93.8 38.3 3.21 2 704.3403 1,406.67 1,407.70 2 -0.02717 -19.3 643 655 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% ILGDPEALR R D 94.90% 38.7 38.9 0 2 492.3342 982.6538 983.5522 2 0.1088 110.6 296 304 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% ILGDPEALR R D 95.00% 39.3 38.9 0.886 2 492.3505 982.6864 983.5522 2 0.1414 143.8 296 304 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% ILGDPEALR R D 95.00% 41.5 38.9 0.854 2 492.3431 982.6717 983.5522 2 0.1267 128.8 296 304 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% ILGDPEALR R D 95.00% 48.9 38.9 0 2 492.3264 982.6382 983.5522 2 0.0932 94.75 296 304 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% ILGDPEALR R D 95.00% 61.2 38.9 1.17 2 492.3459 982.6773 983.5522 2 0.1323 134.5 296 304 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% IPSETLNR K I 95.00% 45.2 39.7 0 2 465.3403 928.666 929.5051 2 0.1681 180.8 288 295 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% IPSETLNR K I 95.00% 46.5 39.7 0 2 465.3659 928.7172 929.5051 2 0.2193 235.9 288 295 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% IPSETLNR K I 95.00% 50.6 39.7 0 2 465.3378 928.661 929.5051 2 0.1632 175.5 288 295 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% IPSETLNR K I 95.00% 51.6 39.7 0 2 465.3249 928.6353 929.5051 2 0.1374 147.8 288 295 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% IPSETLNR K I 95.00% 54.4 39.7 2.06 2 465.2963 928.5781 929.5051 2 0.0802 86.28 288 295 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 11.8 38.7 1.49 2 658.4739 1,314.93 1,315.80 2 0.1419 107.8 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 31 38.7 1.08 2 658.4343 1,314.85 1,315.80 2 0.06273 47.67 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 31.2 38.7 2.72 2 658.3836 1,314.75 1,315.80 2 -0.03861 -29.34 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 37.6 38.7 0.921 2 658.466 1,314.92 1,315.80 2 0.1262 95.87 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 40 38.8 0 2 658.9099 1,315.81 1,315.80 2 1.014 8.527 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 47.6 38.8 2.14 2 658.9138 1,315.81 1,315.80 2 1.022 14.39 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 53.2 38.7 1.68 2 658.4447 1,314.87 1,315.80 2 0.08351 63.46 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 55 38.7 2.34 2 658.4367 1,314.86 1,315.80 2 0.06756 51.34 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% LTLLAPLNSVFK R D 95.00% 55.3 38.7 3.54 2 658.3969 1,314.78 1,315.80 2 -0.01194 -9.074 410 421 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% NSLcIENScIAAHDK R R 95.00% 47 37.8 0 2 c4: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 577.9686 1,730.88 1,731.78 3 0.1124 64.87 470 484 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% NSLcIENScIAAHDKR R G 95.00% 45.3 37.2 0 2 c4: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 630.3316 1,887.97 1,887.88 3 1.1 51.62 470 485 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% QAGLGNHLSGSER R L 95.00% 72 38.6 2.96 2 663.9303 1,325.85 1,325.66 2 1.198 146.8 397 409 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% QAGLGNHLSGSER R L 95.00% 74.9 38.5 1.85 2 663.3707 1,324.73 1,325.66 2 0.07842 59.15 397 409 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% qHGPNVcAVQK R V 94.50% 0 0 2.48 2 c7: Carbamidomethyl (+57.02), n-term: Pyro-cmC (-17.03) 610.8516 1,219.69 1,220.58 2 0.1117 91.51 43 53 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% SPYQLVLQHSR K L 95.00% 65.8 38.7 3.36 2 664.3971 1,326.78 1,327.71 2 0.07509 56.55 28 38 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% STVISYEccPGYEK K V 95.00% 43.4 37.7 1.8 2 c8: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 846.9831 1,691.95 1,692.72 2 0.2344 138.5 77 90 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% VLTPPmGTVmDVLK R G 95.00% 17 38.2 1.41 2 m6: Oxidation (+15.99), m10: Oxidation (+15.99) 766.9454 1,531.88 1,532.81 2 0.07688 50.15 497 510 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% VLTPPmGTVMDVLK R G 95.00% 43.3 38.3 3.05 2 m6: Oxidation (+15.99) 758.9671 1,515.92 1,516.81 2 0.1153 76.04 497 510 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% VLTPPMGTVMDVLK R G 95.00% 43.5 38.4 4.43 2 751.4523 1,500.89 1,500.82 2 1.081 51.8 497 510 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% VLTPPMGTVMDVLK R G 95.00% 47.8 38.2 3.28 2 750.9174 1,499.82 1,500.82 2 0.01081 7.205 497 510 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% VLTPPMGTVMDVLK R G 95.00% 52.2 38.2 3.77 2 750.961 1,499.91 1,500.82 2 0.09803 65.31 497 510 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YGTLFTmDR R V 94.90% 15.1 39.5 1 2 m7: Oxidation (+15.99) 560.8889 1,119.76 1,119.51 2 1.256 226.3 488 496 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YGTLFTMDR R V 95.00% 24.8 39.7 2.03 2 552.3047 1,102.59 1,103.52 2 0.08302 75.22 488 496 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YGTLFTMDR R V 95.00% 40.9 39.7 2.55 2 552.3546 1,102.69 1,103.52 2 0.1827 165.6 488 496 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YGTLFTMDR R V 95.00% 41.2 39.7 3.21 2 552.2938 1,102.57 1,103.52 2 0.06116 55.42 488 496 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YGTLFTMDR R V 95.00% 42.8 39.7 3.23 2 552.2681 1,102.52 1,103.52 2 0.009683 8.775 488 496 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YGTLFTMDR R V 95.00% 44.8 39.7 1.96 2 552.3245 1,102.63 1,103.52 2 0.1225 111 488 496 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YGTLFTmDR R V 95.00% 47 39.6 1.92 2 m7: Oxidation (+15.99) 560.3047 1,118.59 1,119.51 2 0.08814 78.72 488 496 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YGTLFTmDR R V 95.00% 47.3 39.6 0 2 m7: Oxidation (+15.99) 560.3088 1,118.60 1,119.51 2 0.09629 86 488 496 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YHIGDEILVSGGIGALVR K L 95.00% 49.8 37.2 0 2 624.0125 1,869.02 1,869.02 3 0.9999 -1.507 571 588 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YHIGDEILVSGGIGALVR K L 95.00% 62.9 37.1 2.09 2 623.3782 1,867.11 1,869.02 3 -0.9031 53.3 571 588 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YHIGDEILVSGGIGALVR K L 95.00% 83.6 37.1 5.22 2 623.6874 1,868.04 1,869.02 3 0.02444 13.07 571 588 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YLYHGQTLETLGGK K K 91.60% 34.8 37.8 0 2 527.3804 1,579.12 1,579.81 3 0.315 199.4 448 461 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YLYHGQTLETLGGK K K 95.00% 34.4 37.8 1.37 2 790.5017 1,578.99 1,579.81 2 0.1844 116.7 448 461 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YLYHGQTLETLGGK K K 95.00% 49.5 37.8 0.854 2 527.3409 1,579.00 1,579.81 3 0.1963 124.3 448 461 TRUE

LX-2 Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 19 21 58 37.90% YLYHGQTLETLGGK K K 95.00% 68.1 37.8 2.8 2 790.529 1,579.04 1,579.81 2 0.239 151.3 448 461 TRUE

LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90% EFADSLGIPFLETSAK K N 95.00% 42.4 37.7 0 2 863.5603 1,725.11 1,724.87 2 1.239 136.8 138 153 FALSE IPI00005719

LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90% LLLIGDSGVGK K S 95.00% 58.5 39.8 0 2 536.8865 1,071.76 1,071.64 2 1.125 113.5 11 21 FALSE IPI00005719

LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90% LLLIGDSGVGK K S 95.00% 68.4 39.6 1.49 2 536.3561 1,070.70 1,071.64 2 0.06371 59.44 11 21 FALSE IPI00005719

LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90% LLLIGDSGVGK K S 95.00% 74.3 39.6 1.51 2 536.3505 1,070.69 1,071.64 2 0.05262 49.1 11 21 FALSE IPI00005719

LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90% LQIWDTAGQER K F 95.00% 43 38.8 0 2 658.8591 1,315.70 1,316.66 2 0.05142 39.05 59 69 FALSE IPI00005719
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LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90% LQIWDTAGQER K F 95.00% 50.5 38.8 2.14 2 658.8655 1,315.72 1,316.66 2 0.06416 48.73 59 69 FALSE IPI00005719

LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90% LQIWDTAGQER K F 95.00% 56.8 38.9 0 2 659.3559 1,316.70 1,316.66 2 1.045 32.02 59 69 FALSE IPI00005719

LX-2 Repeat 3 RAB1B Ras-related protein Rab-1B IPI00008964 22,154.00 100.00% 4 4 8 22.90% QWLQEIDR K Y 94.80% 39.4 39.7 0 2 544.3134 1,086.61 1,087.55 2 0.06626 60.92 101 108 FALSE IPI00005719

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% AAYFGVYDTAK R G 95.00% 47.6 39.2 0.796 2 603.3333 1,204.65 1,205.58 2 0.07553 62.64 189 199 TRUE

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% DFLAGGIAAAISK K T 95.00% 52.9 39 1.66 2 617.4447 1,232.87 1,233.68 2 0.1982 160.6 11 23 TRUE

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% DFLAGGIAAAISK K T 95.00% 57.8 39 2.85 2 617.4618 1,232.91 1,233.68 2 0.2324 188.3 11 23 TRUE

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 92.90% 37.8 39.5 0 2 561.3458 1,120.68 1,121.57 2 0.1104 98.45 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 31.2 39.5 1.92 2 561.3303 1,120.65 1,121.57 2 0.07943 70.81 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 31.5 39.5 2.08 2 561.3532 1,120.69 1,121.57 2 0.1253 111.7 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 31.8 39.5 1.19 2 561.3303 1,120.65 1,121.57 2 0.07943 70.81 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 32.9 39.5 2.36 2 561.3666 1,120.72 1,121.57 2 0.1521 135.6 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 34.2 39.2 2.48 2 561.815 1,121.62 1,121.57 2 1.049 41.13 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 35.9 39.5 0.921 2 561.3328 1,120.65 1,121.57 2 0.08443 75.27 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 37.5 39.5 1.41 2 561.3914 1,120.77 1,121.57 2 0.2017 179.8 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 39.8 39.5 1.3 2 561.3735 1,120.73 1,121.57 2 0.1658 147.8 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 42.3 39.5 0.921 2 561.3695 1,120.72 1,121.57 2 0.1579 140.8 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 42.6 39.5 0 2 561.3822 1,120.75 1,121.57 2 0.1832 163.4 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 44.8 39.2 2.43 2 561.8133 1,121.61 1,121.57 2 1.045 38.03 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 45.3 39.5 0 2 561.3322 1,120.65 1,121.57 2 0.08327 74.24 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% EQGVLSFWR K G 95.00% 55.3 39.5 0.796 2 561.3877 1,120.76 1,121.57 2 0.1943 173.2 64 72 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% GmGGAFVLVLYDELKK R V 95.00% 30.2 37.6 1.51 2 m2: Oxidation (+15.99) 586.1147 1,755.32 1,755.94 3 0.3943 224.5 281 296 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% GmGGAFVLVLYDELKK R V 95.00% 51.3 37.5 0 2 m2: Oxidation (+15.99) 586.3742 1,756.10 1,755.94 3 1.173 96.75 281 296 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% GmGGAFVLVLYDELKK R V 95.00% 54.6 37.7 1.08 2 m2: Oxidation (+15.99) 586.0759 1,755.21 1,755.94 3 0.2779 158.2 281 296 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% QIFLGGVDK K H 94.30% 39.3 40.1 0 2 488.8325 975.6504 976.5464 2 0.1113 113.9 97 105 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% QIFLGGVDK K H 95.00% 41.2 40.1 0 2 488.8531 975.6917 976.5464 2 0.1525 156.2 97 105 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% YFPTQALNFAFK R D 95.00% 43.8 38.5 3.08 2 724.4703 1,446.93 1,446.74 2 1.192 130.5 81 92 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% YFPTQALNFAFK R D 95.00% 45.5 38.5 1.42 2 724.4181 1,446.82 1,446.74 2 1.087 58.4 81 92 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% YFPTQALNFAFK R D 95.00% 46.3 38.5 2.89 2 723.8703 1,445.73 1,446.74 2 -0.008373 -5.788 81 92 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% YFPTQALNFAFK R D 95.00% 51 38.5 1.89 2 723.9191 1,445.82 1,446.74 2 0.08924 61.68 81 92 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% YFPTQALNFAFK R D 95.00% 54 38.5 3.07 2 723.9657 1,445.92 1,446.74 2 0.1826 126.2 81 92 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% YFPTQALNFAFK R D 95.00% 59.1 38.5 2.72 2 723.879 1,445.74 1,446.74 2 0.009127 6.309 81 92 FALSE IPI00007188

LX-2 Repeat 3 SLC25A6 ADP/ATP translocase 3 IPI00291467 32,849.10 99.80% 2 2 3 23.50% YFPTQALNFAFK R D 95.00% 60.3 38.5 1.74 2 724.4138 1,446.81 1,446.74 2 1.079 52.46 81 92 FALSE IPI00007188

LX-2 Repeat 3 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 100.00% 3 3 6 4.72% EWSGLLEELAR K N 95.00% 52.5 38.8 0 2 652.3853 1,302.76 1,302.67 2 1.094 70.26 140 150 TRUE

LX-2 Repeat 3 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 100.00% 3 3 6 4.72% IIEVVDAIMTTAQSHQR R T 95.00% 34.7 37.2 2.4 2 638.048 1,911.12 1,912.00 3 0.1336 69.88 194 210 TRUE

LX-2 Repeat 3 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 100.00% 3 3 6 4.72% IIEVVDAIMTTAQSHQR R T 95.00% 45.3 37.2 0 2 638.0324 1,911.08 1,912.00 3 0.08667 45.33 194 210 TRUE

LX-2 Repeat 3 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 100.00% 3 3 6 4.72% IIEVVDAIMTTAQSHQR R T 95.00% 58.8 37.2 1.25 2 638.0362 1,911.09 1,912.00 3 0.09815 51.33 194 210 TRUE

LX-2 Repeat 3 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 100.00% 3 3 6 4.72% TFVLEVMGR R H 95.00% 36.1 39 1.8 2 526.798 1,051.58 1,051.56 2 1.028 24.11 211 219 TRUE

LX-2 Repeat 3 PFKP 6-phosphofructokinase type C IPI00009790,IPI00643196 85,579.40 100.00% 3 3 6 4.72% TFVLEVMGR R H 95.00% 47.8 39.2 0 2 526.3376 1,050.66 1,051.56 2 0.1075 102.2 211 219 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGIMNSFVNDIFER K I 95.00% 33.3 37.7 2.13 2 m2: Oxidation (+15.99) 881.0264 1,760.04 1,759.81 2 1.231 129.8 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 35.4 37.7 3.05 2 872.9664 1,743.92 1,743.82 2 1.106 59.29 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 36.4 37.7 2.37 2 873.0203 1,744.03 1,743.82 2 1.214 121 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 41.7 37.7 3 2 873.0183 1,744.02 1,743.82 2 1.21 118.7 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGIMNSFVNDIFER K I 95.00% 0 0 4.48 2 m2: Oxidation (+15.99) 881.5631 1,761.11 1,759.81 2 2.305 169.8 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 42.3 37.7 2.03 2 872.9363 1,743.86 1,743.82 2 1.046 24.76 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 42.5 37.7 0 2 582.3173 1,743.93 1,743.82 3 1.118 66.11 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGImNSFVNDIFER K I 95.00% 46.5 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5509 1,775.09 1,775.81 2 0.2854 160.7 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 47.3 37.7 3.92 2 873.0378 1,744.06 1,743.82 2 1.249 141.1 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 47.5 37.7 4.51 2 872.9932 1,743.97 1,743.82 2 1.16 90.02 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGImNSFVNDIFER K I 95.00% 49.3 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.9883 1,775.94 1,775.81 3 1.141 77.87 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 49.7 37.7 4 2 873.0125 1,744.01 1,743.82 2 1.198 112.1 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 50.3 37.7 0 2 582.322 1,743.94 1,743.82 3 1.132 74.14 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGImNSFVNDIFER K I 95.00% 53.8 37.7 2.89 2 m5: Oxidation (+15.99) 881.0278 1,760.04 1,759.81 2 1.234 131.3 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 53.7 37.5 1.96 2 872.5224 1,743.03 1,743.82 2 0.2183 125.1 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 54.5 37.7 0.824 2 582.3697 1,744.09 1,743.82 3 1.275 156.1 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGImNSFVNDIFER K I 95.00% 60.9 37.6 3.41 2 m5: Oxidation (+15.99) 880.5265 1,759.04 1,759.81 2 0.2314 131.5 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGIMNSFVNDIFER K I 95.00% 61.1 37.6 1.68 2 m2: Oxidation (+15.99) 880.539 1,759.06 1,759.81 2 0.2565 145.7 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 61.6 37.7 5.06 2 873.0153 1,744.02 1,743.82 2 1.204 115.3 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGImNSFVNDIFER K I 95.00% 62.2 37.6 2.62 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9003 1,775.79 1,775.81 2 0.9841 -10.49 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGImNSFVNDIFER K I 95.00% 64.9 37.7 1.24 2 m5: Oxidation (+15.99) 881.0403 1,760.07 1,759.81 2 1.259 145.5 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 65.8 37.5 3.41 2 872.4349 1,742.86 1,743.82 2 0.04316 24.75 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGImNSFVNDIFER K I 95.00% 66.3 37.6 2.96 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0263 1,776.04 1,775.81 2 1.236 131.3 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGIMNSFVNDIFER K I 95.00% 70 37.6 6.57 2 m2: Oxidation (+15.99) 880.479 1,758.94 1,759.81 2 0.1364 77.52 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGIMNSFVNDIFER K I 95.00% 70.4 37.6 4.42 2 m2: Oxidation (+15.99) 880.4867 1,758.96 1,759.81 2 0.1519 86.32 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 72.8 37.7 4.2 2 872.904 1,743.79 1,743.82 2 0.9813 -12.28 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 74.6 37.7 0 2 873.0774 1,744.14 1,743.82 2 1.328 186.5 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 76.1 37.5 3.85 2 872.5136 1,743.01 1,743.82 2 0.2005 115 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGIMNSFVNDIFER K I 95.00% 76.5 37.7 6.59 2 m2: Oxidation (+15.99) 881.0151 1,760.02 1,759.81 2 1.209 117 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGImNSFVNDIFER K I 95.00% 78.2 37.6 5.24 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.519 1,775.02 1,775.81 2 0.2216 124.7 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGIMNSFVNDIFER K I 95.00% 78.2 37.6 2.82 2 m2: Oxidation (+15.99) 880.5769 1,759.14 1,759.81 2 0.3323 188.8 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 80.2 37.7 2.33 2 873.0153 1,744.02 1,743.82 2 1.204 115.3 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGImNSFVNDIFER K I 95.00% 81.1 37.6 7.04 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4883 1,774.96 1,775.81 2 0.1601 90.15 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGImNSFVNDIFER K I 95.00% 82.8 37.6 3.77 2 m5: Oxidation (+15.99) 880.5067 1,759.00 1,759.81 2 0.1919 109 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 82.7 37.5 2.57 2 581.9362 1,742.79 1,743.82 3 -0.02535 -14.54 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 83 37.5 7 2 872.5266 1,743.04 1,743.82 2 0.2266 129.9 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGImNSFVNDIFER K I 95.00% 83.2 37.6 4.51 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5648 1,775.12 1,775.81 2 0.3132 176.3 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 83.4 37.5 5.39 2 872.5142 1,743.01 1,743.82 2 0.2017 115.7 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGImNSFVNDIFER K I 95.00% 84.4 37.6 4.7 2 m5: Oxidation (+15.99) 880.5256 1,759.04 1,759.81 2 0.2296 130.5 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGImNSFVNDIFER K I 95.00% 85.3 37.6 6.89 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4936 1,774.97 1,775.81 2 0.1708 96.15 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 88.8 37.7 4.41 2 873.0063 1,744.00 1,743.82 2 1.186 105 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AmGIMNSFVNDIFER K I 95.00% 93.5 37.6 6.05 2 m2: Oxidation (+15.99) 880.5223 1,759.03 1,759.81 2 0.223 126.7 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGImNSFVNDIFER K I 95.00% 93.9 37.6 7 2 m5: Oxidation (+15.99) 880.5303 1,759.05 1,759.81 2 0.239 135.8 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% AMGIMNSFVNDIFER K I 95.00% 95.7 37.5 2.54 2 582.0252 1,743.05 1,743.82 3 0.2417 138.6 59 73 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% ESYSVYVYK K V 95.00% 41.7 39.1 1.82 2 569.3091 1,136.60 1,137.55 2 0.06478 56.94 36 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% ESYSVYVYK K V 95.00% 42.1 39.1 0 2 569.3268 1,136.64 1,137.55 2 0.1002 88.07 36 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% ESYSVYVYK K V 95.00% 62.8 39.1 1.48 2 569.3207 1,136.63 1,137.55 2 0.088 77.35 36 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% KESYSVYVYK R V 91.20% 17.8 38.8 0.824 2 633.4114 1,264.81 1,265.64 2 0.1745 137.8 35 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% KESYSVYVYK R V 95.00% 24.5 38.8 4 2 633.3897 1,264.76 1,265.64 2 0.1309 103.5 35 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% KESYSVYVYK R V 95.00% 36.7 38.8 2.54 2 633.3754 1,264.74 1,265.64 2 0.1023 80.84 35 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% KESYSVYVYK R V 95.00% 49.8 38.8 4.34 2 633.3812 1,264.75 1,265.64 2 0.1139 90.02 35 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% KESYSVYVYK R V 95.00% 53.4 38.8 4.12 2 633.3587 1,264.70 1,265.64 2 0.06893 54.46 35 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% KESYSVYVYK R V 95.00% 56.8 38.8 2.39 2 633.3626 1,264.71 1,265.64 2 0.07683 60.7 35 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% KESYSVYVYK R V 95.00% 57 38.8 4.24 2 633.3801 1,264.75 1,265.64 2 0.1119 88.38 35 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% KESYSVYVYK R V 95.00% 60.6 38.8 5.35 2 633.3641 1,264.71 1,265.64 2 0.07971 62.98 35 44 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% VLKQVHPDTGISSK K A 90.30% 21.5 38.2 0.745 2 503.6956 1,508.07 1,508.84 3 0.229 151.8 45 58 TRUE

LX-2 Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 4 5 57 31.00% VLKQVHPDTGISSK K A 95.00% 63.2 38.2 1.82 2 503.6916 1,508.05 1,508.84 3 0.2169 143.8 45 58 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% ELEFYLR K K 91.70% 36.4 38.8 0 2 485.2132 968.4119 969.504 2 -0.08489 -87.57 194 200 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% IIDVVYNASNNELVR R T 95.00% 51.1 37.8 1.96 2 860.5309 1,719.05 1,718.91 2 1.147 84.05 78 92 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% IIDVVYNASNNELVR R T 95.00% 69.2 37.8 3.2 2 573.8441 1,718.51 1,718.91 3 0.6105 -228.1 78 92 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% ISSLLEEQFQQGK K L 90.90% 35.3 38.1 0 2 753.9954 1,505.98 1,506.78 2 0.2036 135.1 158 170 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% ISSLLEEQFQQGK K L 95.00% 76 38.1 1.6 2 754.0069 1,506.00 1,506.78 2 0.2266 150.3 158 170 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% LTPEEEEILNK K K 95.00% 38.2 38.7 1.85 2 657.8426 1,313.67 1,314.68 2 -0.001057 -0.804 129 139 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% LTPEEEEILNK K K 95.00% 46.7 38.7 0.921 2 658.3553 1,314.70 1,314.68 2 1.024 16.42 129 139 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% NcIVLIDSTPYR K Q 95.00% 53 38.1 2.25 2 c2: Carbamidomethyl (+57.02) 726.4503 1,450.89 1,450.74 2 1.157 106.4 99 110 TRUE

LX-2 Repeat 3 RPS8 40S ribosomal protein S8 IPI00216587,IPI00645201 24,188.40 100.00% 6 7 9 34.10% QWYESHYALPLGR R K 95.00% 23 38 2.04 2 540.6886 1,619.04 1,619.80 3 0.2548 157.3 111 123 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% DLVNIGLK R A 95.00% 34.8 39.6 2 2 871.5434 870.5361 871.5249 1 0.01846 21.18 342 349 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% FFLSSGLIDK R V 95.00% 50.3 38.9 0 2 563.8407 1,125.67 1,126.61 2 0.05963 52.92 190 199 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% FFLSSGLIDKVDNFK R S 95.00% 43.8 37.7 0 2 577.3333 1,728.98 1,729.92 3 0.06923 40.02 190 204 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% FFLSSGLIDKVDNFK R S 95.00% 50.4 37.7 3.89 2 577.6965 1,730.07 1,729.92 3 1.159 90.11 190 204 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% GDFFYHSENPKYPEVGDLR R V 95.00% 44 36.3 2.8 2 757.7565 2,270.25 2,270.05 3 1.204 88.46 222 240 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% GDQLVPFSTK R S 95.00% 33.7 39.3 0.854 2 546.8615 1,091.71 1,091.57 2 1.142 127.7 269 278 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% LEDPHVDIIR K R 95.00% 45.5 39.2 1.74 2 603.8963 1,205.78 1,206.65 2 0.1373 113.8 211 220 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% LEDPHVDIIR K R 95.00% 64.5 39.2 2.96 2 603.8659 1,205.72 1,206.65 2 0.07658 63.46 211 220 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% LLSDPNYGVHLPAVK K L 95.00% 40.7 37.8 1.39 2 541.7477 1,622.22 1,622.89 3 0.3383 208.4 100 114 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% LVHIIGALR R T 95.00% 37.1 39.8 0.921 2 496.3965 990.7784 991.6412 2 0.1445 145.7 88 96 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% LVHIIGALR R T 95.00% 44 39.8 0 2 496.4016 990.7886 991.6412 2 0.1546 155.9 88 96 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% SGDTLLLLHHGDFSAEEVFHR K E 93.00% 33.7 35.9 0 2 794.5338 2,380.58 2,380.17 3 1.419 174.6 279 299 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% SGDTLLLLHHGDFSAEEVFHR K E 95.00% 75.6 35.9 1.7 2 794.4902 2,380.45 2,380.17 3 1.288 119.7 279 299 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% TATSLAEGLSLVVSPDSIHSVAPENEGR K L 92.60% 32.3 34.8 0 2 946.6002 2,836.78 2,836.43 3 1.354 123.6 60 87 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% TATSLAEGLSLVVSPDSIHSVAPENEGR K L 95.00% 36.1 34.9 0 2 946.6245 2,836.85 2,836.43 3 1.426 149.3 60 87 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% TSSQPGFLER K L 95.00% 45 39.5 2.03 2 561.3322 1,120.65 1,121.56 2 0.0984 87.73 19 28 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% TSSQPGFLER K L 95.00% 62.5 39.5 1.96 2 561.3613 1,120.71 1,121.56 2 0.1567 139.7 19 28 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% VSFSYAGLSGDDPDLGPAHVVTVIAR R Q 95.00% 34.4 35 0 2 882.2209 2,643.64 2,643.34 3 1.307 114.9 241 266 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% VSFSYAGLSGDDPDLGPAHVVTVIAR R Q 95.00% 34.5 35.1 0.745 2 881.8677 2,642.58 2,643.34 3 0.247 93.42 241 266 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% YPEVGDLR K V 95.00% 41.4 39.8 0 2 474.7142 947.4138 948.4786 2 -0.05758 -60.71 233 240 TRUE

LX-2 Repeat 3 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 13 13 21 42.80% YPEVGDLR K V 95.00% 47.2 39.7 0 2 475.3031 948.5917 948.4786 2 1.12 123.9 233 240 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% EHINLGcDmDFDIAGPSIR R G 95.00% 48.8 36.5 0 2 c7: Carbamidomethyl (+57.02), m9: Oxidation (+15.99) 725.7002 2,174.08 2,175.98 3 -0.8941 49.93 121 139 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% EHINLGcDmDFDIAGPSIR R G 95.00% 59.7 36.6 2.1 2 c7: Carbamidomethyl (+57.02), m9: Oxidation (+15.99) 726.3959 2,176.17 2,175.98 3 1.193 87.4 121 139 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% EHINLGcDMDFDIAGPSIR R G 95.00% 75 36.7 2.92 2 c7: Carbamidomethyl (+57.02) 720.6602 2,158.96 2,159.99 3 -0.0192 -8.89 121 139 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% EHINLGcDMDFDIAGPSIR R G 95.00% 77.2 36.6 3.41 2 c7: Carbamidomethyl (+57.02) 720.9902 2,159.95 2,159.99 3 0.9708 -14.78 121 139 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% GYGFGLIKLDLK K T 95.00% 26.4 38.5 1.68 2 662.9103 1,323.81 1,323.77 2 1.046 32.53 21 32 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% GYGFGLIKLDLK K T 95.00% 57 38.4 2.59 2 662.4478 1,322.88 1,323.77 2 0.1208 91.27 21 32 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% KLETAVNLAWTAGNSNTR K F 95.00% 54.5 37.1 0 2 649.3768 1,945.11 1,946.01 3 0.1069 54.92 201 218 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% KLETAVNLAWTAGNSNTR K F 95.00% 60.7 37.1 8.11 2 973.6614 1,945.31 1,946.01 2 0.3066 157.5 201 218 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% LTFDSSFSPNTGK K K 95.00% 42.2 38.5 0 2 700.8736 1,399.73 1,400.67 2 0.07051 50.34 97 109 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% LTFDSSFSPNTGK K K 95.00% 55.1 38.5 2.8 2 700.7965 1,399.58 1,400.67 2 -0.08357 -59.67 97 109 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% LTFDSSFSPNTGK K K 95.00% 56.8 38.5 2.85 2 701.3603 1,400.71 1,400.67 2 1.044 29.39 97 109 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% LTFDSSFSPNTGKK K N 95.00% 39.7 38.1 3.27 2 764.9446 1,527.87 1,528.76 2 0.1175 76.85 97 110 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% LTLSALLDGK K N 95.00% 51.1 39.7 0 2 515.8514 1,029.69 1,030.61 2 0.08095 78.54 257 266 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% LTLSALLDGK K N 95.00% 52.6 39.7 0 2 515.883 1,029.75 1,030.61 2 0.1443 139.9 257 266 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% LTLSALLDGKNVNAGGHK K L 95.00% 42.2 37.7 0 2 603.357 1,807.05 1,808.00 3 0.05378 29.74 257 274 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% TDEFQLHTNVNDGTEFGGSIYQK K V 95.00% 48.5 35.3 0.921 2 867.8315 2,600.47 2,600.19 3 1.29 110.4 175 197 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% VTQSNFAVGYK R T 95.00% 43.4 38.8 0 2 607.3697 1,212.72 1,213.62 2 0.111 91.44 164 174 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% VTQSNFAVGYK R T 95.00% 45.9 38.8 0 2 607.3704 1,212.73 1,213.62 2 0.1123 92.52 164 174 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% VTQSNFAVGYK R T 95.00% 70.2 38.8 3.96 2 607.3493 1,212.68 1,213.62 2 0.07011 57.76 164 174 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% VTQSNFAVGYK R T 95.00% 72.5 38.8 2.8 2 607.3669 1,212.72 1,213.62 2 0.1055 86.89 164 174 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% WNTDNTLGTEITVEDQLAR K G 95.00% 25.9 36.5 2.07 2 1,088.66 2,175.31 2,176.05 2 0.2686 123.4 75 93 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% WNTDNTLGTEITVEDQLAR K G 95.00% 38.7 36.5 0 2 726.0769 2,175.21 2,176.05 3 0.1642 75.44 75 93 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% WNTDNTLGTEITVEDQLAR K G 95.00% 45.3 36.5 0 2 725.9752 2,174.90 2,176.05 3 -0.1409 -64.78 75 93 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% WTEYGLTFTEK R W 95.00% 56 38.7 2.39 2 687.885 1,373.76 1,374.66 2 0.1051 76.41 64 74 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% WTEYGLTFTEK R W 95.00% 63 38.7 1.82 2 687.8546 1,373.69 1,374.66 2 0.04422 32.17 64 74 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% WTEYGLTFTEK R W 95.00% 69.5 38.7 2.66 2 688.4103 1,374.81 1,374.66 2 1.156 111.1 64 74 TRUE

LX-2 Repeat 3 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 12 14 27 55.50% YQIDPDAcFSAK K V 95.00% 32.3 38.5 5.46 2 c8: Carbamidomethyl (+57.02) 708.3263 1,414.64 1,414.63 2 1.014 8.226 225 236 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% LTFDTTFSPNTGK K K 94.10% 25.8 38.6 0.959 2 714.8403 1,427.67 1,428.70 2 -0.02747 -19.23 123 135 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% LTFDTTFSPNTGK K K 95.00% 72.2 38.6 5 2 714.9261 1,427.84 1,428.70 2 0.1442 100.9 123 135 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% LTFDTTFSPNTGK K K 95.00% 75.7 38.5 3.17 2 715.3803 1,428.75 1,428.70 2 1.053 34.83 123 135 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% LTFDTTFSPNTGKK K S 95.00% 46.4 38.4 0 2 519.9815 1,556.92 1,556.80 3 1.134 84.39 123 136 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% LTFDTTFSPNTGKK K S 95.00% 50.4 38.3 0 2 519.6665 1,555.98 1,556.80 3 0.1892 121.5 123 136 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% LTFDTTFSPNTGKK K S 95.00% 56.5 38.3 3.08 2 778.9685 1,555.92 1,556.80 2 0.1339 86.02 123 136 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% LTLSALVDGK K S 95.00% 66.1 39.9 0 2 508.8298 1,015.65 1,016.60 2 0.05338 52.51 283 292 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% LTLSALVDGK K S 95.00% 72.6 39.9 1.96 2 508.8603 1,015.71 1,016.60 2 0.1144 112.5 283 292 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% NNFAVGYR R T 93.40% 24.5 38.8 0.921 2 470.7801 939.5456 940.4634 2 0.08943 95.09 193 200 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% TGDFQLHTNVNDGTEFGGSIYQK R V 95.00% 45.5 35.5 2.59 2 843.4769 2,527.41 2,528.17 3 0.2469 97.63 201 223 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% WcEYGLTFTEK K W 95.00% 75.6 38.4 2.85 2 c2: Carbamidomethyl (+57.02) 717.3849 1,432.76 1,433.64 2 0.1219 84.99 90 100 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% WNTDNTLGTEIAIEDQIcQGLK K L 95.00% 54.8 35.6 0 2 c18: Carbamidomethyl (+57.02) 840.5008 2,518.48 2,519.21 3 0.2792 110.8 101 122 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% YQLDPTASISAK K V 95.00% 62.5 38.9 6.6 2 647.3515 1,292.69 1,293.67 2 0.02713 20.97 251 262 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% YQLDPTASISAK K V 95.00% 64.6 38.9 2.64 2 647.3743 1,292.73 1,293.67 2 0.07275 56.23 251 262 TRUE

LX-2 Repeat 3 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 8 9 15 28.80% YQLDPTASISAK K V 95.00% 68.4 38.9 6.04 2 647.3801 1,292.75 1,293.67 2 0.08422 65.1 251 262 TRUE

LX-2 Repeat 3 ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial IPI00219291,IPI00220300,IPI00456013,IPI00719814 10,900.40 99.80% 2 2 3 25.50% DFSPSGIFGAFQR R G 95.00% 50.8 38.5 2.68 2 715.3455 1,428.68 1,428.69 2 0.9929 -6.856 34 46 TRUE

LX-2 Repeat 3 ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial IPI00219291,IPI00220300,IPI00456013,IPI00719814 10,900.40 99.80% 2 2 3 25.50% LGELPSWILmR K D 95.00% 34 38.7 0.854 2 m10: Oxidation (+15.99) 665.8803 1,329.75 1,330.72 2 0.03431 25.78 23 33 TRUE

LX-2 Repeat 3 ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial IPI00219291,IPI00220300,IPI00456013,IPI00719814 10,900.40 99.80% 2 2 3 25.50% LGELPSWILMR K D 95.00% 49.8 38.7 3.11 2 657.9171 1,313.82 1,314.72 2 0.103 78.32 23 33 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% GGALLTSTSGPGFHLmLPFITSYK R S 90.80% 32.2 35.6 0 2 m16: Oxidation (+15.99) 838.2048 2,511.59 2,511.30 3 1.304 120 37 60 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% ISEIEDAAFLAR K E 95.00% 56.9 38.7 1.29 2 667.8543 1,333.69 1,334.70 2 0.006127 4.591 242 253 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% ISEIEDAAFLAR K E 95.00% 62 38.7 4.77 2 667.8903 1,333.77 1,334.70 2 0.07813 58.53 242 253 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% ISEIEDAAFLAR K E 95.00% 69.7 38.7 4.4 2 667.8868 1,333.76 1,334.70 2 0.07127 53.39 242 253 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% LALQQDLTSMAPGLVIQAVR K V 95.00% 49.6 36.7 0.921 2 708.8102 2,123.41 2,124.18 3 0.2312 108.8 150 169 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% LTPEYLQLMK K Y 95.00% 35.7 39 0.886 2 618.3726 1,234.73 1,235.67 2 0.06724 54.42 276 285 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% SVQTTLQTDEVK K N 95.00% 44.9 39.1 2.21 2 674.8718 1,347.73 1,348.70 2 0.04072 30.19 61 72 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% SVQTTLQTDEVK K N 95.00% 61.1 39.1 2.89 2 674.9017 1,347.79 1,348.70 2 0.1005 74.5 61 72 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% VAQVAEITYGQK K V 95.00% 59.3 38.7 2.57 2 653.8953 1,305.78 1,306.70 2 0.08303 63.54 221 232 TRUE

LX-2 Repeat 3 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 100.00% 6 6 10 26.50% VAQVAEITYGQK K V 95.00% 77.5 38.7 2.14 2 653.8688 1,305.72 1,306.70 2 0.03017 23.09 221 232 TRUE

LX-2 Repeat 3 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 7 15.10% DFLLNYPFSTSVK K L 95.00% 40.3 38.3 0 2 765.9569 1,529.90 1,530.78 2 0.1227 80.12 143 155 TRUE

LX-2 Repeat 3 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 7 15.10% DFLLNYPFSTSVK K L 95.00% 61 38.2 0.959 2 766.4337 1,530.85 1,530.78 2 1.076 47.96 143 155 TRUE

LX-2 Repeat 3 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 7 15.10% FSIFGKDFLLNYPFSTSVK R L 95.00% 34.2 36.3 1.32 2 737.4002 2,209.18 2,210.15 3 0.03265 14.77 137 155 TRUE

LX-2 Repeat 3 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 7 15.10% IHFSGYDNDRPGNLVYR R F 95.00% 21.5 36.9 1.55 2 675.0439 2,022.11 2,022.98 3 0.1391 68.73 277 293 TRUE

LX-2 Repeat 3 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 7 15.10% LSTGcTGTLVAEK K H 95.00% 69.2 38.5 3.92 2 c5: Carbamidomethyl (+57.02) 668.8777 1,335.74 1,336.68 2 0.07026 52.56 156 168 TRUE

LX-2 Repeat 3 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 7 15.10% YAQIcYWIK K G 90.50% 36 39 0 2 c5: Carbamidomethyl (+57.02) 622.802 1,243.59 1,244.61 2 -0.0165 -13.25 366 374 TRUE

LX-2 Repeat 3 PRSS23 Serine protease 23 precursor IPI00026941 42,984.40 100.00% 5 5 7 15.10% YAQIcYWIK K G 95.00% 41.2 39 2.92 2 c5: Carbamidomethyl (+57.02) 622.8524 1,243.69 1,244.61 2 0.08432 67.74 366 374 TRUE

LX-2 Repeat 3 MFI2 Isoform 1 of Melanotransferrin precursor IPI00029275 80,222.80 99.90% 2 2 2 5.15% ScHAGFGSPAGWDVPVGALIQR R G 95.00% 42.4 36.2 1.96 2 c2: Carbamidomethyl (+57.02) 761.7552 2,282.24 2,282.11 3 1.137 58.94 475 496 TRUE

LX-2 Repeat 3 MFI2 Isoform 1 of Melanotransferrin precursor IPI00029275 80,222.80 99.90% 2 2 2 5.15% TVGWNVPVGYLVESGR R L 95.00% 45.8 37.6 1.8 2 867.0353 1,732.06 1,732.90 2 0.1615 93.2 137 152 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% ADLINNLGTIAK K S 95.00% 40.7 38.8 1.26 2 621.9003 1,241.79 1,242.71 2 0.08783 70.67 96 107 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% ADLINNLGTIAK K S 95.00% 48.9 38.8 1.09 2 621.8932 1,241.77 1,242.71 2 0.07371 59.31 96 107 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% EQVANSAFVER K V 95.00% 61.9 38.8 3.46 2 625.3203 1,248.63 1,249.62 2 0.01623 12.99 492 502 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% GVVDSEDLPLNISR R E 95.00% 54.3 38.2 2.64 2 757.4433 1,512.87 1,513.79 2 0.09343 61.71 379 392 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% GVVDSEDLPLNISR R E 95.00% 101 38.2 2.85 2 757.4703 1,512.93 1,513.79 2 0.1474 97.38 379 392 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% IDIIPNPQER K T 95.00% 42.9 38.7 1.92 2 598.3526 1,194.69 1,194.65 2 1.05 39.49 73 82 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% SIYYITGESK K E 95.00% 41.1 39.3 2 2 580.8165 1,159.62 1,160.58 2 0.04221 36.37 482 491 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% TLTLVDTGIGMTK R A 95.00% 66.6 39.1 2.05 2 675.3349 1,348.66 1,349.73 2 -0.07234 -53.6 83 95 TRUE

LX-2 Repeat 3 HSP90AB1 85 kDa protein IPI00334775,IPI00414676 84,743.60 100.00% 7 7 9 10.70% YESLTDPSK R L 95.00% 24.6 39 1.59 2 520.3181 1,038.62 1,039.49 2 0.1346 129.5 56 64 TRUE

LX-2 Repeat 3 CS citrate synthase precursor, isoform b IPI00025366,IPI00383539,IPI00793839 47,031.90 99.70% 2 2 2 4.99% ALGVLAQLIWSR R A 95.00% 25.3 38.7 1.77 2 664.3586 1,326.70 1,326.79 2 0.9206 -61.86 384 395 TRUE

LX-2 Repeat 3 CS citrate synthase precursor, isoform b IPI00025366,IPI00383539,IPI00793839 47,031.90 99.70% 2 2 2 4.99% GFSIPEcQK R L 93.90% 38.1 39.2 0 2 c7: Carbamidomethyl (+57.02) 533.2919 1,064.57 1,065.50 2 0.07311 68.61 50 58 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% GQNDLMGTAEDFADQFLR M V 95.00% 75 37 0 2 676.7125 2,027.12 2,027.91 3 0.2099 103.5 2 19 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% LcLISTFLEDGIR R M 95.00% 26.5 38.1 1 2 c2: Carbamidomethyl (+57.02) 769.5003 1,536.99 1,536.81 2 1.184 117.8 31 43 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% LcLISTFLEDGIR R M 95.00% 49.7 38.1 2.62 2 c2: Carbamidomethyl (+57.02) 769.0486 1,536.08 1,536.81 2 0.2807 182.6 31 43 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% LcLISTFLEDGIR R M 95.00% 60.7 38.1 2.11 2 c2: Carbamidomethyl (+57.02) 769.4736 1,536.93 1,536.81 2 1.131 83.17 31 43 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% LcLISTFLEDGIR R M 95.00% 69 38.1 2.89 2 c2: Carbamidomethyl (+57.02) 769.0255 1,536.04 1,536.81 2 0.2344 152.5 31 43 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% LcLISTFLEDGIR R M 95.00% 69.4 38.1 3.13 2 c2: Carbamidomethyl (+57.02) 768.9655 1,535.92 1,536.81 2 0.1144 74.44 31 43 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% LcLISTFLEDGIR R M 95.00% 71.6 38.2 3.47 2 c2: Carbamidomethyl (+57.02) 769.051 1,536.09 1,536.81 2 0.2854 185.7 31 43 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% LcLISTFLEDGIR R M 95.00% 77.2 38.1 4.25 2 c2: Carbamidomethyl (+57.02) 768.993 1,535.97 1,536.81 2 0.1694 110.2 31 43 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% MWFQWSEQR R D 95.00% 41.9 38.7 2.39 2 649.3383 1,296.66 1,297.58 2 0.09103 70.15 44 52 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% MWFQWSEQR R D 95.00% 45.4 38.7 2.13 2 649.392 1,296.77 1,297.58 2 0.1984 152.9 44 52 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% SMFAGVPTMR K E 94.90% 38.5 38.8 0 2 548.8822 1,095.75 1,096.53 2 0.2293 209.1 140 149 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% SMFAGVPTMR K E 95.00% 35.6 38.8 2 2 548.8374 1,095.66 1,096.53 2 0.1396 127.3 140 149 TRUE

LX-2 Repeat 3 SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737,IPI00399142,IPI00641719 30,377.40 100.00% 4 4 13 18.60% SMFAGVPTMR K E 95.00% 36.3 38.8 0.824 2 548.811 1,095.61 1,096.53 2 0.08697 79.3 140 149 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 21.6 35.8 1.89 2 825.9041 2,474.69 2,475.30 3 0.3996 161.4 1252 1274 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 32.6 35.7 1.15 2 825.8645 2,474.57 2,475.30 3 0.2806 113.4 1252 1274 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 35.8 35.7 2.05 2 826.1973 2,475.57 2,475.30 3 1.279 111.6 1252 1274 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 45.8 35.8 3 2 826.2342 2,475.68 2,475.30 3 1.39 156.3 1252 1274 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DLQFVEVTDVK R V 95.00% 49 38.9 0.886 2 646.8483 1,291.68 1,292.67 2 0.01583 12.24 912 922 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DLQFVEVTDVK R V 95.00% 51.4 38.9 1.48 2 646.8162 1,291.62 1,292.67 2 -0.04841 -37.45 912 922 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DLQFVEVTDVK R V 95.00% 59.2 38.9 4.41 2 646.9213 1,291.83 1,292.67 2 0.162 125.3 912 922 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DLQFVEVTDVK R V 95.00% 62.4 38.9 3.62 2 646.8731 1,291.73 1,292.67 2 0.06554 50.7 912 922 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% DTLTSRPAQGVVTTLENVSPPR K R 95.00% 49.9 36.3 0.77 2 780.5471 2,338.62 2,338.24 3 1.39 165.7 1797 1818 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% EESPLLIGQQSTVSDVPR R D 95.00% 74.4 37 5.03 2 978.1559 1,954.30 1,955.01 2 0.2963 151.5 1435 1452 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% EINLAPDSSSVVVSGLMVATK K Y 95.00% 75 36.8 3.08 2 706.4653 2,116.37 2,117.12 3 0.2654 125.3 1767 1787 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FGFcPMAAHEEIcTTNEGVMYR K I 95.00% 44.2 35.3 0 2 c4: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 874.484 2,620.43 2,620.11 3 1.329 124.3 458 479 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FGFcPMAAHEEIcTTNEGVMYR K I 95.00% 60 35.4 0 2 c4: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 874.1702 2,619.49 2,620.11 3 0.3871 147.7 458 479 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FLATTPNSLLVSWQPPR R A 95.00% 45.8 37 0 2 643.0845 1,926.23 1,927.04 3 0.1951 101.2 1911 1927 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FLATTPNSLLVSWQPPR R A 95.00% 48.9 37 0 2 643.4102 1,927.21 1,927.04 3 1.172 87.92 1911 1927 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FLATTPNSLLVSWQPPR R A 95.00% 49.4 37 1.14 2 643.3502 1,927.03 1,927.04 3 0.9923 -5.434 1911 1927 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FLATTPNSLLVSWQPPR R A 95.00% 50.3 37 0 2 643.111 1,926.31 1,927.04 3 0.2747 142.5 1911 1927 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FLATTPNSLLVSWQPPR R A 95.00% 68.7 37 4.28 2 964.2058 1,926.40 1,927.04 2 0.3605 187 1911 1927 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTNIGPDTMR R V 95.00% 30.2 38.9 2.08 2 576.3503 1,150.69 1,151.55 2 0.1417 123.1 1275 1284 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTNIGPDTMR R V 95.00% 36.2 38.9 1.52 2 576.2733 1,150.53 1,151.55 2 -0.01227 -10.66 1275 1284 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTNIGPDTMR R V 95.00% 42.7 38.9 2.15 2 576.3055 1,150.60 1,151.55 2 0.05211 45.25 1275 1284 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTNIGPDTMR R V 95.00% 43.4 38.9 1 2 576.8311 1,151.65 1,151.55 2 1.103 87.4 1275 1284 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTNIGPDTMR R V 95.00% 45.6 38.9 1.3 2 576.3378 1,150.66 1,151.55 2 0.1167 101.4 1275 1284 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTNIGPDTMR R V 95.00% 52.8 38.9 1.6 2 576.385 1,150.76 1,151.55 2 0.2112 183.4 1275 1284 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTNIGPDTMR R V 95.00% 55.2 38.9 2.18 2 576.3347 1,150.65 1,151.55 2 0.1105 95.97 1275 1284 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTNIGPDTMR R V 95.00% 75.8 38.9 2.11 2 576.3503 1,150.69 1,151.55 2 0.1417 123.1 1275 1284 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 29.6 35.1 1.57 2 898.2302 2,691.67 2,692.37 3 0.3029 112.5 1730 1753 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 35.9 35.1 0 2 898.2274 2,691.66 2,692.37 3 0.2945 109.4 1730 1753 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% GATYNIIVEALKDQQR R H 95.00% 49.4 37.6 1.18 2 606.9862 1,817.94 1,818.97 3 -0.02705 -14.87 2109 2124 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% GATYNIIVEALKDQQR R H 95.00% 49.9 37.6 2.77 2 607.0354 1,818.08 1,818.97 3 0.1206 66.28 2109 2124 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% GDSPASSKPISINYR R T 95.00% 40.3 37.9 1.66 2 531.3329 1,590.98 1,591.81 3 0.1766 111 1525 1539 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% GLAFTDVDVDSIK K I 95.00% 84.5 38.7 3.4 2 690.3615 1,378.71 1,379.71 2 0.0101 7.323 1637 1649 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% GLAFTDVDVDSIK K I 95.00% 87.5 38.7 3.38 2 690.4244 1,378.83 1,379.71 2 0.136 98.58 1637 1649 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% GLAFTDVDVDSIK K I 95.00% 87.7 38.7 3.46 2 690.3715 1,378.73 1,379.71 2 0.03023 21.91 1637 1649 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% GLAFTDVDVDSIK K I 95.00% 91.3 38.7 2.72 2 690.4269 1,378.84 1,379.71 2 0.1411 102.2 1637 1649 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% GNLLQcIcTGNGR R G 95.00% 70.1 38.3 5.19 2 c6: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 731.9243 1,461.83 1,462.69 2 0.1521 104 253 265 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IAWESPQGQVSR K Y 95.00% 45 38.8 0 2 679.3878 1,356.76 1,357.69 2 0.08233 60.63 1650 1661 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 90.50% 37.1 40 0 2 c3: Carbamidomethyl (+57.02) 467.8155 933.6165 934.4775 2 0.1463 156.5 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 93.40% 20.5 39.8 0.921 2 c3: Carbamidomethyl (+57.02) 468.3363 934.658 934.4775 2 1.188 197.8 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 95.00% 47.4 39.8 0.921 2 c3: Carbamidomethyl (+57.02) 468.3115 934.6085 934.4775 2 1.138 144.9 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 95.00% 47.7 40 0 2 c3: Carbamidomethyl (+57.02) 467.8286 933.6427 934.4775 2 0.1725 184.6 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 95.00% 48.1 39.8 0.796 2 c3: Carbamidomethyl (+57.02) 468.2638 934.5131 934.4775 2 1.043 42.96 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 95.00% 54 40 0 2 c3: Carbamidomethyl (+57.02) 467.3274 932.6403 934.4775 2 -0.8299 185.1 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 95.00% 54.4 40 0.854 2 c3: Carbamidomethyl (+57.02) 467.8214 933.6283 934.4775 2 0.1581 169.1 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 95.00% 59.5 40 0 2 c3: Carbamidomethyl (+57.02) 467.8123 933.6101 934.4775 2 0.1399 149.6 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IScTIANR R C 95.00% 64.9 40 0 2 c3: Carbamidomethyl (+57.02) 467.7908 933.5671 934.4775 2 0.09691 103.7 133 140 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% ITYGETGGNSPVQEFTVPGSK R S 95.00% 58.1 36.5 4.59 2 723.4656 2,167.37 2,168.05 3 0.3314 152.8 1480 1500 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 49.8 38.7 0.824 2 678.3863 1,354.76 1,355.70 2 0.06983 51.5 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 61.4 38.8 0 2 678.8441 1,355.67 1,355.70 2 0.9856 -12.65 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 66.5 38.7 0 2 678.3363 1,354.66 1,355.70 2 -0.03017 -22.26 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 67.1 38.7 0.959 2 678.3973 1,354.78 1,355.70 2 0.09195 67.82 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 68.3 38.7 4.21 2 678.3465 1,354.68 1,355.70 2 -0.009673 -7.135 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 70.4 38.7 2.21 2 678.3603 1,354.71 1,355.70 2 0.01783 13.15 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 72.5 38.7 2.05 2 678.4103 1,354.81 1,355.70 2 0.1178 86.91 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 86.3 38.7 4.06 2 678.4388 1,354.86 1,355.70 2 0.1749 129 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% IYLYTLNDNAR K S 95.00% 89 38.7 4.34 2 678.3627 1,354.71 1,355.70 2 0.02267 16.72 1881 1891 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% LLcQcLGFGSGHFR K C 95.00% 52.6 38 1.66 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 551.3933 1,651.16 1,651.78 3 0.3819 231.1 2175 2188 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% LLcQcLGFGSGHFR K C 95.00% 54.2 37.9 1.18 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 551.6277 1,651.86 1,651.78 3 1.085 49.86 2175 2188 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 24.2 37.7 1.12 2 867.606 1,733.20 1,732.95 2 1.257 146.5 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 36.1 37.6 3.85 2 867.0886 1,732.16 1,732.95 2 0.2218 128 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 37 37.6 1.38 2 867.0281 1,732.04 1,732.95 2 0.1008 58.15 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 42.2 37.6 1.21 2 867.5596 1,733.10 1,732.95 2 1.164 92.88 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 46 37.6 4.25 2 867.0811 1,732.15 1,732.95 2 0.207 119.4 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 47.4 37.7 1.82 2 578.7744 1,733.30 1,732.95 3 1.361 206.4 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 48.8 37.6 2.64 2 867.0703 1,732.13 1,732.95 2 0.1852 106.9 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 54.4 37.6 3.64 2 867.1416 1,732.27 1,732.95 2 0.3279 189.2 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NLQPASEYTVSLVAIK R G 95.00% 55.7 37.6 1.6 2 867.0664 1,732.12 1,732.95 2 0.1774 102.3 1055 1070 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NSITLTNLTPGTEYVVSIVALNGR R E 95.00% 53.4 35.3 1.13 2 845.1962 2,532.57 2,532.37 3 1.207 80.65 1411 1434 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NTFAEVTGLSPGVTYYFK R V 95.00% 49.5 37 4.01 2 665.4282 1,993.26 1,993.99 3 0.2795 140.2 959 976 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NTFAEVTGLSPGVTYYFK R V 95.00% 53.1 36.9 3.31 2 997.6777 1,993.34 1,993.99 2 0.3575 179.2 959 976 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NTFAEVTGLSPGVTYYFK R V 95.00% 53.6 37 2.15 2 665.3893 1,993.15 1,993.99 3 0.1626 81.55 959 976 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NTFAEVTGLSPGVTYYFK R V 95.00% 54.5 37 1.37 2 998.0749 1,994.14 1,993.99 2 1.152 74.75 959 976 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NTFAEVTGLSPGVTYYFK R V 95.00% 55.2 37 2.08 2 997.6338 1,993.25 1,993.99 2 0.2697 135.2 959 976 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NTFAEVTGLSPGVTYYFK R V 95.00% 63.4 37 4.89 2 997.6484 1,993.28 1,993.99 2 0.2989 149.9 959 976 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% NTFAEVTGLSPGVTYYFK R V 95.00% 83 37 6.05 2 998.0587 1,994.10 1,993.99 2 1.12 58.55 959 976 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% QYNVGPSVSK R Y 90.80% 36.6 39.5 0 2 539.8816 1,077.75 1,078.55 2 0.2032 188.4 1041 1050 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% QYNVGPSVSK R Y 95.00% 40.5 39.5 0 2 539.843 1,077.67 1,078.55 2 0.126 116.8 1041 1050 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% QYNVGPSVSK R Y 95.00% 41.4 39.5 0 2 539.8597 1,077.70 1,078.55 2 0.1593 147.7 1041 1050 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% QYNVGPSVSK R Y 95.00% 49.9 39.5 0 2 539.8509 1,077.69 1,078.55 2 0.1418 131.4 1041 1050 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% QYNVGPSVSK R Y 95.00% 56 39.5 1.96 2 539.8474 1,077.68 1,078.55 2 0.1348 124.9 1041 1050 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SSPVVIDASTAIDAPSNLR R F 95.00% 35.8 37.1 5.92 2 957.1795 1,912.34 1,913.00 2 0.3541 185.1 1892 1910 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SSPVVIDASTAIDAPSNLR R F 95.00% 47.8 37.1 0 2 638.4254 1,912.25 1,913.00 3 0.2641 138 1892 1910 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SSPVVIDASTAIDAPSNLR R F 95.00% 49.5 37.2 2.85 2 957.5974 1,913.18 1,913.00 2 1.19 97.84 1892 1910 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SSPVVIDASTAIDAPSNLR R F 95.00% 67 37.2 3.57 2 957.0743 1,912.13 1,913.00 2 0.1437 75.13 1892 1910 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STATISGLKPGVDYTITVYAVTGR K G 95.00% 30.3 35.5 2.62 2 824.536 2,470.59 2,470.32 3 1.274 109.9 1501 1524 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STATISGLKPGVDYTITVYAVTGR K G 95.00% 31 35.6 1.62 2 824.5131 2,470.52 2,470.32 3 1.206 82.15 1501 1524 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STTPDITGYR R I 95.00% 27.1 38.8 1.52 2 555.8622 1,109.71 1,110.54 2 0.1744 157 1198 1207 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STTPDITGYR R I 95.00% 36.3 38.7 1.24 2 556.3423 1,110.67 1,110.54 2 1.135 118.6 1198 1207 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STTPDITGYR R I 95.00% 37.6 38.8 1.82 2 555.887 1,109.76 1,110.54 2 0.224 201.7 1198 1207 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STTPDITGYR R I 95.00% 38.5 38.8 2.38 2 555.8279 1,109.64 1,110.54 2 0.1057 95.17 1198 1207 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STTPDITGYR R I 95.00% 39.3 38.8 0.824 2 555.8427 1,109.67 1,110.54 2 0.1355 122 1198 1207 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STTPDITGYR R I 95.00% 40.1 38.8 0.824 2 555.8424 1,109.67 1,110.54 2 0.1348 121.4 1198 1207 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STTPDITGYR R I 95.00% 40.5 38.8 0 2 555.8377 1,109.66 1,110.54 2 0.1253 112.8 1198 1207 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% STTPDITGYR R I 95.00% 59.2 38.8 0 2 555.3395 1,108.66 1,110.54 2 -0.871 118.7 1198 1207 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SYTITGLQPGTDYK R I 92.60% 36.4 38.3 0 2 772.9503 1,543.89 1,543.76 2 1.129 81.82 1867 1880 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SYTITGLQPGTDYK R I 95.00% 12.9 38.3 1.89 2 772.3503 1,542.69 1,543.76 2 -0.07087 -45.91 1867 1880 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SYTITGLQPGTDYK R I 95.00% 30.1 38.3 2 2 772.492 1,542.97 1,543.76 2 0.2125 137.7 1867 1880 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SYTITGLQPGTDYK R I 95.00% 33.9 38.3 0.921 2 772.4703 1,542.93 1,543.76 2 0.1691 109.5 1867 1880 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% SYTITGLQPGTDYK R I 95.00% 39.3 38.3 1.01 2 772.978 1,543.94 1,543.76 2 1.185 117.7 1867 1880 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% TFYScTTEGR R Q 95.00% 26.9 39 2.19 2 c5: Carbamidomethyl (+57.02) 611.8163 1,221.62 1,221.52 2 1.105 83.46 370 379 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% TFYScTTEGR R Q 95.00% 36.8 39.1 1.49 2 c5: Carbamidomethyl (+57.02) 611.2589 1,220.50 1,221.52 2 -0.009893 -8.099 370 379 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 40.5 35.4 2 2 858.5788 2,572.71 2,572.34 3 1.385 148.4 1836 1859 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 93.10% 20.5 38.1 0.886 2 544.3618 1,630.06 1,629.87 3 1.2 120.9 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 94.60% 24.3 38 0.854 2 543.8123 1,628.42 1,629.87 3 -0.4485 -275.3 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 31.9 38.1 2.54 2 544.3735 1,630.10 1,629.87 3 1.235 142.4 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 34 38 2.72 2 543.9902 1,628.95 1,629.87 3 0.08505 52.18 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 34.7 38 1.42 2 544.0711 1,629.19 1,629.87 3 0.3279 201.1 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 37.4 38 4.3 2 544.0515 1,629.13 1,629.87 3 0.2689 165 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 0 0 2.92 2 544.6202 1,630.84 1,629.87 3 1.975 -18.63 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 42.4 38 3.49 2 544.0802 1,629.22 1,629.87 3 0.3551 217.8 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 43.9 38 3.24 2 544.0582 1,629.15 1,629.87 3 0.2891 177.3 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 44.7 38 2.39 2 544.0417 1,629.10 1,629.87 3 0.2396 147 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 48.8 38.1 1.6 2 544.3369 1,629.99 1,629.87 3 1.125 75 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VDVIPVNLPGEHGQR R L 95.00% 51.6 38.1 2.72 2 815.9531 1,629.89 1,629.87 2 1.028 15.52 939 953 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VPGTSTSATLTGLTR R G 95.00% 66.1 38.5 5.21 2 731.4643 1,460.91 1,461.79 2 0.1303 89.15 2094 2108 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VPGTSTSATLTGLTR R G 95.00% 84.1 38.5 7.47 2 731.4474 1,460.88 1,461.79 2 0.09661 66.09 2094 2108 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VPGTSTSATLTGLTR R G 95.00% 84.2 38.5 7.85 2 731.4003 1,460.79 1,461.79 2 0.002327 1.592 2094 2108 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VPGTSTSATLTGLTR R G 95.00% 88.1 38.5 8.47 2 731.5023 1,460.99 1,461.79 2 0.2064 141.2 2094 2108 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VTWAPPPSIDLTNFLVR R Y 95.00% 29.9 37 2.11 2 964.1024 1,926.19 1,926.05 2 1.149 75.94 1285 1301 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VTWAPPPSIDLTNFLVR R Y 95.00% 46.1 37.2 3.4 2 963.6733 1,925.33 1,926.05 2 0.2907 150.9 1285 1301 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VTWAPPPSIDLTNFLVR R Y 95.00% 49.6 37 2 2 643.0968 1,926.27 1,926.05 3 1.227 116.5 1285 1301 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VTWAPPPSIDLTNFLVR R Y 95.00% 52.7 37.2 6.7 2 963.6328 1,925.25 1,926.05 2 0.2097 108.9 1285 1301 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VTWAPPPSIDLTNFLVR R Y 95.00% 78.1 37.2 6.28 2 642.7802 1,925.32 1,926.05 3 0.2775 144 1285 1301 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% VTWAPPPSIDLTNFLVR R Y 95.00% 88.3 37 1.57 2 643.0248 1,926.05 1,926.05 3 1.011 4.446 1285 1301 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% WLPSSSPVTGYR K V 95.00% 43.2 38.8 0 2 675.8924 1,349.77 1,349.68 2 1.093 66.66 1562 1573 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% WLPSSSPVTGYR K V 95.00% 48.8 39.1 4.8 2 675.3709 1,348.73 1,349.68 2 0.0496 36.75 1562 1573 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% WLPSSSPVTGYR K V 95.00% 53.6 38.8 4.37 2 675.8403 1,349.67 1,349.68 2 0.9884 -10.59 1562 1573 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% WLPSSSPVTGYR K V 95.00% 55 39.1 2.25 2 675.3957 1,348.78 1,349.68 2 0.0992 73.49 1562 1573 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% WLPSSSPVTGYR K V 95.00% 65.1 39.1 1.68 2 675.3954 1,348.78 1,349.68 2 0.09873 73.15 1562 1573 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% WSRPQAPITGYR R I 95.00% 0 0 2.89 2 478.7011 1,433.08 1,431.75 3 2.339 232.9 831 842 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% WSRPQAPITGYR R I 95.00% 26.5 38.5 3.68 2 478.0262 1,431.06 1,431.75 3 0.3148 219.8 831 842 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% WSRPQAPITGYR R I 95.00% 36.8 38.5 1.62 2 478.0106 1,431.01 1,431.75 3 0.268 187.1 831 842 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YEVSVYALK K D 95.00% 31.3 39.6 3.35 2 536.3495 1,070.68 1,071.57 2 0.1197 111.7 1788 1796 TRUE
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LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YQcYcYGR R G 95.00% 26.5 39.1 1.82 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 585.6836 1,169.35 1,169.45 2 0.9097 -79.5 585 592 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YQcYcYGR R G 95.00% 38 38.9 3.51 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 585.2711 1,168.53 1,169.45 2 0.08464 72.37 585 592 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YSFcTDHTVLVQTR K G 95.00% 39.7 37.6 1.64 2 c4: Carbamidomethyl (+57.02) 576.3888 1,726.14 1,726.82 3 0.3301 191.1 398 411 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YSFcTDHTVLVQTR K G 95.00% 40.5 37.6 1.27 2 c4: Carbamidomethyl (+57.02) 576.3294 1,725.97 1,726.82 3 0.1517 87.84 398 411 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YSFcTDHTVLVQTR K G 95.00% 41.2 37.6 1.28 2 c4: Carbamidomethyl (+57.02) 576.3689 1,726.09 1,726.82 3 0.2704 156.6 398 411 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YSFcTDHTVLVQTR K G 95.00% 52.8 37.6 1.92 2 c4: Carbamidomethyl (+57.02) 576.3502 1,726.03 1,726.82 3 0.2142 124 398 411 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YSFcTDHTVLVQTR K G 95.00% 60 37.6 3.05 2 c4: Carbamidomethyl (+57.02) 576.3869 1,726.14 1,726.82 3 0.3244 187.8 398 411 TRUE

LX-2 Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 36 42 141 24.10% YSFcTDHTVLVQTR K G 95.00% 61 37.5 0 2 c4: Carbamidomethyl (+57.02) 576.6647 1,726.97 1,726.82 3 1.158 89.71 398 411 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% GHAVGDIPGVR K F 95.00% 27 39.6 1.77 2 539.3603 1,076.71 1,077.58 2 0.1331 123.5 109 119 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% GHAVGDIPGVR K F 95.00% 33.5 39.6 0.886 2 539.3133 1,076.61 1,077.58 2 0.03913 36.31 109 119 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 29 39.2 1.27 2 595.2973 1,188.58 1,190.71 2 -1.127 -104.4 125 135 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 47 39.3 2.59 2 595.8821 1,189.75 1,190.71 2 0.04256 35.74 125 135 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 55.9 39.3 1.24 2 595.9159 1,189.82 1,190.71 2 0.1101 92.48 125 135 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 58.8 39.2 1.03 2 596.4603 1,190.91 1,190.71 2 1.199 164.6 125 135 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 77.4 39.3 4.07 2 595.9015 1,189.79 1,190.71 2 0.08143 68.38 125 135 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 78.6 39.2 2.24 2 596.3965 1,190.78 1,190.71 2 1.071 57.64 125 135 TRUE

LX-2 Repeat 3 RPS23 40S ribosomal protein S23 IPI00218606,IPI00739952 15,789.70 99.80% 2 2 9 15.40% VANVSLLALYK K G 95.00% 78.9 39.3 1.82 2 595.8771 1,189.74 1,190.71 2 0.03255 27.34 125 135 TRUE

LX-2 Repeat 3 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 99.70% 2 2 2 3.64% AGLELGAEPETIVNSGLISPEGLAIDHIR R R 93.80% 0 0 2.74 2 991.9445 2,972.81 2,971.57 3 2.245 80.52 1169 1197 TRUE

LX-2 Repeat 3 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 99.70% 2 2 2 3.64% GNLYWTDWNR R E 95.00% 33.3 38.5 1.64 2 662.8203 1,323.63 1,324.61 2 0.02633 19.87 1241 1250 FALSE IPI00026944,IPI00384542

LX-2 Repeat 3 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 99.70% 2 2 2 3.64% VLFYTDLVNPR K A 95.00% 45.9 38.6 2.51 2 669.3236 1,336.63 1,336.73 2 0.9139 -66.41 1222 1232 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% FFEVILIDPFHK K A 95.00% 24.7 38.1 1.06 2 502.7135 1,505.12 1,504.82 3 1.306 201.3 129 140 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% FFEVILIDPFHK K A 95.00% 32.3 38.2 1.64 2 502.3086 1,503.90 1,504.82 3 0.09111 60.54 129 140 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% FFEVILIDPFHK K A 95.00% 38.6 38.1 1.8 2 502.6802 1,505.02 1,504.82 3 1.206 134.9 129 140 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% FFEVILIDPFHK K A 95.00% 52.8 38.1 1.15 2 502.6502 1,504.93 1,504.82 3 1.116 75.18 129 140 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% FFEVILIDPFHK K A 95.00% 53.2 38.2 1.55 2 502.3535 1,504.04 1,504.82 3 0.226 150.1 129 140 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% SLQSVAEER R A 95.00% 51.5 39.8 0 2 510.3423 1,018.67 1,018.52 2 1.161 155.1 97 105 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% SLQSVAEER R A 95.00% 56.9 39.9 0 2 509.8464 1,017.68 1,018.52 2 0.1691 166 97 105 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% SLQSVAEER R A 95.00% 63.9 39.9 0 2 509.8364 1,017.66 1,018.52 2 0.1492 146.5 97 105 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% YIQELWR K K 95.00% 41.7 39.3 0 2 504.3282 1,006.64 1,007.53 2 0.1182 117.3 6 12 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% YIQELWR K K 95.00% 43.9 39.3 0 2 504.3317 1,006.65 1,007.53 2 0.1252 124.2 6 12 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% YIQELWR K K 95.00% 46.5 39.3 0 2 504.3223 1,006.63 1,007.53 2 0.1063 105.5 6 12 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% YIQELWR K K 95.00% 54.8 39.3 0 2 504.319 1,006.62 1,007.53 2 0.09983 99.07 6 12 TRUE

LX-2 Repeat 3 RPL15 60S ribosomal protein L15 IPI00470528,IPI00550032 24,128.50 100.00% 3 3 13 13.70% YIQELWR K K 95.00% 56.3 39.3 0 2 504.296 1,006.58 1,007.53 2 0.05376 53.35 6 12 TRUE

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 45.5 38.5 3.6 2 669.9903 1,337.97 1,337.86 2 1.118 85.74 59 70 TRUE

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 46.2 38.6 2.21 2 669.4484 1,336.88 1,337.86 2 0.03378 25.25 59 70 TRUE

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 48.6 38.6 3.85 2 669.4845 1,336.95 1,337.86 2 0.106 79.2 59 70 TRUE

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% AIIIFVPVPQLK K S 95.00% 51 38.6 1.74 2 669.4171 1,336.82 1,337.86 2 -0.02879 -21.52 59 70 TRUE

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% HVVFIAQR K R 95.00% 28.1 38.8 1.08 2 485.333 968.6514 969.5628 2 0.09585 98.85 91 98 TRUE

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% HVVFIAQR K R 95.00% 33.9 38.8 0.796 2 485.3688 968.7231 969.5628 2 0.1675 172.8 91 98 TRUE

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% TLTAVHDAILEDLVFPSEIVGK R R 95.00% 48.3 36.1 3.36 2 790.1523 2,367.44 2,367.28 3 1.162 67.05 121 142 TRUE

LX-2 Repeat 3 RPS7 40S ribosomal protein S7 IPI00013415 22,109.50 100.00% 3 3 8 21.60% TLTAVHDAILEDLVFPSEIVGK R R 95.00% 54.1 36 1.92 2 789.8511 2,366.53 2,367.28 3 0.2578 108.9 121 142 TRUE

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 8 12.90% VLEQLTGQTPVFSK K A 95.00% 33.4 38.1 1.4 2 774.5371 1,547.06 1,546.85 2 1.219 139.8 39 52 TRUE

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 8 12.90% VLEQLTGQTPVFSK K A 95.00% 46.3 38.1 1.07 2 774.4803 1,546.95 1,546.85 2 1.106 66.41 39 52 TRUE

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 8 12.90% VLEQLTGQTPVFSK K A 95.00% 51 38.1 3.77 2 774.0613 1,546.11 1,546.85 2 0.2675 172.9 39 52 TRUE

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 8 12.90% VLEQLTGQTPVFSK K A 95.00% 65.5 38.1 2.85 2 773.9596 1,545.90 1,546.85 2 0.0641 41.44 39 52 TRUE

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 8 12.90% YDGIILPGK K - 95.00% 25.1 40.1 2.15 2 488.3169 974.6193 975.5512 2 0.07536 77.24 170 178 TRUE

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 8 12.90% YDGIILPGK K - 95.00% 35.5 40.1 3.8 2 488.3695 974.7244 975.5512 2 0.1804 184.9 170 178 TRUE

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 8 12.90% YDGIILPGK K - 95.00% 40.4 40.1 3.07 2 488.3769 974.7393 975.5512 2 0.1954 200.2 170 178 TRUE

LX-2 Repeat 3 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 8 12.90% YDGIILPGK K - 95.00% 57.4 40.1 4.16 2 488.8212 975.6278 975.5512 2 1.084 83.03 170 178 TRUE

LX-2 Repeat 3 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 3 3 3 7.87% FRcEDGETFSK R N 95.00% 43.9 38.7 2.09 2 c3: Carbamidomethyl (+57.02) 459.2822 1,374.82 1,375.59 3 0.2373 172.5 335 345 TRUE

LX-2 Repeat 3 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 3 3 3 7.87% ILYNPLQGQK R C 95.00% 48.6 39.3 0 2 587.375 1,172.74 1,173.66 2 0.07988 68.05 219 228 TRUE

LX-2 Repeat 3 CYR61 Protein CYR61 precursor IPI00299219 42,008.00 100.00% 3 3 3 7.87% NVMMIQScK K C 90.70% 35.9 38.8 0 2 c8: Carbamidomethyl (+57.02) 555.8229 1,109.63 1,110.51 2 0.1279 115.2 346 354 TRUE

LX-2 Repeat 3 BCAP31 B-cell receptor-associated protein 31 IPI00218200 34,735.10 99.80% 2 2 2 7.67% AENQVLAMR K K 95.00% 54.1 39.8 0.921 2 516.3274 1,030.64 1,031.53 2 0.1173 113.7 272 280 TRUE

LX-2 Repeat 3 BCAP31 B-cell receptor-associated protein 31 IPI00218200 34,735.10 99.80% 2 2 2 7.67% LDVGNAEVKLEEENR K S 95.00% 27 37.9 1.35 2 572.3629 1,714.07 1,714.86 3 0.2135 124.5 235 249 TRUE

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% ALTVPELTQQMFDAR R N 95.00% 17.7 37.8 1.02 2 861.1378 1,720.26 1,719.87 2 1.395 227.7 246 260 TRUE

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% EIVHIQAGQcGNQIGTK R F 95.00% 43.5 37.4 0.921 2 c10: Carbamidomethyl (+57.02) 618.6614 1,852.96 1,852.93 3 1.036 17.89 3 19 FALSE IPI00646779

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 40.9 39.3 2.24 2 565.8547 1,129.69 1,130.60 2 0.1067 94.38 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 47.2 39.3 2.49 2 565.8978 1,129.78 1,130.60 2 0.1928 170.5 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 49.5 39.3 2.03 2 566.3828 1,130.75 1,130.60 2 1.163 141.6 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 53.5 39.3 1.85 2 566.2803 1,130.55 1,130.60 2 0.9578 -39.68 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 54.8 39.3 0 2 565.8835 1,129.75 1,130.60 2 0.1642 145.3 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 56.6 39.3 1.68 2 565.8743 1,129.73 1,130.60 2 0.146 129.1 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 56.9 39.3 2.64 2 565.8158 1,129.62 1,130.60 2 0.02883 25.5 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 58.1 39.3 3.17 2 565.8368 1,129.66 1,130.60 2 0.07092 62.72 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 59.9 39.3 2.66 2 565.8219 1,129.63 1,130.60 2 0.04116 36.41 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 59.9 39.3 0.824 2 565.8719 1,129.73 1,130.60 2 0.1411 124.8 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 60.7 39.3 3.28 2 565.8526 1,129.69 1,130.60 2 0.1026 90.7 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 65.1 39.3 0 2 566.388 1,130.76 1,130.60 2 1.173 150.7 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 68.7 39.3 3.01 2 565.8331 1,129.65 1,130.60 2 0.06345 56.12 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 69.7 39.3 1.54 2 565.8603 1,129.71 1,130.60 2 0.1178 104.2 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 70.1 39.3 2.89 2 565.8265 1,129.64 1,130.60 2 0.05021 44.41 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 70.3 39.3 3.85 2 566.348 1,130.68 1,130.60 2 1.093 80.04 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 72.8 39.3 3.18 2 565.7703 1,129.53 1,130.60 2 -0.06217 -54.99 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 73.3 39.3 3.17 2 565.836 1,129.66 1,130.60 2 0.06932 61.31 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 79.7 39.3 3.35 2 565.8299 1,129.65 1,130.60 2 0.05711 50.51 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FPGQLNADLR R K 95.00% 80 39.3 2.38 2 565.8788 1,129.74 1,130.60 2 0.155 137 205 214 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% FWEVISDEHGIDPAGGYVGDSALQLER K I 95.00% 49 34.7 0 2 987.8702 2,960.59 2,960.41 3 1.19 63.08 20 46 TRUE

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% GHYTEGAELVDAVLDVVR K K 95.00% 76.6 37 3.05 2 648.3088 1,941.90 1,942.99 3 -0.07534 -38.77 67 84 TRUE

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% IMNTFSVMPSPK R V 95.00% 62.7 38.6 1.6 2 676.4021 1,350.79 1,351.67 2 0.122 90.22 126 137 TRUE

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 28.9 39.5 2.36 2 572.8563 1,143.70 1,143.63 2 1.071 59.58 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 34.7 39.5 2.01 2 572.3498 1,142.69 1,143.63 2 0.05799 50.71 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 36.1 39.5 0.921 2 572.3899 1,142.77 1,143.63 2 0.1381 120.8 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 36.7 39.5 2.23 2 572.3598 1,142.71 1,143.63 2 0.07798 68.18 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 40.7 39.5 0 2 572.3569 1,142.70 1,143.63 2 0.07212 63.06 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 41.3 39.5 1.96 2 572.3651 1,142.72 1,143.63 2 0.08864 77.5 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 42.3 39.4 2.12 2 m5: Oxidation (+15.99) 580.369 1,158.72 1,159.63 2 0.1014 87.41 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 42.8 39.4 1.68 2 m5: Oxidation (+15.99) 580.3723 1,158.73 1,159.63 2 0.1081 93.19 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 43 39.4 2.7 2 m5: Oxidation (+15.99) 580.4008 1,158.79 1,159.63 2 0.1651 142.3 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 45.6 39.5 3.52 2 572.3576 1,142.70 1,143.63 2 0.07362 64.37 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 45.7 39.5 1.92 2 572.375 1,142.74 1,143.63 2 0.1083 94.72 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 46.2 39.5 1.96 2 572.3403 1,142.67 1,143.63 2 0.03893 34.04 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 46.3 39.5 2.6 2 572.3649 1,142.72 1,143.63 2 0.08823 77.15 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 47.7 39.5 3.77 2 572.3431 1,142.67 1,143.63 2 0.04464 39.03 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 47.7 39.4 3 2 m5: Oxidation (+15.99) 580.3526 1,158.69 1,159.63 2 0.06863 59.18 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 48 39.5 2.92 2 572.382 1,142.75 1,143.63 2 0.1223 106.9 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 48 39.5 2.38 2 572.3571 1,142.70 1,143.63 2 0.07268 63.55 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 49.8 39.5 1.66 2 572.8769 1,143.74 1,143.63 2 1.112 95.68 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 50.6 39.4 2.07 2 m5: Oxidation (+15.99) 580.3553 1,158.70 1,159.63 2 0.07401 63.82 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 51.7 39.4 2.35 2 m5: Oxidation (+15.99) 580.36 1,158.71 1,159.63 2 0.08351 72.01 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 51.9 39.5 1.96 2 572.3539 1,142.69 1,143.63 2 0.0662 57.88 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 53.2 39.5 1.85 2 572.3322 1,142.65 1,143.63 2 0.02281 19.94 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 53.3 39.5 1.57 2 572.3723 1,142.73 1,143.63 2 0.103 90.07 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 53.9 39.4 2.55 2 m5: Oxidation (+15.99) 580.3814 1,158.75 1,159.63 2 0.1262 108.8 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNMVPFPR K L 95.00% 58.7 39.5 3.12 2 572.3465 1,142.68 1,143.63 2 0.05143 44.97 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 60 39.3 2.3 2 m5: Oxidation (+15.99) 580.911 1,159.81 1,159.63 2 1.186 157.5 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LAVNmVPFPR K L 95.00% 65.8 39.4 1.96 2 m5: Oxidation (+15.99) 580.3703 1,158.73 1,159.63 2 0.104 89.69 216 225 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFmPGFAPLTSR R G 92.80% 35.5 37.8 0 2 m5: Oxidation (+15.99) 546.3602 1,636.06 1,636.83 3 0.2354 143.8 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 13.6 38 1.19 2 540.9855 1,619.93 1,620.84 3 0.1064 65.61 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 33.7 38 3.01 2 810.9603 1,619.91 1,620.84 2 0.07763 47.89 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 35.3 38 2 2 540.9959 1,619.97 1,620.84 3 0.1375 84.82 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 37.7 38 3.82 2 541.0258 1,620.06 1,620.84 3 0.2273 140.2 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 44.4 38 3.36 2 810.9303 1,619.85 1,620.84 2 0.01763 10.88 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 45 38 1.46 2 541.0077 1,620.00 1,620.84 3 0.1729 106.6 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 45.1 38 3.28 2 540.9707 1,619.89 1,620.84 3 0.06185 38.16 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 45.9 37.8 4.18 2 541.3243 1,620.95 1,620.84 3 1.123 74.01 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 50.2 38 3.96 2 540.9902 1,619.95 1,620.84 3 0.1204 74.25 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 52.3 38 3.48 2 810.9528 1,619.89 1,620.84 2 0.06263 38.64 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 53.2 38 1.64 2 540.9998 1,619.98 1,620.84 3 0.1492 92.01 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 55.8 37.8 2.06 2 541.311 1,620.91 1,620.84 3 1.083 49.28 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 57.4 37.8 2.96 2 541.3229 1,620.95 1,620.84 3 1.119 71.4 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 59.8 38 4.68 2 540.9602 1,619.86 1,620.84 3 0.03035 18.73 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFmPGFAPLTSR R G 95.00% 61.5 37.8 2.04 2 m5: Oxidation (+15.99) 546.3545 1,636.04 1,636.83 3 0.2183 133.3 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 62.7 38 3.52 2 541.0232 1,620.05 1,620.84 3 0.2194 135.3 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 65.1 37.8 1.01 2 541.3541 1,621.04 1,620.84 3 1.212 129 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LHFFMPGFAPLTSR R G 95.00% 73.1 37.8 3.08 2 541.3802 1,621.12 1,620.84 3 1.29 177.3 226 239 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% LTTPTYGDLNHLVSATMSGVTTSLR K F 95.00% 36.7 35.5 0 2 879.5718 2,635.69 2,635.34 3 1.361 135.8 180 204 FALSE IPI00646779

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% MASTFIGNSTAIQELFK K R 95.00% 52.2 37.6 5.04 2 929.5634 1,857.11 1,857.94 2 0.1779 95.73 326 342 TRUE

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NMMAAcDPR R H 95.00% 25.1 39.2 1.37 2 c6: Carbamidomethyl (+57.02) 533.2956 1,064.58 1,065.43 2 0.1565 146.9 261 269 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NMMAAcDPR R H 95.00% 42.5 39.2 2.04 2 c6: Carbamidomethyl (+57.02) 533.3135 1,064.61 1,065.43 2 0.1922 180.4 261 269 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NMMAAcDPR R H 95.00% 45.3 39.2 0 2 c6: Carbamidomethyl (+57.02) 533.2803 1,064.55 1,065.43 2 0.1258 118 261 269 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 92.00% 17.6 37.7 0.854 2 849.5236 1,697.03 1,696.83 2 1.207 120.4 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 27.3 37.7 1.24 2 849.5367 1,697.06 1,696.83 2 1.233 135.8 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 29.6 37.6 1.72 2 849.0043 1,695.99 1,696.83 2 0.1684 99.25 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 32.5 37.6 3.66 2 849.0153 1,696.02 1,696.83 2 0.1904 112.2 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 36.5 37.6 2.96 2 849.0443 1,696.07 1,696.83 2 0.2486 146.5 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 37.1 37.7 1.74 2 849.4944 1,696.97 1,696.83 2 1.149 85.95 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 37.1 37.6 3.04 2 849.0423 1,696.07 1,696.83 2 0.2444 144 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 37.4 37.6 2.08 2 848.9785 1,695.94 1,696.83 2 0.1168 68.82 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 38.5 37.6 0 2 849.0303 1,696.05 1,696.83 2 0.2204 129.9 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 40.6 37.6 2.68 2 849.0136 1,696.01 1,696.83 2 0.1871 110.2 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 40.9 37.6 2.37 2 849.0237 1,696.03 1,696.83 2 0.2073 122.2 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 41.2 37.6 1.77 2 849.0257 1,696.04 1,696.83 2 0.2113 124.5 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% NSSYFVEWIPNNVK K V 95.00% 45.2 37.6 3.18 2 849.0021 1,695.99 1,696.83 2 0.1642 96.75 300 313 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% VAVcDIPPR K G 91.10% 36.3 39 0 2 c4: Carbamidomethyl (+57.02) 514.2464 1,026.48 1,026.54 2 0.9454 -55.81 314 322 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% VAVcDIPPR K G 95.00% 71.6 38.9 2.19 2 c4: Carbamidomethyl (+57.02) 513.8359 1,025.66 1,026.54 2 0.1243 121.1 314 322 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% YLTVATVFR R G 95.00% 42.6 39.1 1.09 2 535.8875 1,069.76 1,069.60 2 1.164 150.4 273 281 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% YLTVATVFR R G 95.00% 44 39 0 2 535.3086 1,068.60 1,069.60 2 0.005893 5.51 273 281 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% YLTVATVFR R G 95.00% 44.6 39.1 1 2 535.8465 1,069.68 1,069.60 2 1.082 73.78 273 281 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% YLTVATVFR R G 95.00% 49.6 39 1.59 2 535.3597 1,068.70 1,069.60 2 0.1082 101.1 273 281 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 46 kDa protein IPI00641706 45,746.40 99.80% 2 2 2 46.70% YLTVATVFR R G 95.00% 53.5 39 0.796 2 535.3549 1,068.70 1,069.60 2 0.09846 92.04 273 281 FALSE IPI00013683

LX-2 Repeat 3 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 3 5.31% FSMGFIDSIIAK R Y 95.00% 55 38.7 3.38 2 664.9203 1,327.83 1,328.69 2 0.1412 106.3 311 322 TRUE

LX-2 Repeat 3 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 3 5.31% IANPDQLLTQDVEK R F 95.00% 44.7 38 4.21 2 792.4536 1,582.89 1,583.83 2 0.07209 45.52 182 195 TRUE

LX-2 Repeat 3 ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75,461.20 100.00% 3 3 3 5.31% ITELMQVLK R D 95.00% 70.2 39.8 0 2 537.8661 1,073.72 1,074.62 2 0.102 94.9 391 399 TRUE

LX-2 Repeat 3 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 99.80% 2 2 2 11.70% GDTcQSDVDEcSAR R R 95.00% 72.6 38 3.68 2 c4: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 800.4073 1,598.80 1,599.60 2 0.2062 128.9 131 144 TRUE

LX-2 Repeat 3 EGFL7 EGF-like domain-containing protein 7 precursor IPI00383960 29,598.80 99.80% 2 2 2 11.70% VAPNPTGVDSAMKEEVQR R L 95.00% 55.4 37.2 3.28 2 643.6336 1,927.88 1,927.95 3 0.9319 -36.71 185 202 TRUE

LX-2 Repeat 3 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 99.90% 2 2 3 8.59% LPPLPLTLALGAFLNHR K K 95.00% 63.1 37.4 4.43 2 615.3842 1,843.13 1,843.10 3 1.042 21.54 332 348 TRUE

LX-2 Repeat 3 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 99.90% 2 2 3 8.59% LPPLPLTLALGAFLNHR K K 95.00% 81.2 37.4 6.47 2 615.4145 1,843.22 1,843.10 3 1.133 70.8 332 348 TRUE

LX-2 Repeat 3 TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 37,875.10 99.90% 2 2 3 8.59% RPGEEGTVMSLAGK R Y 95.00% 65.8 38.5 6.54 2 716.3332 1,430.65 1,431.73 2 -0.06709 -46.86 240 253 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% AAYFGIYDTAK R G 95.00% 45.9 39.1 2.24 2 610.3331 1,218.65 1,219.60 2 0.05954 48.82 189 199 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% AAYFGIYDTAK R G 95.00% 46.1 39.1 1.8 2 610.3674 1,218.72 1,219.60 2 0.1281 105 189 199 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% AAYFGIYDTAK R G 95.00% 58.3 39.1 2.74 2 610.3282 1,218.64 1,219.60 2 0.04962 40.68 189 199 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% DFLAGGVAAAISK K T 95.00% 39 39.1 0 2 609.8853 1,217.76 1,219.67 2 -0.905 80.21 11 23 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% DFLAGGVAAAISK K T 95.00% 40 39.1 0.854 2 610.3238 1,218.63 1,219.67 2 -0.02791 -22.89 11 23 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% DFLAGGVAAAISK K T 95.00% 45.3 39 0.886 2 610.8865 1,219.76 1,219.67 2 1.098 77.65 11 23 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% DFLAGGVAAAISK K T 95.00% 52.1 39.1 3.01 2 610.3798 1,218.75 1,219.67 2 0.0841 68.95 11 23 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% DFLAGGVAAAISK K T 95.00% 55.5 39.1 2.36 2 610.4463 1,218.88 1,219.67 2 0.2171 177.9 11 23 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% DFLAGGVAAAISK K T 95.00% 69.7 39.1 2.64 2 610.3872 1,218.76 1,219.67 2 0.09894 81.11 11 23 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 92.90% 37.8 39.5 0 2 561.3458 1,120.68 1,121.57 2 0.1104 98.45 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 31.2 39.5 1.92 2 561.3303 1,120.65 1,121.57 2 0.07943 70.81 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 31.5 39.5 2.08 2 561.3532 1,120.69 1,121.57 2 0.1253 111.7 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 31.8 39.5 1.19 2 561.3303 1,120.65 1,121.57 2 0.07943 70.81 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 32.9 39.5 2.36 2 561.3666 1,120.72 1,121.57 2 0.1521 135.6 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 34.2 39.2 2.48 2 561.815 1,121.62 1,121.57 2 1.049 41.13 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 35.9 39.5 0.921 2 561.3328 1,120.65 1,121.57 2 0.08443 75.27 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 37.5 39.5 1.41 2 561.3914 1,120.77 1,121.57 2 0.2017 179.8 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 39.8 39.5 1.3 2 561.3735 1,120.73 1,121.57 2 0.1658 147.8 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 42.3 39.5 0.921 2 561.3695 1,120.72 1,121.57 2 0.1579 140.8 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 42.6 39.5 0 2 561.3822 1,120.75 1,121.57 2 0.1832 163.4 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 44.8 39.2 2.43 2 561.8133 1,121.61 1,121.57 2 1.045 38.03 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 45.3 39.5 0 2 561.3322 1,120.65 1,121.57 2 0.08327 74.24 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% EQGVLSFWR K G 95.00% 55.3 39.5 0.796 2 561.3877 1,120.76 1,121.57 2 0.1943 173.2 64 72 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% GmGGAFVLVLYDEIKK R Y 95.00% 30.2 37.6 1.51 2 m2: Oxidation (+15.99) 586.1147 1,755.32 1,755.94 3 0.3943 224.5 281 296 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% GmGGAFVLVLYDEIKK R Y 95.00% 51.3 37.5 0 2 m2: Oxidation (+15.99) 586.3742 1,756.10 1,755.94 3 1.173 96.75 281 296 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% GmGGAFVLVLYDEIKK R Y 95.00% 54.6 37.7 1.08 2 m2: Oxidation (+15.99) 586.0759 1,755.21 1,755.94 3 0.2779 158.2 281 296 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% KGTDIMYTGTLDcWR R K 95.00% 54.1 37.5 1.34 2 c13: Carbamidomethyl (+57.02) 606.3052 1,815.89 1,816.84 3 0.065 35.77 245 259 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% QIFLGGVDK K R 94.30% 39.3 40.1 0 2 488.8325 975.6504 976.5464 2 0.1113 113.9 97 105 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% QIFLGGVDK K R 95.00% 41.2 40.1 0 2 488.8531 975.6917 976.5464 2 0.1525 156.2 97 105 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% YFPTQALNFAFK R D 95.00% 43.8 38.5 3.08 2 724.4703 1,446.93 1,446.74 2 1.192 130.5 81 92 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% YFPTQALNFAFK R D 95.00% 45.5 38.5 1.42 2 724.4181 1,446.82 1,446.74 2 1.087 58.4 81 92 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% YFPTQALNFAFK R D 95.00% 46.3 38.5 2.89 2 723.8703 1,445.73 1,446.74 2 -0.008373 -5.788 81 92 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% YFPTQALNFAFK R D 95.00% 51 38.5 1.89 2 723.9191 1,445.82 1,446.74 2 0.08924 61.68 81 92 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% YFPTQALNFAFK R D 95.00% 54 38.5 3.07 2 723.9657 1,445.92 1,446.74 2 0.1826 126.2 81 92 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% YFPTQALNFAFK R D 95.00% 59.1 38.5 2.72 2 723.879 1,445.74 1,446.74 2 0.009127 6.309 81 92 TRUE

LX-2 Repeat 3 SLC25A5 ADP/ATP translocase 2 IPI00007188 32,878.50 100.00% 7 7 36 28.50% YFPTQALNFAFK R D 95.00% 60.3 38.5 1.74 2 724.4138 1,446.81 1,446.74 2 1.079 52.46 81 92 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% ATcAPQHGAPGPGPADASK K V 95.00% 41.8 37.4 4.66 2 c3: Carbamidomethyl (+57.02) 597.3535 1,789.04 1,789.83 3 0.2171 121.3 2541 2559 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% IANLQTDLSDGLR R L 95.00% 66.9 38.5 6.18 2 708.9168 1,415.82 1,415.75 2 1.077 52.51 64 76 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% IQQNTFTR K W 95.00% 40.6 39.3 0 2 504.3008 1,006.59 1,007.53 2 0.06738 66.87 44 51 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% IQQNTFTR K W 95.00% 42.5 39.3 0 2 504.3287 1,006.64 1,007.53 2 0.1233 122.3 44 51 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% IQQNTFTR K W 95.00% 56.9 39.3 0.824 2 504.3513 1,006.69 1,007.53 2 0.1684 167.1 44 51 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LIALLEVLSQK R K 95.00% 36.4 38.6 1 2 613.8936 1,225.77 1,226.77 2 0.007893 6.434 77 87 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LIALLEVLSQK R K 95.00% 46.2 39 0 2 614.3703 1,226.73 1,226.77 2 0.9612 -33.8 77 87 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LIALLEVLSQK R K 95.00% 46.6 38.6 0 2 613.9265 1,225.84 1,226.77 2 0.07373 60.09 77 87 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LIALLEVLSQK R K 95.00% 58.9 39 2.06 2 614.4295 1,226.84 1,226.77 2 1.08 62.63 77 87 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LIALLEVLSQK R K 95.00% 60.9 38.6 3.25 2 613.9617 1,225.91 1,226.77 2 0.1441 117.5 77 87 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LIALLEVLSQK R K 95.00% 62.6 39 1.18 2 614.3488 1,226.68 1,226.77 2 0.9184 -68.71 77 87 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LIALLEVLSQK R K 95.00% 62.4 38.6 1.89 2 613.9269 1,225.84 1,226.77 2 0.07456 60.77 77 87 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LLGWIQNK R L 95.00% 26.9 39.4 1.24 2 486.3548 970.6951 971.5674 2 0.1349 138.8 172 179 TRUE

LX-2 Repeat 3 FLNA Filamin-A IPI00302592,IPI00333541,IPI00644576 280,711.40 100.00% 6 6 14 2.64% LPQLPITNFSR K D 95.00% 60.3 38.7 0.886 2 643.4427 1,284.87 1,285.73 2 0.1516 117.9 180 190 TRUE

LX-2 Repeat 3 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 4 4 5 16.10% DSTLIMQLLR K D 95.00% 41.1 39.2 0 2 595.361 1,188.71 1,189.66 2 0.05356 45.02 216 225 TRUE

LX-2 Repeat 3 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 4 4 5 16.10% EAAENSLVAYK K A 95.00% 61.3 38.8 1.62 2 597.8274 1,193.64 1,194.60 2 0.04751 39.77 143 153 TRUE

LX-2 Repeat 3 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 4 4 5 16.10% EAAENSLVAYK K A 95.00% 65.3 38.8 0 2 597.8103 1,193.61 1,194.60 2 0.01323 11.07 143 153 TRUE

LX-2 Repeat 3 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 4 4 5 16.10% LIccDILDVLDK K H 95.00% 41.5 38.6 1.92 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 738.9603 1,475.91 1,476.74 2 0.1692 114.6 95 106 TRUE

LX-2 Repeat 3 YWHAE 14-3-3 protein epsilon IPI00000816 29,157.00 100.00% 4 4 5 16.10% NLLSVAYK R N 94.70% 39.2 39.7 0 2 454.296 906.5773 907.5247 2 0.05988 65.98 43 50 TRUE

LX-2 Repeat 3 PHGDH D-3-phosphoglycerate dehydrogenase IPI00011200,IPI00642548 56,632.60 99.80% 2 2 2 4.88% AGTGVDNVDLEAATR R K 95.00% 29.2 38.2 1.1 2 744.8703 1,487.73 1,488.73 2 0.004227 2.839 76 90 TRUE

LX-2 Repeat 3 PHGDH D-3-phosphoglycerate dehydrogenase IPI00011200,IPI00642548 56,632.60 99.80% 2 2 2 4.88% GGIVDEGALLR R A 95.00% 49.5 39.2 1.57 2 550.3541 1,098.69 1,099.61 2 0.09017 81.99 237 247 TRUE

LX-2 Repeat 3 RPS5 40S ribosomal protein S5 IPI00008433 22,859.00 99.80% 2 3 4 13.70% TIAEcLADELINAAK K G 95.00% 48.7 38.1 3.12 2 c5: Carbamidomethyl (+57.02) 816.5317 1,631.05 1,631.83 2 0.225 137.9 168 182 TRUE

LX-2 Repeat 3 RPS5 40S ribosomal protein S5 IPI00008433 22,859.00 99.80% 2 3 4 13.70% TIAEcLADELINAAK K G 95.00% 48.9 38.1 1.6 2 c5: Carbamidomethyl (+57.02) 544.9452 1,631.81 1,631.83 3 0.9899 -7.858 168 182 TRUE

LX-2 Repeat 3 RPS5 40S ribosomal protein S5 IPI00008433 22,859.00 99.80% 2 3 4 13.70% VNQAIWLLcTGAR R E 95.00% 39.6 38.4 0 2 c9: Carbamidomethyl (+57.02) 751.9434 1,501.87 1,501.79 2 1.085 54.69 147 159 TRUE

LX-2 Repeat 3 RPS5 40S ribosomal protein S5 IPI00008433 22,859.00 99.80% 2 3 4 13.70% VNQAIWLLcTGAR R E 95.00% 42.2 38.4 1 2 c9: Carbamidomethyl (+57.02) 751.4653 1,500.92 1,501.79 2 0.1288 85.74 147 159 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AATHYTITIR K G 95.00% 47.8 39.2 0 2 573.9007 1,145.79 1,146.63 2 0.1675 146.1 1227 1236 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AATHYTITIR K G 95.00% 50.3 39.2 1.85 2 573.8935 1,145.77 1,146.63 2 0.1531 133.5 1227 1236 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AATPYTVSIYGVIQGYR K T 90.20% 34.4 37.5 0 2 930.6246 1,859.23 1,858.97 2 1.272 144.8 1136 1152 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AATPYTVSIYGVIQGYR K T 95.00% 40.5 37.5 0.921 2 930.0963 1,858.18 1,858.97 2 0.2154 115.9 1136 1152 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AATPYTVSIYGVIQGYR K T 95.00% 42.2 37.5 0 2 620.423 1,858.25 1,858.97 3 0.2847 153.1 1136 1152 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AATPYTVSIYGVIQGYR K T 95.00% 76.6 37.5 1.96 2 930.0903 1,858.17 1,858.97 2 0.2034 109.4 1136 1152 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AcGcAAAPDVK R E 95.00% 45.4 39.6 2.52 2 c2: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 560.2938 1,118.57 1,119.49 2 0.08802 78.62 110 120 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AcGcAAAPDVK R E 95.00% 67.6 39.6 2.42 2 c2: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 560.2928 1,118.57 1,119.49 2 0.08611 76.91 110 120 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AEIVTEAEPEVDNLLVSDATPDGFR R L 95.00% 39.8 35.3 0.921 2 896.8735 2,687.60 2,687.30 3 1.301 111 1613 1637 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% APTAQVESFR R I 95.00% 25.9 39.6 1.01 2 553.3205 1,104.63 1,105.56 2 0.07005 63.35 1732 1741 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ASTEQAPELENLTVTEVGWDGLR K L 95.00% 40.4 35.5 1 2 839.5233 2,515.55 2,515.23 3 1.324 127.7 1069 1091 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ASTEQAPELENLTVTEVGWDGLR K L 95.00% 53.9 35.5 2.7 2 839.4602 2,515.36 2,515.23 3 1.135 52.43 1069 1091 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ASTEQAPELENLTVTEVGWDGLR K L 95.00% 56.7 35.6 2.74 2 1,258.23 2,514.45 2,515.23 2 0.2219 88.23 1069 1091 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ASTEQAPELENLTVTEVGWDGLR K L 95.00% 67.8 35.5 1.25 2 839.2162 2,514.63 2,515.23 3 0.4027 160.1 1069 1091 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ASVTGYLLVYESVDGTVK R E 95.00% 33.6 37.3 2.52 2 951.5751 1,901.14 1,900.99 2 1.153 78.75 1912 1929 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AVDIPGLEAATPYR R V 95.00% 41.3 38.4 1.8 2 736.9379 1,471.86 1,472.77 2 0.09402 63.84 1401 1414 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AVDIPGLEAATPYR R V 95.00% 41.9 38.4 3.32 2 736.9453 1,471.88 1,472.77 2 0.1087 73.82 1401 1414 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AYAAGFGDR K R 95.00% 55.4 39.1 3.89 2 464.2924 926.5702 927.4319 2 0.1455 156.9 2042 2050 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% AYAAGFGDR K R 95.00% 56.9 39.1 2.41 2 464.2793 926.544 927.4319 2 0.1193 128.6 2042 2050 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% DHGETAFAVYDKFSVGDAK R T 95.00% 42 36.7 0 2 686.3673 2,056.08 2,056.96 3 0.1262 61.34 2078 2096 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EATEYEIELYGISK R G 95.00% 67 37.9 3.08 2 822.972 1,643.93 1,644.80 2 0.1363 82.86 1682 1695 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EDKESNPATINAATELDTPK K D 95.00% 76.8 36.6 0 2 715.4007 2,143.18 2,144.04 3 0.1519 70.86 970 989 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EEFWLGLDNLNK R I 95.00% 48.6 38.5 1.48 2 739.4078 1,476.80 1,477.73 2 0.07603 51.45 2052 2063 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EEFWLGLDNLNK R I 95.00% 48.4 38.4 0 2 739.9035 1,477.79 1,477.73 2 1.067 43.71 2052 2063 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EEFWLGLDNLNK R I 95.00% 56.3 38.5 1.11 2 739.4299 1,476.85 1,477.73 2 0.1202 81.36 2052 2063 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EEFWLGLDNLNK R I 95.00% 58.1 38.4 1.89 2 739.9227 1,477.83 1,477.73 2 1.106 69.71 2052 2063 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EEFWLGLDNLNK R I 95.00% 67.1 38.5 2.64 2 739.3846 1,476.75 1,477.73 2 0.0295 19.96 2052 2063 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ENFYQNWK R A 95.00% 41.3 39.3 0 2 564.822 1,127.63 1,128.51 2 0.1259 111.5 2034 2041 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ETFTTGLDAPR K N 95.00% 67.2 39.1 3.6 2 604.3309 1,206.65 1,207.60 2 0.05895 48.81 887 897 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ETFTTGLDAPR K N 95.00% 67.3 39.1 1.64 2 604.3383 1,206.66 1,207.60 2 0.07373 61.05 887 897 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ETFTTGLDAPR K N 95.00% 73.7 39.1 3.7 2 604.3403 1,206.67 1,207.60 2 0.07773 64.36 887 897 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ETFTTGLDAPR K N 95.00% 73.9 39.1 2.26 2 604.3223 1,206.63 1,207.60 2 0.04169 34.52 887 897 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EVIVGPDTTSYSLADLSPSTHYTAK K I 92.10% 32.7 35.4 0 2 885.1802 2,652.52 2,652.30 3 1.222 82.58 1930 1954 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 9.79 35.2 1.38 2 884.5802 2,650.72 2,652.30 3 -0.5781 160.1 1930 1954 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 43.5 35.4 0 2 885.1689 2,652.49 2,652.30 3 1.188 69.86 1930 1954 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% EVIVGPDTTSYSLADLSPSTHYTAK K I 95.00% 44.3 35.4 0 2 885.1802 2,652.52 2,652.30 3 1.222 82.58 1930 1954 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% FTTDLDSPR K D 95.00% 56.1 39.2 0.796 2 526.3363 1,050.66 1,051.51 2 0.1596 151.8 1883 1891 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% FTTDLDSPR K D 95.00% 70.9 39.2 1.57 2 526.3039 1,050.59 1,051.51 2 0.0949 90.24 1883 1891 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% FTTDLDSPR K D 95.00% 70.9 39.2 1.37 2 526.3181 1,050.62 1,051.51 2 0.1233 117.3 1883 1891 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GHEHSIQFAEmK K L 95.00% 37.8 38.5 0 2 m11: Oxidation (+15.99) 477.3259 1,428.96 1,429.65 3 0.3102 216.9 2174 2185 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GLEPGQEYNVLLTAEK R G 95.00% 34.2 37.6 1.92 2 881.4935 1,760.97 1,760.91 2 1.073 39.83 1042 1057 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GLEPGQEYNVLLTAEK R G 95.00% 38.1 37.7 1.44 2 881.0513 1,760.09 1,760.91 2 0.1885 107.1 1042 1057 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GLEPGQEYNVLLTAEK R G 95.00% 41.3 37.7 0 2 881.0538 1,760.09 1,760.91 2 0.1935 109.9 1042 1057 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GLEPGQEYNVLLTAEK R G 95.00% 44.5 37.7 0 2 881.0556 1,760.10 1,760.91 2 0.1971 111.9 1042 1057 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GLEPGQEYNVLLTAEK R G 95.00% 45 37.7 0 2 881.0253 1,760.04 1,760.91 2 0.1365 77.53 1042 1057 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GLEPGQEYNVLLTAEK R G 95.00% 52.2 37.7 3.96 2 881.0355 1,760.06 1,760.91 2 0.1571 89.18 1042 1057 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GLEPGQEYNVLLTAEK R G 95.00% 55.7 37.7 2.57 2 881.0135 1,760.01 1,760.91 2 0.113 64.14 1042 1057 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% GLEPGQEYNVLLTAEK R G 95.00% 65.1 37.7 2.44 2 881.0183 1,760.02 1,760.91 2 0.1225 69.58 1042 1057 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% IQALNGPLR K S 93.80% 37.8 39 0 2 491.3406 980.6667 981.5841 2 0.08979 91.46 1955 1963 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% IQALNGPLR K S 95.00% 35.7 39 0.824 2 491.3178 980.621 981.5841 2 0.04413 44.95 1955 1963 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% IQALNGPLR K S 95.00% 45.6 39 1 2 491.3689 980.7232 981.5841 2 0.1464 149.1 1955 1963 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% IQALNGPLR K S 95.00% 59 39 0 2 491.3423 980.67 981.5841 2 0.09313 94.87 1955 1963 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% IQALNGPLR K S 95.00% 60.6 39 0 2 491.3463 980.678 981.5841 2 0.1011 103 1955 1963 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% IQALNGPLR K S 95.00% 63.4 39 1.89 2 491.3685 980.7225 981.5841 2 0.1456 148.3 1955 1963 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% ITAQGQYELR K V 90.90% 36.4 39.2 0 2 589.9197 1,177.82 1,178.62 2 0.2155 182.8 2064 2073 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% KQSEPLEITLLAPER K T 95.00% 40.8 37.7 0 2 575.4158 1,723.23 1,723.96 3 0.2737 158.8 1659 1673 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% KQSEPLEITLLAPER K T 95.00% 46.6 37.7 0 2 575.8089 1,724.41 1,723.96 3 1.453 261 1659 1673 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% KQSEPLEITLLAPER K T 95.00% 54 37.7 1.13 2 575.744 1,724.21 1,723.96 3 1.258 148.2 1659 1673 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% KQSEPLEITLLAPER K T 95.00% 82.2 37.7 4.72 2 862.6531 1,723.29 1,723.96 2 0.3398 197.1 1659 1673 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 39.4 39.2 1.44 2 550.4214 1,098.83 1,099.60 2 0.236 214.6 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 42.3 39.2 0 2 550.3922 1,098.77 1,099.60 2 0.1776 161.5 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 43.3 39.2 0 2 550.3126 1,098.61 1,099.60 2 0.01847 16.8 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 46.2 39.2 1.04 2 550.3166 1,098.62 1,099.60 2 0.02646 24.06 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 47.2 39.2 0.824 2 550.3588 1,098.70 1,099.60 2 0.1109 100.8 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 47.7 39.2 2.49 2 550.3448 1,098.68 1,099.60 2 0.08271 75.21 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 49.5 39.2 1.96 2 550.3984 1,098.78 1,099.60 2 0.19 172.8 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 54.5 39.2 2.96 2 550.3413 1,098.67 1,099.60 2 0.07573 68.86 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LDAPSQIEVK R D 95.00% 55.3 39.2 2.92 2 550.3607 1,098.71 1,099.60 2 0.1145 104.1 803 812 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 49.4 38.5 1.54 2 701.4317 1,400.85 1,401.76 2 0.09771 69.7 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 57.9 38.5 4.13 2 701.9703 1,401.93 1,401.76 2 1.175 122.7 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 58 38.5 2 2 701.869 1,401.72 1,401.76 2 0.9723 -21.67 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 58.7 38.5 3.19 2 701.9303 1,401.85 1,401.76 2 1.095 65.65 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 59.2 38.5 2.08 2 701.4234 1,400.83 1,401.76 2 0.08098 57.77 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 63 38.5 2.85 2 701.4026 1,400.79 1,401.76 2 0.03944 28.14 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 66.2 38.5 2.77 2 701.4112 1,400.81 1,401.76 2 0.05665 40.41 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 67.4 38.5 2.27 2 701.4303 1,400.85 1,401.76 2 0.09483 67.64 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 71.1 38.5 1.8 2 701.4332 1,400.85 1,401.76 2 0.1007 71.84 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 74.7 38.5 3.64 2 701.4214 1,400.83 1,401.76 2 0.07699 54.92 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 74.8 38.5 2.59 2 701.3665 1,400.72 1,401.76 2 -0.03267 -23.31 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 74.8 38.5 2.28 2 701.4153 1,400.82 1,401.76 2 0.06483 46.24 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 74.8 38.5 4.17 2 701.4036 1,400.79 1,401.76 2 0.04149 29.6 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 74.9 38.5 4.68 2 701.8923 1,401.77 1,401.76 2 1.019 11.48 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 75.5 38.5 3.04 2 701.4064 1,400.80 1,401.76 2 0.04716 33.64 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 80.7 38.5 2.01 2 701.9023 1,401.79 1,401.76 2 1.039 25.73 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LEELENLVSSLR R E 95.00% 88.6 38.5 2.89 2 701.4259 1,400.84 1,401.76 2 0.0861 61.42 126 137 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LIPGVEYLVSIIAmK K G 95.00% 43.7 37.9 0 2 m14: Oxidation (+15.99) 554.6733 1,661.00 1,661.95 3 0.05061 30.45 1769 1783 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LIPGVEYLVSIIAmK K G 95.00% 47 37.9 0 2 m14: Oxidation (+15.99) 554.9852 1,661.93 1,661.95 3 0.9861 -9.978 1769 1783 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LLDPQEFTLSGTQR K K 95.00% 55.4 38.1 2.54 2 803.0068 1,604.00 1,604.83 2 0.1783 111.1 1569 1582 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LSWTADEGVFDNFVLK R I 95.00% 46.8 37.4 1.62 2 921.5103 1,841.01 1,840.91 2 1.102 53.64 1638 1653 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LSWTADEGVFDNFVLK R I 95.00% 55.7 37.4 0.854 2 921.6096 1,841.20 1,840.91 2 1.3 161.5 1638 1653 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LSWTADEGVFDNFVLK R I 95.00% 57.4 37.4 2.3 2 921.0785 1,840.14 1,840.91 2 0.238 129.3 1638 1653 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% LSWTADEGVFDNFVLK R I 95.00% 87.5 37.4 5.26 2 921.0603 1,840.11 1,840.91 2 0.2015 109.5 1638 1653 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% QSEPLEITLLAPER K T 95.00% 37.3 37.9 3.64 2 798.5451 1,595.08 1,595.86 2 0.2188 137.1 1660 1673 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% QSEPLEITLLAPER K T 95.00% 50.2 37.9 2.41 2 799.044 1,596.07 1,595.86 2 1.216 133.8 1660 1673 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% QSEPLEITLLAPER K T 95.00% 59.9 37.9 2.57 2 798.4909 1,594.97 1,595.86 2 0.1103 69.11 1660 1673 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% QSEPLEITLLAPER K T 95.00% 63.5 37.9 2.85 2 799.053 1,596.09 1,595.86 2 1.235 145.2 1660 1673 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% QTGLAPGQEYEISLHIVK R N 95.00% 26 37.2 1.29 2 662.0893 1,983.25 1,983.05 3 1.198 98.62 770 787 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% QTGLAPGQEYEISLHIVK R N 95.00% 37.4 37.2 0 2 661.7302 1,982.17 1,983.05 3 0.1212 61.09 770 787 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% REEFWLGLDNLNK R I 95.00% 35.1 37.8 1.47 2 545.6677 1,633.98 1,633.83 3 1.155 93.16 2051 2063 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% REEFWLGLDNLNK R I 95.00% 41.2 38 2.21 2 545.3311 1,632.97 1,633.83 3 0.1453 88.91 2051 2063 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% SFSTFDKDTDSAITNcALSYK R G 95.00% 37.4 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.4872 2,371.44 2,371.08 3 1.371 155.2 2121 2141 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% SFSTFDKDTDSAITNcALSYK R G 95.00% 39 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.3967 2,371.17 2,371.08 3 1.099 40.76 2121 2141 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% SFSTFDKDTDSAITNcALSYK R G 95.00% 39.3 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.4382 2,371.29 2,371.08 3 1.224 93.27 2121 2141 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% SFSTFDKDTDSAITNcALSYK R G 95.00% 42.5 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.4602 2,371.36 2,371.08 3 1.29 121.1 2121 2141 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% SFSTFDKDTDSAITNcALSYK R G 95.00% 49.2 35.8 0 2 c16: Carbamidomethyl (+57.02) 791.1302 2,370.37 2,371.08 3 0.3 126.5 2121 2141 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% SNmIQTIFTTIGLLYPFPK R D 95.00% 76 36.6 3.01 2 m3: Oxidation (+15.99) 734.086 2,199.24 2,200.17 3 0.07094 32.24 1964 1982 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 39.4 35 5.16 2 871.6102 2,611.81 2,612.41 3 0.4075 155.9 1492 1516 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 55.5 35 0 2 871.5902 2,611.75 2,612.41 3 0.3475 133 1492 1516 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 77.2 35.1 3.49 2 871.8302 2,612.47 2,612.41 3 1.067 24.76 1492 1516 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TTLTGLRPGTEYGIGVSAVK K E 94.20% 13.6 36.9 0.959 2 674.0662 2,019.18 2,020.11 3 0.07635 37.79 950 969 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TTLTGLRPGTEYGIGVSAVK K E 94.20% 13.7 36.9 0.959 2 674.4002 2,020.18 2,020.11 3 1.078 37.41 950 969 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TTLTGLRPGTEYGIGVSAVK K E 95.00% 51.9 36.9 1 2 674.0649 2,019.17 2,020.11 3 0.07256 35.92 950 969 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 36.8 35.7 0.854 2 848.5369 2,542.59 2,543.25 3 0.3447 135.5 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 0 0 3.19 2 849.4835 2,545.43 2,543.25 3 3.185 69.3 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 41.1 35.7 2.12 2 848.5425 2,542.61 2,543.25 3 0.3617 142.2 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 46.4 35.7 0 2 848.8605 2,543.56 2,543.25 3 1.316 123 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 47.2 35.7 0 2 848.8991 2,543.68 2,543.25 3 1.431 168.4 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 55.2 35.7 2.01 2 848.8402 2,543.50 2,543.25 3 1.255 99.01 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 56.1 35.7 2.77 2 848.5502 2,542.63 2,543.25 3 0.3847 151.2 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 76.9 35.7 3.24 2 848.8667 2,543.58 2,543.25 3 1.334 130.2 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 79.4 35.7 2.82 2 848.8071 2,543.40 2,543.25 3 1.155 59.95 1844 1866 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VATYLPAPEGLK R F 93.30% 37.4 38.9 0 2 629.859 1,257.70 1,258.70 2 0.006427 5.106 708 719 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VATYLPAPEGLK R F 95.00% 31.8 38.9 1.47 2 629.9144 1,257.81 1,258.70 2 0.1172 93.09 708 719 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VATYLPAPEGLK R F 95.00% 36.9 39 2.27 2 630.3862 1,258.76 1,258.70 2 1.061 46.05 708 719 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VATYLPAPEGLK R F 95.00% 39.3 38.9 0 2 629.9196 1,257.82 1,258.70 2 0.1277 101.4 708 719 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VATYLPAPEGLK R F 95.00% 44.1 38.9 1.17 2 629.9058 1,257.80 1,258.70 2 0.1 79.47 708 719 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VFAILENK R K 95.00% 41 40 1.07 2 467.3154 932.6163 933.5404 2 0.08316 89.07 692 699 TRUE
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LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VFAILENK R K 95.00% 45.3 40 0.824 2 467.3353 932.656 933.5404 2 0.1228 131.6 692 699 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VFAILENK R K 95.00% 46.4 40 0 2 467.3712 932.7278 933.5404 2 0.1946 208.5 692 699 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VFAILENKK R S 95.00% 47.1 39.6 0 2 531.4098 1,060.81 1,061.64 2 0.1769 166.6 692 700 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VKASTEQAPELENLTVTEVGWDGLR R L 95.00% 24.8 35.1 0.959 2 914.9402 2,741.80 2,742.39 3 0.4113 149.9 1067 1091 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VPGDQTSTIIQELEPGVEYFIR R V 91.90% 32.8 35.6 0 2 831.5488 2,491.62 2,491.27 3 1.36 143.3 670 691 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 38.2 35.6 0 2 831.5392 2,491.60 2,491.27 3 1.331 131.7 670 691 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 45.6 35.6 0 2 831.2652 2,490.77 2,491.27 3 0.5092 -198.1 670 691 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 47.9 35.7 0 2 831.2213 2,490.64 2,491.27 3 0.3774 151.5 670 691 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 58.7 35.6 2.62 2 831.5342 2,491.58 2,491.27 3 1.316 125.7 670 691 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VSIYGVIR R G 95.00% 56.8 39.9 0 2 453.8482 905.6818 906.5407 2 0.1484 163.6 1415 1422 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VSQTDNSITLEWR R N 95.00% 45.7 38.2 2.16 2 774.9619 1,547.91 1,548.77 2 0.1512 97.6 902 914 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VSQTDNSITLEWR R N 95.00% 79.8 38.2 3.89 2 774.9638 1,547.91 1,548.77 2 0.155 100.1 902 914 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VSQTDNSITLEWR R N 95.00% 80.3 38.2 3.64 2 775.4346 1,548.85 1,548.77 2 1.096 60.5 902 914 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VSQTDNSITLEWR R N 95.00% 98.9 38.2 4.01 2 774.9459 1,547.88 1,548.77 2 0.1192 76.98 902 914 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VSQTDNSITLEWR R N 95.00% 113 38.2 4.03 2 774.9521 1,547.89 1,548.77 2 0.1316 84.94 902 914 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VTEYLVVYTPTHEGGLEmQFR R V 95.00% 19.7 35.6 1.12 2 m18: Oxidation (+15.99) 829.1658 2,484.48 2,485.21 3 0.2759 111 649 669 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% VTEYLVVYTPTHEGGLEMQFR R V 95.00% 40 35.9 0 2 824.1302 2,469.37 2,469.21 3 1.164 65.26 649 669 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEK R V 95.00% 55.8 36.5 0 2 710.3702 2,128.09 2,128.06 3 1.036 15.7 1819 1837 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEK R V 95.00% 58.5 36.5 0 2 710.3402 2,128.00 2,128.06 3 0.9462 -26.57 1819 1837 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEK R V 95.00% 73.7 36.5 2.07 2 710.4902 2,128.45 2,128.06 3 1.396 184.8 1819 1837 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 15.5 34.9 3.05 2 941.924 2,822.75 2,823.46 3 0.301 106.6 1819 1843 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 27 34.8 1.47 2 942.2702 2,823.79 2,823.46 3 1.339 119.2 1819 1843 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 0 0 3.21 2 942.3414 2,824.00 2,823.46 3 1.553 -160.1 1819 1843 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 0 0 3.48 2 942.5635 2,824.67 2,823.46 3 2.219 75.73 1819 1843 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 40 34.8 1.44 2 942.2557 2,823.75 2,823.46 3 1.296 103.9 1819 1843 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 50.9 34.8 1.6 2 942.2639 2,823.77 2,823.46 3 1.321 112.5 1819 1843 TRUE

LX-2 Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 46 49 154 29.00% YAPISGGDHAEVDVPK K S 95.00% 18.3 37.7 1.42 2 552.3164 1,653.93 1,654.81 3 0.1274 76.98 927 942 TRUE

LX-2 Repeat 3 CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 IPI00015833 26,134.50 100.00% 4 4 4 21.10% LSENVIDR R M 95.00% 57.2 40.2 1.26 2 473.3193 944.624 945.5 2 0.1313 138.8 28 35 TRUE

LX-2 Repeat 3 CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 IPI00015833 26,134.50 100.00% 4 4 4 21.10% RYESHPVcADLQAK K I 95.00% 40 37.8 1.74 2 c8: Carbamidomethyl (+57.02) 559.0309 1,674.07 1,673.81 3 1.272 160.5 176 189 TRUE

LX-2 Repeat 3 CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 IPI00015833 26,134.50 100.00% 4 4 4 21.10% VAEELALEQAK R K 95.00% 80.6 39.2 2.85 2 600.7549 1,199.50 1,200.65 2 -0.1446 -120.5 66 76 TRUE

LX-2 Repeat 3 CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 IPI00015833 26,134.50 100.00% 4 4 4 21.10% YSGAYGASVSDEELK R R 95.00% 58.3 38 4.82 2 788.4208 1,574.83 1,575.72 2 0.117 74.23 49 63 TRUE

LX-2 Repeat 3 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 4 4 7 11.30% GMSAEYSFPIWK R T 95.00% 42.1 38.5 0 2 708.8462 1,415.68 1,415.67 2 1.019 11.23 210 221 TRUE

LX-2 Repeat 3 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 4 4 7 11.30% GMSAEYSFPIWK R T 95.00% 51.5 38.5 0 2 708.8488 1,415.68 1,415.67 2 1.024 14.99 210 221 TRUE

LX-2 Repeat 3 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 4 4 7 11.30% THFFLNAGNLcNLNYGEGPK R A 95.00% 64.3 36.2 1.92 2 c11: Carbamidomethyl (+57.02) 756.4252 2,266.25 2,266.07 3 1.19 82.55 393 412 TRUE

LX-2 Repeat 3 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 4 4 7 11.30% VTGQFPWSSLR K E 95.00% 47.1 38.8 1.59 2 639.837 1,277.66 1,277.66 2 1.003 0.1974 195 205 TRUE

LX-2 Repeat 3 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 4 4 7 11.30% VTGQFPWSSLR K E 95.00% 49.6 39 3.72 2 639.3661 1,276.72 1,277.66 2 0.06114 47.85 195 205 TRUE

LX-2 Repeat 3 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 4 4 7 11.30% WSYGAGIVLR R L 95.00% 42.6 39.5 1.34 2 561.3509 1,120.69 1,121.61 2 0.08428 75.13 424 433 TRUE

LX-2 Repeat 3 SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 51,959.50 100.00% 4 4 7 11.30% WSYGAGIVLR R L 95.00% 55.7 39.5 0 2 561.3667 1,120.72 1,121.61 2 0.1158 103.2 424 433 TRUE

LX-2 Repeat 3 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 3 3 4 17.60% LFDQAFGLPR R L 95.00% 47.7 39.2 0 2 582.3316 1,162.65 1,163.62 2 0.03506 30.12 28 37 TRUE

LX-2 Repeat 3 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 3 3 4 17.60% LFDQAFGLPR R L 95.00% 65.4 39.2 2.44 2 582.339 1,162.66 1,163.62 2 0.04975 42.75 28 37 TRUE

LX-2 Repeat 3 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 3 3 4 17.60% QLSSGVSEIR R H 95.00% 48.6 39.6 1.25 2 538.3643 1,074.71 1,075.57 2 0.1472 136.8 80 89 TRUE

LX-2 Repeat 3 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 3 3 4 17.60% VSLDVNHFAPDELTVK R T 89.60% 33.8 37.7 0 2 595.3358 1,782.99 1,783.92 3 0.07031 39.41 97 112 TRUE

LX-2 Repeat 3 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 5 19.10% AITGASLADIMAK R R 95.00% 69.8 39 3.89 2 631.4127 1,260.81 1,261.68 2 0.1358 107.6 81 93 TRUE

LX-2 Repeat 3 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 5 19.10% QINWTVLYR R R 95.00% 46.3 38.9 0 2 597.3603 1,192.71 1,192.65 2 1.066 52.94 48 56 TRUE

LX-2 Repeat 3 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 5 19.10% QINWTVLYR R R 95.00% 47.9 38.9 0 2 597.366 1,192.72 1,192.65 2 1.077 62.52 48 56 TRUE

LX-2 Repeat 3 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 5 19.10% QINWTVLYR R R 95.00% 60.5 39 0 2 596.8986 1,191.78 1,192.65 2 0.1425 119.5 48 56 TRUE

LX-2 Repeat 3 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 100.00% 3 3 5 19.10% VFQFLNAK K C 95.00% 40.7 39.2 0 2 483.8624 965.7103 966.5407 2 0.1769 183 28 35 TRUE

LX-2 Repeat 3 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 99.80% 2 2 2 1.18% ELAEQLEFIK K N 95.00% 43.5 39.1 0 2 610.3978 1,218.78 1,219.66 2 0.1312 107.6 1301 1310 TRUE

LX-2 Repeat 3 LAMB1 Laminin subunit beta-1 precursor IPI00013976,IPI00853454 198,045.30 99.80% 2 2 2 1.18% IPSWTGAGFVR R V 95.00% 53.1 39.3 4.19 2 595.8408 1,189.67 1,190.63 2 0.04253 35.72 580 590 TRUE

LX-2 Repeat 3 ANXA5 Annexin A5 IPI00329801 35,920.60 99.90% 2 2 2 7.50% ETSGNLEQLLLAVVK R S 95.00% 43.5 38.2 2.44 2 807.9649 1,613.92 1,613.91 2 1.011 5.405 228 242 TRUE

LX-2 Repeat 3 ANXA5 Annexin A5 IPI00329801 35,920.60 99.90% 2 2 2 7.50% SEIDLFNIR R K 95.00% 39.3 39.6 0.854 2 553.8375 1,105.66 1,106.58 2 0.08353 75.48 277 285 TRUE

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% AQYEEIAQR K S 95.00% 37.8 39.4 1.82 2 554.356 1,106.70 1,107.54 2 0.1617 146 360 368 TRUE

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 35.6 38.6 0.921 2 738.9303 1,475.85 1,475.79 2 1.068 44.08 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 40.7 38.6 0 2 738.4276 1,474.84 1,475.79 2 0.06256 42.39 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 47.4 38.6 2.57 2 738.4403 1,474.87 1,475.79 2 0.08783 59.51 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 55.4 38.6 1.68 2 738.3903 1,474.77 1,475.79 2 -0.01217 -8.249 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 55.8 38.6 2.62 2 738.4455 1,474.88 1,475.79 2 0.09823 66.55 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 57 38.6 0 2 738.4421 1,474.87 1,475.79 2 0.09146 61.97 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 65.5 38.6 3.18 2 738.4829 1,474.95 1,475.79 2 0.1732 117.3 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 65.8 38.6 1.36 2 738.4393 1,474.86 1,475.79 2 0.08583 58.15 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% FLEQQNQVLQTK R W 95.00% 68.5 38.6 2.24 2 738.4563 1,474.90 1,475.79 2 0.1198 81.19 204 215 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% IEISELNR K V 95.00% 40.4 40 0 2 487.3598 972.7051 973.5313 2 0.181 185.9 400 407 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% IEISELNR K V 95.00% 42.7 40 0 2 487.3463 972.6779 973.5313 2 0.1539 158 400 407 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% IEISELNR K V 95.00% 43.6 40 0 2 487.3303 972.646 973.5313 2 0.1219 125.2 400 407 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% IEISELNR K V 95.00% 44.5 40 0.921 2 487.2986 972.5825 973.5313 2 0.05848 60.07 400 407 FALSE IPI00220327

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% NLDLDSIIAEVK R A 92.00% 22.9 38.7 0.854 2 665.9495 1,329.88 1,329.73 2 1.165 122.3 348 359 TRUE

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% NLDLDSIIAEVK R A 95.00% 36.8 38.7 1.36 2 665.8583 1,329.70 1,329.73 2 0.983 -14.81 348 359 TRUE

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% NLDLDSIIAEVK R A 95.00% 39.2 38.7 0 2 665.4003 1,328.79 1,329.73 2 0.06703 50.4 348 359 TRUE

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% NLDLDSIIAEVK R A 95.00% 47.3 38.7 3.6 2 665.4467 1,328.88 1,329.73 2 0.1599 120.3 348 359 TRUE

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% NLDLDSIIAEVK R A 95.00% 50.2 38.7 2.03 2 665.4133 1,328.81 1,329.73 2 0.09303 69.95 348 359 TRUE

LX-2 Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 2 2 7 6.36% NLDLDSIIAEVK R A 95.00% 53.9 38.7 2.12 2 665.4043 1,328.79 1,329.73 2 0.07503 56.42 348 359 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLAPDLPEDLYHLIK K K 90.00% 33.8 37.6 0 2 565.6946 1,694.06 1,693.92 3 1.153 88.58 79 93 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLAPDLPEDLYHLIK K K 92.80% 35.3 37.6 0 2 565.3586 1,693.05 1,693.92 3 0.1448 85.46 79 93 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLAPDLPEDLYHLIK K K 95.00% 26.4 37.6 0.886 2 565.3572 1,693.05 1,693.92 3 0.1408 83.13 79 93 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLAPDLPEDLYHLIK K K 95.00% 30 37.6 2.33 2 847.5388 1,693.06 1,693.92 2 0.1541 90.95 79 93 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLAPDLPEDLYHLIK K K 95.00% 37.4 37.6 0.854 2 565.3389 1,693.00 1,693.92 3 0.0859 50.71 79 93 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLAPDLPEDLYHLIKK K A 91.50% 18.5 37.7 0.796 2 608.3383 1,821.99 1,822.01 3 0.989 -7.517 79 94 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLSQSALPYR K R 95.00% 42.6 39.5 0.824 2 546.3659 1,090.72 1,091.58 2 0.1401 128.3 10 19 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLTPSQIGVILR K D 95.00% 22.7 38.8 1.19 2 627.4339 1,252.85 1,253.76 2 0.1027 81.94 44 55 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLTPSQIGVILR K D 95.00% 56.8 38.8 0 2 627.4203 1,252.83 1,253.76 2 0.07543 60.16 44 55 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLTPSQIGVILR K D 95.00% 56.8 38.8 2.41 2 627.4203 1,252.83 1,253.76 2 0.07543 60.16 44 55 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLTPSQIGVILR K D 95.00% 66 38.8 2.54 2 627.8403 1,253.67 1,253.76 2 0.9154 -69.58 44 55 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% GLTPSQIGVILR K D 95.00% 71.5 38.8 1.64 2 627.3688 1,252.72 1,253.76 2 -0.02743 -21.88 44 55 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% KGLTPSQIGVILR K D 95.00% 72.7 38.6 2.54 2 691.4453 1,380.88 1,381.85 2 0.03043 22.02 43 55 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% LTSDDVKEQIYK K L 95.00% 58.2 38.3 3.72 2 719.9018 1,437.79 1,438.74 2 0.05373 37.34 28 39 TRUE

LX-2 Repeat 3 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 6 7 15 33.80% LTSDDVKEQIYK K L 95.00% 69.9 38.3 5.18 2 719.9265 1,437.84 1,438.74 2 0.103 71.61 28 39 TRUE

LX-2 Repeat 3 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 4 7 30.70% EcADLWPR K I 94.20% 38.8 39.7 0 2 c2: Carbamidomethyl (+57.02) 524.299 1,046.58 1,046.47 2 1.118 110.3 124 131 TRUE

LX-2 Repeat 3 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 4 7 30.70% EcADLWPR K I 95.00% 71.6 39.7 0 2 c2: Carbamidomethyl (+57.02) 523.8063 1,045.60 1,046.47 2 0.1328 126.9 124 131 TRUE

LX-2 Repeat 3 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 4 7 30.70% ISLGLPVGAVINcADNTGAK R N 95.00% 42.5 36.9 2.57 2 c13: Carbamidomethyl (+57.02) 985.648 1,969.28 1,970.04 2 0.2509 127.3 16 35 TRUE

LX-2 Repeat 3 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 4 7 30.70% LPAAGVGDMVMATVK R K 95.00% 35.6 38.6 1.21 2 487.6835 1,460.03 1,459.76 3 1.271 183.7 52 66 TRUE

LX-2 Repeat 3 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 4 7 30.70% LPAAGVGDMVMATVK R K 95.00% 42.1 38.6 5.04 2 730.4173 1,458.82 1,459.76 2 0.06245 42.78 52 66 TRUE

LX-2 Repeat 3 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 4 7 30.70% LPAAGVGDMVMATVK R K 95.00% 49.1 38.6 5.66 2 730.4609 1,458.91 1,459.76 2 0.1496 102.5 52 66 TRUE

LX-2 Repeat 3 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 3 4 7 30.70% LPAAGVGDMVMATVK R K 95.00% 68.9 38.6 5.62 2 730.4349 1,458.86 1,459.76 2 0.09761 66.86 52 66 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% IEDFLER K R 95.00% 35.4 39.6 1.57 2 461.3014 920.5883 921.4677 2 0.1278 138.7 102 108 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% IEDFLER K R 95.00% 44.7 39.6 1.51 2 461.3048 920.5951 921.4677 2 0.1346 146.1 102 108 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% IEDFLER K R 95.00% 46.8 39.6 0.921 2 461.2883 920.562 921.4677 2 0.1015 110.1 102 108 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% IEDFLER K R 95.00% 47.1 39.6 0.921 2 461.3111 920.6076 921.4677 2 0.1472 159.7 102 108 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% IEDFLER K R 95.00% 49.9 39.6 0 2 461.2996 920.5847 921.4677 2 0.1242 134.8 102 108 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LDYILGLK K I 95.00% 29.2 39.8 0.959 2 468.2878 934.561 934.561 2 1.007 4.808 94 101 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LDYILGLK K I 95.00% 38.3 40 1.68 2 467.3646 932.7147 934.561 2 -0.839 175.3 94 101 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LDYILGLK K I 95.00% 39.8 40 1.6 2 467.8334 933.6522 934.561 2 0.09848 105.4 94 101 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LDYILGLK K I 95.00% 40.1 40 0 2 467.8417 933.6689 934.561 2 0.1151 123.1 94 101 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LFEGNALLR R R 95.00% 42.9 39.8 0 2 517.3417 1,032.67 1,032.58 2 1.092 86.74 71 79 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LFEGNALLR R R 95.00% 52.5 39.8 0 2 516.8553 1,031.70 1,032.58 2 0.1195 115.7 71 79 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LFEGNALLR R R 95.00% 54.3 39.8 0 2 516.8654 1,031.72 1,032.58 2 0.1397 135.3 71 79 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LFEGNALLR R R 95.00% 55.7 39.8 0 2 516.8643 1,031.71 1,032.58 2 0.1375 133.2 71 79 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LFEGNALLR R R 95.00% 65.4 39.8 0.921 2 516.8494 1,031.68 1,032.58 2 0.1078 104.4 71 79 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LFEGNALLR R R 95.00% 70.9 39.8 1.38 2 516.8532 1,031.69 1,032.58 2 0.1154 111.8 71 79 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LFEGNALLR R R 95.00% 73.3 39.8 0 2 516.8307 1,031.65 1,032.58 2 0.07028 68.06 71 79 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LIGEYGLR K N 95.00% 43 39.8 0 2 460.8131 919.6117 920.5201 2 0.09884 107.4 31 38 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% LIGEYGLR K N 95.00% 43.9 39.8 0 2 460.829 919.6435 920.5201 2 0.1306 141.9 31 38 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% MKLDYILGLK K I 95.00% 45.9 38.9 2.1 2 597.3877 1,192.76 1,193.70 2 0.07151 59.9 92 101 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% MKLDYILGLK K I 95.00% 55.4 38.9 3.12 2 597.4023 1,192.79 1,193.70 2 0.1007 84.38 92 101 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% QVVNIPSFIVR K L 95.00% 30.9 38.7 1.34 2 636.4483 1,270.88 1,271.75 2 0.1422 111.8 140 150 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% QVVNIPSFIVR K L 95.00% 36.3 38.9 2.68 2 636.9123 1,271.81 1,271.75 2 1.07 53.03 140 150 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% QVVNIPSFIVR K L 95.00% 36.4 38.7 2.4 2 636.4275 1,270.84 1,271.75 2 0.1007 79.18 140 150 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% QVVNIPSFIVR K L 95.00% 38.7 38.7 0 2 636.4364 1,270.86 1,271.75 2 0.1185 93.16 140 150 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% QVVNIPSFIVR K L 95.00% 47.7 38.7 2.89 2 636.3931 1,270.77 1,271.75 2 0.03194 25.12 140 150 TRUE

LX-2 Repeat 3 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 7 7 26 23.70% RLFEGNALLR R R 95.00% 51.1 39.2 1.77 2 594.9019 1,187.79 1,188.68 2 0.1117 93.94 70 79 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% AIAELGIYPAVDPLDSTSR R I 95.00% 61.8 37 1.92 2 663.3516 1,987.03 1,988.03 3 0.006538 3.289 388 406 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% EGNDLYHEMIESGVINLK R D 95.00% 38.5 36.9 0 2 688.0389 2,061.10 2,061.00 3 1.106 50.23 242 259 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% FLSQPFQVAEVFTGHMGK R L 95.00% 17.2 36.9 1.62 2 675.0406 2,022.10 2,023.01 3 0.09656 47.73 463 480 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% FLSQPFQVAEVFTGHmGK R L 95.00% 38 36.8 1.8 2 m16: Oxidation (+15.99) 680.7334 2,039.18 2,039.01 3 1.18 86.88 463 480 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% FTQAGSEVSALLGR R I 95.00% 72.1 38.4 2.66 2 718.4613 1,434.91 1,435.75 2 0.1614 112.4 311 324 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% FTQAGSEVSALLGR R I 95.00% 72.8 38.4 5.49 2 718.4403 1,434.87 1,435.75 2 0.1192 83.03 311 324 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% IGLFGGAGVGK K T 95.00% 33.7 40.1 1.85 2 488.343 974.6714 975.5624 2 0.1162 119.1 202 212 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% ImDPNIVGSEHYDVAR R G 95.00% 42.1 37.4 1.21 2 m2: Oxidation (+15.99) 611.6862 1,832.04 1,831.86 3 1.18 96.53 407 422 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% IMDPNIVGSEHYDVAR R G 95.00% 46.5 37.4 0 2 606.0005 1,814.98 1,815.87 3 0.1175 64.68 407 422 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% IMNVIGEPIDER R G 95.00% 59.4 38.6 1.25 2 693.403 1,384.79 1,385.71 2 0.08916 64.33 144 155 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% IPVGPETLGR K I 95.00% 44.3 39 1.62 2 519.8563 1,037.70 1,038.59 2 0.1109 106.8 134 143 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% LVLEVAQHLGESTVR R T 95.00% 0 0 3.37 2 827.0878 1,652.16 1,650.92 2 2.251 148.4 95 109 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% LVLEVAQHLGESTVR R T 95.00% 47.8 37.7 0 2 551.0083 1,650.00 1,650.92 3 0.09301 56.34 95 109 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% LVPLKETIK K G 93.40% 24.1 39 0.921 2 520.902 1,039.79 1,040.67 2 0.1252 120.3 481 489 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% TIAMDGTEGLVR R G 95.00% 53.9 38.9 2.89 2 631.8546 1,261.69 1,262.64 2 0.0607 48.07 110 121 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% TIAMDGTEGLVR R G 95.00% 63.2 38.9 2.34 2 632.3131 1,262.61 1,262.64 2 0.9778 -19.7 110 121 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% TVLIMELINNVAK K A 95.00% 39.7 38.5 4.13 2 729.9936 1,457.97 1,457.84 2 1.14 94.22 213 225 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% TVLIMELINNVAK K A 95.00% 39.8 38.3 1.48 2 729.4842 1,456.95 1,457.84 2 0.1214 83.23 213 225 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% TVLImELINNVAK K A 95.00% 40.6 38.5 0 2 m5: Oxidation (+15.99) 737.9703 1,473.93 1,473.83 2 1.099 65.01 213 225 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% TVLImELINNVAK K A 95.00% 49.9 38.4 4 2 m5: Oxidation (+15.99) 737.511 1,473.01 1,473.83 2 0.1802 122.2 213 225 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% TVLIMELINNVAK K A 95.00% 64.6 38.3 2.14 2 729.4078 1,456.80 1,457.84 2 -0.03147 -21.59 213 225 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% VALTGLTVAEYFR R D 95.00% 73.4 38.2 3.21 2 720.4413 1,438.87 1,439.79 2 0.08593 59.68 282 294 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% VALVYGQMNEPPGAR K A 95.00% 68.8 38 4.74 2 801.4503 1,600.89 1,601.81 2 0.08273 51.64 265 279 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% VLDSGAPIKIPVGPETLGR K I 95.00% 19.4 37.4 2.54 2 640.4419 1,918.30 1,919.10 3 0.2146 111.8 125 143 TRUE

LX-2 Repeat 3 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 16 17 25 40.50% VVDLLAPYAK K G 95.00% 47.6 39.7 1.37 2 544.8785 1,087.74 1,088.64 2 0.1146 105.3 189 198 TRUE

LX-2 Repeat 3 RPS27 40S ribosomal protein S27 IPI00397358,IPI00513971,IPI00746004 9,442.90 99.80% 2 2 4 25.00% LTEGcSFR R R 95.00% 43.3 38.8 1.1 2 c5: Carbamidomethyl (+57.02) 485.3121 968.6097 969.4459 2 0.1711 176.5 73 80 TRUE

LX-2 Repeat 3 RPS27 40S ribosomal protein S27 IPI00397358,IPI00513971,IPI00746004 9,442.90 99.80% 2 2 4 25.00% LVQSPNSYFmDVK R C 95.00% 35.8 38.3 2.31 2 m10: Oxidation (+15.99) 772.4317 1,542.85 1,543.75 2 0.11 71.23 24 36 TRUE

LX-2 Repeat 3 RPS27 40S ribosomal protein S27 IPI00397358,IPI00513971,IPI00746004 9,442.90 99.80% 2 2 4 25.00% LVQSPNSYFMDVK R C 95.00% 46.7 38 3.11 2 764.394 1,526.77 1,527.75 2 0.0294 19.24 24 36 TRUE

LX-2 Repeat 3 RPS27 40S ribosomal protein S27 IPI00397358,IPI00513971,IPI00746004 9,442.90 99.80% 2 2 4 25.00% LVQSPNSYFMDVK R C 95.00% 54.8 38.1 3.38 2 764.9163 1,527.82 1,527.75 2 1.074 46.64 24 36 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% ALVAYYQK K Y 95.00% 40.2 39 0 2 478.3312 954.6479 955.5247 2 0.1304 136.4 91 98 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% ALVAYYQK K Y 95.00% 43 39 0 2 478.3063 954.598 955.5247 2 0.08053 84.27 91 98 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% EIKDILIQYDR K T 95.00% 39.2 38.3 0 2 703.8903 1,405.77 1,405.77 2 1.004 1.207 107 117 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% EIKDILIQYDR K T 95.00% 51.1 38.4 1.72 2 703.4403 1,404.87 1,405.77 2 0.1044 74.28 107 117 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% LLEPVLLLGK K E 95.00% 39.9 38.9 2.7 2 547.9164 1,093.82 1,094.72 2 0.107 97.7 51 60 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% LLEPVLLLGK K E 95.00% 45.6 38.9 2 2 547.9152 1,093.82 1,094.72 2 0.1045 95.44 51 60 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% LLEPVLLLGK K E 95.00% 47.8 38.9 1.12 2 547.9012 1,093.79 1,094.72 2 0.07645 69.83 51 60 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% LLEPVLLLGK K E 95.00% 53.9 38.9 2.11 2 547.9364 1,093.86 1,094.72 2 0.1469 134.2 51 60 TRUE

LX-2 Repeat 3 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 3 3 9 19.90% LLEPVLLLGK K E 95.00% 65.9 38.9 1.18 2 547.8952 1,093.78 1,094.72 2 0.06454 58.95 51 60 TRUE

LX-2 Repeat 3 RPS15A 40S ribosomal protein S15a IPI00221091 14,822.00 99.90% 2 2 4 18.50% FDVQLKDLEK R W 95.00% 50 39 0 2 617.8174 1,233.62 1,234.67 2 -0.04049 -32.79 79 88 TRUE

LX-2 Repeat 3 RPS15A 40S ribosomal protein S15a IPI00221091 14,822.00 99.90% 2 2 4 18.50% FDVQLKDLEK R W 95.00% 59.5 39 1.48 2 618.3727 1,234.73 1,234.67 2 1.07 54.48 79 88 TRUE

LX-2 Repeat 3 RPS15A 40S ribosomal protein S15a IPI00221091 14,822.00 99.90% 2 2 4 18.50% HGYIGEFEIIDDHR K A 95.00% 69.2 37.7 3.85 2 567.6894 1,700.05 1,700.80 3 0.2506 147.3 44 57 TRUE

LX-2 Repeat 3 RPS15A 40S ribosomal protein S15a IPI00221091 14,822.00 99.90% 2 2 4 18.50% HGYIGEFEIIDDHR K A 95.00% 77.5 37.7 2.82 2 567.7073 1,700.10 1,700.80 3 0.3045 179 44 57 TRUE

LX-2 Repeat 3 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 85,679.80 100.00% 4 4 5 6.52% AGALNSNDAFVLK K T 95.00% 51.8 38.9 1.19 2 660.9123 1,319.81 1,319.70 2 1.122 90.17 585 597 TRUE

LX-2 Repeat 3 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 85,679.80 100.00% 4 4 5 6.52% DSQEEEKTEALTSAK K R 95.00% 42.7 37.8 0 2 556.3478 1,666.02 1,665.78 3 1.247 146.7 714 728 TRUE

LX-2 Repeat 3 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 85,679.80 100.00% 4 4 5 6.52% DSQEEEKTEALTSAK K R 95.00% 47.6 37.8 1.92 2 555.9515 1,664.83 1,665.78 3 0.05852 35.13 714 728 TRUE

LX-2 Repeat 3 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 85,679.80 100.00% 4 4 5 6.52% EPGLQIWR K V 95.00% 53.6 39 0 2 499.8743 997.734 998.5419 2 0.1993 199.6 65 72 TRUE

LX-2 Repeat 3 GSN Isoform 1 of Gelsolin precursor IPI00026314,IPI00646773 85,679.80 100.00% 4 4 5 6.52% EVQGFESATFLGYFK R S 95.00% 53.7 37.7 4.01 2 862.1178 1,722.22 1,722.84 2 0.3908 226.8 148 162 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 35.6 38.6 0.921 2 738.9303 1,475.85 1,475.79 2 1.068 44.08 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 40.7 38.6 0 2 738.4276 1,474.84 1,475.79 2 0.06256 42.39 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 47.4 38.6 2.57 2 738.4403 1,474.87 1,475.79 2 0.08783 59.51 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 55.4 38.6 1.68 2 738.3903 1,474.77 1,475.79 2 -0.01217 -8.249 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 55.8 38.6 2.62 2 738.4455 1,474.88 1,475.79 2 0.09823 66.55 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 57 38.6 0 2 738.4421 1,474.87 1,475.79 2 0.09146 61.97 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 65.5 38.6 3.18 2 738.4829 1,474.95 1,475.79 2 0.1732 117.3 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 65.8 38.6 1.36 2 738.4393 1,474.86 1,475.79 2 0.08583 58.15 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% FLEQQNQVLQTK R W 95.00% 68.5 38.6 2.24 2 738.4563 1,474.90 1,475.79 2 0.1198 81.19 200 211 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% IEISELNR K V 95.00% 40.4 40 0 2 487.3598 972.7051 973.5313 2 0.181 185.9 396 403 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% IEISELNR K V 95.00% 42.7 40 0 2 487.3463 972.6779 973.5313 2 0.1539 158 396 403 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% IEISELNR K V 95.00% 43.6 40 0 2 487.3303 972.646 973.5313 2 0.1219 125.2 396 403 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% IEISELNR K V 95.00% 44.5 40 0.921 2 487.2986 972.5825 973.5313 2 0.05848 60.07 396 403 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% NMQDMVEDYR K N 95.00% 37.6 38.7 3.27 2 650.786 1,299.56 1,300.53 2 0.03496 26.88 258 267 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% NMQDmVEDYR K N 95.00% 53.4 38.8 1.41 2 m5: Oxidation (+15.99) 658.8303 1,315.65 1,316.52 2 0.1286 97.68 258 267 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 34.5 38.7 1.34 2 651.9103 1,301.81 1,302.72 2 0.09793 75.17 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 44.1 38.7 2.4 2 651.8403 1,301.67 1,302.72 2 -0.04207 -32.3 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 44.3 38.7 3.02 2 651.9033 1,301.79 1,302.72 2 0.08393 64.42 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 45.8 38.7 1.62 2 651.9003 1,301.79 1,302.72 2 0.07793 59.82 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 46.5 38.8 1.04 2 652.406 1,302.80 1,302.72 2 1.089 66.44 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 46.9 38.8 2.31 2 652.4014 1,302.79 1,302.72 2 1.08 59.38 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 48.2 38.7 2.14 2 651.8365 1,301.66 1,302.72 2 -0.04957 -38.06 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 49.8 38.7 0 2 651.8714 1,301.73 1,302.72 2 0.02015 15.47 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 50.2 38.7 1.57 2 651.9003 1,301.79 1,302.72 2 0.07793 59.82 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 50.5 38.8 2.55 2 652.3823 1,302.75 1,302.72 2 1.042 30.17 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 54.7 38.7 2.23 2 651.8866 1,301.76 1,302.72 2 0.0505 38.76 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 55 38.7 2.23 2 651.9303 1,301.85 1,302.72 2 0.1379 105.9 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 57.9 38.7 3.28 2 651.8683 1,301.72 1,302.72 2 0.01406 10.79 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 58 38.7 2.27 2 651.9565 1,301.90 1,302.72 2 0.1904 146.2 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 58.3 38.7 1.54 2 651.9608 1,301.91 1,302.72 2 0.199 152.8 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 58.7 38.7 2.32 2 651.8863 1,301.76 1,302.72 2 0.04993 38.32 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 63 38.7 1.02 2 651.8889 1,301.76 1,302.72 2 0.05523 42.39 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 65.8 38.7 2.8 2 651.8923 1,301.77 1,302.72 2 0.06201 47.6 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 67.5 38.7 2.19 2 651.8848 1,301.76 1,302.72 2 0.04689 36 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLDLDSIIAEVK R A 95.00% 68.8 38.7 3.25 2 651.9577 1,301.90 1,302.72 2 0.1928 148 344 355 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDK K V 95.00% 45.8 38.6 0.959 2 692.394 1,382.77 1,383.69 2 0.0903 65.25 186 197 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDK K V 95.00% 49.1 38.6 0 2 692.4034 1,382.79 1,383.69 2 0.1092 78.94 186 197 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDK K V 95.00% 55.3 38.6 1.21 2 692.3907 1,382.77 1,383.69 2 0.08384 60.59 186 197 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDK K V 95.00% 66.8 38.6 0 2 692.8653 1,383.72 1,383.69 2 1.033 21.81 186 197 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDK K V 95.00% 67.6 38.6 0 2 692.4119 1,382.81 1,383.69 2 0.1263 91.24 186 197 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDK K V 95.00% 76.9 38.6 0 2 692.3103 1,382.61 1,383.69 2 -0.07707 -55.7 186 197 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDK K V 95.00% 87 38.6 2.66 2 692.3469 1,382.68 1,383.69 2 -0.003739 -2.702 186 197 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDKVR K F 95.00% 37 37.7 0 2 547.078 1,638.21 1,638.86 3 0.3597 219.4 186 199 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDKVR K F 95.00% 41.2 37.7 1.1 2 547.093 1,638.26 1,638.86 3 0.4047 246.9 186 199 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDKVR K F 95.00% 41.3 37.7 0 2 547.347 1,639.02 1,638.86 3 1.167 99.97 186 199 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDKVR K F 95.00% 42.5 37.7 0 2 547.3502 1,639.03 1,638.86 3 1.176 105.7 186 199 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDKVR K F 95.00% 52.2 37.7 1.8 2 547.0272 1,638.06 1,638.86 3 0.2073 126.5 186 199 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDKVR K F 95.00% 53.8 37.7 0 2 547.0373 1,638.09 1,638.86 3 0.2376 144.9 186 199 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% SLNNQFASFIDKVR K F 95.00% 53.9 37.7 2.29 2 547.0272 1,638.06 1,638.86 3 0.2073 126.5 186 199 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% THNLEPYFESFINNLR R R 95.00% 39.8 37 4.02 2 665.3625 1,993.07 1,993.98 3 0.09621 48.25 224 239 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% THNLEPYFESFINNLR R R 95.00% 57.1 37.1 3.38 2 664.8471 1,991.52 1,993.98 3 -1.45 -224.5 224 239 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% THNLEPYFESFINNLR R R 95.00% 58.7 37 3 2 665.4402 1,993.30 1,993.98 3 0.3294 165.1 224 239 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% TLLEGEESR R M 95.00% 45.2 39.8 0 2 517.3456 1,032.68 1,033.52 2 0.1678 162.3 484 492 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% TLLEGEESR R M 95.00% 45.6 39.8 0 2 517.3243 1,032.63 1,033.52 2 0.1251 121.1 484 492 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% TLLEGEESR R M 95.00% 46 39.8 1 2 517.2865 1,032.56 1,033.52 2 0.04963 48.02 484 492 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% TLLEGEESR R M 95.00% 52.8 39.8 1.32 2 517.3098 1,032.61 1,033.52 2 0.09626 93.13 484 492 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% TLLEGEESR R M 95.00% 53.1 39.8 1.3 2 517.3308 1,032.65 1,033.52 2 0.1382 133.7 484 492 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% TLLEGEESR R M 95.00% 59.7 39.8 1.07 2 517.3333 1,032.65 1,033.52 2 0.1433 138.6 484 492 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% TLLEGEESR R M 95.00% 78.4 39.8 2.11 2 517.3503 1,032.69 1,033.52 2 0.1771 171.4 484 492 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% TNAENEFVTIK R K 95.00% 37.2 38.8 1.37 2 633.3903 1,264.77 1,265.64 2 0.136 107.5 278 288 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% WELLQQVDTSTR K T 95.00% 54.4 38.6 4.39 2 738.9727 1,475.93 1,475.75 2 1.189 126.2 212 223 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% WELLQQVDTSTR K T 95.00% 56.5 38.6 3.96 2 738.9123 1,475.81 1,475.75 2 1.068 44.35 212 223 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% WELLQQVDTSTR K T 95.00% 58.8 38.6 6.24 2 738.3973 1,474.78 1,475.75 2 0.03835 25.98 212 223 TRUE

LX-2 Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 10 10 64 16.10% WELLQQVDTSTR K T 95.00% 71.3 38.6 6.07 2 738.4665 1,474.92 1,475.75 2 0.1766 119.7 212 223 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% FPILSANIK K A 95.00% 28.4 39.8 3.07 2 501.872 1,001.73 1,002.60 2 0.1384 138 137 145 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% FPILSANIK K A 95.00% 34.5 39.8 1.21 2 501.8799 1,001.75 1,002.60 2 0.1542 153.8 137 145 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% FREcNMGNLIcDAMINNNLR R H 95.00% 82.7 35.7 3.15 2 c4: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 819.1156 2,454.32 2,455.11 3 0.2223 90.54 355 374 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% GPLASQISGLYLPYK K V 95.00% 27 38 1.43 2 804.589 1,607.16 1,606.88 2 1.287 176.5 148 162 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% GPLASQISGLYLPYK K V 95.00% 65.2 37.8 3.17 2 803.9985 1,605.98 1,606.88 2 0.1056 65.71 148 162 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% GPLASQISGLYLPYK K V 95.00% 73.3 37.8 4.92 2 804.0035 1,605.99 1,606.88 2 0.1156 71.94 148 162 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% TIVYLDGSSQScR K F 95.00% 34.7 38.6 2.77 2 c12: Carbamidomethyl (+57.02) 743.389 1,484.76 1,485.70 2 0.07047 47.43 342 354 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% VIYPAVEGR K I 95.00% 56.2 39.8 1.57 2 502.3229 1,002.63 1,003.56 2 0.08147 81.18 537 545 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% VIYPAVEGR K I 95.00% 56.5 39.8 1.46 2 502.3508 1,002.69 1,003.56 2 0.1371 136.6 537 545 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% VLPVGDEVVGIVGYTSK K E 95.00% 64.1 37.8 4.85 2 866.5683 1,731.12 1,731.95 2 0.1763 101.8 163 179 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% VPSYDPLKMDEVYK R V 95.00% 29.6 37.5 1.82 2 562.0078 1,683.00 1,683.83 3 0.1789 106.2 481 494 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% YDAmALGNHEFDNGVEGLIEPLLK R E 95.00% 37.2 35.2 1.82 2 m4: Oxidation (+15.99) 887.8574 2,660.55 2,661.29 3 0.2707 101.7 110 133 TRUE

LX-2 Repeat 3 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 13 21.10% YDAmALGNHEFDNGVEGLIEPLLK R E 95.00% 44.6 35.2 1.48 2 m4: Oxidation (+15.99) 888.1869 2,661.54 2,661.29 3 1.259 96.3 110 133 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 51.9 39 3.16 2 618.2403 1,234.47 1,235.53 2 -0.05537 -44.82 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 54.5 39 5.85 2 618.2974 1,234.58 1,235.53 2 0.05891 47.68 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 59.3 39 4.8 2 618.2925 1,234.57 1,235.53 2 0.04914 39.77 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 60 38.8 4.59 2 618.8103 1,235.61 1,235.53 2 1.085 66.23 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 60.5 39 2.04 2 618.3095 1,234.60 1,235.53 2 0.08307 67.23 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 61.5 39 4.11 2 618.317 1,234.62 1,235.53 2 0.09812 79.41 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 62.8 39 1.43 2 618.2975 1,234.58 1,235.53 2 0.05917 47.89 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 67 39 6.18 2 618.3188 1,234.62 1,235.53 2 0.1018 82.36 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 69.9 39 4.74 2 618.3224 1,234.63 1,235.53 2 0.109 88.19 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 70.9 38.8 5.4 2 618.7846 1,235.55 1,235.53 2 1.033 24.64 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 75.9 39 6.3 2 618.3246 1,234.63 1,235.53 2 0.1134 91.76 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% FSSSSGYGGGSSR R V 95.00% 84.4 39 6 2 618.3099 1,234.61 1,235.53 2 0.08391 67.91 47 59 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 34.2 37.6 1.26 2 896.4765 1,790.94 1,791.73 2 0.2177 121.5 491 513 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 39 37.8 2.52 2 896.9242 1,791.83 1,791.73 2 1.113 61.55 491 513 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 42 37.6 2.3 2 597.9739 1,790.90 1,791.73 3 0.1792 100 491 513 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 79.5 37.6 10.8 2 896.4691 1,790.92 1,791.73 2 0.2028 113.2 491 513 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 87.8 37.6 6.23 2 896.4878 1,790.96 1,791.73 2 0.2403 134.1 491 513 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% QGVDADINGLR R Q 95.00% 55.1 39.3 2.48 2 579.3697 1,156.72 1,157.59 2 0.141 121.7 251 261 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% QVLDNLTMEK R S 95.00% 42.7 39.3 1.48 2 595.862 1,189.71 1,190.61 2 0.1081 90.75 262 271 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% SGGGGGGGLGSGGSIR R S 95.00% 65.4 39.1 3.59 2 616.8806 1,231.75 1,232.60 2 0.1558 126.4 14 29 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% SGGGGGGGLGSGGSIR R S 95.00% 84.8 39.1 4.96 2 616.82 1,231.63 1,232.60 2 0.03456 28.03 14 29 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% SGGGGGGGLGSGGSIR R S 95.00% 92.3 39.1 4.64 2 616.8494 1,231.68 1,232.60 2 0.09344 75.8 14 29 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% STMQELNSR K L 95.00% 20.7 39.1 1.36 2 533.7928 1,065.57 1,065.50 2 1.079 71.54 155 163 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% STMQELNSR K L 95.00% 23.2 39.2 1.12 2 533.3225 1,064.63 1,065.50 2 0.1385 129.9 155 163 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% STMQELNSR K L 95.00% 28.3 39.2 1.23 2 533.2792 1,064.54 1,065.50 2 0.0518 48.61 155 163 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% STMQELNSR K L 95.00% 32.2 39.2 0.959 2 533.342 1,064.67 1,065.50 2 0.1773 166.4 155 163 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% STMQELNSR K L 95.00% 34.2 39.2 1.29 2 533.3049 1,064.60 1,065.50 2 0.1033 96.9 155 163 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% TLLDIDNTR K M 95.00% 42.3 39.6 1.21 2 530.8403 1,059.67 1,060.56 2 0.1097 103.5 225 233 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% TLLDIDNTR K M 95.00% 58.3 39.6 1.35 2 530.8488 1,059.68 1,060.56 2 0.1268 119.5 225 233 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% TLLDIDNTR K M 95.00% 65.2 39.6 0 2 530.8272 1,059.64 1,060.56 2 0.0835 78.72 225 233 TRUE

LX-2 Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 7 8 31 14.60% TLLDIDNTR K M 95.00% 72.8 39.6 1.23 2 531.3086 1,060.60 1,060.56 2 1.046 41.08 225 233 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% AVDSLVPIGR K G 95.00% 45.4 38.9 0 2 513.8481 1,025.68 1,026.59 2 0.09464 92.18 195 204 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% EVAAFAQFGSDLDAATQQLLSR R G 95.00% 70.7 36.2 0 2 780.0902 2,337.25 2,338.17 3 0.08845 37.83 442 463 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% FENAFLSHVVSQHQALLGTIR K A 95.00% 48.4 36 2.49 2 789.8538 2,366.54 2,367.26 3 0.2901 122.5 507 527 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% GIRPAINVGLSVSR K V 95.00% 44.4 38.2 3 2 720.4403 1,438.87 1,438.85 2 1.024 15 403 416 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% GMSLNLEPDNVGVVVFGNDK K L 95.00% 29.1 36.7 1.28 2 1,053.15 2,104.29 2,104.04 2 1.261 122.9 104 123 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% GYLDKLEPSK R I 95.00% 52 39.1 1.47 2 575.3443 1,148.67 1,149.62 2 0.06612 57.51 494 503 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% HALIIYDDLSK K Q 95.00% 63.7 38.9 7.62 2 644.4041 1,286.79 1,287.69 2 0.1065 82.67 306 316 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% ILGADTSVDLEETGR R V 95.00% 74.6 38 3.85 2 788.4332 1,574.85 1,575.79 2 0.07283 46.22 59 73 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% LYcIYVAIGQK K R 95.00% 47 38.7 2.62 2 c3: Carbamidomethyl (+57.02) 664.3851 1,326.76 1,327.71 2 0.05487 41.33 242 252 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% TGAIVDVPVGEELLGR R V 95.00% 44.4 38 2.33 2 813.0213 1,624.03 1,624.89 2 0.1447 89.02 134 149 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% TGTAEMSSILEER K I 95.00% 83.6 38.3 2.92 2 712.3522 1,422.69 1,423.67 2 0.02374 16.68 46 58 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% TSIAIDTIINQK K R 95.00% 70.2 38.8 0.921 2 658.9135 1,315.81 1,316.74 2 0.07739 58.77 219 230 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% VLSIGDGIAR R V 95.00% 51.8 39.7 1.92 2 500.8391 999.6637 1,000.58 2 0.0922 92.14 74 83 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% VLSIGDGIAR R V 95.00% 63.9 39.7 2.4 2 500.8916 999.7686 1,000.58 2 0.1971 197 74 83 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% VVDALGNAIDGKGPIGSK R T 95.00% 37.3 37.6 0 2 571.0086 1,710.00 1,710.94 3 0.07231 42.26 150 167 TRUE

LX-2 Repeat 3 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 14 14 16 36.70% VVDALGNAIDGKGPIGSK R T 95.00% 44 37.7 0.796 2 571.3525 1,711.04 1,710.94 3 1.104 59.2 150 167 TRUE

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% AALVDLEPGTmDSVR R S 95.00% 29.5 38.2 1.62 2 m11: Oxidation (+15.99) 795.4888 1,588.96 1,589.78 2 0.1863 117.1 63 77 TRUE

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% ALTVPELTQQMFDAK R N 95.00% 21 37.7 1.47 2 847.0386 1,692.06 1,691.87 2 1.202 117.9 283 297 FALSE IPI00007752

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% ALTVPELTQQMFDAK R N 95.00% 48.7 37.7 3.92 2 846.5146 1,691.01 1,691.87 2 0.1545 91.28 283 297 FALSE IPI00007752

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% EIVHIQAGQcGNQIGTK R F 95.00% 43.5 37.4 0.921 2 c10: Carbamidomethyl (+57.02) 618.6614 1,852.96 1,852.93 3 1.036 17.89 3 19 TRUE

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 40.9 39.3 2.24 2 565.8547 1,129.69 1,130.60 2 0.1067 94.38 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 47.2 39.3 2.49 2 565.8978 1,129.78 1,130.60 2 0.1928 170.5 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 49.5 39.3 2.03 2 566.3828 1,130.75 1,130.60 2 1.163 141.6 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 53.5 39.3 1.85 2 566.2803 1,130.55 1,130.60 2 0.9578 -39.68 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 54.8 39.3 0 2 565.8835 1,129.75 1,130.60 2 0.1642 145.3 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 56.6 39.3 1.68 2 565.8743 1,129.73 1,130.60 2 0.146 129.1 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 56.9 39.3 2.64 2 565.8158 1,129.62 1,130.60 2 0.02883 25.5 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 58.1 39.3 3.17 2 565.8368 1,129.66 1,130.60 2 0.07092 62.72 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 59.9 39.3 2.66 2 565.8219 1,129.63 1,130.60 2 0.04116 36.41 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 59.9 39.3 0.824 2 565.8719 1,129.73 1,130.60 2 0.1411 124.8 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 60.7 39.3 3.28 2 565.8526 1,129.69 1,130.60 2 0.1026 90.7 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 65.1 39.3 0 2 566.388 1,130.76 1,130.60 2 1.173 150.7 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 68.7 39.3 3.01 2 565.8331 1,129.65 1,130.60 2 0.06345 56.12 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 69.7 39.3 1.54 2 565.8603 1,129.71 1,130.60 2 0.1178 104.2 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 70.1 39.3 2.89 2 565.8265 1,129.64 1,130.60 2 0.05021 44.41 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 70.3 39.3 3.85 2 566.348 1,130.68 1,130.60 2 1.093 80.04 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 72.8 39.3 3.18 2 565.7703 1,129.53 1,130.60 2 -0.06217 -54.99 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 73.3 39.3 3.17 2 565.836 1,129.66 1,130.60 2 0.06932 61.31 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 79.7 39.3 3.35 2 565.8299 1,129.65 1,130.60 2 0.05711 50.51 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% FPGQLNADLR R K 95.00% 80 39.3 2.38 2 565.8788 1,129.74 1,130.60 2 0.155 137 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVR K K 91.90% 34.2 37 0 2 654.0185 1,959.03 1,958.98 3 1.059 28.69 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVR K K 95.00% 58.1 36.9 2.43 2 653.6882 1,958.04 1,958.98 3 0.06805 34.74 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVR K K 95.00% 70.7 36.9 4.19 2 653.7135 1,958.12 1,958.98 3 0.1441 73.53 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVR K K 95.00% 77.2 37 0 2 654.0045 1,958.99 1,958.98 3 1.017 7.235 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVR K K 95.00% 81 37 2.28 2 654.0302 1,959.07 1,958.98 3 1.094 46.59 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVR K K 95.00% 81 36.9 2.22 2 653.6889 1,958.05 1,958.98 3 0.0703 35.89 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVR K K 95.00% 81.4 36.9 8.32 2 980.1123 1,958.21 1,958.98 2 0.2353 120.1 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVR K K 95.00% 89.1 36.9 2.82 2 653.6889 1,958.05 1,958.98 3 0.0703 35.89 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVRK K E 95.00% 38 36.6 2.66 2 696.6445 2,086.91 2,087.08 3 0.8421 -76.93 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVRK K E 95.00% 47.2 36.7 2.22 2 696.4134 2,086.22 2,087.08 3 0.1488 71.31 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVRK K E 95.00% 48.7 36.6 2.22 2 696.7502 2,087.23 2,087.08 3 1.159 74.86 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVRK K E 95.00% 55 36.6 3.07 2 696.7002 2,087.08 2,087.08 3 1.009 3.028 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% GHYTEGAELVDSVLDVVRK K E 95.00% 59.4 36.6 3.7 2 696.7446 2,087.21 2,087.08 3 1.142 66.78 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% IMNTFSVMPSPK R V 95.00% 62.7 38.6 1.6 2 676.4021 1,350.79 1,351.67 2 0.122 90.22 163 174 TRUE

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 28.9 39.5 2.36 2 572.8563 1,143.70 1,143.63 2 1.071 59.58 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 34.7 39.5 2.01 2 572.3498 1,142.69 1,143.63 2 0.05799 50.71 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 36.1 39.5 0.921 2 572.3899 1,142.77 1,143.63 2 0.1381 120.8 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 36.7 39.5 2.23 2 572.3598 1,142.71 1,143.63 2 0.07798 68.18 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 40.7 39.5 0 2 572.3569 1,142.70 1,143.63 2 0.07212 63.06 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 41.3 39.5 1.96 2 572.3651 1,142.72 1,143.63 2 0.08864 77.5 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 42.3 39.4 2.12 2 m5: Oxidation (+15.99) 580.369 1,158.72 1,159.63 2 0.1014 87.41 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 42.8 39.4 1.68 2 m5: Oxidation (+15.99) 580.3723 1,158.73 1,159.63 2 0.1081 93.19 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 43 39.4 2.7 2 m5: Oxidation (+15.99) 580.4008 1,158.79 1,159.63 2 0.1651 142.3 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 45.6 39.5 3.52 2 572.3576 1,142.70 1,143.63 2 0.07362 64.37 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 45.7 39.5 1.92 2 572.375 1,142.74 1,143.63 2 0.1083 94.72 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 46.2 39.5 1.96 2 572.3403 1,142.67 1,143.63 2 0.03893 34.04 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 46.3 39.5 2.6 2 572.3649 1,142.72 1,143.63 2 0.08823 77.15 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 47.7 39.5 3.77 2 572.3431 1,142.67 1,143.63 2 0.04464 39.03 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 47.7 39.4 3 2 m5: Oxidation (+15.99) 580.3526 1,158.69 1,159.63 2 0.06863 59.18 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 48 39.5 2.92 2 572.382 1,142.75 1,143.63 2 0.1223 106.9 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 48 39.5 2.38 2 572.3571 1,142.70 1,143.63 2 0.07268 63.55 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 49.8 39.5 1.66 2 572.8769 1,143.74 1,143.63 2 1.112 95.68 253 262 FALSE IPI00011654
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LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 50.6 39.4 2.07 2 m5: Oxidation (+15.99) 580.3553 1,158.70 1,159.63 2 0.07401 63.82 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 51.7 39.4 2.35 2 m5: Oxidation (+15.99) 580.36 1,158.71 1,159.63 2 0.08351 72.01 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 51.9 39.5 1.96 2 572.3539 1,142.69 1,143.63 2 0.0662 57.88 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 53.2 39.5 1.85 2 572.3322 1,142.65 1,143.63 2 0.02281 19.94 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 53.3 39.5 1.57 2 572.3723 1,142.73 1,143.63 2 0.103 90.07 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 53.9 39.4 2.55 2 m5: Oxidation (+15.99) 580.3814 1,158.75 1,159.63 2 0.1262 108.8 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNMVPFPR K L 95.00% 58.7 39.5 3.12 2 572.3465 1,142.68 1,143.63 2 0.05143 44.97 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 60 39.3 2.3 2 m5: Oxidation (+15.99) 580.911 1,159.81 1,159.63 2 1.186 157.5 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LAVNmVPFPR K L 95.00% 65.8 39.4 1.96 2 m5: Oxidation (+15.99) 580.3703 1,158.73 1,159.63 2 0.104 89.69 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% LTTPTYGDLNHLVSATMSGVTTSLR K F 95.00% 36.7 35.5 0 2 879.5718 2,635.69 2,635.34 3 1.361 135.8 217 241 TRUE

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% MASTFIGNSTAIQELFK K R 95.00% 52.2 37.6 5.04 2 929.5634 1,857.11 1,857.94 2 0.1779 95.73 363 379 TRUE

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NMMAAcDPR K H 95.00% 25.1 39.2 1.37 2 c6: Carbamidomethyl (+57.02) 533.2956 1,064.58 1,065.43 2 0.1565 146.9 298 306 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NMMAAcDPR K H 95.00% 42.5 39.2 2.04 2 c6: Carbamidomethyl (+57.02) 533.3135 1,064.61 1,065.43 2 0.1922 180.4 298 306 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NMMAAcDPR K H 95.00% 45.3 39.2 0 2 c6: Carbamidomethyl (+57.02) 533.2803 1,064.55 1,065.43 2 0.1258 118 298 306 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 92.00% 17.6 37.7 0.854 2 849.5236 1,697.03 1,696.83 2 1.207 120.4 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 27.3 37.7 1.24 2 849.5367 1,697.06 1,696.83 2 1.233 135.8 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 29.6 37.6 1.72 2 849.0043 1,695.99 1,696.83 2 0.1684 99.25 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 32.5 37.6 3.66 2 849.0153 1,696.02 1,696.83 2 0.1904 112.2 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 36.5 37.6 2.96 2 849.0443 1,696.07 1,696.83 2 0.2486 146.5 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 37.1 37.7 1.74 2 849.4944 1,696.97 1,696.83 2 1.149 85.95 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 37.1 37.6 3.04 2 849.0423 1,696.07 1,696.83 2 0.2444 144 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 37.4 37.6 2.08 2 848.9785 1,695.94 1,696.83 2 0.1168 68.82 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 38.5 37.6 0 2 849.0303 1,696.05 1,696.83 2 0.2204 129.9 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 40.6 37.6 2.68 2 849.0136 1,696.01 1,696.83 2 0.1871 110.2 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 40.9 37.6 2.37 2 849.0237 1,696.03 1,696.83 2 0.2073 122.2 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 41.2 37.6 1.77 2 849.0257 1,696.04 1,696.83 2 0.2113 124.5 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% NSSYFVEWIPNNVK K V 95.00% 45.2 37.6 3.18 2 849.0021 1,695.99 1,696.83 2 0.1642 96.75 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% VAVcDIPPR K G 91.10% 36.3 39 0 2 c4: Carbamidomethyl (+57.02) 514.2464 1,026.48 1,026.54 2 0.9454 -55.81 351 359 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% VAVcDIPPR K G 95.00% 71.6 38.9 2.19 2 c4: Carbamidomethyl (+57.02) 513.8359 1,025.66 1,026.54 2 0.1243 121.1 351 359 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% YLTVATVFR R G 95.00% 42.6 39.1 1.09 2 535.8875 1,069.76 1,069.60 2 1.164 150.4 310 318 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% YLTVATVFR R G 95.00% 44 39 0 2 535.3086 1,068.60 1,069.60 2 0.005893 5.51 310 318 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% YLTVATVFR R G 95.00% 44.6 39.1 1 2 535.8465 1,069.68 1,069.60 2 1.082 73.78 310 318 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% YLTVATVFR R G 95.00% 49.6 39 1.59 2 535.3597 1,068.70 1,069.60 2 0.1082 101.1 310 318 FALSE IPI00013683

LX-2 Repeat 3 TUBB6 TUBB6 protein IPI00646779 50,072.40 100.00% 3 3 3 37.10% YLTVATVFR R G 95.00% 53.5 39 0.796 2 535.3549 1,068.70 1,069.60 2 0.09846 92.04 310 318 FALSE IPI00013683

LX-2 Repeat 3 DDX5 Probable ATP-dependent RNA helicase DDX5 IPI00017617,IPI00023785,IPI00651653,IPI00651677 69,131.70 99.80% 2 2 3 5.86% APILIATDVASR K G 95.00% 39.7 39 2.3 2 614.329 1,226.64 1,226.71 2 0.9403 -50.83 392 403 TRUE

LX-2 Repeat 3 DDX5 Probable ATP-dependent RNA helicase DDX5 IPI00017617,IPI00023785,IPI00651653,IPI00651677 69,131.70 99.80% 2 2 3 5.86% APILIATDVASR K G 95.00% 52.5 38.6 6.1 2 613.8711 1,225.73 1,226.71 2 0.02443 19.91 392 403 TRUE

LX-2 Repeat 3 DDX5 Probable ATP-dependent RNA helicase DDX5 IPI00017617,IPI00023785,IPI00651653,IPI00651677 69,131.70 99.80% 2 2 3 5.86% GDGPIcLVLAPTR R E 95.00% 27 38.5 1.02 2 c6: Carbamidomethyl (+57.02) 685.3529 1,368.69 1,368.73 2 0.9678 -25.51 165 177 TRUE

LX-2 Repeat 3 DDX5 Probable ATP-dependent RNA helicase DDX5 IPI00017617,IPI00023785,IPI00651653,IPI00651677 69,131.70 99.80% 2 2 3 5.86% MLDMGFEPQIR R K 95.00% 43.7 38.5 3.32 2 668.7969 1,335.58 1,336.64 2 -0.05244 -39.23 253 263 FALSE IPI00215637

LX-2 Repeat 3 LAMA4 Isoform 1 of Laminin subunit alpha-4 precursor IPI00329482,IPI00735310 202,512.40 100.00% 4 4 4 3.95% AHLPLDINFR R G 95.00% 22.2 38.8 1.64 2 597.865 1,193.72 1,195.66 2 -0.9357 56.14 1190 1199 TRUE

LX-2 Repeat 3 LAMA4 Isoform 1 of Laminin subunit alpha-4 precursor IPI00329482,IPI00735310 202,512.40 100.00% 4 4 4 3.95% DVEIPLDSKPVSSWPAYFSIVK K I 95.00% 7.14 36 1.28 2 826.5762 2,476.71 2,477.30 3 0.4176 168.5 914 935 TRUE

LX-2 Repeat 3 LAMA4 Isoform 1 of Laminin subunit alpha-4 precursor IPI00329482,IPI00735310 202,512.40 100.00% 4 4 4 3.95% ELVDEEADEAYELLSQAESWQR R L 95.00% 55.8 35.5 2.13 2 870.8211 2,609.44 2,610.18 3 0.2644 101.3 441 462 TRUE

LX-2 Repeat 3 LAMA4 Isoform 1 of Laminin subunit alpha-4 precursor IPI00329482,IPI00735310 202,512.40 100.00% 4 4 4 3.95% SLLSDVEELVEKENQASR K K 95.00% 61 37 3.96 2 682.9802 2,045.92 2,046.04 3 0.891 -54.61 348 365 TRUE

LX-2 Repeat 3 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 6 28.00% FAmKEmGTPDVR K I 95.00% 53.1 38.4 1.7 2 m3: Oxidation (+15.99), m6: Oxidation (+15.99) 471.9581 1,412.85 1,413.65 3 0.2094 148.1 52 63 TRUE

LX-2 Repeat 3 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 6 28.00% LYTLVTYVPVTTFK K N 95.00% 47.5 37.8 3.47 2 823.0803 1,644.15 1,644.92 2 0.2284 138.8 102 115 TRUE

LX-2 Repeat 3 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 6 28.00% SAINEVVTR R E 95.00% 44.8 39.9 0 2 494.8184 987.6222 988.5421 2 0.08738 88.38 15 23 TRUE

LX-2 Repeat 3 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 6 28.00% SAINEVVTR R E 95.00% 51.7 39.9 0 2 494.8252 987.6358 988.5421 2 0.101 102.1 15 23 TRUE

LX-2 Repeat 3 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 6 28.00% SAINEVVTR R E 95.00% 55.9 39.9 0 2 494.8518 987.689 988.5421 2 0.1542 155.9 15 23 TRUE

LX-2 Repeat 3 RPL31 60S ribosomal protein L31 IPI00026302,IPI00848331,IPI00856058 14,445.20 100.00% 3 3 6 28.00% SAINEVVTR R E 95.00% 62.1 39.9 0.921 2 494.824 987.6335 988.5421 2 0.09866 99.79 15 23 TRUE

LX-2 Repeat 3 TMEM33 Transmembrane protein 33 IPI00299084 27,961.70 99.80% 2 2 2 9.31% ALLANALTSALR R L 95.00% 45.9 38.8 4.44 2 607.4439 1,212.87 1,213.73 2 0.1542 127 58 69 TRUE

LX-2 Repeat 3 TMEM33 Transmembrane protein 33 IPI00299084 27,961.70 99.80% 2 2 2 9.31% LcLQSIAFISR R L 95.00% 54.5 38.6 2.33 2 c2: Carbamidomethyl (+57.02) 654.4435 1,306.87 1,307.71 2 0.1655 126.6 231 241 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% GcGTVLLSGPR K K 95.00% 64.7 39.4 2.11 2 c2: Carbamidomethyl (+57.02) 558.8321 1,115.65 1,116.58 2 0.07371 66.01 133 143 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% GcGTVLLSGPR K K 95.00% 70.2 39.4 0 2 c2: Carbamidomethyl (+57.02) 558.8144 1,115.61 1,116.58 2 0.03826 34.26 133 143 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% ILTFDQLALDSPK K G 95.00% 43.6 38.6 1.82 2 730.8603 1,459.71 1,460.80 2 -0.08657 -59.27 120 132 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% ILTFDQLALDSPK K G 95.00% 65.9 38.6 2.28 2 730.9583 1,459.90 1,460.80 2 0.1094 74.88 120 132 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% ILTFDQLALDSPK K G 95.00% 74.3 38.5 4.68 2 731.5203 1,461.03 1,460.80 2 1.233 157.8 120 132 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% ILTFDQLALDSPK K G 95.00% 74.9 38.5 3.77 2 731.4603 1,460.91 1,460.80 2 1.113 75.72 120 132 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% ILTFDQLALDSPK K G 95.00% 81.9 38.5 4.24 2 731.4603 1,460.91 1,460.80 2 1.113 75.72 120 132 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% TAVVVGTITDDVR K V 95.00% 51.7 38.9 2.68 2 673.3703 1,344.73 1,345.73 2 0.000927 0.6889 79 91 FALSE IPI00299573,IPI00479315

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% TNRPPLSLSR R M 95.00% 33.7 38.8 1.28 2 570.8728 1,139.73 1,140.65 2 0.08983 78.74 56 65 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% TNSTFNQVVLK R R 92.90% 37.1 38.8 0 2 625.8683 1,249.72 1,250.67 2 0.05545 44.33 39 49 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% TNSTFNQVVLK R R 95.00% 33.7 38.8 1.21 2 626.3675 1,250.72 1,250.67 2 1.054 40.86 39 49 TRUE

LX-2 Repeat 3 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 4 4 11 30.90% TNSTFNQVVLK R R 95.00% 56 38.8 1.89 2 625.8373 1,249.66 1,250.67 2 -0.006555 -5.241 39 49 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% AGELTEDEVER R V 95.00% 56.3 39 3.02 2 624.334 1,246.65 1,247.58 2 0.08563 68.63 56 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% AGELTEDEVER R V 95.00% 60.2 39 3.12 2 624.3528 1,246.69 1,247.58 2 0.1231 98.68 56 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% AGELTEDEVER R V 95.00% 62.2 39 2.77 2 624.3343 1,246.65 1,247.58 2 0.08613 69.03 56 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% AGELTEDEVER R V 95.00% 64 39 1.89 2 624.3286 1,246.64 1,247.58 2 0.07472 59.89 56 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% AGELTEDEVER R V 95.00% 81.4 39 0 2 624.3327 1,246.65 1,247.58 2 0.08293 66.47 56 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% AGELTEDEVER R V 95.00% 82.6 39 1.62 2 624.333 1,246.65 1,247.58 2 0.08349 66.92 56 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% IAFAITAIK K G 95.00% 42.8 39.9 0.854 2 474.3738 946.7331 947.5925 2 0.1478 155.9 26 34 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% IPDWFLNR K Q 95.00% 36.6 39.6 1.28 2 530.8466 1,059.68 1,060.56 2 0.1283 121 79 86 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% IPDWFLNR K Q 95.00% 38.2 39.6 1.44 2 531.2703 1,060.53 1,060.56 2 0.9757 -25.44 79 86 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% IPDWFLNR K Q 95.00% 40.7 39.6 1.2 2 530.8451 1,059.68 1,060.56 2 0.1253 118.1 79 86 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% IPDWFLNR K Q 95.00% 42 39.6 0 2 530.8364 1,059.66 1,060.56 2 0.1079 101.7 79 86 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% IPDWFLNR K Q 95.00% 52.3 39.6 0 2 530.8067 1,059.60 1,060.56 2 0.04852 45.74 79 86 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% RAGELTEDEVER K V 95.00% 42.4 38.5 0 2 468.3362 1,401.99 1,403.68 3 -0.6822 228.4 55 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% RAGELTEDEVER K V 95.00% 43.3 38.5 3.8 2 702.4128 1,402.81 1,403.68 2 0.142 101.2 55 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% RAGELTEDEVER K V 95.00% 44.3 38.5 0 2 468.3266 1,401.96 1,403.68 3 -0.711 207.9 55 66 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VITIMQNPR R Q 95.00% 41.7 39.6 0 2 536.2923 1,070.57 1,071.60 2 -0.02077 -19.39 67 75 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VITImQNPR R Q 95.00% 51.1 39.7 0 2 m5: Oxidation (+15.99) 544.3439 1,086.67 1,087.59 2 0.08766 80.6 67 75 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VITIMQNPR R Q 95.00% 51.2 39.6 1.04 2 536.333 1,070.65 1,071.60 2 0.06063 56.58 67 75 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VITIMQNPR R Q 95.00% 58.7 39.6 0 2 536.3193 1,070.62 1,071.60 2 0.03323 31.01 67 75 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VITIMQNPR R Q 95.00% 72.4 39.8 0 2 536.8436 1,071.67 1,071.60 2 1.082 73.8 67 75 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VLNTNIDGR R R 95.00% 61.4 39.9 0 2 501.3623 1,000.71 1,001.54 2 0.1798 179.5 15 23 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VLNTNIDGR R R 95.00% 70.8 39.9 1.51 2 501.3424 1,000.67 1,001.54 2 0.14 139.8 15 23 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VLNTNIDGR R R 95.00% 71.1 39.9 1.62 2 501.328 1,000.64 1,001.54 2 0.1112 111 15 23 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% VLNTNIDGR R R 95.00% 71.5 39.9 1.96 2 501.338 1,000.66 1,001.54 2 0.1313 131 15 23 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% YSQVLANGLDNK K L 95.00% 41.1 38.6 2.09 2 661.3943 1,320.77 1,321.67 2 0.1065 80.59 95 106 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% YSQVLANGLDNK K L 95.00% 43.6 38.6 2.55 2 661.3378 1,320.66 1,321.67 2 -0.006473 -4.898 95 106 TRUE

LX-2 Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 7 8 27 38.80% YSQVLANGLDNK K L 95.00% 74.3 38.6 1.66 2 661.3542 1,320.69 1,321.67 2 0.02643 20 95 106 TRUE

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 8 17.80% AGVIFPVGR K M 95.00% 44.5 39.9 0 2 458.3369 914.6593 915.5411 2 0.1255 137 19 27 TRUE

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 8 17.80% GVTIASGGVLPNIHPELLAK K K 95.00% 17.9 37.3 2.96 2 662.7833 1,985.33 1,986.14 3 0.1967 99.02 97 116 TRUE

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 8 17.80% GVTIASGGVLPNIHPELLAK K K 95.00% 24.2 37.2 1.89 2 663.0642 1,986.17 1,986.14 3 1.039 18.48 97 116 TRUE

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 8 17.80% HILLAVANDEELNQLLK R G 95.00% 42.6 37.4 1.66 2 645.3902 1,933.15 1,933.08 3 1.08 40.18 80 96 TRUE

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 8 17.80% HILLAVANDEELNQLLK R G 95.00% 54.8 37.4 1.77 2 645.3902 1,933.15 1,933.08 3 1.08 40.18 80 96 TRUE

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 8 17.80% QTAAQLILK K A 92.40% 37.3 39.3 0 2 493.3693 984.724 985.6042 2 0.127 128.8 323 331 TRUE

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 8 17.80% QTAAQLILK K A 94.30% 38.8 39.6 0 2 493.884 985.7534 985.6042 2 1.156 155.7 323 331 TRUE

LX-2 Repeat 3 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 8 17.80% SIAFPSIGSGR K N 95.00% 51.2 39.5 0 2 546.3487 1,090.68 1,091.58 2 0.1057 96.79 307 317 TRUE

LX-2 Repeat 3 XRCC5 ATP-dependent DNA helicase 2 subunit 2 IPI00220834 82,689.10 99.80% 2 2 2 3.69% HIEIFTDLSSR R F 95.00% 47.1 38.9 2.77 2 659.3603 1,316.71 1,317.68 2 0.03342 25.36 131 141 TRUE

LX-2 Repeat 3 XRCC5 ATP-dependent DNA helicase 2 subunit 2 IPI00220834 82,689.10 99.80% 2 2 2 3.69% HLmLPDFDLLEDIESK R I 95.00% 51.5 37.4 2.28 2 m3: Oxidation (+15.99) 644.7175 1,931.13 1,930.95 3 1.191 97.37 82 97 TRUE

LX-2 Repeat 3 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 99.60% 2 2 2 1.60% DFALDVEMK R L 91.60% 36.6 39.1 0 2 534.2917 1,066.57 1,067.51 2 0.06819 63.87 1153 1161 TRUE

LX-2 Repeat 3 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 99.60% 2 2 2 1.60% GNEEGYFGTR K R 95.00% 45.6 39.4 2.11 2 565.311 1,128.61 1,129.49 2 0.1239 109.7 1124 1133 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% AGVNTVTTLVENK R K 95.00% 53.4 38.9 2.21 2 673.3636 1,344.71 1,345.73 2 -0.01231 -9.145 138 150 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% AGVNTVTTLVENK R K 95.00% 53.6 38.9 2.74 2 673.3538 1,344.69 1,345.73 2 -0.03191 -23.72 138 150 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% AGVNTVTTLVENK R K 95.00% 71.8 38.9 4.41 2 673.3629 1,344.71 1,345.73 2 -0.01371 -10.19 138 150 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% AGVNTVTTLVENK R K 95.00% 76.4 39 3.21 2 673.8603 1,345.71 1,345.73 2 0.981 -16.11 138 150 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% AGVNTVTTLVENKK R A 95.00% 54.5 38.4 0 2 492.0086 1,473.00 1,473.83 3 0.1841 124.9 138 151 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% HWGGNVLGPK R S 95.00% 25.6 39.3 1.51 2 532.8572 1,063.70 1,064.56 2 0.1434 134.7 236 245 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% HWGGNVLGPK R S 95.00% 37.1 39.3 2.15 2 532.8426 1,063.67 1,064.56 2 0.1141 107.2 236 245 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% HWGGNVLGPK R S 95.00% 56.2 39.3 3.01 2 532.8573 1,063.70 1,064.56 2 0.1435 134.8 236 245 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% LKVPPAINQFTQALDR R Q 95.00% 41.2 37.3 0 2 604.6991 1,811.08 1,811.02 3 1.065 34.47 74 89 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% LKVPPAINQFTQALDR R Q 95.00% 46 37.3 0.854 2 604.4037 1,810.19 1,811.02 3 0.1789 98.8 74 89 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% LKVPPAINQFTQALDR R Q 95.00% 47.3 37.3 0 2 604.7013 1,811.08 1,811.02 3 1.072 38.05 74 89 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% LKVPPAINQFTQALDR R Q 95.00% 49.7 37.3 2.7 2 604.7244 1,811.15 1,811.02 3 1.141 76.29 74 89 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% LKVPPAINQFTQALDR R Q 95.00% 57.2 37.3 2.22 2 604.4102 1,810.21 1,811.02 3 0.1984 109.5 74 89 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% LKVPPAINQFTQALDR R Q 95.00% 62.1 37.3 1.48 2 604.3835 1,810.13 1,811.02 3 0.1184 65.35 74 89 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% LKVPPAINQFTQALDR R Q 95.00% 65.3 37.3 4.13 2 604.4141 1,810.22 1,811.02 3 0.21 115.9 74 89 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% LKVPPAINQFTQALDR R Q 95.00% 75 37.3 3.82 2 604.3928 1,810.16 1,811.02 3 0.1462 80.75 74 89 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% MGVPYcIIK K G 92.00% 36.8 39 0 2 c6: Carbamidomethyl (+57.02) 540.859 1,079.70 1,080.56 2 0.1526 141.2 177 185 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% TcTTVAFTQVNSEDKGALAK K L 95.00% 43.8 36.7 2.28 2 c2: Carbamidomethyl (+57.02) 714.4065 2,140.20 2,141.05 3 0.1506 70.33 198 217 TRUE

LX-2 Repeat 3 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 6 6 19 25.90% TcTTVAFTQVNSEDKGALAK K L 95.00% 53.7 36.7 0 2 c2: Carbamidomethyl (+57.02) 714.3932 2,140.16 2,141.05 3 0.1105 51.61 198 217 TRUE

LX-2 Repeat 3 RPL3 60S ribosomal protein L3 IPI00550021,IPI00651660 46,091.50 99.80% 2 2 2 5.21% HGSLGFLPR R K 95.00% 52.8 38.9 2.8 2 492.3178 982.6211 983.5422 2 0.08612 87.55 11 19 TRUE

LX-2 Repeat 3 RPL3 60S ribosomal protein L3 IPI00550021,IPI00651660 46,091.50 99.80% 2 2 2 5.21% NNASTDYDLSDK K S 95.00% 54.8 38.7 3.49 2 671.8014 1,341.59 1,342.58 2 0.01975 14.71 301 312 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% AINEAYKEDYHK R S 92.20% 35.6 38.3 0 2 494.3097 1,479.91 1,480.71 3 0.2079 140.4 472 483 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% ALIEILATR K T 95.00% 47.8 39.4 0 2 500.3736 998.7326 999.6198 2 0.12 120.1 457 465 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% cLIEILASR K T 95.00% 48.1 39.8 2 2 c1: Carbamidomethyl (+57.02) 537.8494 1,073.68 1,074.60 2 0.09376 87.24 114 122 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% cLIEILASR K T 95.00% 50.4 39.8 1.54 2 c1: Carbamidomethyl (+57.02) 537.8488 1,073.68 1,074.60 2 0.09263 86.19 114 122 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% EAILDIITSR K S 95.00% 47.5 39.3 3.12 2 565.8796 1,129.74 1,130.64 2 0.1101 97.37 41 50 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% EEDDVVSEDLVQQDVQDLYEAGELK R W 93.90% 33.3 34.9 0 2 956.2202 2,865.64 2,865.32 3 1.33 114 167 191 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% EEGGENLDQAR R E 95.00% 56.6 39.3 1.74 2 609.2971 1,216.58 1,217.54 2 0.04751 39.02 510 520 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% FMTILcTR R S 95.00% 36.5 39.2 1.41 2 c6: Carbamidomethyl (+57.02) 521.3403 1,040.67 1,041.52 2 0.1512 145.1 547 554 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% FMTILcTR R S 95.00% 53.4 39.2 1.46 2 c6: Carbamidomethyl (+57.02) 521.2917 1,040.57 1,041.52 2 0.05408 51.92 547 554 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GELSGDFEK R L 95.00% 43.5 39 0.824 2 491.2794 980.5443 981.4525 2 0.09903 100.9 232 240 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GFGSDKEAILDIITSR K S 95.00% 54.5 37.7 0.77 2 575.0402 1,722.10 1,721.91 3 1.199 113.8 35 50 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GFGSDKEAILDIITSR K S 95.00% 79.7 37.7 6.07 2 862.0851 1,722.16 1,721.91 2 1.256 146.9 35 50 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GLGTDEDTIIDIITHR K S 95.00% 43 37.4 0 2 590.3626 1,768.07 1,768.91 3 0.1653 93.46 378 393 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GSIHDFPGFDPNQDAEALYTAMK R G 95.00% 37.4 35.5 0 2 842.1552 2,523.44 2,524.15 3 0.3058 121.1 12 34 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GSIHDFPGFDPNQDAEALYTAMK R G 95.00% 40.8 35.5 2.46 2 842.4902 2,524.45 2,524.15 3 1.311 122 12 34 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GSIHDFPGFDPNQDAEALYTAMK R G 95.00% 57.8 35.5 3.15 2 842.4635 2,524.37 2,524.15 3 1.231 90.29 12 34 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GSIHDFPGFDPNQDAEALYTAMK R G 95.00% 77.2 35.6 2.36 2 842.514 2,524.52 2,524.15 3 1.382 150.3 12 34 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% GTVRPANDFNPDADAK K A 95.00% 32.6 37.8 0.77 2 563.3032 1,686.89 1,687.80 3 0.09142 54.16 355 370 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% LILGLmMPPAHYDAK R Q 95.00% 45.5 37.9 0 2 m6: Oxidation (+15.99) 562.6762 1,685.01 1,685.88 3 0.1383 82.05 428 442 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% LVFDEYLK R T 95.00% 29.7 38.9 0.921 2 513.8087 1,025.60 1,026.55 2 0.05937 57.83 213 220 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% MLVVLLQGTR K E 89.80% 36 39.3 0 2 565.8963 1,129.78 1,129.68 2 1.109 93.92 157 166 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% mLVVLLQGTR K E 95.00% 44.4 39.3 0 2 m1: Oxidation (+15.99) 573.323 1,144.63 1,145.67 2 -0.03253 -28.4 157 166 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% MLVVLLQGTR K E 95.00% 54.5 39.4 2.57 2 565.3679 1,128.72 1,129.68 2 0.0521 46.12 157 166 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SEIDLLNIR R R 91.10% 37.2 39.8 0 2 536.8171 1,071.62 1,072.60 2 0.02711 25.28 630 638 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SEIDLLNIR R R 95.00% 57.9 39.8 0 2 536.879 1,071.74 1,072.60 2 0.1508 140.6 630 638 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SEISGDLAR K L 95.00% 41.1 39.9 0.824 2 474.3469 946.6793 947.4793 2 0.2073 218.7 419 427 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SELDMLDIR R E 95.00% 51.6 39.5 2.6 2 546.2726 1,090.53 1,091.54 2 -0.002457 -2.251 282 290 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SELDMLDIR R E 95.00% 58.8 39.5 2.27 2 546.371 1,090.73 1,091.54 2 0.1944 178.1 282 290 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SLEDALSSDTSGHFR K R 95.00% 41.7 37.8 4.09 2 541.3334 1,620.98 1,621.75 3 0.2403 148.1 484 498 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SLEDALSSDTSGHFR K R 95.00% 47.2 37.8 1.89 2 541.3173 1,620.93 1,621.75 3 0.1921 118.4 484 498 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SLEDALSSDTSGHFR K R 95.00% 93.6 37.8 4.15 2 811.4681 1,620.92 1,621.75 2 0.1836 113.2 484 498 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% SLHQAIEGDTSGDFLK K A 95.00% 42.8 37.8 0 2 573.3585 1,717.05 1,717.84 3 0.2216 129 648 663 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% TTGKPIEASIR K G 95.00% 33.9 39.3 1.21 2 586.9144 1,171.81 1,172.66 2 0.1579 134.7 221 231 TRUE

LX-2 Repeat 3 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 22 24 34 40.30% WGTDEAQFIYILGNR K S 95.00% 62 37.8 3.13 2 892.0551 1,782.10 1,782.88 2 0.2217 124.3 192 206 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% AAMDNSEIAGEKK K S 95.00% 59.3 38.6 1.18 2 455.6602 1,363.96 1,363.65 3 1.314 227.8 258 270 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% AVDEAADALLK K A 95.00% 66.1 39.3 1.23 2 558.3651 1,114.72 1,115.59 2 0.1284 115.1 287 297 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% ELDSITPEVLPGWK R G 95.00% 28.6 38 1.22 2 792.4994 1,582.98 1,583.83 2 0.1596 100.8 372 385 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% GIEQAVQSHAVAEEEAR R K 95.00% 39.2 37.5 0 2 608.6988 1,823.07 1,823.89 3 0.1937 106.2 548 564 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% GIEQAVQSHAVAEEEAR R K 95.00% 46.7 37.5 0.886 2 608.6324 1,822.88 1,823.89 3 -0.005727 -3.14 548 564 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% GIEQAVQSHAVAEEEAR R K 95.00% 57.5 37.3 4.51 2 609.0285 1,824.06 1,823.89 3 1.183 98.68 548 564 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% GVYSEETLR R A 95.00% 52.3 38.9 1.85 2 527.2838 1,052.55 1,053.52 2 0.0391 37.12 624 632 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% LLSYASYcIEHGDLELAAK K F 95.00% 40.4 36.5 0 2 c8: Carbamidomethyl (+57.02) 718.7024 2,153.09 2,153.06 3 1.034 14.53 690 708 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% LSEQELQFR K R 95.00% 65.3 39.1 0.796 2 575.3721 1,148.73 1,149.59 2 0.147 127.8 517 525 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% LSEQELQFR K R 95.00% 76.8 39.1 0.796 2 575.363 1,148.71 1,149.59 2 0.1288 112 517 525 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% LSEQELQFR K R 95.00% 84 39.1 0 2 575.3305 1,148.65 1,149.59 2 0.06374 55.44 517 525 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% qHITLALEK K Q 95.00% 0 0 2.89 2 n-term: Pyro-cmC (-17.03) 518.3687 1,034.72 1,035.58 2 0.1466 141.6 428 436 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% SEFEQNLSEK K L 89.70% 35.3 38.6 0 2 605.8503 1,209.69 1,210.56 2 0.1346 111.2 507 516 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% SEFEQNLSEK K L 95.00% 41.9 38.6 0 2 605.7966 1,209.58 1,210.56 2 0.02726 22.52 507 516 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% SEFEQNLSEK K L 95.00% 57.1 38.6 0 2 605.8509 1,209.69 1,210.56 2 0.1358 112.2 507 516 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% VAMIDETR R N 95.00% 42.8 40 0 2 467.7909 933.5672 934.4663 2 0.1081 115.7 645 652 TRUE

LX-2 Repeat 3 IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960,IPI00470829,IPI00554469 83,661.00 100.00% 11 11 17 17.40% VVSQYHELVVQAR K D 95.00% 36.3 38 2.54 2 509.9904 1,526.95 1,527.83 3 0.1289 84.34 354 366 TRUE

LX-2 Repeat 3 RUVBL1 Isoform 1 of RuvB-like 1 IPI00021187,IPI00787897 50,211.40 100.00% 4 4 4 14.00% AQTEGINISEEALNHLGEIGTK R T 95.00% 50.3 36.1 0 2 775.4889 2,323.45 2,324.17 3 0.2791 120.1 379 400 TRUE

LX-2 Repeat 3 RUVBL1 Isoform 1 of RuvB-like 1 IPI00021187,IPI00787897 50,211.40 100.00% 4 4 4 14.00% EAcGVIVELIK R S 95.00% 47 39.1 0 2 c3: Carbamidomethyl (+57.02) 615.8946 1,229.77 1,230.68 2 0.1054 85.67 47 57 TRUE

LX-2 Repeat 3 RUVBL1 Isoform 1 of RuvB-like 1 IPI00021187,IPI00787897 50,211.40 100.00% 4 4 4 14.00% GTEDITSPHGIPLDLLDR R V 95.00% 57.1 37.2 2.08 2 650.6335 1,948.88 1,949.00 3 0.8881 -58.81 340 357 TRUE

LX-2 Repeat 3 RUVBL1 Isoform 1 of RuvB-like 1 IPI00021187,IPI00787897 50,211.40 100.00% 4 4 4 14.00% QAASGLVGQENAR K E 95.00% 54.2 38.7 7.37 2 650.8733 1,299.73 1,300.66 2 0.07887 60.64 34 46 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% DAGTIAGLNVLR K I 95.00% 36.8 39.1 0.959 2 600.3966 1,198.78 1,199.67 2 0.1115 92.9 160 171 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% DAGTIAGLNVLR K I 95.00% 71.4 39.1 3.64 2 600.378 1,198.74 1,199.67 2 0.07421 61.86 160 171 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% IINEPTAAAIAYGLDKK R V 95.00% 37.9 37.7 0 2 596.6889 1,787.05 1,787.99 3 0.0618 34.56 172 188 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% IINEPTAAAIAYGLDKK R V 95.00% 43.6 37.7 0 2 596.7369 1,787.19 1,787.99 3 0.2056 114.9 172 188 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% LLQDFFNGK K E 95.00% 55 38.9 0 2 541.3731 1,080.73 1,081.57 2 0.1711 158.2 349 357 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% NSLESYAFNMK K A 95.00% 48.4 38.8 1.92 2 652.4081 1,302.80 1,303.60 2 0.2103 161.3 540 550 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% SFYPEEVSSMVLTK K M 95.00% 15.6 38 1.62 2 809.4841 1,616.95 1,616.79 2 1.173 105.4 113 126 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% TTPSYVAFTDTER R L 95.00% 67.5 38.3 6.14 2 744.3567 1,486.70 1,487.70 2 0.004869 3.273 37 49 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% VEIIANDQGNR K T 95.00% 44.5 39 0 2 614.304 1,226.59 1,228.63 2 -1.028 -20.18 26 36 TRUE

LX-2 Repeat 3 HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 70,881.80 100.00% 7 7 10 13.50% VEIIANDQGNR K T 95.00% 70.9 39.1 2.62 2 614.8671 1,227.72 1,228.63 2 0.09871 80.33 26 36 TRUE

LX-2 Repeat 3 RPL18A 60S ribosomal protein L18a IPI00026202,IPI00847774 20,744.60 99.80% 2 2 2 12.50% DLTTAGAVTQcYR R D 95.00% 54.4 38.3 2.41 2 c11: Carbamidomethyl (+57.02) 728.409 1,454.80 1,455.69 2 0.1209 83.02 99 111 TRUE

LX-2 Repeat 3 RPL18A 60S ribosomal protein L18a IPI00026202,IPI00847774 20,744.60 99.80% 2 2 2 12.50% FWYFVSQLK R K 95.00% 40.3 39.3 0 2 609.3903 1,216.77 1,217.64 2 0.1379 113.3 44 52 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% DNLAEDIMR R L 95.00% 40 39.6 1.66 2 538.8215 1,075.63 1,076.50 2 0.1314 122 176 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EEAENTLQSFR R Q 95.00% 56.6 38.4 0 2 662.3483 1,322.68 1,323.62 2 0.07173 54.19 197 207 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EEAENTLQSFR R Q 95.00% 57.9 38.4 2.72 2 662.3191 1,322.62 1,323.62 2 0.01338 10.1 197 207 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EEAENTLQSFR R Q 95.00% 61.3 38.4 1.62 2 662.3166 1,322.62 1,323.62 2 0.008455 6.388 197 207 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EEAENTLQSFR R Q 95.00% 73.7 38.4 2.04 2 662.3519 1,322.69 1,323.62 2 0.07903 59.7 197 207 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EEAENTLQSFR R Q 95.00% 81.5 38.4 1.3 2 662.3348 1,322.66 1,323.62 2 0.04482 33.86 197 207 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EEAENTLQSFR R Q 95.00% 81.7 38.4 2.12 2 662.2927 1,322.57 1,323.62 2 -0.03934 -29.72 197 207 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EEAENTLQSFR R Q 95.00% 95.9 38.4 2.17 2 662.3462 1,322.68 1,323.62 2 0.06756 51.04 197 207 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EKLQEEMLQR R E 90.30% 35.8 38.8 0 2 652.3312 1,302.65 1,303.67 2 -0.01255 -9.631 187 196 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EMEENFAVEAANYQDTIGR R L 95.00% 57.8 36.5 0 2 729.9862 2,186.94 2,186.97 3 0.9781 -11.28 346 364 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EMEENFAVEAANYQDTIGR R L 95.00% 75.3 36.5 0 2 730.0252 2,187.05 2,186.97 3 1.095 42.19 346 364 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EMEENFAVEAANYQDTIGR R L 95.00% 88.5 36.5 1.08 2 729.6982 2,186.07 2,186.97 3 0.1141 52.15 346 364 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EYQDLLNVK R M 95.00% 43.1 39.5 0 2 561.3417 1,120.67 1,121.58 2 0.09219 82.19 382 390 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EYQDLLNVK R M 95.00% 44.9 39.5 0 2 561.3332 1,120.65 1,121.58 2 0.07528 67.12 382 390 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% EYQDLLNVK R M 95.00% 46 39.5 0 2 561.3467 1,120.68 1,121.58 2 0.1023 91.19 382 390 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% FADLSEAANR K N 95.00% 32 39 2.15 2 547.335 1,092.66 1,093.53 2 0.1355 123.9 295 304 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% FADLSEAANR K N 95.00% 33.7 39 1.89 2 547.3445 1,092.67 1,093.53 2 0.1545 141.2 295 304 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% FADLSEAANR K N 95.00% 40.2 39 1.17 2 547.3403 1,092.67 1,093.53 2 0.146 133.5 295 304 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% FADLSEAANR K N 95.00% 41 39 1.68 2 547.327 1,092.64 1,093.53 2 0.1194 109.2 295 304 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% FADLSEAANR K N 95.00% 42.8 39 1.85 2 547.3367 1,092.66 1,093.53 2 0.1389 127 295 304 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% FADLSEAANR K N 95.00% 48.1 39 2.55 2 547.3375 1,092.66 1,093.53 2 0.1406 128.5 295 304 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% FADLSEAANR K N 95.00% 48.4 39 2.68 2 547.336 1,092.66 1,093.53 2 0.1374 125.6 295 304 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% FADLSEAANR K N 95.00% 49.1 39 1.26 2 547.282 1,092.55 1,093.53 2 0.02948 26.95 295 304 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLK K G 95.00% 47.9 38.9 0 2 585.4137 1,168.81 1,169.71 2 0.1059 90.56 130 139 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLK K G 95.00% 48.2 38.9 0 2 585.3853 1,168.76 1,169.71 2 0.04915 42.02 130 139 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLK K G 95.00% 57.1 38.9 1.24 2 585.4053 1,168.80 1,169.71 2 0.08903 76.1 130 139 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLK K G 95.00% 60.2 39.1 1.14 2 585.831 1,169.65 1,169.71 2 0.9406 -53.1 130 139 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLK K G 95.00% 60.5 38.9 1.1 2 585.3709 1,168.73 1,169.71 2 0.02036 17.41 130 139 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLK K G 95.00% 67.2 38.9 1.25 2 585.3999 1,168.79 1,169.71 2 0.07823 66.87 130 139 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLKGQGK K S 95.00% 47.5 38.2 0 2 514.0489 1,539.12 1,539.91 3 0.2212 143.6 130 143 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLKGQGK K S 95.00% 49.3 38.2 0 2 514.3422 1,540.00 1,539.91 3 1.101 63.87 130 143 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLKGQGK K S 95.00% 49.9 38.2 0 2 514.0573 1,539.15 1,539.91 3 0.2465 160.1 130 143 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLKGQGK K S 95.00% 53.8 38.2 0 2 514.0141 1,539.02 1,539.91 3 0.1168 75.87 130 143 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ILLAELEQLKGQGK K S 95.00% 68.7 38.2 4.4 2 770.5023 1,538.99 1,539.91 2 0.08643 56.12 130 143 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 33 38.1 2.33 2 786.0303 1,570.05 1,570.90 2 0.158 100.6 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 49.3 38.2 1.57 2 524.6662 1,570.98 1,570.90 3 1.089 54.72 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 52.9 38.2 5.92 2 786.4549 1,570.90 1,570.90 2 1.007 2.881 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 57.5 38.1 7.35 2 785.9919 1,569.97 1,570.90 2 0.08136 51.79 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 58.7 38.1 3.66 2 786.0168 1,570.02 1,570.90 2 0.131 83.4 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 60.1 38.1 2.74 2 786.0531 1,570.09 1,570.90 2 0.2037 129.7 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 62.4 38.2 2.6 2 786.5523 1,571.09 1,570.90 2 1.202 126.8 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 71.2 38.2 2.64 2 786.5203 1,571.03 1,570.90 2 1.138 86.07 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 71.7 38.1 4.15 2 786.026 1,570.04 1,570.90 2 0.1495 95.13 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 83.1 38.2 4.15 2 786.4503 1,570.89 1,570.90 2 0.998 -2.991 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% ISLPLPNFSSLNLR R E 95.00% 83.8 38.1 2.43 2 786.055 1,570.10 1,570.90 2 0.2074 132 411 424 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% KVESLQEEIAFLK R K 95.00% 36 38.2 2.7 2 767.4636 1,532.91 1,533.85 2 0.06749 44 223 235 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% KVESLQEEIAFLK R K 95.00% 41.1 38.2 0 2 512.0419 1,533.10 1,533.85 3 0.2586 168.5 223 235 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% KVESLQEEIAFLK R K 95.00% 45.4 38.2 0.886 2 512.3342 1,533.98 1,533.85 3 1.136 86.53 223 235 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% KVESLQEEIAFLK R K 95.00% 47.8 38.2 1.25 2 512.0259 1,533.06 1,533.85 3 0.2107 137.3 223 235 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% KVESLQEEIAFLK R K 95.00% 48.9 38.2 4.36 2 512.016 1,533.03 1,533.85 3 0.1811 118 223 235 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% KVESLQEEIAFLK R K 95.00% 54.9 38.2 5.46 2 767.4966 1,532.98 1,533.85 2 0.1336 87.06 223 235 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% KVESLQEEIAFLK R K 95.00% 57 38.2 5.03 2 767.4896 1,532.96 1,533.85 2 0.1194 77.84 223 235 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LGDLYEEEMR R E 95.00% 45.2 38.8 2.77 2 627.8132 1,253.61 1,254.57 2 0.0519 41.37 146 155 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LGDLYEEEMR R E 95.00% 57.9 38.8 4.82 2 627.7899 1,253.57 1,254.57 2 0.005361 4.273 146 155 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LGDLYEEEMR R E 95.00% 62.6 38.8 4.08 2 627.8313 1,253.65 1,254.57 2 0.08811 70.22 146 155 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LGDLYEEEMR R E 95.00% 62.8 38.8 4.02 2 627.8347 1,253.65 1,254.57 2 0.0949 75.64 146 155 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LGDLYEEEMR R E 95.00% 66.1 38.8 3.64 2 627.7929 1,253.57 1,254.57 2 0.01119 8.919 146 155 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LLEGEESR K I 95.00% 41.5 40 0 2 466.8017 931.5888 932.4684 2 0.1276 136.8 403 410 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQDEIQNMK R E 95.00% 45.4 39.6 0 2 559.821 1,117.63 1,118.55 2 0.08357 74.7 365 373 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQDEIQNMK R E 95.00% 50.2 39.6 0 2 559.8099 1,117.61 1,118.55 2 0.06123 54.73 365 373 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQDEIQNMKEEMAR R H 95.00% 24.8 37.7 0.921 2 579.0242 1,734.05 1,734.82 3 0.243 140.1 365 378 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQDEIQNMKEEMAR R H 95.00% 37.1 37.7 0 2 578.9916 1,733.95 1,734.82 3 0.145 83.6 365 378 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQDEIQNMKEEMAR R H 95.00% 42.2 37.7 0 2 579.0195 1,734.04 1,734.82 3 0.2289 131.9 365 378 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQDEIQNMKEEMAR R H 95.00% 44.3 37.7 1.62 2 579.3413 1,735.00 1,734.82 3 1.194 110.3 365 378 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQDEIQNMKEEMAR R H 95.00% 44.5 37.7 0 2 578.9884 1,733.94 1,734.82 3 0.1354 78.05 365 378 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQEEMLQR K E 95.00% 41.8 39.7 0 2 523.7936 1,045.57 1,046.53 2 0.04989 47.67 189 196 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQEEmLQR K E 95.00% 46.4 39.6 0 2 m5: Oxidation (+15.99) 531.8262 1,061.64 1,062.53 2 0.1202 113.2 189 196 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQEEMLQR K E 95.00% 48.1 39.7 0 2 523.8461 1,045.68 1,046.53 2 0.155 148 189 196 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQEEMLQR K E 95.00% 48.3 39.7 0 2 523.8544 1,045.69 1,046.53 2 0.1715 163.9 189 196 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQEEMLQR K E 95.00% 54.4 39.7 0 2 523.8159 1,045.62 1,046.53 2 0.09446 90.25 189 196 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% LQEEMLQR K E 95.00% 57.4 39.7 0 2 523.806 1,045.60 1,046.53 2 0.07473 71.41 189 196 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% MALDIEIATYR K K 95.00% 33 38.6 0.796 2 648.349 1,294.68 1,295.67 2 0.02423 18.7 391 401 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% mALDIEIATYR K K 95.00% 55.1 38.6 1.8 2 m1: Oxidation (+15.99) 656.3525 1,310.69 1,311.66 2 0.03626 27.64 391 401 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% MALDIEIATYR K K 95.00% 61.1 38.5 2.62 2 648.8703 1,295.73 1,295.67 2 1.067 49.35 391 401 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% mALDIEIATYR K K 95.00% 67.3 38.6 5.39 2 m1: Oxidation (+15.99) 656.3768 1,310.74 1,311.66 2 0.0849 64.72 391 401 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% MALDIEIATYR K K 95.00% 68.1 38.5 2.15 2 648.8403 1,295.67 1,295.67 2 1.007 3.084 391 401 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% MALDIEIATYR K K 95.00% 70.3 38.5 5.43 2 648.834 1,295.65 1,295.67 2 0.9941 -6.658 391 401 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% MALDIEIATYR K K 95.00% 97.1 38.6 2.72 2 648.2963 1,294.58 1,295.67 2 -0.08127 -62.73 391 401 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% NLQEAEEWYK K S 95.00% 42.7 38.6 2.96 2 655.3115 1,308.61 1,309.61 2 0.009679 7.391 283 292 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% NLQEAEEWYK K S 95.00% 45.1 38.6 1.04 2 655.3349 1,308.66 1,309.61 2 0.05666 43.26 283 292 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% NLQEAEEWYK K S 95.00% 46.3 38.6 1.08 2 655.3569 1,308.70 1,309.61 2 0.1007 76.86 283 292 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 46.3 39.7 3.11 2 544.8351 1,087.66 1,088.53 2 0.1298 119.2 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 47.4 39.7 1.96 2 544.7826 1,087.55 1,088.53 2 0.02483 22.81 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 49.8 39.7 1.96 2 544.8363 1,087.66 1,088.53 2 0.1322 121.4 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 50 39.7 2.89 2 544.7938 1,087.57 1,088.53 2 0.04727 43.42 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 54.8 39.7 3.15 2 544.8269 1,087.64 1,088.53 2 0.1134 104.2 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 58.2 39.7 2.66 2 544.8331 1,087.65 1,088.53 2 0.1258 115.6 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 63.2 39.7 2.27 2 544.8264 1,087.64 1,088.53 2 0.1124 103.3 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 66.6 39.7 2.6 2 544.839 1,087.66 1,088.53 2 0.1375 126.3 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 67.3 39.7 1.66 2 544.8535 1,087.69 1,088.53 2 0.1666 153 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 70.6 39.7 2.66 2 544.8217 1,087.63 1,088.53 2 0.103 94.6 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 70.8 39.7 2.23 2 544.8449 1,087.68 1,088.53 2 0.1494 137.2 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 72.8 39.7 1.82 2 544.8523 1,087.69 1,088.53 2 0.1641 150.7 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 74.8 39.7 2.8 2 544.8458 1,087.68 1,088.53 2 0.1512 138.9 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QDVDNASLAR R L 95.00% 81.8 39.7 2.47 2 544.8155 1,087.62 1,088.53 2 0.09061 83.23 208 217 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QVQSLTcEVDALK R G 91.30% 35.8 38.4 0 2 c7: Carbamidomethyl (+57.02) 745.9674 1,489.92 1,490.75 2 0.1755 117.7 322 334 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QVQSLTcEVDALK R G 95.00% 52.5 38.4 2.35 2 c7: Carbamidomethyl (+57.02) 745.9174 1,489.82 1,490.75 2 0.07546 50.62 322 334 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QVQSLTcEVDALK R G 95.00% 71.8 38.4 4.54 2 c7: Carbamidomethyl (+57.02) 745.9098 1,489.81 1,490.75 2 0.0603 40.45 322 334 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QVQSLTcEVDALKGTNESLER R Q 95.00% 23.1 35.9 1.11 2 c7: Carbamidomethyl (+57.02) 793.5507 2,377.63 2,377.17 3 1.471 196.9 322 342 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QVQSLTcEVDALKGTNESLER R Q 95.00% 28.3 35.8 0.959 2 c7: Carbamidomethyl (+57.02) 793.1442 2,376.41 2,377.17 3 0.2514 105.7 322 342 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% QVQSLTcEVDALKGTNESLER R Q 95.00% 50.2 35.8 3.14 2 c7: Carbamidomethyl (+57.02) 793.1552 2,376.44 2,377.17 3 0.2844 119.6 322 342 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% SLYASSPGGVYATR R S 95.00% 56.7 38.6 5.21 2 714.8964 1,427.78 1,428.71 2 0.07387 51.7 51 64 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% SLYASSPGGVYATR R S 95.00% 60.4 38.6 4.64 2 714.897 1,427.78 1,428.71 2 0.07492 52.43 51 64 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% SLYASSPGGVYATR R S 95.00% 72.8 38.6 4 2 714.8735 1,427.73 1,428.71 2 0.02801 19.61 51 64 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% SLYASSPGGVYATR R S 95.00% 78.4 38.5 5.59 2 715.3636 1,428.71 1,428.71 2 1.008 3.822 51 64 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% TNEKVELQELNDR R F 95.00% 43.4 38.4 0 2 530.0082 1,587.00 1,587.80 3 0.2126 133.9 101 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% TNEKVELQELNDR R F 95.00% 47.7 38.4 0 2 530.0007 1,586.98 1,587.80 3 0.1901 119.7 101 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% TNEKVELQELNDR R F 95.00% 49.1 38.4 0 2 530.0135 1,587.02 1,587.80 3 0.2286 143.9 101 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% TNEKVELQELNDR R F 95.00% 57.6 38.4 0 2 530.0156 1,587.03 1,587.80 3 0.2348 147.9 101 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% TNEKVELQELNDR R F 95.00% 61 38.4 3.11 2 794.4038 1,586.79 1,587.80 2 0.002885 1.817 101 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% TNEKVELQELNDR R F 95.00% 65.7 38.3 0 2 530.3267 1,587.96 1,587.80 3 1.168 104 101 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VELQELNDR K F 95.00% 32.9 39.3 1.23 2 558.3777 1,114.74 1,115.57 2 0.1788 160.3 105 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VELQELNDR K F 95.00% 36.5 39.3 1.38 2 558.3174 1,114.62 1,115.57 2 0.05831 52.27 105 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VELQELNDR K F 95.00% 60.8 39.3 2.21 2 558.3657 1,114.72 1,115.57 2 0.1549 138.9 105 113 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDIMR R L 89.70% 34 37.8 0 2 563.6914 1,688.05 1,688.83 3 0.2322 137.5 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDImR R L 90.30% 34.2 37.8 0 2 m13: Oxidation (+15.99) 569.0402 1,704.10 1,704.82 3 0.2837 166.4 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDIMR R L 90.90% 34.5 37.8 0 2 563.6522 1,687.93 1,688.83 3 0.1147 67.88 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDImR R L 95.00% 24.3 37.8 2.92 2 m13: Oxidation (+15.99) 568.9971 1,703.97 1,704.82 3 0.1546 90.68 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDImR R L 95.00% 29.8 37.8 1.89 2 m13: Oxidation (+15.99) 569.0255 1,704.05 1,704.82 3 0.2397 140.6 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDIMR R L 95.00% 35.1 37.8 2.01 2 845.0563 1,688.10 1,688.83 2 0.2779 164.5 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDIMR R L 95.00% 35.5 37.8 0.854 2 563.6443 1,687.91 1,688.83 3 0.09092 53.84 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDIMR R L 95.00% 39.2 37.8 2.12 2 563.6668 1,687.98 1,688.83 3 0.1585 93.82 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDIMR R L 95.00% 42.5 37.8 0 2 563.6788 1,688.01 1,688.83 3 0.1944 115.1 171 184 TRUE

LX-2 Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 24 29 124 48.30% VEVERDNLAEDIMR R L 95.00% 42.8 37.8 4.66 2 845.0383 1,688.06 1,688.83 2 0.2419 143.2 171 184 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 32.3 38 1.17 2 540.0465 1,617.12 1,617.95 3 0.1738 107.4 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGmLPGLLAPLR R T 95.00% 32.9 37.9 1.59 2 m7: Oxidation (+15.99) 545.4465 1,633.32 1,633.95 3 0.3789 231.9 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 35.2 38 1.37 2 540.3171 1,617.93 1,617.95 3 0.9854 -10.72 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGmLPGLLAPLR R T 95.00% 38.5 38 2.07 2 m7: Oxidation (+15.99) 817.5952 1,633.18 1,633.95 2 0.2369 144.9 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 39.5 38 2.05 2 809.5786 1,617.14 1,617.95 2 0.1986 122.7 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGmLPGLLAPLR R T 95.00% 40.5 37.8 3.29 2 m7: Oxidation (+15.99) 818.0134 1,634.01 1,633.95 2 1.073 43.24 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 45.1 38 2.92 2 810.0413 1,618.07 1,617.95 2 1.124 74.98 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 47.6 38 2.22 2 810.0569 1,618.10 1,617.95 2 1.155 94.27 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGmLPGLLAPLR R T 95.00% 48.5 38 5.74 2 m7: Oxidation (+15.99) 817.5685 1,633.12 1,633.95 2 0.1836 112.3 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 50.9 38 4.48 2 809.5434 1,617.07 1,617.95 2 0.1282 79.22 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 52.5 38 5.3 2 809.5881 1,617.16 1,617.95 2 0.2176 134.5 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 54.1 38 4.37 2 809.619 1,617.22 1,617.95 2 0.2795 172.7 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGmLPGLLAPLR R T 95.00% 54.4 38 4.82 2 m7: Oxidation (+15.99) 817.5517 1,633.09 1,633.95 2 0.15 91.78 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGmLPGLLAPLR R T 95.00% 55.2 37.8 0 2 m7: Oxidation (+15.99) 545.6964 1,634.07 1,633.95 3 1.129 76.97 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 57.2 38 3.64 2 809.5585 1,617.10 1,617.95 2 0.1584 97.89 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGmLPGLLAPLR R T 95.00% 58.1 37.8 5.02 2 m7: Oxidation (+15.99) 818.0703 1,634.13 1,633.95 2 1.187 112.8 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGMLPGLLAPLR R T 95.00% 62.9 38 3.6 2 809.5549 1,617.10 1,617.95 2 0.1513 93.48 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AAPLQGmLPGLLAPLR R T 95.00% 66.2 38 5.25 2 m7: Oxidation (+15.99) 817.5821 1,633.15 1,633.95 2 0.2107 129 610 625 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AcNLDVILGFDGSR K D 95.00% 38.5 38.1 0 2 c2: Carbamidomethyl (+57.02) 769.4806 1,536.95 1,536.75 2 1.206 132.3 1834 1847 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AcNLDVILGFDGSR K D 95.00% 49.1 38.1 4.42 2 c2: Carbamidomethyl (+57.02) 769.4942 1,536.97 1,536.75 2 1.233 150 1834 1847 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AcNLDVILGFDGSR K D 95.00% 70.8 38.1 6 2 c2: Carbamidomethyl (+57.02) 769.0053 1,536.00 1,536.75 2 0.2556 166.3 1834 1847 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AcNLDVILGFDGSR K D 95.00% 76.3 38.1 6.89 2 c2: Carbamidomethyl (+57.02) 768.9646 1,535.91 1,536.75 2 0.1742 113.3 1834 1847 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AELQHIATDDNLVFTVPEFR R S 95.00% 53.6 36.1 3.32 2 772.4873 2,314.44 2,315.17 3 0.2806 121.2 387 406 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% AGILTFcVGASQANK R A 95.00% 76 38.1 7.08 2 c7: Carbamidomethyl (+57.02) 768.9931 1,535.97 1,536.78 2 0.195 126.9 769 783 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALGSAIEYTIENVFESAPNPR R D 95.00% 47.2 36.3 1.85 2 760.4922 2,278.45 2,278.14 3 1.327 142.2 2714 2734 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALGSAIEYTIENVFESAPNPR R D 95.00% 48.5 36.2 1.07 2 760.0802 2,277.22 2,278.14 3 0.09095 39.92 2714 2734 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALGSAIEYTIENVFESAPNPR R D 95.00% 56.6 36.2 2.15 2 760.4402 2,278.30 2,278.14 3 1.171 73.8 2714 2734 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALGSAIEYTIENVFESAPNPR R D 95.00% 62.5 36.2 0 2 760.4354 2,278.28 2,278.14 3 1.157 67.49 2714 2734 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALILVGLER R V 95.00% 29.5 38.9 0.824 2 492.3863 982.758 983.6249 2 0.1404 142.7 1976 1984 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALILVGLER R V 95.00% 40.7 39.1 1.01 2 492.8843 983.7541 983.6249 2 1.136 135.8 1976 1984 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALILVGLER R V 95.00% 43.8 38.9 1.33 2 492.4044 982.7942 983.6249 2 0.1766 179.5 1976 1984 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALILVGLER R V 95.00% 45.3 38.9 0 2 492.3753 982.736 983.6249 2 0.1183 120.3 1976 1984 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALILVGLER R V 95.00% 45.7 38.9 0 2 492.3715 982.7285 983.6249 2 0.1108 112.7 1976 1984 TRUE
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LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALILVGLER R V 95.00% 47 38.9 1.47 2 492.4163 982.8181 983.6249 2 0.2004 203.7 1976 1984 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALILVGLER R V 95.00% 61.5 38.9 0 2 492.3673 982.7201 983.6249 2 0.1024 104.1 1976 1984 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALNLGYALDYAQR K Y 95.00% 32.4 38.1 1.54 2 734.435 1,466.86 1,467.76 2 0.1036 70.58 913 925 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALNLGYALDYAQR K Y 95.00% 39.1 38.1 0 2 734.4003 1,466.79 1,467.76 2 0.03413 23.25 913 925 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALNLGYALDYAQR K Y 95.00% 44.6 38.3 2.7 2 734.9149 1,467.82 1,467.76 2 1.063 41.28 913 925 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALNLGYALDYAQR K Y 95.00% 51.9 38.1 2.6 2 734.467 1,466.92 1,467.76 2 0.1676 114.2 913 925 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALNLGYALDYAQR K Y 95.00% 52.9 38.1 6.21 2 734.454 1,466.89 1,467.76 2 0.1415 96.39 913 925 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALNLGYALDYAQR K Y 95.00% 57.3 38.1 3.74 2 734.4223 1,466.83 1,467.76 2 0.07813 53.23 913 925 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ALNLGYALDYAQR K Y 95.00% 66.2 38.1 4 2 734.4303 1,466.85 1,467.76 2 0.09413 64.13 913 925 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DFVMNLVNSLDIGNDNIR R V 95.00% 38.2 36.9 0 2 683.7302 2,048.17 2,049.01 3 0.1689 82.4 660 677 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DFVMNLVNSLDIGNDNIR R V 95.00% 57.3 36.9 3.34 2 683.7488 2,048.22 2,049.01 3 0.2248 109.7 660 677 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DFVmNLVNSLDIGNDNIR R V 95.00% 78.4 36.7 0 2 m4: Oxidation (+15.99) 689.0663 2,064.18 2,065.00 3 0.1822 88.22 660 677 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DIIFLLDGSANVGK R T 95.00% 17.1 38.5 3.09 2 731.4063 1,460.80 1,461.80 2 0.01023 6.996 639 652 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DIIFLLDGSANVGK R T 95.00% 22.7 38.3 1.09 2 731.9447 1,461.87 1,461.80 2 1.087 57.69 639 652 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DIIFLLDGSANVGK R T 95.00% 60.5 38.5 3.49 2 731.4324 1,460.85 1,461.80 2 0.06251 42.76 639 652 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DQNVFVAQK R G 94.60% 39 39.5 0 2 524.8468 1,047.68 1,048.54 2 0.144 137.3 1848 1856 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DSFQEVLR R F 95.00% 48.8 39.5 0 2 497.3478 992.681 993.5 2 0.1882 189.4 1653 1660 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DSFQEVLR R F 95.00% 52.1 39.5 0 2 497.3223 992.6301 993.5 2 0.1373 138.2 1653 1660 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DVVFLIDGSQSAGPEFQYVR R T 95.00% 35 36.3 2.54 2 743.4048 2,227.19 2,227.10 3 1.097 42.17 1233 1252 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DVVFLIDGSQSAGPEFQYVR R T 95.00% 0 0 2.96 2 743.9062 2,228.70 2,227.10 3 2.601 -182.7 1233 1252 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DVVFLIDGSQSAGPEFQYVR R T 95.00% 50 36.4 2.4 2 743.113 2,226.32 2,227.10 3 0.2214 99.41 1233 1252 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DVVFLIDGSQSAGPEFQYVR R T 95.00% 51.5 36.3 0 2 743.4208 2,227.24 2,227.10 3 1.145 63.73 1233 1252 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% DVVFLLDGSEGVR K S 95.00% 68.6 38.4 4.96 2 703.3993 1,404.78 1,405.73 2 0.05889 41.89 1029 1041 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ELPNIEER R I 89.60% 36 39.4 0 2 500.3422 998.6698 999.5106 2 0.1664 166.5 1601 1608 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% EVYTFASEPNDVFFK K L 95.00% 39 37.8 3.8 2 897.5036 1,792.99 1,792.84 2 1.157 86.04 2782 2796 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% EVYTFASEPNDVFFK K L 95.00% 42.8 37.8 1.42 2 897.0453 1,792.08 1,792.84 2 0.2404 134.1 2782 2796 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% EVYTFASEPNDVFFK K L 95.00% 43.4 37.8 1.92 2 896.9965 1,791.98 1,792.84 2 0.1429 79.71 2782 2796 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% EVYTFASEPNDVFFK K L 95.00% 45 37.8 3.43 2 897.0078 1,792.00 1,792.84 2 0.1654 92.26 2782 2796 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% EVYTFASEPNDVFFK K L 95.00% 46.2 37.8 3.1 2 897.5367 1,793.06 1,792.84 2 1.223 123 2782 2796 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% EVYTFASEPNDVFFK K L 95.00% 53.3 37.8 3.39 2 897.0389 1,792.06 1,792.84 2 0.2278 127 2782 2796 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GDSIDQcALIQSIK R D 95.00% 36.7 38.1 1.37 2 c7: Carbamidomethyl (+57.02) 774.5103 1,547.01 1,547.77 2 0.2396 154.8 2371 2384 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GDSIDQcALIQSIK R D 95.00% 46.1 38.1 1.22 2 c7: Carbamidomethyl (+57.02) 774.4549 1,546.90 1,547.77 2 0.1288 83.21 2371 2384 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GDSIDQcALIQSIK R D 95.00% 60.3 38.1 2.32 2 c7: Carbamidomethyl (+57.02) 774.4726 1,546.93 1,547.77 2 0.1642 106.1 2371 2384 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GDSIDQcALIQSIK R D 95.00% 70.5 38.1 2.38 2 c7: Carbamidomethyl (+57.02) 774.416 1,546.82 1,547.77 2 0.051 32.95 2371 2384 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GDSIDQcALIQSIK R D 95.00% 75.1 38.1 2.92 2 c7: Carbamidomethyl (+57.02) 774.4623 1,546.91 1,547.77 2 0.1436 92.75 2371 2384 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GDSIDQcALIQSIK R D 95.00% 79.7 38.1 2.34 2 c7: Carbamidomethyl (+57.02) 774.5103 1,547.01 1,547.77 2 0.2396 154.8 2371 2384 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GDSIDQcALIQSIK R D 95.00% 89.7 38.1 3.36 2 c7: Carbamidomethyl (+57.02) 774.4503 1,546.89 1,547.77 2 0.1196 77.25 2371 2384 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GNRGDSIDQcALIQSIK K D 95.00% 38.1 37.3 0 2 c10: Carbamidomethyl (+57.02) 626.0502 1,875.13 1,874.94 3 1.197 103.4 2368 2384 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% GYPGDEGGPGER R G 95.00% 45.1 39.2 1.77 2 596.3388 1,190.66 1,190.51 2 1.163 134.4 2062 2073 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IASNSATAFR K V 95.00% 64.2 39.1 0.854 2 519.3476 1,036.68 1,037.54 2 0.1507 145.2 1789 1798 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVK R V 95.00% 69.1 38.9 1.17 2 604.8531 1,207.69 1,208.62 2 0.08303 68.69 875 885 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 94.70% 36.8 37.8 0 2 560.6961 1,679.07 1,679.86 3 0.2138 127.2 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 95.00% 23.8 37.8 2.55 2 560.7152 1,679.12 1,679.86 3 0.2712 161.4 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 95.00% 36.8 37.8 2.46 2 560.76 1,679.26 1,679.86 3 0.4054 241.3 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 95.00% 37.7 37.8 2.85 2 560.6869 1,679.04 1,679.86 3 0.1863 110.9 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 95.00% 44.8 37.7 0 2 560.8373 1,679.49 1,679.86 3 0.6375 -217.3 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 95.00% 55.2 37.7 2.04 2 561.0419 1,680.10 1,679.86 3 1.251 147.7 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 95.00% 66.6 37.7 5.41 2 561.0194 1,680.04 1,679.86 3 1.184 107.7 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 95.00% 68.5 37.8 5.08 2 560.6625 1,678.97 1,679.86 3 0.113 67.25 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IAVAQYSDDVKVESR R F 95.00% 72 37.7 4.74 2 561.0332 1,680.08 1,679.86 3 1.225 132.2 875 889 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 30.1 37.9 0.854 2 559.0463 1,674.12 1,673.96 3 1.166 97.19 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 32 37.8 1.27 2 558.7265 1,673.16 1,673.96 3 0.2061 123.1 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 34.9 37.8 2.12 2 559.0352 1,674.08 1,673.96 3 1.132 77.26 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 37.7 37.8 0 2 558.8129 1,673.42 1,673.96 3 0.4653 277.9 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 40 37.9 4.06 2 838.0566 1,674.10 1,673.96 2 1.147 86.16 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 43.4 37.9 1.44 2 559.0391 1,674.10 1,673.96 3 1.144 84.23 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 45.3 37.8 0.77 2 558.721 1,673.14 1,673.96 3 0.1897 113.3 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 45.5 37.9 0 2 559.0664 1,674.18 1,673.96 3 1.226 133.2 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 45.8 37.9 4.57 2 838.0573 1,674.10 1,673.96 2 1.149 87.05 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 46.6 37.9 1.31 2 559.043 1,674.11 1,673.96 3 1.156 91.23 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEDGVPQHLVLVLGGK R S 95.00% 62.5 37.8 4.39 2 837.5675 1,673.12 1,673.96 2 0.1689 100.9 1536 1551 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 32.8 37.8 1.04 2 573.0477 1,716.12 1,715.96 3 1.17 97.68 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 33 37.9 1.74 2 858.5696 1,715.12 1,715.96 2 0.1738 101.3 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 36.2 37.9 3.25 2 858.5596 1,715.10 1,715.96 2 0.1538 89.62 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 39.2 37.9 3.24 2 858.5502 1,715.09 1,715.96 2 0.1351 78.72 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 40.3 37.9 3.15 2 572.7372 1,715.19 1,715.96 3 0.2391 139.3 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 42 37.9 3.4 2 858.5829 1,715.15 1,715.96 2 0.2006 116.9 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 49 37.9 4.74 2 858.5803 1,715.15 1,715.96 2 0.1952 113.8 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 54 37.8 0.854 2 573.0277 1,716.06 1,715.96 3 1.11 62.74 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 54.6 37.9 2.01 2 572.6662 1,714.98 1,715.96 3 0.02595 15.12 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 58.1 37.8 2.24 2 573.081 1,716.22 1,715.96 3 1.27 155.8 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IEEGVPQFLVLISSGK R S 95.00% 69.3 37.9 2.43 2 572.7023 1,715.08 1,715.96 3 0.1342 78.18 1332 1347 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IGDLHPQIVNLLK K S 93.40% 36.8 38.7 0 2 487.368 1,459.08 1,459.86 3 0.226 154.8 1002 1014 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IGDLHPQIVNLLK K S 93.40% 21.7 38.6 0.921 2 730.9803 1,459.95 1,459.86 2 1.09 59.62 1002 1014 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IGDLHPQIVNLLK K S 95.00% 16.2 38.6 1.42 2 487.3317 1,458.97 1,459.86 3 0.1171 80.19 1002 1014 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IGDLHPQIVNLLK K S 95.00% 33.5 38.7 1.82 2 487.3588 1,459.05 1,459.86 3 0.1983 135.8 1002 1014 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IGDLHPQIVNLLK K S 95.00% 49.6 38.6 3.6 2 730.5069 1,459.00 1,459.86 2 0.1432 98.06 1002 1014 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IGDLHPQIVNLLK K S 95.00% 58.3 38.7 5.74 2 730.5246 1,459.03 1,459.86 2 0.1786 122.3 1002 1014 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IIDELNVKPEGTR K I 95.00% 37.9 38.2 2.29 2 495.3643 1,483.07 1,483.81 3 0.2667 179.7 862 874 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IIDELNVKPEGTR K I 95.00% 39.2 38.2 0.959 2 495.3405 1,483.00 1,483.81 3 0.1951 131.5 862 874 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IIDELNVKPEGTR K I 95.00% 39.3 38.2 0 2 495.3623 1,483.07 1,483.81 3 0.2606 175.6 862 874 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IIDELNVKPEGTR K I 95.00% 42 38.2 1.47 2 495.3221 1,482.94 1,483.81 3 0.14 94.36 862 874 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IIDELNVKPEGTR K I 95.00% 42.4 38.2 1.33 2 495.3782 1,483.11 1,483.81 3 0.3083 207.7 862 874 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IIDELNVKPEGTR K I 95.00% 47.3 38.4 1.37 2 495.7027 1,484.09 1,483.81 3 1.282 187.9 862 874 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IIDELNVKPEGTR K I 95.00% 49.2 38.2 1.59 2 495.0285 1,482.06 1,483.81 3 -0.7408 176.6 862 874 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IIDELNVKPEGTR K I 95.00% 54 38.2 0 2 495.3266 1,482.96 1,483.81 3 0.1535 103.4 862 874 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 28.5 37.8 1.6 2 866.5582 1,731.10 1,731.90 2 0.2141 123.6 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 36.3 37.8 4.17 2 866.5547 1,731.09 1,731.90 2 0.2071 119.5 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 41.5 37.6 1.4 2 867.0621 1,732.11 1,731.90 2 1.222 126.4 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 42.6 37.8 0 2 578.0302 1,731.07 1,731.90 3 0.1809 104.4 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 44.9 37.8 5.19 2 866.569 1,731.12 1,731.90 2 0.2355 136 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 54.6 37.6 2.48 2 867.0073 1,732.00 1,731.90 2 1.112 63.19 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 63.8 37.6 5.06 2 867.074 1,732.13 1,731.90 2 1.246 140.1 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 70.6 37.6 1.11 2 867.0603 1,732.11 1,731.90 2 1.218 124.3 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ISLSPEYVFSVSTFR K E 95.00% 74.3 37.8 1.68 2 578.0442 1,731.11 1,731.90 3 0.2229 128.7 1381 1395 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ITEGVPQLLIVLTADR R S 95.00% 52.7 37.6 4.07 2 869.6079 1,737.20 1,738.01 2 0.1973 113.5 1128 1143 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ITEGVPQLLIVLTADR R S 95.00% 55.7 37.6 2.82 2 869.5753 1,737.14 1,738.01 2 0.132 75.96 1128 1143 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ITEGVPQLLIVLTADR R S 95.00% 56.6 37.6 2.01 2 869.6131 1,737.21 1,738.01 2 0.2076 119.4 1128 1143 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ITEGVPQLLIVLTADR R S 95.00% 60.8 37.6 3.6 2 869.6103 1,737.21 1,738.01 2 0.202 116.2 1128 1143 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ITEGVPQLLIVLTADR R S 95.00% 66.3 37.6 1.44 2 580.0965 1,737.27 1,738.01 3 0.2638 151.8 1128 1143 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ITEGVPQLLIVLTADR R S 95.00% 75.6 37.6 2.04 2 580.0588 1,737.15 1,738.01 3 0.1505 86.57 1128 1143 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% ITEGVPQLLIVLTADR R S 95.00% 76.3 37.6 3.3 2 580.042 1,737.10 1,738.01 3 0.1002 57.65 1128 1143 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 39.9 36.2 0 2 761.5202 2,281.54 2,282.21 3 0.3397 148.8 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 43 36.2 0 2 761.8008 2,282.38 2,282.21 3 1.181 78.25 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 47.4 36.2 0.959 2 761.4394 2,281.30 2,282.21 3 0.09734 42.65 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLmLTGEVPEQQLEEAQR K V 95.00% 50.2 36.2 0 2 m5: Oxidation (+15.99) 767.1902 2,298.55 2,298.20 3 1.355 153.1 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 50.9 36.2 0 2 761.863 2,282.57 2,282.21 3 1.368 160.1 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 52.8 36.2 0 2 761.8305 2,282.47 2,282.21 3 1.271 117.3 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 54.2 36.2 0.886 2 761.4998 2,281.48 2,282.21 3 0.2785 122 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 55 36.2 1.02 2 761.4648 2,281.37 2,282.21 3 0.1735 76.02 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLmLTGEVPEQQLEEAQR K V 95.00% 57.9 36.2 4.46 2 m5: Oxidation (+15.99) 767.1388 2,298.39 2,298.20 3 1.2 85.99 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 63 36.2 0 2 761.7662 2,282.28 2,282.21 3 1.078 32.81 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% IVVLMLTGEVPEQQLEEAQR K V 95.00% 68 36.1 1 2 761.8452 2,282.51 2,282.21 3 1.315 136.6 2738 2757 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLPSFVSSENAFYLSPDIR R K 95.00% 41.1 36.5 2.85 2 719.1251 2,154.35 2,155.11 3 0.2537 117.7 2815 2833 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLPSFVSSENAFYLSPDIR R K 95.00% 60 36.6 2.03 2 1,078.71 2,155.40 2,155.11 2 1.298 137 2815 2833 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLPSFVSSENAFYLSPDIR R K 95.00% 62 36.6 0 2 719.3702 2,155.09 2,155.11 3 0.989 -6.39 2815 2833 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 93.50% 36 37.8 0 2 562.7407 1,685.20 1,685.97 3 0.2389 141.7 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 29.6 37.9 3.64 2 843.5642 1,685.11 1,685.97 2 0.1524 90.38 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 31 37.8 4.21 2 843.6044 1,685.19 1,685.97 2 0.2328 138.1 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 40.5 37.9 1.6 2 562.7344 1,685.18 1,685.97 3 0.2198 130.4 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 45.6 37.9 1.96 2 562.9089 1,685.71 1,685.97 3 0.7435 -153.7 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 45.7 37.9 2.7 2 843.5428 1,685.07 1,685.97 2 0.1095 64.96 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 47.4 37.9 0 2 844.0374 1,686.06 1,685.97 2 1.099 56.95 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 49.1 37.9 0 2 562.7209 1,685.14 1,685.97 3 0.1794 106.4 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 59.4 37.9 4.77 2 843.5751 1,685.14 1,685.97 2 0.1742 103.3 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 68.5 37.9 3.17 2 844.0694 1,686.12 1,685.97 2 1.163 94.82 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLTPITTLTSEQIQK K L 95.00% 71.2 37.8 3.7 2 843.6166 1,685.22 1,685.97 2 0.2572 152.5 1404 1418 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLVLITGGK K S 95.00% 40.4 39.7 0 2 457.865 913.7154 913.6083 2 1.114 122 552 560 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLVLITGGK K S 95.00% 41.1 39.1 0 2 457.4165 912.8185 913.6083 2 0.2174 237.9 552 560 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLVLITGGK K S 95.00% 43.9 39.7 0 2 457.8834 913.7523 913.6083 2 1.151 162.3 552 560 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLVLITGGK K S 95.00% 45.5 39.1 0 2 457.3604 912.7062 913.6083 2 0.1051 115 552 560 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLVLITGGK K S 95.00% 57.8 39.1 0 2 457.3642 912.7139 913.6083 2 0.1128 123.5 552 560 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LLVLITGGK K S 95.00% 61 39.1 0 2 457.3784 912.7423 913.6083 2 0.1412 154.5 552 560 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LMHLEFGR R G 95.00% 25.7 39.8 1.7 2 501.857 1,001.70 1,002.52 2 0.1876 187.1 1991 1998 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LNLLDLDYELAEQLDNIAEK R A 95.00% 46.2 36 2.17 2 778.4669 2,332.38 2,332.19 3 1.194 81.98 2008 2027 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LNLLDLDYELAEQLDNIAEK R A 95.00% 50.1 36 1.46 2 778.1663 2,331.48 2,332.19 3 0.2922 125.3 2008 2027 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LNLLDLDYELAEQLDNIAEK R A 95.00% 69.4 36 4 2 778.1623 2,331.47 2,332.19 3 0.2801 120.1 2008 2027 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LNLLDLDYELAEQLDNIAEK R A 95.00% 75.3 36 5.1 2 778.4452 2,332.31 2,332.19 3 1.129 54.01 2008 2027 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LQPVLQPLPSPGVGGK R R 95.00% 28.2 38.2 1.44 2 794.0278 1,586.04 1,586.93 2 0.1214 76.51 1216 1231 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LQPVLQPLPSPGVGGK R R 95.00% 35 38.2 2.59 2 794.058 1,586.10 1,586.93 2 0.1819 114.6 1216 1231 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LQPVLQPLPSPGVGGK R R 95.00% 41.6 38.2 1.77 2 794.0368 1,586.06 1,586.93 2 0.1396 87.94 1216 1231 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LQPVLQPLPSPGVGGK R R 95.00% 46.8 38.2 1.52 2 794.0639 1,586.11 1,586.93 2 0.1937 122.1 1216 1231 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LQPVLQPLPSPGVGGK R R 95.00% 49.1 38.2 2.42 2 794.0759 1,586.14 1,586.93 2 0.2177 137.2 1216 1231 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LQPVLQPLPSPGVGGK R R 95.00% 62 38.2 3.48 2 794.0467 1,586.08 1,586.93 2 0.1593 100.4 1216 1231 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 36 38.5 2.16 2 702.4718 1,402.93 1,403.79 2 0.1468 104.5 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 41.3 38.4 0 2 702.9189 1,403.82 1,403.79 2 1.041 27.22 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 51.6 38.5 1.6 2 702.43 1,402.85 1,403.79 2 0.06308 44.93 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 56.1 38.5 0.921 2 702.4378 1,402.86 1,403.79 2 0.07873 56.08 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 57.3 38.5 1.47 2 702.4568 1,402.90 1,403.79 2 0.1168 83.17 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 67.9 38.5 2.18 2 702.4607 1,402.91 1,403.79 2 0.1246 88.75 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 70.9 38.4 1.12 2 702.9588 1,403.90 1,403.79 2 1.121 84.04 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 71.8 38.5 3.25 2 702.4482 1,402.88 1,403.79 2 0.09964 70.97 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 75.2 38.5 3.82 2 702.4567 1,402.90 1,403.79 2 0.1166 83.04 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 77.7 38.5 3.15 2 702.4485 1,402.88 1,403.79 2 0.1002 71.37 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 77.9 38.5 4.62 2 702.465 1,402.92 1,403.79 2 0.1331 94.82 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 78.2 38.5 1.7 2 702.4143 1,402.81 1,403.79 2 0.03173 22.6 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 82.4 38.5 3.46 2 702.4387 1,402.86 1,403.79 2 0.08065 57.45 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 84.7 38.5 3.54 2 702.4653 1,402.92 1,403.79 2 0.1337 95.25 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LSDAGITPLFLTR K Q 95.00% 91.2 38.4 1.96 2 702.939 1,403.86 1,403.79 2 1.081 55.78 2533 2545 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDKSTELNEEPLmR K F 95.00% 39.3 37.4 0 2 m14: Oxidation (+15.99) 597.3832 1,789.13 1,789.90 3 0.2347 131.1 2797 2811 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDKSTELNEEPLMR K F 95.00% 47.7 37.6 1.47 2 592.037 1,773.09 1,773.91 3 0.1911 107.7 2797 2811 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 19.6 38.2 2.6 2 757.4566 1,512.90 1,513.75 2 0.1525 100.7 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 20.7 38.2 2.38 2 757.4384 1,512.86 1,513.75 2 0.1159 76.59 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 57.1 38.2 4.34 2 757.4336 1,512.85 1,513.75 2 0.1064 70.28 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 59.3 38.2 5.46 2 757.4694 1,512.92 1,513.75 2 0.178 117.6 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 63.5 38.2 5.7 2 757.4543 1,512.89 1,513.75 2 0.1477 97.58 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 67.7 38.2 6.57 2 757.9319 1,513.85 1,513.75 2 1.103 66.16 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 69 38.2 3.82 2 757.3963 1,512.78 1,513.75 2 0.03173 20.96 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 82.4 38.2 3.57 2 757.4357 1,512.86 1,513.75 2 0.1105 72.99 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% LVDYLDVGFDTTR R V 95.00% 83.4 38.2 6.09 2 757.3994 1,512.78 1,513.75 2 0.03791 25.04 1258 1270 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% MKPLDGSALYTGSALDFVR K N 95.00% 45.5 36.9 0 2 681.3864 2,041.14 2,041.04 3 1.102 48.59 515 533 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% MKPLDGSALYTGSALDFVR K N 95.00% 49.3 36.9 1.68 2 681.3813 2,041.12 2,041.04 3 1.087 41.16 515 533 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% MKPLDGSALYTGSALDFVR K N 95.00% 49.5 36.9 4.09 2 681.0441 2,040.11 2,041.04 3 0.07524 36.86 515 533 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% MKPLDGSALYTGSALDFVR K N 95.00% 50.7 36.9 1.1 2 681.0577 2,040.15 2,041.04 3 0.116 56.81 515 533 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% MKPLDGSALYTGSALDFVR K N 95.00% 59.7 36.9 0.959 2 681.4475 2,041.32 2,041.04 3 1.285 138.3 515 533 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% mKPLDGSALYTGSALDFVR K N 95.00% 91.1 36.7 2.33 2 m1: Oxidation (+15.99) 686.7379 2,057.19 2,057.04 3 1.162 77.27 515 533 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% mRDVVLSIVNDLTIAESNcPR R G 95.00% 38.7 35.6 2.6 2 m1: Oxidation (+15.99), c19: Carbamidomethyl (+57.02) 807.2202 2,418.64 2,418.21 3 1.434 178.4 2421 2441 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NADPAELEQIVLSPAFILAAESLPK K I 95.00% 53.8 35.5 0.886 2 879.5631 2,635.67 2,636.42 3 0.2564 97.23 977 1001 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NIDRTELQTITNDPR R L 94.10% 36.3 37.7 0 2 596.0464 1,785.12 1,785.91 3 0.2153 120.5 1577 1591 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NILVSSAGSR R I 95.00% 30.2 39.8 2.36 2 502.3484 1,002.68 1,003.55 2 0.1365 136 1118 1127 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NILVSSAGSR R I 95.00% 33.9 39.8 1.13 2 502.3694 1,002.72 1,003.55 2 0.1786 177.9 1118 1127 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NILVSSAGSR R I 95.00% 49 39.8 0 2 502.3526 1,002.69 1,003.55 2 0.1449 144.3 1118 1127 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NILVSSAGSR R I 95.00% 51 39.8 2.36 2 502.3386 1,002.66 1,003.55 2 0.117 116.5 1118 1127 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NLQVALTSK K Q 91.20% 37.3 40 0 2 487.3132 972.6119 973.5677 2 0.05141 52.8 2475 2483 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NLQVALTSK K Q 92.60% 38.1 40 0 2 487.3638 972.713 973.5677 2 0.1525 156.6 2475 2483 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NLQVALTSK K Q 95.00% 31.8 40 1.06 2 487.3325 972.6505 973.5677 2 0.09007 92.51 2475 2483 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NLQVALTSK K Q 95.00% 42.8 40 1.74 2 487.3645 972.7144 973.5677 2 0.1539 158 2475 2483 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NNLFTSSAGYR R A 95.00% 36.6 39.2 4.82 2 615.3653 1,228.72 1,229.59 2 0.1324 107.7 534 544 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NNLFTSSAGYR R A 95.00% 37.9 39.2 2.89 2 615.3153 1,228.62 1,229.59 2 0.03243 26.37 534 544 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NNLFTSSAGYR R A 95.00% 44.5 39.2 0.824 2 615.3141 1,228.61 1,229.59 2 0.03012 24.49 534 544 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% NNLFTSSAGYR R A 95.00% 47.2 39.2 2.1 2 615.34 1,228.67 1,229.59 2 0.08196 66.65 534 544 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QFGVAPFTIAR K N 95.00% 24.3 39.2 2.06 2 603.9091 1,205.80 1,206.66 2 0.1479 122.5 1361 1371 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QFGVAPFTIAR K N 95.00% 39.6 39.2 0 2 603.9039 1,205.79 1,206.66 2 0.1374 113.9 1361 1371 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QFGVAPFTIAR K N 95.00% 50.3 39.2 1.85 2 603.8738 1,205.73 1,206.66 2 0.07729 64.04 1361 1371 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QFGVAPFTIAR K N 95.00% 56.7 39.2 3.28 2 603.9449 1,205.88 1,206.66 2 0.2195 181.8 1361 1371 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QFGVAPFTIAR K N 95.00% 57.9 39.2 4 2 603.8873 1,205.76 1,206.66 2 0.1042 86.37 1361 1371 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QFGVAPFTIAR K N 95.00% 64.3 39.1 3.07 2 604.3583 1,206.70 1,206.66 2 1.046 36.02 1361 1371 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QINVGNALEYVSR R N 95.00% 26.8 38.3 3.68 2 731.952 1,461.89 1,462.76 2 0.1319 90.13 1309 1321 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QINVGNALEYVSR R N 95.00% 38.4 38.3 1.7 2 732.4021 1,462.79 1,462.76 2 1.032 20 1309 1321 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QINVGNALEYVSR R N 95.00% 49.4 38.3 2.72 2 732.4223 1,462.83 1,462.76 2 1.073 47.71 1309 1321 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QINVGNALEYVSR R N 95.00% 65.9 38.3 4.82 2 732.0049 1,462.00 1,462.76 2 0.2377 162.4 1309 1321 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% qLGTVQQVISER R V 95.00% 0 0 4.46 2 n-term: Pyro-cmC (-17.03) 671.3914 1,340.77 1,340.72 2 1.058 41.56 1193 1204 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLGTVQQVISER R V 95.00% 45.2 38.9 1.6 2 679.8971 1,357.78 1,357.74 2 1.043 29.96 1193 1204 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLGTVQQVISER R V 95.00% 56.8 38.8 0.854 2 679.424 1,356.83 1,357.74 2 0.0972 71.59 1193 1204 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLGTVQQVISER R V 95.00% 58.2 38.8 2.72 2 679.4421 1,356.87 1,357.74 2 0.1334 98.21 1193 1204 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLGTVQQVISER R V 95.00% 62.7 38.8 1.46 2 679.4357 1,356.86 1,357.74 2 0.1205 88.74 1193 1204 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLGTVQQVISER R V 95.00% 64.8 38.8 1.96 2 679.4194 1,356.82 1,357.74 2 0.08799 64.8 1193 1204 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLGTVQQVISER R V 95.00% 68.3 38.8 4.38 2 679.453 1,356.89 1,357.74 2 0.1553 114.3 1193 1204 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLGTVQQVISER R V 95.00% 77.4 38.8 2.09 2 679.4065 1,356.80 1,357.74 2 0.06213 45.76 1193 1204 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLQLQGGSGLNTGSALSYVYANHFTEAGGSR R I 95.00% 17.7 33.8 1.36 2 1,062.32 3,183.93 3,183.55 3 1.396 123.4 708 738 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLTLLGGPTPNTGAALEFVLR R N 95.00% 59.8 36.4 2.44 2 723.4762 2,167.41 2,168.21 3 0.2063 95.12 1097 1117 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLTLLGGPTPNTGAALEFVLR R N 95.00% 64.3 36.4 2.68 2 723.7877 2,168.34 2,168.21 3 1.141 63.62 1097 1117 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QLTLLGGPTPNTGAALEFVLR R N 95.00% 69.5 36.5 3.02 2 723.4542 2,167.34 2,168.21 3 0.1403 64.68 1097 1117 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QQSLETAMSFVAR K N 95.00% 54.2 38.1 6.38 2 734.391 1,466.77 1,467.73 2 0.04877 33.22 2484 2496 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QQSLETAMSFVAR K N 95.00% 60 38.3 5.07 2 734.942 1,467.87 1,467.73 2 1.151 100.7 2484 2496 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QSGVVPFIFQAK K N 95.00% 36.8 38.9 2.72 2 660.9171 1,319.82 1,320.73 2 0.09588 72.59 965 976 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QSGVVPFIFQAK K N 95.00% 38.7 38.6 0.921 2 661.3938 1,320.77 1,320.73 2 1.049 35.21 965 976 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QSGVVPFIFQAK K N 95.00% 41.2 38.9 1.46 2 660.9164 1,319.82 1,320.73 2 0.09438 71.45 965 976 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QSGVVPFIFQAK K N 95.00% 44.1 38.6 1.77 2 661.3538 1,320.69 1,320.73 2 0.9691 -25.44 965 976 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QSGVVPFIFQAK K N 95.00% 47 38.9 1.23 2 660.9112 1,319.81 1,320.73 2 0.08395 63.56 965 976 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QSGVVPFIFQAK K N 95.00% 55.8 38.9 2.39 2 660.9624 1,319.91 1,320.73 2 0.1864 141.1 965 976 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% QSGVVPFIFQAK K N 95.00% 59.9 38.9 2.72 2 660.9286 1,319.84 1,320.73 2 0.1188 89.94 965 976 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% RDVVFLIDGSQSAGPEFQYVR K T 95.00% 72.5 36.2 4.7 2 795.4584 2,383.35 2,383.20 3 1.156 64.41 1232 1252 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SDDEVDDPAVELK K Q 95.00% 32.2 38.5 1.37 2 716.3403 1,430.67 1,431.65 2 0.02443 17.06 1348 1360 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SDDEVDDPAVELK K Q 95.00% 38.7 38.5 1.09 2 716.3987 1,430.78 1,431.65 2 0.1412 98.62 1348 1360 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SDILGHLR K Q 95.00% 67.9 38.9 1.92 2 455.8189 909.6232 910.5106 2 0.1198 131.5 700 707 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SGDDVRNPSVVVK R R 95.00% 36.5 38.6 0.921 2 457.9722 1,370.89 1,371.72 3 0.1793 130.7 1144 1156 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SGDDVRNPSVVVK R R 95.00% 36.7 38.6 1.64 2 686.4388 1,370.86 1,371.72 2 0.1477 107.6 1144 1156 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SGDDVRNPSVVVK R R 95.00% 57.1 38.6 0 2 458.0123 1,371.01 1,371.72 3 0.2995 218.3 1144 1156 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SLDEISQPAQELK K R 95.00% 53.3 38.3 2.06 2 729.4468 1,456.88 1,457.75 2 0.1379 94.59 561 573 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SLDEISQPAQELKR K S 95.00% 25.5 38.2 0.796 2 538.7269 1,613.16 1,613.85 3 0.3166 196.2 561 574 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SLDEISQPAQELKR K S 95.00% 45.8 38.2 0 2 538.7138 1,613.12 1,613.85 3 0.2774 171.9 561 574 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SLDEISQPAQELKR K S 95.00% 45.9 38.2 1.8 2 538.641 1,612.90 1,613.85 3 0.05876 36.41 561 574 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SLDEISQPAQELKR K S 95.00% 47.2 38.2 2.35 2 538.7056 1,613.10 1,613.85 3 0.2528 156.6 561 574 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SQAPVLDAIR R R 92.30% 36.9 39 0 2 535.3948 1,068.78 1,069.60 2 0.1822 170.4 1495 1504 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SQAPVLDAIR R R 95.00% 30.6 39 1.66 2 535.3672 1,068.72 1,069.60 2 0.1269 118.7 1495 1504 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SQAPVLDAIR R R 95.00% 39.9 39 0.824 2 535.3548 1,068.70 1,069.60 2 0.1021 95.47 1495 1504 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SQAPVLDAIR R R 95.00% 54 39 2.7 2 535.424 1,068.83 1,069.60 2 0.2406 224.9 1495 1504 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SQAPVLDAIRR R L 95.00% 24.5 38.6 1.11 2 613.4103 1,224.81 1,225.70 2 0.112 91.39 1495 1505 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SQHPYVLTEDTLK R V 95.00% 30.6 38.3 1.96 2 765.9661 1,529.92 1,530.78 2 0.1448 94.61 1919 1931 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SQHPYVLTEDTLK R V 95.00% 44.8 38.3 0 2 511.0398 1,530.10 1,530.78 3 0.3248 212.1 1919 1931 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SQHPYVLTEDTLK R V 95.00% 46.8 38.3 0 2 510.9967 1,529.97 1,530.78 3 0.1955 127.7 1919 1931 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSDRVDGPASNLK R Q 95.00% 46.2 38.9 3.55 2 673.3929 1,344.77 1,345.67 2 0.1077 80.04 952 964 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSDRVDGPASNLK R Q 95.00% 52.2 38.9 3.72 2 673.3847 1,344.75 1,345.67 2 0.09129 67.83 952 964 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSGIVSLGVGDR R N 95.00% 26.2 39.2 1.25 2 573.8472 1,145.68 1,146.61 2 0.07567 65.99 1565 1576 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSGIVSLGVGDR R N 95.00% 49 39.2 1.48 2 573.8777 1,145.74 1,146.61 2 0.1367 119.2 1565 1576 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSGIVSLGVGDR R N 95.00% 61 39.2 2.01 2 573.8695 1,145.72 1,146.61 2 0.1202 104.8 1565 1576 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSGIVSLGVGDR R N 95.00% 62.4 39.2 0 2 573.8698 1,145.73 1,146.61 2 0.1208 105.4 1565 1576 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSGIVSLGVGDR R N 95.00% 68.4 39.2 1.46 2 573.8876 1,145.76 1,146.61 2 0.1565 136.5 1565 1576 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSGIVSLGVGDR R N 95.00% 76.8 39.2 2.04 2 573.8708 1,145.73 1,146.61 2 0.1228 107.1 1565 1576 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSIMAFAIGNK R G 95.00% 32.3 38.8 1.28 2 570.3825 1,138.75 1,138.59 2 1.165 142.6 575 585 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SSImAFAIGNK R G 95.00% 36.2 38.9 1.05 2 m4: Oxidation (+15.99) 577.8837 1,153.75 1,154.59 2 0.1726 149.4 575 585 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% STELNEEPLMR K F 95.00% 42.2 39 2.33 2 659.8521 1,317.69 1,318.63 2 0.06618 50.18 2801 2811 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% STELNEEPLMR K F 95.00% 48.9 39 0 2 659.8428 1,317.67 1,318.63 2 0.04757 36.07 2801 2811 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% STELNEEPLMR K F 95.00% 50 39 1.19 2 659.873 1,317.73 1,318.63 2 0.1078 81.77 2801 2811 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% STELNEEPLMR K F 95.00% 51.7 39 2.34 2 659.8939 1,317.77 1,318.63 2 0.1497 113.5 2801 2811 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SVEDAQDVSLALTQR K G 95.00% 59.9 38.1 5.32 2 817.0374 1,632.06 1,631.82 2 1.244 147.7 1755 1769 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SVEDAQDVSLALTQR K G 95.00% 77.2 38.1 5.2 2 816.5068 1,631.00 1,631.82 2 0.1827 111.9 1755 1769 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% SVEDAQDVSLALTQR K G 95.00% 95.8 38.1 5.96 2 816.5253 1,631.04 1,631.82 2 0.2196 134.6 1755 1769 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% TELQTITNDPR R L 95.00% 44.4 38.9 0 2 644.3866 1,286.76 1,287.65 2 0.1119 86.86 1581 1591 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% TRPEFYLNSYMNK R Q 95.00% 45.8 37.9 3.82 2 832.0515 1,662.09 1,662.79 2 0.3012 181.1 1076 1088 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% TRPEFYLNSYMNK R Q 95.00% 46.5 37.9 3.22 2 832.0031 1,661.99 1,662.79 2 0.2045 123 1076 1088 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 33.7 38.6 1.72 2 619.9107 1,237.81 1,238.65 2 0.1613 130.2 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 35 38.6 3.02 2 619.8764 1,237.74 1,238.65 2 0.09284 74.94 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 42.1 38.5 1.11 2 620.3419 1,238.67 1,238.65 2 1.024 17.05 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 43.9 38.6 3 2 619.8774 1,237.74 1,238.65 2 0.09481 76.54 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 46.5 38.6 1.23 2 619.8806 1,237.75 1,238.65 2 0.1012 81.67 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 54 38.5 1.01 2 620.344 1,238.67 1,238.65 2 1.028 20.41 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 54.5 38.5 3 2 620.3736 1,238.73 1,238.65 2 1.087 68.13 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 54.8 38.6 4.21 2 619.8569 1,237.70 1,238.65 2 0.05386 43.48 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 57.8 38.6 4.08 2 619.9143 1,237.81 1,238.65 2 0.1686 136.1 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 58.1 38.6 3.68 2 619.9056 1,237.80 1,238.65 2 0.1511 122 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 59.4 38.6 1.17 2 619.8659 1,237.72 1,238.65 2 0.07178 57.94 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVFFSNTPTR K A 95.00% 59.7 38.6 2.28 2 619.8733 1,237.73 1,238.65 2 0.08653 69.85 2511 2521 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVQYSDR R T 95.00% 33.3 39.2 1.1 2 518.8558 1,035.70 1,036.54 2 0.1622 156.5 1067 1075 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVQYSDR R T 95.00% 44.2 39.2 0 2 518.8473 1,035.68 1,036.54 2 0.1453 140.1 1067 1075 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVQYSDR R T 95.00% 48 39.2 2.12 2 518.8033 1,035.59 1,036.54 2 0.05726 55.24 1067 1075 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVQYSDR R T 95.00% 55.1 39.2 1.82 2 518.8712 1,035.73 1,036.54 2 0.193 186.2 1067 1075 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVTYNNEVTTEIR R F 95.00% 51.7 37.7 1 2 855.0579 1,708.10 1,707.89 2 1.217 125.6 2445 2459 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVTYNNEVTTEIR R F 95.00% 52.3 37.7 1.3 2 854.5857 1,707.16 1,707.89 2 0.273 159.8 2445 2459 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVTYNNEVTTEIR R F 95.00% 58.2 37.7 3.4 2 854.5019 1,706.99 1,707.89 2 0.1054 61.68 2445 2459 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVTYNNEVTTEIR R F 95.00% 67.1 37.7 4.64 2 854.5615 1,707.11 1,707.89 2 0.2246 131.5 2445 2459 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVTYNNEVTTEIR R F 95.00% 73.1 37.7 5.77 2 854.5263 1,707.04 1,707.89 2 0.1541 90.24 2445 2459 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVTYNNEVTTEIR R F 95.00% 77.9 37.7 4.09 2 854.5436 1,707.07 1,707.89 2 0.1888 110.5 2445 2459 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVTYNNEVTTEIR R F 95.00% 78.1 37.7 3.55 2 854.5358 1,707.06 1,707.89 2 0.1732 101.4 2445 2459 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VAVVTYNNEVTTEIR R F 95.00% 97.2 37.7 5.21 2 854.9938 1,707.97 1,707.89 2 1.089 50.64 2445 2459 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VEFSLTDYGSK K E 95.00% 46.1 39.1 1.07 2 623.3328 1,244.65 1,245.60 2 0.05843 46.9 2685 2695 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VEFSLTDYGSK K E 95.00% 58.7 39 1.08 2 623.7903 1,245.57 1,245.60 2 0.9734 -23.51 2685 2695 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VEFSLTDYGSK K E 95.00% 73.2 39.1 1.8 2 623.3381 1,244.66 1,245.60 2 0.06914 55.51 2685 2695 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VEFSLTDYGSK K E 95.00% 73.8 39.1 3.14 2 623.3233 1,244.63 1,245.60 2 0.03943 31.65 2685 2695 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGLVQFSDTPVTEFSLNTYQTK R S 92.40% 33.2 35.7 0 2 825.8148 2,474.42 2,474.25 3 1.185 73.51 678 699 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 39.3 35.7 0 2 825.8402 2,474.50 2,474.25 3 1.261 104.3 678 699 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 40.3 35.8 0 2 825.545 2,473.61 2,474.25 3 0.3754 151.7 678 699 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 52.7 35.8 0 2 825.5102 2,473.51 2,474.25 3 0.2709 109.5 678 699 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGLVQFSDTPVTEFSLNTYQTK R S 95.00% 58.7 35.8 1 2 825.4739 2,473.40 2,474.25 3 0.1619 65.43 678 699 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGVVQFSNDVFPEFYLK R T 94.60% 36.3 36.8 0 2 995.1631 1,988.31 1,988.02 2 1.302 150.7 1475 1491 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGVVQFSNDVFPEFYLK R T 95.00% 32.5 36.8 3.92 2 995.1487 1,988.28 1,988.02 2 1.274 136.2 1475 1491 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGVVQFSNDVFPEFYLK R T 95.00% 36.4 37 0 2 663.3662 1,987.08 1,988.02 3 0.06755 33.98 1475 1491 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VGVVQFSNDVFPEFYLK R T 95.00% 44.5 37 0 2 994.624 1,987.23 1,988.02 2 0.2243 112.8 1475 1491 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VNHFVPEAGSR R L 95.00% 42.7 38.6 3.8 2 606.8666 1,211.72 1,212.61 2 0.114 93.98 1728 1738 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 29.2 39.2 1.96 2 615.4169 1,228.82 1,229.73 2 0.101 82.13 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 29.6 39.2 1.02 2 615.437 1,228.86 1,229.73 2 0.1413 114.9 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 38.2 39.2 3.8 2 615.4064 1,228.80 1,229.73 2 0.08014 65.16 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 52.1 39.2 4.38 2 615.4203 1,228.83 1,229.73 2 0.1078 87.68 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 63.5 39.2 4.96 2 615.4196 1,228.82 1,229.73 2 0.1065 86.59 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 64.1 39.2 3.11 2 615.4094 1,228.80 1,229.73 2 0.08601 69.94 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 65 39.1 5.36 2 615.8419 1,229.67 1,229.73 2 0.9512 -41.9 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 73.4 39.2 5.4 2 615.3328 1,228.65 1,229.73 2 -0.06717 -54.63 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VPQIAFVITGGK R S 95.00% 75.8 39.2 5.28 2 615.4478 1,228.88 1,229.73 2 0.1629 132.4 1743 1754 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VSVVANTPSGPVEAFDFDEYQPEMLEK R F 95.00% 29 34.3 1.05 2 1,000.30 2,997.88 2,998.40 3 0.4847 161.6 1887 1913 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVESLDVGQDR R V 95.00% 40.8 39.3 0 2 608.8935 1,215.77 1,216.62 2 0.1628 133.8 1054 1064 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVESLDVGQDR R V 95.00% 42.4 39.3 2.48 2 609.3714 1,216.73 1,216.62 2 1.119 95.2 1054 1064 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVESLDVGQDR R V 95.00% 43.6 39.3 0 2 608.8307 1,215.65 1,216.62 2 0.03723 30.6 1054 1064 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVESLDVGQDR R V 95.00% 55.3 39.3 3.09 2 608.8656 1,215.72 1,216.62 2 0.1069 87.88 1054 1064 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVESLDVGQDR R V 95.00% 64.1 39.3 4.77 2 608.8285 1,215.64 1,216.62 2 0.03277 26.93 1054 1064 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVESLDVGQDRVR R V 95.00% 55.9 38.4 1.96 2 491.6861 1,472.04 1,471.79 3 1.257 172.8 1054 1066 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVIHFTDGADGDLADLHR K A 95.00% 60.6 37.1 3.05 2 651.0346 1,950.08 1,950.97 3 0.1222 62.61 1947 1964 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVIHFTDGADGDLADLHR K A 95.00% 65.1 37.1 3.39 2 651.0448 1,950.11 1,950.97 3 0.1528 78.29 1947 1964 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVIHFTDGADGDLADLHR K A 95.00% 72.8 37.1 2.74 2 651.3694 1,951.09 1,950.97 3 1.127 63.43 1947 1964 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVIHFTDGADGDLADLHR K A 95.00% 74.3 37.1 2.33 2 651.4277 1,951.26 1,950.97 3 1.301 153 1947 1964 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVIHFTDGADGDLADLHR K A 95.00% 78.6 37.1 3.68 2 651.3919 1,951.15 1,950.97 3 1.194 98.05 1947 1964 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVIHFTDGADGDLADLHR K A 95.00% 81 37.1 3.92 2 651.0469 1,950.12 1,950.97 3 0.1589 81.42 1947 1964 TRUE

LX-2 Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 356 32.40% VVIHFTDGADGDLADLHR K A 95.00% 83 37.1 5.52 2 651.0382 1,950.09 1,950.97 3 0.1329 68.09 1947 1964 TRUE

LX-2 Repeat 3 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 5 1.25% LLLPWLEAR K I 93.30% 37.3 38.8 0 2 555.8751 1,109.74 1,110.67 2 0.07574 68.19 857 865 TRUE

LX-2 Repeat 3 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 5 1.25% LLLPWLEAR K I 95.00% 39.6 38.8 0 2 555.8979 1,109.78 1,110.67 2 0.1215 109.3 857 865 TRUE

LX-2 Repeat 3 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 5 1.25% LLLPWLEAR K I 95.00% 49.4 38.8 0.886 2 555.8703 1,109.73 1,110.67 2 0.06613 59.53 857 865 TRUE

LX-2 Repeat 3 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 5 1.25% NLQNLLILTAIK R A 95.00% 30.6 38.6 2.16 2 677.9103 1,353.81 1,353.85 2 0.9666 -26.65 1023 1034 TRUE

LX-2 Repeat 3 CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067,IPI00455383 191,600.90 99.80% 2 2 5 1.25% NLQNLLILTAIK R A 95.00% 50.8 38.6 2.57 2 677.4588 1,352.90 1,353.85 2 0.06377 47.1 1023 1034 TRUE

LX-2 Repeat 3 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 2 6 18.70% QLDDLKVELSQLR K V 95.00% 39 38.4 0 2 520.0256 1,557.06 1,556.86 3 1.198 125.2 20 32 TRUE

LX-2 Repeat 3 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 2 6 18.70% QLDDLKVELSQLR K V 95.00% 42.3 38.3 0 2 519.6048 1,555.79 1,556.86 3 -0.0647 -41.56 20 32 TRUE

LX-2 Repeat 3 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 2 6 18.70% QLDDLKVELSQLR K V 95.00% 42.5 38.3 0.854 2 519.6867 1,556.04 1,556.86 3 0.1809 116.2 20 32 TRUE

LX-2 Repeat 3 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 2 6 18.70% VLTVINQTQK R E 95.00% 31.5 39.5 2.09 2 572.3893 1,142.76 1,143.67 2 0.09805 85.72 57 66 TRUE

LX-2 Repeat 3 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 2 6 18.70% VLTVINQTQK R E 95.00% 44.9 39.5 1.54 2 572.3494 1,142.68 1,143.67 2 0.01822 15.93 57 66 TRUE

LX-2 Repeat 3 RPL35 60S ribosomal protein L35 IPI00412607,IPI00550247,IPI00787131 14,534.50 99.80% 2 2 6 18.70% VLTVINQTQK R E 95.00% 49.2 39.5 1.82 2 572.3726 1,142.73 1,143.67 2 0.06451 56.41 57 66 TRUE

LX-2 Repeat 3 COL4A1 Collagen alpha-1(IV) chain precursor IPI00743696,IPI00844360 160,599.50 100.00% 3 3 4 2.52% GDPGTPGVPGK R D 95.00% 15.2 39 2.48 2 491.3074 980.6003 981.5003 2 0.1072 109.2 969 979 TRUE

LX-2 Repeat 3 COL4A1 Collagen alpha-1(IV) chain precursor IPI00743696,IPI00844360 160,599.50 100.00% 3 3 4 2.52% HSQTIDDPQcPSGTK R I 95.00% 40.9 37.9 2.7 2 c10: Carbamidomethyl (+57.02) 557.701 1,670.08 1,670.74 3 0.3442 206 1451 1465 TRUE

LX-2 Repeat 3 COL4A1 Collagen alpha-1(IV) chain precursor IPI00743696,IPI00844360 160,599.50 100.00% 3 3 4 2.52% ILYHGYSLLYVQGNER K A 95.00% 36.7 37.2 0 2 642.3202 1,923.94 1,924.99 3 -0.04565 -23.71 1466 1481 TRUE

LX-2 Repeat 3 COL4A1 Collagen alpha-1(IV) chain precursor IPI00743696,IPI00844360 160,599.50 100.00% 3 3 4 2.52% ILYHGYSLLYVQGNER K A 95.00% 43.1 37.2 0 2 642.4041 1,924.19 1,924.99 3 0.206 107 1466 1481 TRUE

LX-2 Repeat 3 RALY Isoform 1 of RNA-binding protein Raly IPI00011268,IPI00216044,IPI00640938,IPI00641351,IPI00642213,IPI00847752 30,346.40 99.50% 2 2 2 7.59% KSDVETIFSK K Y 95.00% 33.3 39 1.89 2 577.3486 1,152.68 1,153.61 2 0.07982 69.19 35 44 TRUE

LX-2 Repeat 3 RALY Isoform 1 of RNA-binding protein Raly IPI00011268,IPI00216044,IPI00640938,IPI00641351,IPI00642213,IPI00847752 30,346.40 99.50% 2 2 2 7.59% VFIGNLNTALVK R K 89.80% 35.5 38.7 0 2 645.4269 1,288.84 1,288.76 2 1.084 63.13 23 34 TRUE

LX-2 Repeat 3 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 5 5 5 4.81% AEcLNPSQPSR R R 94.80% 16.4 38.9 1 2 c3: Carbamidomethyl (+57.02) 629.8167 1,257.62 1,258.58 2 0.04172 33.14 1133 1143 TRUE

LX-2 Repeat 3 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 5 5 5 4.81% GNLYWTDWNR R D 95.00% 33.3 38.5 1.64 2 662.8203 1,323.63 1,324.61 2 0.02633 19.87 1076 1085 TRUE

LX-2 Repeat 3 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 5 5 5 4.81% QDLGSPEGIAVDHLGR R N 95.00% 48 37.9 1.89 2 555.6835 1,664.03 1,663.84 3 1.196 116 1018 1033 TRUE

LX-2 Repeat 3 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 5 5 5 4.81% VIIGLAFDcVDK K M 95.00% 50.5 38.8 2.96 2 c9: Carbamidomethyl (+57.02) 675.8103 1,349.61 1,349.71 2 0.8997 -76.3 979 990 TRUE

LX-2 Repeat 3 NID1 Isoform 1 of Nidogen-1 precursor IPI00026944,IPI00384542 136,433.80 100.00% 5 5 5 4.81% VLFETDLVNPR R G 95.00% 81.4 38.7 2.68 2 651.883 1,301.75 1,302.71 2 0.05338 40.98 1057 1067 TRUE

LX-2 Repeat 3 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 3 3 5 24.30% INFDKYHPGYFGK R V 95.00% 55.4 38.1 0 2 529.3316 1,584.97 1,585.78 3 0.2002 126.2 43 55 TRUE
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LX-2 Repeat 3 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 3 3 5 24.30% NQSFcPTVNLDK R L 95.00% 42.9 38.3 2.62 2 c5: Carbamidomethyl (+57.02) 712.3836 1,422.75 1,422.67 2 1.092 62.45 66 77 TRUE

LX-2 Repeat 3 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 3 3 5 24.30% TGAAPIIDVVR K S 95.00% 59.3 38.7 1.85 2 556.3619 1,110.71 1,111.65 2 0.06935 62.38 95 105 TRUE

LX-2 Repeat 3 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 3 3 5 24.30% TGAAPIIDVVR K S 95.00% 64.1 38.7 3.07 2 556.3973 1,110.78 1,111.65 2 0.1402 126.1 95 105 TRUE

LX-2 Repeat 3 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 100.00% 3 3 5 24.30% TGAAPIIDVVR K S 95.00% 69.4 38.7 3.04 2 556.3916 1,110.77 1,111.65 2 0.1287 115.8 95 105 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% ELMGPWNKDEISTTDAIFVQR K D 95.00% 63 35.9 1.89 2 817.7788 2,450.31 2,450.20 3 1.119 47.58 104 124 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% FSLETEVDLR K K 95.00% 76.8 38.9 3.47 2 604.8433 1,207.67 1,208.62 2 0.06351 52.55 301 310 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% FSLETEVDLR K K 95.00% 77.6 38.9 2.89 2 604.8565 1,207.70 1,208.62 2 0.08993 74.4 301 310 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% KPLENLGMTDmFR R Q 95.00% 34 38.2 1.74 2 m11: Oxidation (+15.99) 523.0089 1,566.01 1,567.76 3 -0.7487 162.1 311 323 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% MAPEEIIMDRPFLFVVR R H 95.00% 23.1 37 2.48 2 688.4219 2,062.24 2,063.08 3 0.1694 82.09 370 386 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% mAPEEIIMDRPFLFVVR R H 95.00% 26.6 36.9 0.886 2 m1: Oxidation (+15.99) 694.0439 2,079.11 2,079.08 3 1.04 18.06 370 386 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% MAPEEIIMDRPFLFVVR R H 95.00% 38.8 36.8 0 2 688.7102 2,063.11 2,063.08 3 1.034 15.22 370 386 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% mAPEEIIMDRPFLFVVR R H 95.00% 38.9 36.9 2 2 m1: Oxidation (+15.99) 693.9935 2,078.96 2,079.08 3 0.8892 -54.57 370 386 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% QVDFSEVER K A 95.00% 56.1 39.1 0.824 2 554.8217 1,107.63 1,108.53 2 0.1091 98.42 146 154 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% QVDFSEVER K A 95.00% 63.6 39.1 0.921 2 554.8503 1,107.69 1,108.53 2 0.1663 150 146 154 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% TPFPDSSTHR K R 95.00% 34.8 39.5 2.6 2 572.845 1,143.68 1,144.54 2 0.1444 126.1 200 209 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% VFQQVAQASK R D 95.00% 38.6 39.6 2.39 2 553.3542 1,104.69 1,105.60 2 0.1012 91.49 42 51 TRUE

LX-2 Repeat 3 SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45,042.20 100.00% 7 7 13 22.40% VFQQVAQASK R D 95.00% 57.3 39.6 1.8 2 553.339 1,104.66 1,105.60 2 0.07061 63.86 42 51 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% IETSINLAWTAGSNNTR K F 95.00% 46 37.4 4.92 2 924.5403 1,847.07 1,847.92 2 0.1486 80.42 202 218 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LSQNNFALGYK K A 95.00% 44.3 38.9 0.796 2 628.344 1,254.67 1,254.65 2 1.033 24.02 164 174 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LSQNNFALGYK K A 95.00% 49.9 38.8 0.959 2 627.8686 1,253.72 1,254.65 2 0.08227 65.57 164 174 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LSQNNFALGYK K A 95.00% 52.3 38.9 0 2 628.338 1,254.66 1,254.65 2 1.021 14.54 164 174 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LSQNNFALGYK K A 95.00% 58.2 38.9 0 2 628.339 1,254.66 1,254.65 2 1.023 16.17 164 174 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LSQNNFALGYK K A 95.00% 70.9 38.8 3.47 2 627.872 1,253.73 1,254.65 2 0.08901 70.94 164 174 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LTLDTIFVPNTGK K K 95.00% 35 38.6 1.68 2 709.9803 1,417.95 1,418.79 2 0.164 115.6 97 109 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LTLDTIFVPNTGK K K 95.00% 58.2 38.6 4.64 2 709.9947 1,417.97 1,418.79 2 0.1928 135.9 97 109 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LTLDTIFVPNTGK K K 95.00% 70.2 38.6 3.85 2 709.928 1,417.84 1,418.79 2 0.05957 41.98 97 109 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LTLSALIDGK K N 95.00% 51.1 39.7 0 2 515.8514 1,029.69 1,030.61 2 0.08095 78.54 257 266 FALSE IPI00216308

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% LTLSALIDGK K N 95.00% 52.6 39.7 0 2 515.883 1,029.75 1,030.61 2 0.1443 139.9 257 266 FALSE IPI00216308

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% VcNYGLTFTQK K W 95.00% 45.3 38.7 0.824 2 c2: Carbamidomethyl (+57.02) 665.8719 1,329.73 1,330.65 2 0.09051 68.01 64 74 TRUE

LX-2 Repeat 3 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 4 4 10 27.60% WNTDNTLGTEISWENK K L 95.00% 73.3 37.4 4.92 2 954.5329 1,907.05 1,907.88 2 0.1813 95.02 75 90 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% ASGNYATVISHNPETK R K 95.00% 63 37.8 5.28 2 845.035 1,688.06 1,688.82 2 0.2388 141.4 129 144 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% ASGNYATVISHNPETK R K 95.00% 68 37.8 1.16 2 563.6634 1,687.97 1,688.82 3 0.1519 89.94 129 144 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% ASGNYATVISHNPETK R K 95.00% 79.4 37.7 4.08 2 845.5481 1,689.08 1,688.82 2 1.265 155.2 129 144 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% AVVGVVAGGGR R I 95.00% 17.8 39 1.1 2 471.9848 941.9551 941.5527 2 1.41 431.5 164 174 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% AVVGVVAGGGR R I 95.00% 48.4 38.9 1.74 2 471.3396 940.6647 941.5527 2 0.1192 126.6 164 174 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% AVVGVVAGGGR R I 95.00% 51.3 38.9 3.57 2 471.3419 940.6691 941.5527 2 0.1237 131.3 164 174 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% AVVGVVAGGGR R I 95.00% 62.5 38.9 2.8 2 471.3486 940.6827 941.5527 2 0.1372 145.7 164 174 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% DIIHDPGR K G 95.00% 29.6 39.4 1.39 2 461.8193 921.624 922.4743 2 0.1569 170.1 47 54 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% DIIHDPGR K G 95.00% 35.3 39.4 1.96 2 461.8177 921.6208 922.4743 2 0.1537 166.6 47 54 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% GIVKDIIHDPGR K G 95.00% 39.8 39 5.85 2 660.3998 1,318.79 1,319.74 2 0.04895 37.09 43 54 TRUE

LX-2 Repeat 3 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 100.00% 5 6 11 23.00% TELFIAAEGIHTGQFVYcGK R K 95.00% 34.7 36.4 4.19 2 c18: Carbamidomethyl (+57.02) 747.7608 2,240.26 2,241.10 3 0.1667 74.36 73 92 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% DLADLAAYTALK R F 95.00% 49.6 38.9 3.12 2 632.9551 1,263.90 1,264.68 2 0.2244 177.4 2752 2763 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% DLADLAAYTALK R F 95.00% 58.6 38.9 3.08 2 632.9594 1,263.90 1,264.68 2 0.2331 184.3 2752 2763 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% DQASQLLAGTEATLGHAK R T 95.00% 33 37.3 3.74 2 604.3998 1,810.18 1,810.93 3 0.2553 140.9 2259 2276 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% GQDLGQAVLDAGHSVSTLEK R T 95.00% 51.1 36.9 2.17 2 675.7661 2,024.28 2,025.03 3 0.2587 127.7 2669 2688 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% GQLQLVEGNFR R H 95.00% 54.5 39 1.1 2 630.9049 1,259.80 1,260.67 2 0.133 105.5 1760 1770 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% HETAQQLEVLEQQSTSLGQDAR R R 95.00% 70.3 36.1 2.8 2 823.5182 2,467.53 2,468.20 3 0.3386 137.1 2227 2248 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% LGLVWAALQGAR R T 95.00% 42.1 38.8 2.23 2 627.9599 1,253.91 1,254.73 2 0.1807 144 2583 2594 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% VQEQLSSLWEENQALATQTR R D 95.00% 42.1 36 1.13 2 777.8259 2,330.46 2,331.16 3 0.3055 131 2352 2371 TRUE

LX-2 Repeat 3 LAMA5 Laminin subunit alpha-5 precursor IPI00783665 399,725.10 100.00% 8 8 9 3.38% WLFPTGGSVR R G 95.00% 31.7 39.6 0.796 2 560.3683 1,118.72 1,119.59 2 0.1348 120.3 3079 3088 TRUE

LX-2 Repeat 3 ARF1 ADP-ribosylation factor 1 IPI00215914,IPI00215917 20,679.60 100.00% 5 5 7 40.90% DAVLLVFANK R Q 95.00% 15.7 39.6 1.52 2 545.3908 1,088.77 1,089.63 2 0.1441 132.2 118 127 TRUE

LX-2 Repeat 3 ARF1 ADP-ribosylation factor 1 IPI00215914,IPI00215917 20,679.60 100.00% 5 5 7 40.90% HYFQNTQGLIFVVDSNDR R E 95.00% 82.9 36.5 2.38 2 718.6762 2,153.01 2,153.04 3 0.9729 -13.87 80 97 TRUE

LX-2 Repeat 3 ARF1 ADP-ribosylation factor 1 IPI00215914,IPI00215917 20,679.60 100.00% 5 5 7 40.90% ILMVGLDAAGK R T 95.00% 58.8 39.7 1.48 2 544.3809 1,086.75 1,087.62 2 0.1363 125.3 20 30 TRUE

LX-2 Repeat 3 ARF1 ADP-ribosylation factor 1 IPI00215914,IPI00215917 20,679.60 100.00% 5 5 7 40.90% ILMVGLDAAGK R T 95.00% 64.1 39.7 1.41 2 544.3849 1,086.76 1,087.62 2 0.1442 132.6 20 30 TRUE

LX-2 Repeat 3 ARF1 ADP-ribosylation factor 1 IPI00215914,IPI00215917 20,679.60 100.00% 5 5 7 40.90% LGEIVTTIPTIGFNVETVEYK K N 95.00% 66.8 36.1 0 2 775.4911 2,323.45 2,323.24 3 1.215 91.44 39 59 TRUE

LX-2 Repeat 3 ARF1 ADP-ribosylation factor 1 IPI00215914,IPI00215917 20,679.60 100.00% 5 5 7 40.90% NISFTVWDVGGQDK K I 95.00% 40.3 38 0.959 2 783.4378 1,564.86 1,565.76 2 0.1086 69.37 60 73 TRUE

LX-2 Repeat 3 ARF1 ADP-ribosylation factor 1 IPI00215914,IPI00215917 20,679.60 100.00% 5 5 7 40.90% NISFTVWDVGGQDK K I 95.00% 57.2 38 5.82 2 783.4708 1,564.93 1,565.76 2 0.1747 111.6 60 73 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% DAVTYTEHAK R R 95.00% 29.6 39.4 1.46 2 567.8289 1,133.64 1,134.54 2 0.1078 95.03 69 78 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% DAVTYTEHAK R R 95.00% 34.1 39.4 1.26 2 567.7878 1,133.56 1,134.54 2 0.02563 22.59 69 78 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% DNIQGITKPAIR R R 95.00% 42.5 38.5 0 2 663.4449 1,324.88 1,325.75 2 0.1286 97 25 36 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% DNIQGITKPAIR R R 95.00% 55.4 38.5 1.8 2 663.438 1,324.86 1,325.75 2 0.1149 86.67 25 36 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% DNIQGITKPAIR R R 95.00% 57.7 38.6 1.92 2 663.8755 1,325.74 1,325.75 2 0.9899 -9.699 25 36 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% GVLKVFLENVIR R D 95.00% 72.9 38.6 4.01 2 694.4103 1,386.81 1,386.85 2 0.9664 -26.16 57 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETR R G 95.00% 27.7 38.9 0.721 2 1,180.63 1,179.62 1,180.62 1 0.009603 8.134 47 56 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETR R G 95.00% 32.2 39.1 1.19 2 590.3495 1,178.68 1,180.62 2 -0.9292 62.32 47 56 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETR R G 95.00% 42.3 38.9 0 2 590.8322 1,179.65 1,180.62 2 0.0361 30.58 47 56 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETR R G 95.00% 48.3 38.9 1.27 2 590.9431 1,179.87 1,180.62 2 0.258 218.5 47 56 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETR R G 95.00% 78 38.9 2.48 2 590.862 1,179.71 1,180.62 2 0.09578 81.12 47 56 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETRGVLK R V 95.00% 14.4 37.9 1.05 2 526.7057 1,577.10 1,577.89 3 0.2126 134.7 47 60 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETRGVLK R V 95.00% 29.8 37.9 1.08 2 790.0706 1,578.13 1,577.89 2 1.244 152.8 47 60 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETRGVLK R V 95.00% 31.2 37.9 2.09 2 527.0102 1,578.01 1,577.89 3 1.126 78.1 47 60 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% ISGLIYEETRGVLK R V 95.00% 41 38 2.46 2 526.7211 1,577.14 1,577.89 3 0.2588 164 47 60 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALK R R 95.00% 26.4 38.3 0.77 2 480.3067 1,437.90 1,438.80 3 0.108 75.07 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAmDVVYALK R R 95.00% 41.7 38.4 6.44 2 m6: Oxidation (+15.99) 727.9603 1,453.91 1,454.79 2 0.1208 83.04 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALK R R 95.00% 42.4 38.3 0 2 480.3719 1,438.09 1,438.80 3 0.3037 211.1 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAmDVVYALK R R 95.00% 43.8 38.4 0 2 m6: Oxidation (+15.99) 485.6834 1,454.03 1,454.79 3 0.2432 167.2 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALK R R 95.00% 44.3 38.2 0 2 480.6411 1,438.90 1,438.80 3 1.111 75.32 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAmDVVYALK R R 95.00% 51.4 38.3 0 2 m6: Oxidation (+15.99) 486.0056 1,455.00 1,454.79 3 1.21 142.3 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALK R R 95.00% 52.9 38.3 2.32 2 480.3428 1,438.01 1,438.80 3 0.2163 150.3 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAmDVVYALK R R 95.00% 53.3 38.3 2.55 2 m6: Oxidation (+15.99) 728.4563 1,454.90 1,454.79 2 1.113 75.61 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALK R R 95.00% 53.6 38.3 3.66 2 719.9277 1,437.84 1,438.80 2 0.05065 35.2 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAmDVVYALK R R 95.00% 57.1 38.4 3.22 2 m6: Oxidation (+15.99) 727.9771 1,453.94 1,454.79 2 0.1545 106.2 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALK R R 95.00% 66.2 38.3 5.96 2 719.95 1,437.89 1,438.80 2 0.09522 66.17 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALK R R 95.00% 72.5 38.3 7.15 2 719.9646 1,437.91 1,438.80 2 0.1243 86.38 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAmDVVYALK R R 95.00% 94.8 38.4 6.89 2 m6: Oxidation (+15.99) 727.9696 1,453.92 1,454.79 2 0.1394 95.8 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALK R R 95.00% 103 38.3 8.77 2 719.9753 1,437.94 1,438.80 2 0.1457 101.3 80 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% KTVTAMDVVYALKR R Q 94.00% 0 0 2.77 2 532.3605 1,594.06 1,594.90 3 0.1682 105.5 80 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% RISGLIYEETR K G 95.00% 29.5 38.5 3.17 2 668.9342 1,335.85 1,336.72 2 0.1391 104 46 56 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALK K R 90.60% 35.7 38.6 0 2 655.4379 1,308.86 1,310.70 2 -0.834 128.8 81 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALK K R 95.00% 35.5 38.6 3.46 2 m5: Oxidation (+15.99) 663.8962 1,325.78 1,326.70 2 0.08775 66.14 81 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALK K R 95.00% 46 38.6 2.12 2 656.4012 1,310.79 1,310.70 2 1.092 68.43 81 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALK K R 95.00% 47.8 38.6 0 2 m5: Oxidation (+15.99) 663.8921 1,325.77 1,326.70 2 0.07953 59.94 81 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALK K R 95.00% 59.4 38.6 2.44 2 656.3151 1,310.62 1,310.70 2 0.9203 -62.82 81 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALK K R 95.00% 59.8 38.6 4.03 2 m5: Oxidation (+15.99) 663.8732 1,325.73 1,326.70 2 0.04167 31.4 81 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALK K R 95.00% 76.1 38.6 1.68 2 656.4178 1,310.82 1,310.70 2 1.126 93.76 81 92 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 92.30% 36.1 38.1 0 2 733.9816 1,465.95 1,466.80 2 0.1523 103.8 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALKR K Q 95.00% 27.2 38.2 1.82 2 m5: Oxidation (+15.99) 741.9753 1,481.94 1,482.80 2 0.1447 97.58 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 31.7 38.1 1.7 2 734.4753 1,466.94 1,466.80 2 1.14 93.26 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALKR K Q 95.00% 37.5 38.2 1.77 2 m5: Oxidation (+15.99) 741.9581 1,481.90 1,482.80 2 0.1103 74.41 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALKR K Q 95.00% 41.1 38.2 0.959 2 m5: Oxidation (+15.99) 495.0498 1,482.13 1,482.80 3 0.3362 226.7 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALKR K Q 95.00% 41.2 38.2 0 2 m5: Oxidation (+15.99) 495.0216 1,482.04 1,482.80 3 0.2517 169.7 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 46.8 38.1 0 2 733.9644 1,465.91 1,466.80 2 0.1179 80.37 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 51.4 38.1 0 2 489.733 1,466.18 1,466.80 3 0.3809 259.6 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALKR K Q 95.00% 53.3 38.2 1.57 2 m5: Oxidation (+15.99) 741.9153 1,481.82 1,482.80 2 0.02471 16.67 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALKR K Q 95.00% 53.6 38.2 0.745 2 m5: Oxidation (+15.99) 495.0173 1,482.03 1,482.80 3 0.2389 161.1 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 56.9 38.1 0.77 2 489.9925 1,466.96 1,466.80 3 1.159 106.6 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 57.8 38.2 0 2 489.7398 1,466.20 1,466.80 3 0.4012 273.5 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAmDVVYALKR K Q 95.00% 59.8 38.2 0 2 m5: Oxidation (+15.99) 495.3457 1,483.02 1,482.80 3 1.224 149.2 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 60.6 38.1 1.05 2 489.6607 1,465.96 1,466.80 3 0.164 111.8 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 60.9 38.1 2.31 2 733.974 1,465.93 1,466.80 2 0.137 93.39 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 62.7 38.1 3.85 2 733.9773 1,465.94 1,466.80 2 0.1436 97.91 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 63.8 38.1 2.35 2 489.6945 1,466.06 1,466.80 3 0.2653 180.9 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 66 38.1 2.19 2 490.017 1,467.03 1,466.80 3 1.233 156.8 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% TVTAMDVVYALKR K Q 95.00% 68.7 38.1 0.854 2 489.6859 1,466.04 1,466.80 3 0.2394 163.2 81 93 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 92.60% 37.8 39.8 0 2 495.8746 989.7346 989.5778 2 1.164 162.8 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 95.00% 27.2 40 1.11 2 495.3369 988.6593 989.5778 2 0.08876 89.69 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 95.00% 40.3 40 0 2 495.3426 988.6707 989.5778 2 0.1001 101.2 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 95.00% 40.9 40 0 2 495.4065 988.7984 989.5778 2 0.2278 230.2 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 95.00% 47.3 40 0 2 495.3704 988.7262 989.5778 2 0.1557 157.3 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 95.00% 49 40 0 2 495.3287 988.6428 989.5778 2 0.07227 73.02 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 95.00% 56.3 40 0 2 495.3373 988.66 989.5778 2 0.08943 90.36 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 95.00% 59.3 40 0 2 495.3853 988.756 989.5778 2 0.1854 187.3 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIR K D 95.00% 59.7 39.8 0 2 495.834 989.6534 989.5778 2 1.083 80.82 61 68 TRUE

LX-2 Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 16 67 57.30% VFLENVIRDAVTYTEHAK K R 95.00% 17.6 36.7 1.3 2 702.4218 2,104.24 2,105.10 3 0.1482 70.37 61 78 TRUE

LX-2 Repeat 3 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 5 5 6 16.10% AVVYSNTIQSIMAIVK R A 95.00% 27.3 37.6 1.8 2 869.5834 1,737.15 1,736.96 2 1.198 112.4 71 86 TRUE

LX-2 Repeat 3 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 5 5 6 16.10% IIHEDGYSEEEcR K Q 95.00% 42.2 37.8 1.64 2 c12: Carbamidomethyl (+57.02) 546.3028 1,635.89 1,636.69 3 0.2029 124 55 67 TRUE

LX-2 Repeat 3 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 5 5 6 16.10% IIHEDGYSEEEcR K Q 95.00% 42.9 37.8 0 2 c12: Carbamidomethyl (+57.02) 546.6189 1,636.84 1,636.69 3 1.151 90.74 55 67 TRUE

LX-2 Repeat 3 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 5 5 6 16.10% LFDSIcNNK K W 95.00% 44.7 38.8 0 2 c6: Carbamidomethyl (+57.02) 555.8455 1,109.68 1,110.52 2 0.1588 143 250 258 TRUE

LX-2 Repeat 3 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 5 5 6 16.10% LLLLGAGESGK K S 95.00% 56.7 39.6 0.824 2 529.3668 1,056.72 1,057.63 2 0.1009 95.44 36 46 TRUE

LX-2 Repeat 3 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 100.00% 5 5 6 16.10% MFDVGGQR K S 95.00% 36.2 39.1 2.07 2 455.321 908.6274 909.4248 2 0.2099 230.7 199 206 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% EIAQDFKTDLR R F 92.30% 36.6 38.7 0 2 668.4129 1,334.81 1,335.69 2 0.1279 95.76 74 84 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% EIAQDFKTDLR R F 95.00% 13.4 38.7 1.96 2 668.417 1,334.82 1,335.69 2 0.1362 102 74 84 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% EIAQDFKTDLR R F 95.00% 38.4 38.5 1.64 2 668.8877 1,335.76 1,335.69 2 1.077 55.93 74 84 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% EIAQDFKTDLR R F 95.00% 46.2 38.7 1.18 2 668.3711 1,334.73 1,335.69 2 0.04447 33.29 74 84 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% EIAQDFKTDLR R F 95.00% 46.9 38.7 0 2 668.3749 1,334.74 1,335.69 2 0.05188 38.84 74 84 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% EIAQDFKTDLR R F 95.00% 55.2 38.5 2.08 2 668.8725 1,335.73 1,335.69 2 1.047 33.3 74 84 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% YRPGTVALR R E 91.50% 37.3 39.8 0 2 516.8984 1,031.78 1,032.59 2 0.1946 188.4 42 50 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% YRPGTVALR R E 93.10% 26.9 39.8 0.796 2 516.8797 1,031.74 1,032.59 2 0.1571 152.1 42 50 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% YRPGTVALR R E 95.00% 28.7 39.8 1.06 2 516.8965 1,031.78 1,032.59 2 0.1908 184.7 42 50 TRUE

LX-2 Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 99.90% 2 2 10 14.70% YRPGTVALR R E 95.00% 30.1 39.8 1.4 2 516.898 1,031.78 1,032.59 2 0.1938 187.6 42 50 TRUE

LX-2 Repeat 3 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 3 3 4 12.70% AELSEGQVR R Q 92.10% 37.8 40 0 2 495.3253 988.636 988.5058 2 1.137 136.1 183 191 TRUE

LX-2 Repeat 3 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 3 3 4 12.70% AELSEGQVR R Q 95.00% 44.1 39.9 0 2 494.814 987.6134 988.5058 2 0.1148 116.1 183 191 TRUE

LX-2 Repeat 3 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 3 3 4 12.70% IQLVEEELDRAQER R L 94.30% 36.2 37.5 0 2 576.6602 1,726.96 1,727.89 3 0.07355 42.57 92 105 TRUE

LX-2 Repeat 3 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 3 3 4 12.70% LEEAEKAADESER K G 95.00% 48.7 38.6 2.09 2 492.9444 1,475.81 1,476.68 3 0.1373 92.96 113 125 TRUE

LX-2 Repeat 3 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 5 11.70% FNADEFEDMVAEK K R 95.00% 46.6 38.2 3.37 2 773.4228 1,544.83 1,544.66 2 1.181 115.2 176 188 TRUE

LX-2 Repeat 3 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 5 11.70% FNADEFEDMVAEK K R 95.00% 97.4 38.3 6.16 2 772.9188 1,543.82 1,544.66 2 0.1728 111.9 176 188 TRUE

LX-2 Repeat 3 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 5 11.70% FNADEFEDMVAEKR K L 95.00% 44.2 37.7 0 2 567.6477 1,699.92 1,700.76 3 0.17 99.97 176 189 TRUE

LX-2 Repeat 3 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 5 11.70% FNADEFEDMVAEKR K L 95.00% 98.3 37.8 2.33 2 568.0067 1,701.00 1,700.76 3 1.247 143.6 176 189 TRUE

LX-2 Repeat 3 RPL10 60S ribosomal protein L10 IPI00374260,IPI00554723,IPI00646899,IPI00853161 24,586.60 100.00% 3 3 5 11.70% VHIGQVIMSIR R T 95.00% 63 38.8 2.77 2 626.9257 1,251.84 1,252.72 2 0.1245 99.39 129 139 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% AGIEIFVVVVGR R Q 95.00% 66 39 2.01 2 629.3703 1,256.73 1,258.75 2 -1.019 -12.6 965 976 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% DAEEAISQTIDTIVDMIK R N 95.00% 46.1 36.9 5.8 2 996.5797 1,991.14 1,991.98 2 0.1677 84.17 223 240 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% DAEEAISQTIDTIVDmIK R N 95.00% 48.2 36.8 0 2 m16: Oxidation (+15.99) 670.0219 2,007.04 2,007.98 3 0.07183 35.77 223 240 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% DAEEAISQTIDTIVDMIK R N 95.00% 55.6 36.9 0 2 664.7402 1,991.20 1,991.98 3 0.2215 111.2 223 240 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% DQLLPPSPNNR R I 95.00% 35.7 38.8 1.17 2 625.839 1,249.66 1,250.65 2 0.02183 17.45 712 722 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% DQLLPPSPNNR R I 95.00% 57.2 38.8 0.854 2 625.8003 1,249.59 1,250.65 2 -0.05567 -44.52 712 722 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% DTTPLNVLcSPGIQVVSVGIK R D 95.00% 39.9 36.2 0 2 c9: Carbamidomethyl (+57.02) 733.5035 2,197.49 2,197.19 3 1.306 137.9 737 757 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% DTTPLNVLcSPGIQVVSVGIK R D 95.00% 65.4 36.2 0 2 c9: Carbamidomethyl (+57.02) 733.2302 2,196.67 2,197.19 3 0.486 221.1 737 757 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% ENYAELLEDAFLK K N 95.00% 50 38.1 5.12 2 778.5139 1,555.01 1,554.77 2 1.252 160.1 791 803 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% ENYAELLEDAFLK K N 95.00% 61 38 4.07 2 777.9082 1,553.80 1,554.77 2 0.04032 25.93 791 803 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% GDPGFEGER R G 95.00% 41.8 39.6 1.07 2 482.2257 962.4368 963.4168 2 0.0272 28.23 263 271 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% GLEQLLVGGSHLK K E 95.00% 27.7 38.8 2.1 2 675.9237 1,349.83 1,350.77 2 0.06588 48.77 136 148 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% GLEQLLVGGSHLK K E 95.00% 40.1 38.8 4.32 2 675.889 1,349.76 1,350.77 2 -0.003473 -2.571 136 148 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% GLEQLLVGGSHLK K E 95.00% 57.3 38.6 2.59 2 676.3549 1,350.70 1,350.77 2 0.9283 -55.09 136 148 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% GPEGPQGPPGHQGPPGPDEcEILDIIMK R M 95.00% 16.9 34.8 3.14 2 c20: Carbamidomethyl (+57.02) 974.9555 2,921.84 2,922.38 3 0.4749 162.5 575 602 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% GTYTDcAIK K K 95.00% 41.1 39.3 0 2 c6: Carbamidomethyl (+57.02) 514.8067 1,027.60 1,028.47 2 0.1343 130.5 126 134 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% IALVITDGR R S 95.00% 59 39.7 1.92 2 479.3183 956.622 957.5729 2 0.05633 58.82 723 731 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% LLLFSDGNSQGATPAAIEK R A 94.80% 23.1 37.6 1 2 967.2171 1,932.42 1,932.01 2 1.419 215.5 939 957 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% LLLFSDGNSQGATPAAIEK R A 95.00% 37 37.4 0 2 644.7554 1,931.24 1,932.01 3 0.2442 126.4 939 957 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% LLLFSDGNSQGATPAAIEK R A 95.00% 38.8 37.4 0 2 966.6083 1,931.20 1,932.01 2 0.2017 104.4 939 957 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% LLLFSDGNSQGATPAAIEK R A 95.00% 44.2 37.6 3.23 2 967.1185 1,932.22 1,932.01 2 1.222 113.5 939 957 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% LLLFSDGNSQGATPAAIEK R A 95.00% 54.1 37.6 4.43 2 967.0863 1,932.16 1,932.01 2 1.158 80.18 939 957 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% LSIIATDHTYR R R 95.00% 61 38.7 0 2 645.3844 1,288.75 1,289.68 2 0.07666 59.44 200 210 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% LSIIATDHTYR R R 95.00% 70.6 38.7 2.66 2 645.4037 1,288.79 1,289.68 2 0.1152 89.29 200 210 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% NNVEQVccSFEcQPAR K G 95.00% 59.1 37 2.62 2 c7: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 666.9302 1,997.77 1,997.83 3 0.9498 -26.49 241 256 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% qVNEPHIR R V 95.00% 0 0 3.07 2 n-term: Pyro-cmC (-17.03) 488.326 974.6374 975.5007 2 0.144 147.6 977 984 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% SLQWMAGGTFTGEALQYTR K D 95.00% 49.3 36.8 1.92 2 1,059.09 2,116.17 2,117.01 2 0.1677 79.21 693 711 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% SLQWMAGGTFTGEALQYTR K D 95.00% 72.1 36.9 0 2 706.7402 2,117.20 2,117.01 3 1.194 90.18 693 711 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% TAEYDVAYGESHLFR K V 95.00% 44.9 37.5 0 2 586.6787 1,757.01 1,757.81 3 0.2085 118.6 991 1005 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% TAEYDVAYGESHLFR K V 95.00% 51.5 37.5 2.59 2 879.5116 1,757.01 1,757.81 2 0.2031 115.5 991 1005 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% VFSVAITPDHLEPR K L 95.00% 63 37.8 4.34 2 790.9969 1,579.98 1,580.84 2 0.1434 90.68 186 199 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% VPSYQALLR R G 95.00% 39.4 39.7 0.921 2 523.8685 1,045.72 1,046.60 2 0.1304 124.5 1006 1014 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% VPSYQALLR R G 95.00% 47.1 39.7 0 2 523.901 1,045.79 1,046.60 2 0.1954 186.6 1006 1014 TRUE

LX-2 Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 22 34 24.70% VPSYQALLR R G 95.00% 65.2 39.7 0.886 2 523.8757 1,045.74 1,046.60 2 0.1447 138.3 1006 1014 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ADFcIIHYAGK K V 94.80% 38.4 38.7 0 2 c4: Carbamidomethyl (+57.02) 647.8148 1,293.62 1,294.63 2 -0.002637 -2.037 566 576 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ADFcIIHYAGK K V 95.00% 15.8 38.9 1.82 2 c4: Carbamidomethyl (+57.02) 647.3274 1,292.64 1,294.63 2 -0.9774 19.55 566 576 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% AGVLAHLEEER R D 94.80% 13.7 39 1 2 611.6863 1,221.36 1,223.64 2 -1.273 -220.8 765 775 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% AGVLAHLEEER R D 95.00% 49.2 38.8 1.59 2 612.4013 1,222.79 1,223.64 2 0.1573 128.5 765 775 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% AGVLAHLEEER R D 95.00% 56.7 38.8 2.05 2 612.3769 1,222.74 1,223.64 2 0.1085 88.65 765 775 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% AGVLAHLEEER R D 95.00% 64 38.8 2.72 2 612.3834 1,222.75 1,223.64 2 0.1216 99.35 765 775 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALEEAMEQK R A 94.70% 39 39.5 0 2 524.8287 1,047.64 1,048.50 2 0.152 144.9 1484 1492 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALEEAMEQK R A 95.00% 39.4 39.5 0 2 524.8327 1,047.65 1,048.50 2 0.1601 152.7 1484 1492 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALEEAMEQK R A 95.00% 44.9 39.5 0 2 524.8018 1,047.59 1,048.50 2 0.09824 93.69 1484 1492 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALEEAmEQKAELER R L 93.20% 35.8 37.8 0 2 m6: Oxidation (+15.99) 555.3294 1,662.97 1,662.80 3 1.173 102.4 1484 1497 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 43.6 38.9 0 2 597.3798 1,192.75 1,193.62 2 0.1362 114.1 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 47 38.9 0.854 2 597.3649 1,192.72 1,193.62 2 0.1064 89.1 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 47.9 38.9 1.03 2 597.4247 1,192.83 1,193.62 2 0.2261 189.4 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 50.1 38.9 1.51 2 597.3273 1,192.64 1,193.62 2 0.03113 26.08 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 50.6 38.9 0 2 597.3611 1,192.71 1,193.62 2 0.09888 82.83 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 51.3 38.9 0 2 597.3614 1,192.71 1,193.62 2 0.09941 83.28 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 57.1 38.9 3.24 2 597.3557 1,192.70 1,193.62 2 0.0879 73.63 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 59.7 39 1.66 2 596.8503 1,191.69 1,193.62 2 -0.9229 66.95 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 63.6 38.9 1.85 2 597.2663 1,192.52 1,193.62 2 -0.09087 -76.14 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 63.7 38.8 1.82 2 597.8756 1,193.74 1,193.62 2 1.128 104.6 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 63.9 38.9 2.64 2 597.3786 1,192.74 1,193.62 2 0.1337 112 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 64.7 38.9 3.12 2 597.3523 1,192.69 1,193.62 2 0.08125 68.06 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALELDSNLYR K I 95.00% 67.3 38.9 3.05 2 597.3523 1,192.69 1,193.62 2 0.08113 67.96 746 755 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALEQQVEEMK R T 95.00% 36.2 39.3 2.51 2 602.7953 1,203.58 1,204.59 2 -0.004673 -3.879 1529 1538 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALEQQVEEMK R T 95.00% 42.9 39.3 0.959 2 602.8897 1,203.76 1,204.59 2 0.1841 152.8 1529 1538 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALEQQVEEMK R T 95.00% 54.9 39.3 1.02 2 602.8829 1,203.75 1,204.59 2 0.1706 141.6 1529 1538 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ALEQQVEEmKTQLEELEDELQATEDAK R L 95.00% 39.1 34.1 0 2 m9: Oxidation (+15.99) 1,055.34 3,163.00 3,163.48 3 0.522 -151.9 1529 1555 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ANLQIDQINTDLNLER K S 95.00% 41.8 37.2 2.44 2 935.6054 1,869.20 1,869.97 2 0.2367 126.6 1755 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ANLQIDQINTDLNLER K S 95.00% 44.5 37.4 0 2 624.4402 1,870.30 1,869.97 3 1.339 179.8 1755 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ANLQIDQINTDLNLER K S 95.00% 45.6 37.2 1.89 2 624.0292 1,869.07 1,869.97 3 0.1063 56.87 1755 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ANLQIDQINTDLNLER K S 95.00% 47.5 37.4 0 2 624.3227 1,869.95 1,869.97 3 0.9868 -8.54 1755 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ANLQIDQINTDLNLER K S 95.00% 47.7 37.4 1.89 2 624.3173 1,869.93 1,869.97 3 0.9707 -17.13 1755 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ANLQIDQINTDLNLER K S 95.00% 50.5 37.2 2 2 935.6151 1,869.22 1,869.97 2 0.2562 137 1755 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ANLQIDQINTDLNLER K S 95.00% 63.7 37.2 4.18 2 624.1044 1,869.29 1,869.97 3 0.332 177.5 1755 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ANLQIDQINTDLNLER K S 95.00% 76 37.2 3.12 2 624.0498 1,869.13 1,869.97 3 0.1681 89.91 1755 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ASREEILAQAK R E 95.00% 39.8 39.2 1.38 2 608.3751 1,214.74 1,215.67 2 0.07367 60.6 1659 1669 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ASREEILAQAK R E 95.00% 54.1 39.2 1.02 2 608.3686 1,214.72 1,215.67 2 0.06069 49.92 1659 1669 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% cNGVLEGIR R I 95.00% 40.2 40 0 2 c1: Carbamidomethyl (+57.02) 509.3406 1,016.67 1,017.51 2 0.1592 156.5 694 702 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% cNGVLEGIR R I 95.00% 44.5 40 0 2 c1: Carbamidomethyl (+57.02) 509.348 1,016.68 1,017.51 2 0.174 171 694 702 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% cNGVLEGIR R I 95.00% 52.3 40 1.03 2 c1: Carbamidomethyl (+57.02) 509.3115 1,016.61 1,017.51 2 0.1011 99.32 694 702 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% cNGVLEGIR R I 95.00% 54.2 40 0 2 c1: Carbamidomethyl (+57.02) 509.3789 1,016.74 1,017.51 2 0.2358 231.7 694 702 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% cNGVLEGIR R I 95.00% 56.3 40 2.14 2 c1: Carbamidomethyl (+57.02) 509.3294 1,016.64 1,017.51 2 0.1368 134.4 694 702 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% cNGVLEGIR R I 95.00% 69.9 40 2.57 2 c1: Carbamidomethyl (+57.02) 509.3204 1,016.63 1,017.51 2 0.1189 116.8 694 702 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 35.1 35.8 0 2 832.1002 2,493.28 2,493.17 3 1.112 43.71 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 35.5 35.7 0 2 831.8391 2,492.50 2,493.17 3 0.3286 131.8 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 0 0 2.82 2 1,248.26 2,494.51 2,493.17 2 2.343 135.4 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 45.6 35.7 1.92 2 1,247.24 2,492.46 2,493.17 2 0.294 117.9 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 47 35.8 0 2 831.8519 2,492.53 2,493.17 3 0.3668 147.1 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 54.7 35.8 0 2 832.1277 2,493.36 2,493.17 3 1.194 76.78 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 58.8 35.7 0 2 831.7827 2,492.33 2,493.17 3 0.1594 63.93 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 61.6 35.7 4.62 2 1,247.21 2,492.41 2,493.17 2 0.239 95.86 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENR K Q 95.00% 68.1 35.7 2.14 2 831.7802 2,492.32 2,493.17 3 0.1518 60.86 1302 1322 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENRQK K L 95.00% 20.7 34.9 2.54 2 917.3138 2,748.92 2,749.33 3 0.599 -146.8 1302 1324 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENRQK K L 95.00% 22.3 35 1.48 2 917.5891 2,749.75 2,749.33 3 1.425 153.4 1302 1324 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DFSALESQLQDTQELLQEENRQK K L 95.00% 28.5 35.1 3.07 2 917.6114 2,749.81 2,749.33 3 1.492 177.8 1302 1324 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DKADFcIIHYAGK K V 95.00% 43.5 38.1 0 2 c6: Carbamidomethyl (+57.02) 513.3179 1,536.93 1,537.75 3 0.1922 125 564 576 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DKADFcIIHYAGK K V 95.00% 51.8 38.1 3.51 2 c6: Carbamidomethyl (+57.02) 513.344 1,537.01 1,537.75 3 0.2705 175.9 564 576 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DLGEELEALKTELEDTLDSTAAQQELR R S 95.00% 65.9 34.4 2.46 2 1,006.66 3,016.96 3,017.48 3 0.4858 161 1136 1162 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% DLGEELEALKTELEDTLDSTAAQQELR R S 95.00% 66.8 34.5 1.1 2 1,006.89 3,017.65 3,017.48 3 1.176 57.32 1136 1162 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EDQSILcTGESGAGK R T 95.00% 55.9 38.2 2.92 2 c7: Carbamidomethyl (+57.02) 776.4515 1,550.89 1,551.70 2 0.2 128.9 166 180 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EEELQAALAR K V 95.00% 44.1 39.4 3.4 2 565.3748 1,128.74 1,129.58 2 0.1575 139.4 1082 1091 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ELEDATETADAMNR R E 95.00% 60.5 38 6 2 783.4307 1,564.85 1,565.67 2 0.1791 114.4 1899 1912 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ELEDATETADAmNR R E 95.00% 77.7 37.8 4.15 2 m12: Oxidation (+15.99) 791.4517 1,580.89 1,581.67 2 0.2263 143 1899 1912 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ELESQISELQEDLESER R A 95.00% 37.8 37 1.47 2 678.9273 2,033.76 2,033.95 3 0.8163 -91.63 1108 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ELESQISELQEDLESER R A 95.00% 45.8 37 5.48 2 1,017.55 2,033.08 2,033.95 2 0.1351 66.43 1108 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ELESQISELQEDLESER R A 95.00% 57.7 37 3.8 2 1,017.53 2,033.05 2,033.95 2 0.1021 50.21 1108 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ELESQISELQEDLESER R A 95.00% 59.2 37 1.64 2 679.0065 2,034.00 2,033.95 3 1.054 25.17 1108 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ELESQISELQEDLESER R A 95.00% 67.9 37 0.824 2 678.9862 2,033.94 2,033.95 3 0.9929 -4.854 1108 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ELESQISELQEDLESER R A 95.00% 70.3 37 1.02 2 678.7159 2,033.13 2,033.95 3 0.182 89.47 1108 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EmEAELEDER R K 95.00% 37.3 38.7 1.62 2 m2: Oxidation (+15.99) 633.8195 1,265.62 1,266.52 2 0.1162 91.72 1593 1602 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EMEAELEDER R K 95.00% 56.4 38.8 2.82 2 626.3387 1,250.66 1,250.52 2 1.149 117.2 1593 1602 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 37.1 38.7 2.6 2 653.8883 1,305.76 1,305.67 2 1.101 74.96 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 37.2 38.7 1.24 2 653.3934 1,304.77 1,305.67 2 0.1109 84.92 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 41.7 38.7 0 2 653.8939 1,305.77 1,305.67 2 1.112 83.54 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 43.3 38.7 2.05 2 653.3512 1,304.69 1,305.67 2 0.02648 20.28 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 44.4 38.7 0 2 653.8253 1,305.64 1,305.67 2 0.9746 -21.51 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 46 38.7 1.46 2 653.3498 1,304.69 1,305.67 2 0.02378 18.21 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 46.4 38.7 1.19 2 653.3329 1,304.65 1,305.67 2 -0.01004 -7.689 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 47.1 38.7 1.96 2 653.4049 1,304.80 1,305.67 2 0.1339 102.5 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 47.1 38.7 0 2 653.8623 1,305.71 1,305.67 2 1.049 35.12 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 50.6 38.7 0 2 653.8619 1,305.71 1,305.67 2 1.048 34.53 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 51.7 38.7 1.15 2 653.9065 1,305.80 1,305.67 2 1.137 102.8 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 53 38.7 2.4 2 653.3874 1,304.76 1,305.67 2 0.09891 75.75 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 54.5 38.7 4.21 2 653.8556 1,305.70 1,305.67 2 1.035 24.92 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 55.5 38.7 3.82 2 653.3548 1,304.70 1,305.67 2 0.03366 25.78 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 56.4 38.7 2.44 2 653.3771 1,304.74 1,305.67 2 0.07834 60 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 58.8 38.7 1.51 2 653.6703 1,305.33 1,305.67 2 0.6646 -258.8 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 61.3 38.7 1.82 2 653.3786 1,304.74 1,305.67 2 0.08124 62.22 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 61.9 38.7 2.51 2 653.3923 1,304.77 1,305.67 2 0.1087 83.26 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 72.8 38.7 2.4 2 653.3852 1,304.76 1,305.67 2 0.09443 72.32 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQADFAIEALAK K A 95.00% 73.6 38.7 3.85 2 653.3573 1,304.70 1,305.67 2 0.03873 29.66 408 419 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQEVNILKK R T 95.00% 56.2 39.4 0 2 550.8876 1,099.76 1,100.63 2 0.1368 124.3 1166 1174 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% EQLEEEEEAKHNLEK R Q 95.00% 43.9 37.5 0 2 619.3648 1,855.07 1,854.87 3 1.208 110.6 1343 1357 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% FDQLLAEEK K T 94.50% 38.7 39.3 0 2 546.8441 1,091.67 1,092.56 2 0.1237 113.2 1446 1454 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% FDQLLAEEK K T 95.00% 41 39.3 0 2 546.8538 1,091.69 1,092.56 2 0.1429 130.8 1446 1454 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% FDQLLAEEK K T 95.00% 49.9 39 2.16 2 547.3619 1,092.71 1,092.56 2 1.159 143 1446 1454 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% FVSELWK K D 95.00% 42.1 39.5 0 2 454.7923 907.57 908.4876 2 0.08963 98.65 607 613 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HEMPPHIYAITDTAYR R S 95.00% 39.2 37.2 1.96 2 638.992 1,913.95 1,914.92 3 0.04461 23.29 144 159 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HEMPPHIYAITDTAYR R S 95.00% 0 0 3.04 2 639.7469 1,916.22 1,914.92 3 2.309 158.4 144 159 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HEMPPHIYAITDTAYR R S 95.00% 42.1 37.2 4.09 2 639.4022 1,915.18 1,914.92 3 1.275 142.2 144 159 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HEmPPHIYAITDTAYR R S 95.00% 48.4 37.4 1.25 2 m3: Oxidation (+15.99) 644.6364 1,930.89 1,930.91 3 0.983 -10.22 144 159 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTK K R 95.00% 62.2 37.4 2.96 2 614.3188 1,839.93 1,839.91 3 1.033 16.59 1194 1209 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTK K R 95.00% 65.8 37.4 1.62 2 614.3322 1,839.97 1,839.91 3 1.074 38.47 1194 1209 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTK K R 95.00% 71.1 37.4 2.8 2 614.3102 1,839.91 1,839.91 3 1.008 2.62 1194 1209 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTK K R 95.00% 82.9 37.4 4.55 2 920.5811 1,839.15 1,839.91 2 0.2465 134 1194 1209 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTKR K V 95.00% 26.1 37 1 2 666.0902 1,995.25 1,996.01 3 0.2465 123.5 1194 1210 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTKR K V 95.00% 37.9 37 1.37 2 666.085 1,995.23 1,996.01 3 0.231 115.7 1194 1210 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTKR K V 95.00% 39.4 37 1.34 2 666.075 1,995.20 1,996.01 3 0.2008 100.6 1194 1210 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTKR K V 95.00% 72.7 37 1.7 2 665.9552 1,994.84 1,996.01 3 -0.1585 -79.44 1194 1210 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTKR K V 95.00% 78.4 37 2.03 2 666.4159 1,996.23 1,996.01 3 1.224 110.6 1194 1210 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% HSQAVEELAEQLEQTKR K V 95.00% 88.3 37 2.77 2 666.4233 1,996.25 1,996.01 3 1.246 121.8 1194 1210 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAEFTTNLTEEEEK R S 95.00% 62.4 37.9 5.57 2 827.4802 1,652.95 1,653.79 2 0.1675 101.3 1001 1014 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAEFTTNLTEEEEKSK R S 95.00% 38.2 37.1 0 2 623.7378 1,868.19 1,868.91 3 0.2864 153.2 1001 1016 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAEFTTNLTEEEEKSK R S 95.00% 38.9 37.2 0 2 624.0621 1,869.16 1,868.91 3 1.259 137.1 1001 1016 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAEFTTNLTEEEEKSK R S 95.00% 41.6 37.1 0 2 623.6305 1,867.87 1,868.91 3 -0.03558 -19.04 1001 1016 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAEFTTNLTEEEEKSK R S 95.00% 57.7 37.2 1.62 2 624.0248 1,869.05 1,868.91 3 1.147 77.28 1001 1016 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAEFTTNLTEEEEKSK R S 95.00% 58.1 37.1 0 2 623.6962 1,868.07 1,868.91 3 0.1615 86.38 1001 1016 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 93.60% 33.9 35.7 0 2 825.1202 2,472.34 2,472.17 3 1.172 68.46 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 38.3 35.7 0 2 825.1423 2,472.41 2,472.17 3 1.238 95.3 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 39.5 35.7 0 2 824.8551 2,471.54 2,472.17 3 0.3767 152.4 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 47.8 35.7 1.08 2 824.8162 2,471.43 2,472.17 3 0.2601 105.2 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 52.7 35.7 0.886 2 825.1202 2,472.34 2,472.17 3 1.172 68.46 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 55.4 35.7 0 2 824.8478 2,471.52 2,472.17 3 0.3549 143.5 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 56.1 35.7 1.27 2 824.8089 2,471.41 2,472.17 3 0.2383 96.38 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 56.4 35.6 0.824 2 824.8512 2,471.53 2,472.17 3 0.365 147.6 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 59.9 35.7 0 2 825.1314 2,472.37 2,472.17 3 1.206 82.1 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 62.4 35.7 3.35 2 824.8343 2,471.48 2,472.17 3 0.3144 127.2 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 65.4 35.7 3.82 2 824.8069 2,471.40 2,472.17 3 0.2321 93.86 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 65.9 35.7 3.77 2 1,236.72 2,471.43 2,472.17 2 0.2593 104.9 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEELEEEQGNTELINDR R L 95.00% 104 35.7 5.59 2 825.1786 2,472.51 2,472.17 3 1.347 139.3 1731 1751 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETK K E 95.00% 52.8 38.3 2.96 2 765.9466 1,529.88 1,530.76 2 0.1212 79.14 1816 1828 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETK K E 95.00% 75.7 38.3 4.15 2 765.9765 1,529.94 1,530.76 2 0.1808 118.1 1816 1828 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETK K E 95.00% 75.9 38.3 3.04 2 765.9303 1,529.85 1,530.76 2 0.08843 57.76 1816 1828 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETKER K Q 95.00% 30.3 37.4 1.11 2 606.0094 1,815.01 1,815.91 3 0.1051 57.9 1816 1830 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETKER K Q 95.00% 43.9 37.4 1.49 2 606.0851 1,815.23 1,815.91 3 0.3322 182.9 1816 1830 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETKER K Q 95.00% 44.5 37.5 0 2 606.3867 1,816.14 1,815.91 3 1.237 128.9 1816 1830 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETKER K Q 95.00% 45 37.4 1.7 2 606.0293 1,815.07 1,815.91 3 0.1648 90.75 1816 1830 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETKER K Q 95.00% 47.4 37.5 1.1 2 606.3829 1,816.13 1,815.91 3 1.226 122.7 1816 1830 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IAQLEEQLDNETKER K Q 95.00% 74.2 37.4 1.3 2 606.0476 1,815.12 1,815.91 3 0.2196 120.9 1816 1830 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IIGLDQVAGMSETALPGAFK R T 95.00% 38.1 37 0 2 673.3588 2,017.05 2,018.06 3 -0.001336 -0.662 618 637 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IIGLDQVAGMSETALPGAFK R T 95.00% 0 0 4.31 2 674.0441 2,019.11 2,018.06 3 2.055 24.31 618 637 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IIGLDQVAGMSETALPGAFK R T 95.00% 52.6 37 1.22 2 673.3802 2,017.12 2,018.06 3 0.06295 31.19 618 637 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IIGLDQVAGMSETALPGAFK R T 95.00% 57.5 37 3.29 2 1,009.61 2,017.20 2,018.06 2 0.1445 71.6 618 637 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IIGLDQVAGMSETALPGAFK R T 95.00% 78.1 37 3.96 2 1,009.67 2,017.32 2,018.06 2 0.2615 129.6 618 637 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ImGIPEEEQMGLLR R V 95.00% 19.7 38.1 1.85 2 m2: Oxidation (+15.99) 816.471 1,630.93 1,631.81 2 0.1214 74.36 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQmGLLR R V 95.00% 24.5 38.1 2.34 2 m10: Oxidation (+15.99) 816.4863 1,630.96 1,631.81 2 0.1518 93.02 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ImGIPEEEQMGLLR R V 95.00% 28.1 38.1 2.07 2 m2: Oxidation (+15.99) 816.438 1,630.86 1,631.81 2 0.05527 33.87 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 0 0 3.52 2 809.4478 1,616.88 1,615.82 2 2.07 39.72 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 42.5 38.2 2.72 2 808.4889 1,614.96 1,615.82 2 0.1519 94.03 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 44.7 38.2 2.15 2 808.5336 1,615.05 1,615.82 2 0.2414 149.4 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 45.5 38.2 4.7 2 808.5217 1,615.03 1,615.82 2 0.2176 134.6 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 47.5 38.2 3.37 2 808.4763 1,614.94 1,615.82 2 0.1267 78.42 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 52.6 38.1 3.72 2 808.9692 1,615.92 1,615.82 2 1.113 67.89 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 59.3 38.2 5.72 2 808.5046 1,614.99 1,615.82 2 0.1833 113.4 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 59.9 38.2 3.8 2 809.0703 1,616.13 1,615.82 2 1.315 192.9 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 60.5 38.2 3.33 2 808.5199 1,615.03 1,615.82 2 0.214 132.4 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IMGIPEEEQMGLLR R V 95.00% 67.4 38.2 5.44 2 808.4153 1,614.82 1,615.82 2 0.004727 2.925 328 341 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IRELESQISELQEDLESER K A 95.00% 41.3 36.1 0 2 768.509 2,302.51 2,303.14 3 0.3761 163.3 1106 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IRELESQISELQEDLESER K A 95.00% 46.7 36.1 0 2 768.4599 2,302.36 2,303.14 3 0.2287 99.28 1106 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IRELESQISELQEDLESER K A 95.00% 50.2 36.2 3.4 2 768.5009 2,302.48 2,303.14 3 0.3518 152.7 1106 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IRELESQISELQEDLESER K A 95.00% 56.7 36.2 4.59 2 1,152.74 2,303.46 2,303.14 2 1.334 143.9 1106 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IRELESQISELQEDLESER K A 95.00% 59.7 36.1 4.85 2 768.4702 2,302.39 2,303.14 3 0.2596 112.7 1106 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IRELESQISELQEDLESER K A 95.00% 60.4 36.2 6.23 2 768.4923 2,302.45 2,303.14 3 0.3259 141.5 1106 1124 TRUE
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LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IRELESQISELQEDLESER K A 95.00% 72.1 36.2 1.6 2 768.7633 2,303.27 2,303.14 3 1.139 59.15 1106 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% IRELESQISELQEDLESER K A 95.00% 77 36.2 5.64 2 768.6189 2,302.84 2,303.14 3 0.7059 -128.8 1106 1124 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% ITDVIIGFQAccR K G 95.00% 45.8 38.2 2.43 2 c11: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 776.9753 1,551.94 1,552.76 2 0.182 117.2 779 791 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KANLQIDQINTDLNLER K S 95.00% 33.3 37 0.959 2 666.7577 1,997.25 1,998.06 3 0.1968 98.46 1754 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KANLQIDQINTDLNLER K S 95.00% 58.9 37 0 2 667.0716 1,998.19 1,998.06 3 1.139 67.93 1754 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KANLQIDQINTDLNLER K S 95.00% 59 37 2.15 2 667.0393 1,998.10 1,998.06 3 1.042 19.41 1754 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KANLQIDQINTDLNLER K S 95.00% 61.3 37 0.959 2 666.7202 1,997.14 1,998.06 3 0.08425 42.16 1754 1770 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KEEELQAALAR K V 95.00% 41.1 39 1.11 2 629.3989 1,256.78 1,257.68 2 0.1106 87.95 1081 1091 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KEEELQAALAR K V 95.00% 45.4 39 0 2 629.3766 1,256.74 1,257.68 2 0.06598 52.46 1081 1091 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KEEELQAALAR K V 95.00% 55.4 39 2.8 2 629.3943 1,256.77 1,257.68 2 0.1014 80.64 1081 1091 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KFDQLLAEEK K T 95.00% 31 39 0.886 2 610.8524 1,219.69 1,220.65 2 0.04528 37.09 1445 1454 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KFDQLLAEEK K T 95.00% 46.1 39 1.39 2 610.8742 1,219.73 1,220.65 2 0.08879 72.73 1445 1454 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KFDQLLAEEK K T 95.00% 49.6 39 0 2 610.881 1,219.75 1,220.65 2 0.1023 83.82 1445 1454 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KFDQLLAEEK K T 95.00% 49.8 39 1.24 2 610.8786 1,219.74 1,220.65 2 0.09768 80.01 1445 1454 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KKVEAQLQELQVK R F 95.00% 0 0 5.46 2 771.03 1,540.05 1,540.91 2 0.1467 95.23 1248 1260 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEEEQIILEDQNcK K L 94.60% 36.1 37.2 0 2 c14: Carbamidomethyl (+57.02) 630.346 1,888.02 1,888.93 3 0.09096 48.15 975 989 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEEEQIILEDQNcK K L 94.80% 36.3 37.2 0 2 c14: Carbamidomethyl (+57.02) 630.3609 1,888.06 1,888.93 3 0.1358 71.9 975 989 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEEEQIILEDQNcK K L 95.00% 36.5 37.2 0 2 c14: Carbamidomethyl (+57.02) 630.6711 1,888.99 1,888.93 3 1.066 33.65 975 989 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEEEQIILEDQNcK K L 95.00% 48.9 37.2 1.43 2 c14: Carbamidomethyl (+57.02) 630.3944 1,888.16 1,888.93 3 0.2362 125 975 989 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEEEQIILEDQNcK K L 95.00% 50.4 37.2 0 2 c14: Carbamidomethyl (+57.02) 630.6902 1,889.05 1,888.93 3 1.124 63.95 975 989 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEEEQIILEDQNcK K L 95.00% 58.1 37.2 0 2 c14: Carbamidomethyl (+57.02) 630.3362 1,887.99 1,888.93 3 0.0616 32.61 975 989 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEGDSTDLSDQIAELQAQIAELK R M 91.20% 32.2 35.4 0 2 872.584 2,614.73 2,615.34 3 0.3959 151.4 1052 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 43.2 35.5 4.1 2 872.9102 2,615.71 2,615.34 3 1.374 142.1 1052 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 48.4 35.3 0 2 872.562 2,614.66 2,615.34 3 0.3298 126.1 1052 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 52.6 35.5 1.05 2 872.8982 2,615.67 2,615.34 3 1.338 128.3 1052 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 69.1 35.4 5.06 2 872.8202 2,615.44 2,615.34 3 1.104 38.88 1052 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 73.7 35.3 4.85 2 872.5018 2,614.48 2,615.34 3 0.1493 57.08 1052 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 82 35.4 3.7 2 872.9271 2,615.76 2,615.34 3 1.425 161.4 1052 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLVWVPSDK K S 95.00% 28.3 39.6 0.824 2 536.3103 1,070.61 1,071.62 2 -0.006573 -6.134 30 38 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLVWVPSDK K S 95.00% 33.7 39.6 2.48 2 536.3764 1,070.74 1,071.62 2 0.1256 117.2 30 38 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLVWVPSDK K S 95.00% 36.1 39.6 2.31 2 536.3609 1,070.71 1,071.62 2 0.09475 88.41 30 38 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLVWVPSDK K S 95.00% 42.2 39.6 2.49 2 536.3695 1,070.72 1,071.62 2 0.1118 104.4 30 38 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KLVWVPSDK K S 95.00% 45.5 39.6 1.18 2 536.3645 1,070.71 1,071.62 2 0.1019 95.07 30 38 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KMEDSVGcLETAEEVKR K K 94.50% 0 0 2.82 2 c8: Carbamidomethyl (+57.02) 661.0486 1,980.12 1,980.94 3 0.1944 98.14 1372 1388 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KMQQNIQELEEQLEEEESAR K Q 95.00% 0 0 3.82 2 821.5977 2,461.77 2,461.15 3 1.627 -153.6 940 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KMQQNIQELEEQLEEEESAR K Q 95.00% 51.3 36 4.07 2 821.1335 2,460.38 2,461.15 3 0.2347 95.33 940 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KMQQNIQELEEQLEEEESAR K Q 95.00% 64.6 36 2.39 2 821.1902 2,460.55 2,461.15 3 0.4047 164.4 940 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% KQELEEIcHDLEAR K V 95.00% 38.1 37.6 0 2 c8: Carbamidomethyl (+57.02) 590.7036 1,769.09 1,769.85 3 0.2472 139.7 910 923 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LDPHLVLDQLR K C 95.00% 25.6 39 2 2 660.4895 1,318.96 1,318.75 2 1.224 167.4 683 693 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LDPHLVLDQLR K C 95.00% 40.9 39 1.96 2 659.9093 1,317.80 1,318.75 2 0.06323 47.94 683 693 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LDPHLVLDQLR K C 95.00% 41.2 39 1.85 2 659.9555 1,317.90 1,318.75 2 0.1556 118 683 693 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LDPHLVLDQLR K C 95.00% 42.3 39 1.15 2 659.9298 1,317.85 1,318.75 2 0.1042 79.03 683 693 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LDPHLVLDQLR K C 95.00% 43.4 39 1.11 2 659.9324 1,317.85 1,318.75 2 0.1095 83.04 683 693 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LDPHLVLDQLR K C 95.00% 47.6 39 1.89 2 659.9085 1,317.80 1,318.75 2 0.0617 46.78 683 693 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LEEEQIILEDQNcK K L 95.00% 36.4 37.7 4.77 2 c13: Carbamidomethyl (+57.02) 880.9849 1,759.96 1,760.84 2 0.1251 71.04 976 989 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LEEEQIILEDQNcK K L 95.00% 52.7 37.7 4.89 2 c13: Carbamidomethyl (+57.02) 881.0403 1,760.07 1,760.84 2 0.2359 133.9 976 989 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LEGDSTDLSDQIAELQAQIAELK K M 95.00% 55.5 35.5 4.18 2 829.8888 2,486.64 2,487.25 3 0.4054 162.9 1053 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LEVNLQAMK R A 95.00% 52.1 39.6 0 2 523.3118 1,044.61 1,045.57 2 0.04511 43.14 1558 1566 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LEVNLQAMK R A 95.00% 58.9 39.6 1.09 2 523.3705 1,044.73 1,045.57 2 0.1625 155.4 1558 1566 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LEVNLQAMK R A 95.00% 70.8 39.6 0 2 523.3388 1,044.66 1,045.57 2 0.09923 94.9 1558 1566 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LEVNLQAMK R A 95.00% 71.2 39.6 0.921 2 523.3394 1,044.66 1,045.57 2 0.1004 96.02 1558 1566 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LKQVEDEKNSFR K E 95.00% 0 0 3.85 2 498.6649 1,492.97 1,492.78 3 1.205 135.1 1331 1342 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQLQEQLQAETELcAEAEELR K A 95.00% 68.3 35.6 2.89 2 c14: Carbamidomethyl (+57.02) 834.4862 2,500.44 2,501.22 3 0.2249 89.91 883 903 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 93.00% 35 37.2 0 2 650.7248 1,949.15 1,949.99 3 0.1666 85.41 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 93.30% 35.2 37.2 0 2 650.7633 1,949.27 1,949.99 3 0.2823 144.8 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 21.4 37.2 1.57 2 650.7326 1,949.18 1,949.99 3 0.1901 97.49 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 42.8 37.2 0 2 650.706 1,949.10 1,949.99 3 0.1103 56.55 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 45.5 37.2 0 2 650.7582 1,949.25 1,949.99 3 0.2669 136.8 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 46.1 37.1 3.66 2 976.1531 1,950.29 1,949.99 2 1.306 155.3 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 47.4 37.1 0 2 651.0602 1,950.16 1,949.99 3 1.173 87.19 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 48.6 37.1 2.02 2 651.0737 1,950.20 1,949.99 3 1.213 108 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 53.7 37.2 0 2 650.7302 1,949.17 1,949.99 3 0.1829 93.76 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 54.2 37.1 0 2 651.0938 1,950.26 1,949.99 3 1.274 138.9 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 59 37.2 2.31 2 650.6599 1,948.96 1,949.99 3 -0.02788 -14.3 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 62.7 37.2 6.12 2 975.6303 1,949.25 1,949.99 2 0.2601 133.4 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 64.5 37.1 0 2 651.0465 1,950.12 1,949.99 3 1.132 66.23 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 67.4 37.2 6.17 2 975.5769 1,949.14 1,949.99 2 0.1535 78.69 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 71.3 37.2 2.74 2 975.6294 1,949.24 1,949.99 2 0.2585 132.5 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 75.1 37.2 5.89 2 975.6378 1,949.26 1,949.99 2 0.2751 141.1 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQELDDLLVDLDHQR R Q 95.00% 91.2 37.1 1.62 2 651.0802 1,950.22 1,949.99 3 1.233 117.9 1418 1433 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 93.10% 34 36.1 0 2 823.5302 2,467.57 2,467.21 3 1.368 148.1 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 25.4 35.8 0.824 2 823.0989 2,466.28 2,467.21 3 0.0746 30.24 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 35.8 35.8 0 2 823.1567 2,466.45 2,467.21 3 0.2479 100.4 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 37.9 35.8 0 2 823.1362 2,466.39 2,467.21 3 0.1864 75.53 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 43.5 36.1 0 2 823.5063 2,467.50 2,467.21 3 1.297 119.1 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 44.6 36.1 1.54 2 823.4402 2,467.30 2,467.21 3 1.098 38.74 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 45.6 35.8 1.17 2 823.1702 2,466.49 2,467.21 3 0.2884 116.9 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 47.5 35.8 0 2 823.1802 2,466.52 2,467.21 3 0.3184 129 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 52.9 36.1 2.33 2 823.5342 2,467.58 2,467.21 3 1.38 153 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTmFILEQEEYQR K E 95.00% 56.1 35.9 0 2 m9: Oxidation (+15.99) 828.8152 2,483.42 2,483.20 3 1.228 90.85 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTmFILEQEEYQR K E 95.00% 58.5 35.9 1.51 2 m9: Oxidation (+15.99) 828.8402 2,483.50 2,483.20 3 1.303 121 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTmFILEQEEYQR K E 95.00% 58.9 35.8 0 2 m9: Oxidation (+15.99) 828.4973 2,482.47 2,483.20 3 0.2749 110.7 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 67.4 36.1 1.85 2 823.4402 2,467.30 2,467.21 3 1.098 38.74 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 70.8 35.8 0 2 823.1354 2,466.38 2,467.21 3 0.184 74.55 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQQLFNHTMFILEQEEYQR K E 95.00% 71.8 36.1 0 2 823.4702 2,467.39 2,467.21 3 1.188 75.2 476 494 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 93.60% 35.8 37.1 0 2 973.6489 1,945.28 1,946.01 2 0.2825 145.2 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 33 37.1 1.96 2 973.6428 1,945.27 1,946.01 2 0.2703 138.9 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 38.4 37.1 2.29 2 973.6456 1,945.28 1,946.01 2 0.2759 141.8 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 46.7 37.2 0 2 974.1253 1,946.24 1,946.01 2 1.235 119.5 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 56 37.2 4.46 2 974.1536 1,946.29 1,946.01 2 1.292 148.5 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 58.6 37.1 4.17 2 649.4702 1,945.39 1,946.01 3 0.3881 199.4 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 69.2 37.1 3.15 2 649.3802 1,945.12 1,946.01 3 0.1181 60.66 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 80.8 37.1 7.57 2 973.6078 1,945.20 1,946.01 2 0.2003 102.9 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 80.9 37.1 3.23 2 649.344 1,945.01 1,946.01 3 0.00943 4.846 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 82.4 37.1 2.74 2 649.4039 1,945.19 1,946.01 3 0.1891 97.17 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LQVELDNVTGLLSQSDSK K S 95.00% 91.6 37.1 5.19 2 973.6572 1,945.30 1,946.01 2 0.2992 153.7 1278 1295 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LRLEVNLQAmK K A 95.00% 40.7 38.7 1.36 2 m10: Oxidation (+15.99) 665.9169 1,329.82 1,330.75 2 0.07535 56.62 1556 1566 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LTEMETLQSQLMAEK R L 95.00% 30.2 37.8 2.08 2 876.5443 1,751.07 1,751.86 2 0.2258 128.9 868 882 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LTEMETLQSQLMAEK R L 95.00% 33.4 37.8 1.92 2 876.5285 1,751.04 1,751.86 2 0.1941 110.8 868 882 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LTEMETLQSQLMAEK R L 95.00% 39.7 37.8 0 2 876.589 1,751.16 1,751.86 2 0.3151 179.8 868 882 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LTEMETLQSQLMAEK R L 95.00% 49.1 37.8 4.04 2 876.5485 1,751.08 1,751.86 2 0.2341 133.6 868 882 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LTEMETLQSQLMAEK R L 95.00% 55.2 37.8 3.92 2 876.4136 1,750.81 1,751.86 2 -0.03571 -20.38 868 882 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% LTEMETLQSQLMAEK R L 95.00% 70.1 37.6 5.89 2 877.0465 1,752.08 1,751.86 2 1.23 129.7 868 882 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MEDSVGcLETAEEVKR K K 95.00% 71.1 37.4 1.8 2 c7: Carbamidomethyl (+57.02) 618.3602 1,852.06 1,852.84 3 0.2243 121 1373 1388 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MQQNIQELEEQLEEEESAR K Q 92.40% 33.4 36 0 2 778.0802 2,331.22 2,333.06 3 -0.8303 73.91 941 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MQQNIQELEEQLEEEESAR K Q 93.40% 34.1 36 0 2 778.4235 2,332.25 2,333.06 3 0.1997 85.57 941 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MQQNIQELEEQLEEEESAR K Q 95.00% 45.6 35.9 0 2 778.7702 2,333.29 2,333.06 3 1.24 101.5 941 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MQQNIQELEEQLEEEESAR K Q 95.00% 46.5 36 0.854 2 778.4261 2,332.26 2,333.06 3 0.2075 88.91 941 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MQQNIQELEEQLEEEESAR K Q 95.00% 47.8 36 3.15 2 1,167.16 2,332.31 2,333.06 2 0.2639 113.1 941 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MQQNIQELEEQLEEEESAR K Q 95.00% 48.1 35.9 0 2 778.6802 2,333.02 2,333.06 3 0.9697 -14.17 941 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MQQNIQELEEQLEEEESAR K Q 95.00% 49.3 36 0 2 778.4102 2,332.21 2,333.06 3 0.1597 68.43 941 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% MQQNIQELEEQLEEEESAR K Q 95.00% 52.4 35.9 2.2 2 778.7838 2,333.33 2,333.06 3 1.281 119 941 959 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NFINNPLAQADWAAK K K 92.70% 36 37.8 0 2 837.0363 1,672.06 1,672.84 2 0.221 132.1 15 29 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NFINNPLAQADWAAK K K 95.00% 46.6 37.8 2.21 2 837.5019 1,672.99 1,672.84 2 1.152 89.34 15 29 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NFINNPLAQADWAAK K K 95.00% 48.8 37.8 5.08 2 837.0329 1,672.05 1,672.84 2 0.2143 128.1 15 29 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NFINNPLAQADWAAK K K 95.00% 57.8 37.8 2.08 2 836.9669 1,671.92 1,672.84 2 0.08236 49.23 15 29 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NFINNPLAQADWAAK K K 95.00% 61.9 37.8 4.37 2 837.0314 1,672.05 1,672.84 2 0.2114 126.3 15 29 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NFINNPLAQADWAAK K K 95.00% 62.1 37.8 3.64 2 837.0136 1,672.01 1,672.84 2 0.1757 105 15 29 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NKHEAmITDLEER K L 95.00% 45.3 38 1.24 2 m6: Oxidation (+15.99) 534.7098 1,601.11 1,601.76 3 0.3558 222.1 1023 1035 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEMYK K G 94.60% 37 37.5 0 2 864.5292 1,727.04 1,727.86 2 0.1949 112.8 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEmYK K G 95.00% 12.5 37.5 1.47 2 m12: Oxidation (+15.99) 872.5228 1,743.03 1,743.85 2 0.1872 107.3 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEMYK K G 95.00% 36.6 37.5 3.64 2 864.5403 1,727.07 1,727.86 2 0.2171 125.6 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEmYK K G 95.00% 37.8 37.5 1.7 2 m12: Oxidation (+15.99) 872.5674 1,743.12 1,743.85 2 0.2765 158.5 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEMYK K G 95.00% 42 37.6 1.12 2 865.0319 1,728.05 1,727.86 2 1.2 114.4 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEmYK K G 95.00% 44.5 37.5 0 2 m12: Oxidation (+15.99) 872.5503 1,743.09 1,743.85 2 0.2422 138.9 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEMYK K G 95.00% 47.8 37.6 1.19 2 865.0275 1,728.04 1,727.86 2 1.192 109.3 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEMYK K G 95.00% 48.4 37.5 2.55 2 864.5424 1,727.07 1,727.86 2 0.2214 128.1 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NLPIYSEEIVEMYK K G 95.00% 48.4 37.5 1.51 2 864.5023 1,726.99 1,727.86 2 0.1411 81.67 126 139 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTDQASMPDNTAAQK R V 95.00% 32.3 38 3.77 2 796.9353 1,591.86 1,591.70 2 1.161 99.63 359 373 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTDQASMPDNTAAQK R V 95.00% 39 37.9 0.886 2 796.3851 1,590.76 1,591.70 2 0.06103 38.34 359 373 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTDQASMPDNTAAQK R V 95.00% 53.9 37.9 3.41 2 796.4458 1,590.88 1,591.70 2 0.1825 114.7 359 373 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTDQASMPDNTAAQK R V 95.00% 64.7 37.9 6.96 2 796.4478 1,590.88 1,591.70 2 0.1864 117.1 359 373 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTDQASMPDNTAAQK R V 95.00% 65.3 38 3 2 796.8624 1,591.71 1,591.70 2 1.016 8.152 359 373 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTDQASMPDNTAAQK R V 95.00% 65.4 37.9 3.02 2 796.4668 1,590.92 1,591.70 2 0.2245 141 359 373 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTDQASMPDNTAAQK R V 95.00% 66.4 37.9 5.11 2 796.4237 1,590.83 1,591.70 2 0.1383 86.9 359 373 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTDQASMPDNTAAQK R V 95.00% 68.5 37.9 4.6 2 796.4286 1,590.84 1,591.70 2 0.1481 93.03 359 373 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% NTNPNFVR R C 95.00% 41.7 39.9 0.824 2 481.3412 960.6678 961.4849 2 0.1902 197.7 663 670 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QAQQERDELADEIANSSGK R G 95.00% 31.8 36.8 1.28 2 697.0352 2,088.08 2,088.98 3 0.1116 53.4 1698 1716 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QAQQERDELADEIANSSGK R G 95.00% 36.3 36.8 0 2 697.0537 2,088.14 2,088.98 3 0.1671 79.97 1698 1716 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QAQQERDELADEIANSSGK R G 95.00% 51.8 36.8 0 2 697.0498 2,088.13 2,088.98 3 0.1553 74.33 1698 1716 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% qIATLHAQVADMK K K 95.00% 0 0 2.85 2 n-term: Pyro-cmC (-17.03) 704.9209 1,407.83 1,408.73 2 0.109 77.33 1358 1370 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QIATLHAQVADMK K K 95.00% 60.4 38.4 3.8 2 713.4153 1,424.82 1,425.75 2 0.07123 49.96 1358 1370 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLEEAEEEAQR R A 95.00% 26.7 38.8 1.32 2 666.3862 1,330.76 1,331.61 2 0.1577 118.4 1878 1888 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLEEAEEEAQR R A 95.00% 45.9 38.8 1.21 2 666.3536 1,330.69 1,331.61 2 0.09255 69.49 1878 1888 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLEEAEEEAQR R A 95.00% 46.9 38.9 0.959 2 666.8467 1,331.68 1,331.61 2 1.079 56.93 1878 1888 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLEEAEEEAQR R A 95.00% 47.3 38.8 2.05 2 666.3356 1,330.66 1,331.61 2 0.05654 42.46 1878 1888 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLEEAEEEAQR R A 95.00% 55.1 38.8 2.6 2 666.3425 1,330.67 1,331.61 2 0.0702 52.72 1878 1888 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLEEAEEEAQR R A 95.00% 57.5 38.9 2.02 2 666.8263 1,331.64 1,331.61 2 1.038 26.44 1878 1888 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLEEAEEEAQR R A 95.00% 59.2 38.8 2.3 2 666.2906 1,330.57 1,331.61 2 -0.03353 -25.18 1878 1888 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% qLLQANPILEAFGNAK R T 91.90% 0 0 2.26 2 n-term: Pyro-cmC (-17.03) 856.0639 1,710.11 1,709.92 2 1.198 114.3 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 92.80% 35.8 37.6 0 2 864.1122 1,726.21 1,726.95 2 0.2683 155.3 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 29.9 37.5 1 2 864.6083 1,727.20 1,726.95 2 1.26 149.1 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 36.2 37.5 1.22 2 864.5436 1,727.07 1,726.95 2 1.131 74.28 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 36.8 37.6 1.62 2 864.0515 1,726.09 1,726.95 2 0.1468 84.99 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 38.9 37.6 3 2 864.1278 1,726.24 1,726.95 2 0.2994 173.4 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% qLLQANPILEAFGNAK R T 95.00% 0 0 2.89 2 n-term: Pyro-cmC (-17.03) 855.5962 1,709.18 1,709.92 2 0.2628 153.7 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% qLLQANPILEAFGNAK R T 95.00% 0 0 3.77 2 n-term: Pyro-cmC (-17.03) 856.0312 1,710.05 1,709.92 2 1.133 76.01 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 42.2 37.6 2.55 2 864.0203 1,726.03 1,726.95 2 0.08443 48.89 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 42.2 37.6 2.12 2 864.006 1,726.00 1,726.95 2 0.05586 32.34 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 43.1 37.5 0.77 2 576.7022 1,727.08 1,726.95 3 1.143 81.26 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 45 37.5 2.43 2 864.5703 1,727.13 1,726.95 2 1.184 105.1 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 45.3 37.5 1.85 2 576.7202 1,727.14 1,726.95 3 1.197 112.5 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 50.6 37.6 2.36 2 864.1103 1,726.21 1,726.95 2 0.2644 153.1 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 50.6 37.5 0 2 864.6025 1,727.19 1,726.95 2 1.249 142.4 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 51.7 37.6 2.1 2 864.0771 1,726.14 1,726.95 2 0.1982 114.7 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 53.2 37.6 4.46 2 864.024 1,726.03 1,726.95 2 0.0918 53.15 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 53.4 37.6 1.96 2 864.0986 1,726.18 1,726.95 2 0.2411 139.6 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 53.7 37.6 3.24 2 576.3971 1,726.17 1,726.95 3 0.2279 132 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 54 37.6 0 2 576.3535 1,726.04 1,726.95 3 0.09715 56.25 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 55.9 37.6 2.96 2 576.2974 1,725.87 1,726.95 3 -0.07122 -41.24 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 59.6 37.6 2.92 2 864.1225 1,726.23 1,726.95 2 0.2889 167.3 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 65.3 37.6 3.82 2 864.14 1,726.27 1,726.95 2 0.3239 187.5 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 66 37.6 2.14 2 864.089 1,726.16 1,726.95 2 0.2219 128.5 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 69.6 37.6 5.51 2 864.0603 1,726.11 1,726.95 2 0.1644 95.2 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 72.6 37.6 5.77 2 864.079 1,726.14 1,726.95 2 0.2019 116.9 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 81.4 37.5 4.89 2 864.1595 1,726.30 1,726.95 2 0.3629 210.1 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QLLQANPILEAFGNAK R T 95.00% 84.6 37.6 2.62 2 864.104 1,726.19 1,726.95 2 0.2519 145.9 210 225 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QRYEILTPNSIPK R G 95.00% 28 38.4 0.824 2 779.9825 1,557.95 1,558.86 2 0.09887 63.42 719 731 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QRYEILTPNSIPK R G 95.00% 42.9 38.4 0.796 2 779.9969 1,557.98 1,558.86 2 0.1275 81.79 719 731 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QTLENERGELANEVK K V 93.60% 35.9 37.7 0 2 577.3747 1,729.10 1,729.87 3 0.238 137.6 1220 1234 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% QTLENERGELANEVK K V 95.00% 26.9 37.7 1.24 2 577.3787 1,729.11 1,729.87 3 0.2498 144.4 1220 1234 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% RKLEGDSTDLSDQIAELQAQIAELK R M 95.00% 0 0 4.37 2 924.6409 2,770.90 2,771.44 3 0.4654 167.9 1051 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% RKLEGDSTDLSDQIAELQAQIAELK R M 95.00% 0 0 4.72 2 924.9722 2,771.89 2,771.44 3 1.459 164.7 1051 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% RKLEGDSTDLSDQIAELQAQIAELK R M 95.00% 0 0 5 2 924.5735 2,770.70 2,771.44 3 0.2634 95.01 1051 1075 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% RQLEEAEEEAQR K A 95.00% 74.2 38.2 3.59 2 497.0092 1,488.01 1,487.71 3 1.305 202.8 1877 1888 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% SMEAEMIQLQEELAAAER K A 90.10% 0 0 2.43 2 684.2702 2,049.79 2,048.96 3 1.833 -84.02 1677 1694 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% SMEAEMIQLQEELAAAER K A 95.00% 40 36.9 1.68 2 683.7469 2,048.22 2,048.96 3 0.2633 128.5 1677 1694 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% SMEAEMIQLQEELAAAER K A 95.00% 40.7 36.9 0 2 683.6932 2,048.06 2,048.96 3 0.1023 49.91 1677 1694 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% SMEAEmIQLQEELAAAER K A 95.00% 58 36.6 1 2 m6: Oxidation (+15.99) 689.3566 2,065.05 2,064.96 3 1.097 45.85 1677 1694 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% SMEAEMIQLQEELAAAER K A 95.00% 59 36.9 3.38 2 683.6683 2,047.98 2,048.96 3 0.02753 13.43 1677 1694 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% SMEAEMIQLQEELAAAER K A 95.00% 59.3 36.9 0 2 683.7114 2,048.11 2,048.96 3 0.1567 76.49 1677 1694 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% SMEAEMIQLQEELAAAER K A 95.00% 69.1 36.9 6.74 2 1,025.13 2,048.24 2,048.96 2 0.2863 139.7 1677 1694 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% SmEAEmIQLQEELAAAER K A 95.00% 88.8 37 6.27 2 m2: Oxidation (+15.99), m6: Oxidation (+15.99) 694.3902 2,080.15 2,080.95 3 0.2033 97.7 1677 1694 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 23.5 39.2 2.15 2 603.3641 1,204.71 1,205.64 2 0.07957 65.99 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 26.3 39.2 2.46 2 603.8917 1,205.77 1,205.64 2 1.135 109.3 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 33.1 39.2 1.52 2 603.8357 1,205.66 1,205.64 2 1.023 16.47 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 40.7 39.2 0.824 2 603.349 1,204.68 1,205.64 2 0.04933 40.91 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 41.4 39.2 2.85 2 603.4114 1,204.81 1,205.64 2 0.174 144.3 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 45.9 39.2 1 2 603.3097 1,204.60 1,205.64 2 -0.02922 -24.24 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 54.2 39.2 1.96 2 603.3753 1,204.74 1,205.64 2 0.1018 84.45 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 57.1 39.2 3.28 2 603.8576 1,205.70 1,205.64 2 1.066 52.8 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 60.1 39.2 3.64 2 603.3608 1,204.71 1,205.64 2 0.0729 60.46 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TDLLLEPYNK K Y 95.00% 71.1 39.2 3.74 2 603.3642 1,204.71 1,205.64 2 0.07963 66.04 290 299 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TEmEDLmSSKDDVGK R S 90.30% 10.2 37.8 0.745 2 m3: Oxidation (+15.99), m7: Oxidation (+15.99) 572.9892 1,715.95 1,716.73 3 0.2225 129.6 1504 1518 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TEMEDLMSSKDDVGK R S 93.70% 23.6 37.8 0.921 2 562.2973 1,683.87 1,684.74 3 0.1367 81.12 1504 1518 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TEMEDLMSSKDDVGK R S 95.00% 27.1 37.8 0.959 2 562.3253 1,683.95 1,684.74 3 0.2207 131 1504 1518 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TEMEDLMSSKDDVGK R S 95.00% 40.5 37.8 0 2 562.3081 1,683.90 1,684.74 3 0.1689 100.2 1504 1518 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TEMEDLMSSKDDVGK R S 95.00% 41.8 37.9 1.21 2 562.6256 1,684.86 1,684.74 3 1.122 70.45 1504 1518 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TEmEDLMSSKDDVGK R S 95.00% 51.1 37.7 0 2 m3: Oxidation (+15.99) 567.665 1,699.97 1,700.74 3 0.2448 143.9 1504 1518 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TFHIFYYLLSGAGEHLK R T 95.00% 39 37 0 2 666.0369 1,995.09 1,996.03 3 0.06315 31.64 273 289 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TFHIFYYLLSGAGEHLK R T 95.00% 42.2 37 1.12 2 666.4077 1,996.20 1,996.03 3 1.176 86.58 273 289 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TFHIFYYLLSGAGEHLK R T 95.00% 58.6 37 0 2 666.3771 1,996.11 1,996.03 3 1.084 40.58 273 289 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TLEEEAKTHEAQIQEMR K Q 95.00% 35.6 37 1.89 2 681.7173 2,042.13 2,042.98 3 0.1559 76.29 1175 1191 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TQLEELEDELQATEDAK K L 95.00% 45.4 37.1 0 2 654.6648 1,960.97 1,961.92 3 0.0609 31.04 1539 1555 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TQLEELEDELQATEDAK K L 95.00% 52.3 37.1 3.57 2 982.0957 1,962.18 1,961.92 2 1.265 133.7 1539 1555 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TQLEELEDELQATEDAK K L 95.00% 62.8 37.1 0 2 654.6994 1,961.08 1,961.92 3 0.1647 83.96 1539 1555 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TQLEELEDELQATEDAK K L 95.00% 63.5 37.1 0.921 2 655.0202 1,962.04 1,961.92 3 1.127 63.33 1539 1555 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TQLEELEDELQATEDAK K L 95.00% 63.9 37.1 0 2 654.6902 1,961.05 1,961.92 3 0.1371 69.85 1539 1555 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TQLEELEDELQATEDAK K L 95.00% 69 37.1 8.35 2 981.5703 1,961.13 1,961.92 2 0.2143 109.2 1539 1555 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% TQLEELEDELQATEDAK K L 95.00% 73.2 37.1 5.27 2 981.6388 1,961.26 1,961.92 2 0.3515 179.1 1539 1555 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VDYKADEWLMK K N 95.00% 43.4 38.5 0 2 466.5902 1,396.75 1,397.68 3 0.07885 56.41 577 587 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VDYKADEWLMK K N 95.00% 50.7 38.4 1.07 2 466.6191 1,396.84 1,397.68 3 0.1656 118.5 577 587 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEAQLQELQVK K F 95.00% 23.1 38.5 1.1 2 642.9166 1,283.82 1,284.72 2 0.1101 85.66 1250 1260 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEAQLQELQVK K F 95.00% 39 38.7 2.36 2 643.4063 1,284.80 1,284.72 2 1.089 67.35 1250 1260 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEDmAELTcLNEASVLHNLK K E 95.00% 41 36.1 0 2 m4: Oxidation (+15.99), c9: Carbamidomethyl (+57.02) 768.455 2,302.34 2,302.11 3 1.245 105.1 83 102 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEDMAELTcLNEASVLHNLK K E 95.00% 47.3 36.1 1 2 c9: Carbamidomethyl (+57.02) 762.7564 2,285.25 2,286.11 3 0.1441 63.05 83 102 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEDMAELTcLNEASVLHNLK K E 95.00% 52.3 36.4 0 2 c9: Carbamidomethyl (+57.02) 763.048 2,286.12 2,286.11 3 1.019 6.997 83 102 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEDMAELTcLNEASVLHNLK K E 95.00% 54.9 36.4 0 2 c9: Carbamidomethyl (+57.02) 763.0888 2,286.24 2,286.11 3 1.141 60.5 83 102 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEDmAELTcLNEASVLHNLK K E 95.00% 54.8 36 0 2 m4: Oxidation (+15.99), c9: Carbamidomethyl (+57.02) 768.1422 2,301.40 2,302.11 3 0.3065 133.1 83 102 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEDMAELTcLNEASVLHNLK K E 95.00% 63.3 36.1 2.06 2 c9: Carbamidomethyl (+57.02) 762.7459 2,285.22 2,286.11 3 0.1125 49.22 83 102 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEDMAELTcLNEASVLHNLK K E 95.00% 66.3 36.4 0.796 2 c9: Carbamidomethyl (+57.02) 763.1402 2,286.40 2,286.11 3 1.295 127.9 83 102 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VEDMAELTcLNEASVLHNLK K E 95.00% 82.9 36.4 0 2 c9: Carbamidomethyl (+57.02) 763.0802 2,286.22 2,286.11 3 1.115 49.26 83 102 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VIQYLAYVASSHK K S 95.00% 29.5 38.3 2.38 2 493.6775 1,478.01 1,478.80 3 0.2179 147.3 187 199 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VIQYLAYVASSHK K S 95.00% 37.6 38.4 1.85 2 493.7214 1,478.14 1,478.80 3 0.3496 236.4 187 199 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VIQYLAYVASSHK K S 95.00% 40.2 38.2 1.96 2 494.0002 1,478.98 1,478.80 3 1.186 123.7 187 199 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VIQYLAYVASSHK K S 95.00% 40.5 38.3 1.57 2 493.6745 1,478.00 1,478.80 3 0.2088 141.2 187 199 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VIQYLAYVASSHK K S 95.00% 43.1 38.2 1.82 2 493.9771 1,478.91 1,478.80 3 1.117 76.91 187 199 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VIQYLAYVASSHK K S 95.00% 46.4 38.3 2.38 2 493.6738 1,478.00 1,478.80 3 0.2067 139.7 187 199 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VIQYLAYVASSHK K S 95.00% 52.5 38.3 2 2 493.6684 1,477.98 1,478.80 3 0.1906 128.9 187 199 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VIQYLAYVASSHK K S 95.00% 56.3 38.4 3.89 2 493.6652 1,477.97 1,478.80 3 0.1809 122.3 187 199 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 20.1 38.6 1.19 2 744.0169 1,486.02 1,486.90 2 0.1273 85.58 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 28.4 38.6 1.07 2 744.0522 1,486.09 1,486.90 2 0.1978 133 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 29.3 38.3 2.17 2 744.4803 1,486.95 1,486.90 2 1.054 34.41 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 30.7 38.3 2.08 2 744.5178 1,487.02 1,486.90 2 1.129 84.81 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 38.7 38.6 3.55 2 743.989 1,485.96 1,486.90 2 0.07143 48.04 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 40.5 38.3 2.8 2 744.5103 1,487.01 1,486.90 2 1.114 74.73 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 50.7 38.6 2.59 2 744.0003 1,485.99 1,486.90 2 0.09393 63.17 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 51.2 38.6 2.82 2 744.0239 1,486.03 1,486.90 2 0.1412 94.98 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 54.6 38.5 0 2 496.3802 1,486.12 1,486.90 3 0.2267 152.4 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 55.5 38.6 2.41 2 743.9741 1,485.93 1,486.90 2 0.04167 28.02 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 62.4 38.6 4.25 2 743.9923 1,485.97 1,486.90 2 0.07793 52.41 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 63.3 38.6 2.68 2 743.4603 1,484.91 1,486.90 2 -0.9861 11.21 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 63.3 38.6 3.36 2 743.9703 1,485.93 1,486.90 2 0.03393 22.82 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 69.1 38.6 5.8 2 744.0272 1,486.04 1,486.90 2 0.1478 99.37 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 71.4 38.6 6.8 2 743.9461 1,485.88 1,486.90 2 -0.01436 -9.661 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VISGVLQLGNIVFK R K 95.00% 89.6 38.6 6.49 2 743.9149 1,485.82 1,486.90 2 -0.07684 -51.68 342 355 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VKPLLQVSR K Q 95.00% 48 39 0 2 520.4096 1,038.80 1,039.66 2 0.1495 143.8 834 842 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VKPLLQVSR K Q 95.00% 54.4 39 0 2 520.3776 1,038.74 1,039.66 2 0.08568 82.4 834 842 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 90.50% 0 0 2.46 2 525.3183 1,572.93 1,571.85 3 2.086 51.32 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 93.10% 36.1 38.2 0 2 524.6702 1,570.99 1,571.85 3 0.1419 90.24 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 94.40% 37 38.2 0 2 524.6739 1,571.00 1,571.85 3 0.1531 97.39 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 30 38.3 2.48 2 524.7802 1,571.32 1,571.85 3 0.4718 300.1 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 42 38.2 0.77 2 524.6724 1,571.00 1,571.85 3 0.1485 94.48 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 44.7 38.2 1.7 2 524.6763 1,571.01 1,571.85 3 0.1603 102 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 46.5 38.2 1.57 2 524.6642 1,570.97 1,571.85 3 0.1239 78.79 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 47.5 38.2 2.07 2 524.6839 1,571.03 1,571.85 3 0.1831 116.5 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 47.9 38.2 1.96 2 524.7152 1,571.12 1,571.85 3 0.2769 176.1 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 49.9 38.2 1.57 2 525.0002 1,571.98 1,571.85 3 1.132 82.09 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 51.5 38.2 1.24 2 524.6838 1,571.03 1,571.85 3 0.1828 116.3 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 52.9 38.2 2.52 2 786.4503 1,570.89 1,571.85 2 0.03913 24.89 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 54.3 38.2 2.09 2 524.6214 1,570.84 1,571.85 3 -0.004399 -2.799 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 54.4 38.2 5.01 2 786.531 1,571.05 1,571.85 2 0.2005 127.5 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 58.7 38.2 0 2 525.0415 1,572.10 1,571.85 3 1.256 160.9 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 59.7 38.2 0 2 524.6882 1,571.04 1,571.85 3 0.1959 124.6 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 60.2 38.2 1.04 2 525.0162 1,572.03 1,571.85 3 1.18 112.6 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 61.5 38.2 2.62 2 524.6972 1,571.07 1,571.85 3 0.2229 141.8 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 63.3 38.2 2.74 2 524.7017 1,571.08 1,571.85 3 0.2364 150.3 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 65.9 38.2 4.44 2 787.0276 1,572.04 1,571.85 2 1.194 121.4 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 68.3 38.2 2.06 2 525.0094 1,572.01 1,571.85 3 1.16 99.69 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 71.2 38.2 0 2 525.0461 1,572.12 1,571.85 3 1.269 169.6 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 75.1 38.2 2.07 2 525.0335 1,572.08 1,571.85 3 1.232 145.7 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VSHLLGINVTDFTR K G 95.00% 78.7 38.2 0.745 2 525.0023 1,571.98 1,571.85 3 1.138 86.03 374 387 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 94.50% 38.4 39 0 2 462.8369 923.6592 924.4937 2 0.1727 186.7 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 40.6 39 0 2 462.824 923.6335 924.4937 2 0.147 159 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 43.3 39 0 2 462.7994 923.5843 924.4937 2 0.09784 105.8 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 43.4 39 0 2 462.8652 923.7158 924.4937 2 0.2293 248 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 43.5 39 0 2 462.7803 923.546 924.4937 2 0.05953 64.38 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 43.9 39 0 2 462.8103 923.606 924.4937 2 0.1195 129.3 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 43.9 39 0 2 462.7989 923.5833 924.4937 2 0.09684 104.7 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 44 39 0 2 462.8469 923.6793 924.4937 2 0.1929 208.6 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 44.1 39 0 2 462.8308 923.647 924.4937 2 0.1606 173.6 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 44.3 39 0 2 462.8345 923.6544 924.4937 2 0.1679 181.6 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 44.8 39 0 2 462.8103 923.606 924.4937 2 0.1195 129.3 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 46.3 38.9 0 2 463.2806 924.5466 924.4937 2 1.06 62.06 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 47.8 39 0 2 462.8584 923.7023 924.4937 2 0.2158 233.4 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 48.4 39 0 2 462.8112 923.6079 924.4937 2 0.1214 131.3 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% VVFQEFR R Q 95.00% 49.7 39 0 2 462.8208 923.627 924.4937 2 0.1405 152 712 718 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% YEILTPNSIPK R G 95.00% 21.1 38.9 1.74 2 638.3703 1,274.73 1,274.70 2 1.034 24.53 721 731 TRUE

LX-2 Repeat 3 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 87 102 462 49.50% YEILTPNSIPK R G 95.00% 24.8 38.8 2 2 637.9046 1,273.79 1,274.70 2 0.1028 80.61 721 731 TRUE

LX-2 Repeat 3 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 4 4 5 12.70% DLMVGDEASELR K S 95.00% 70.9 38.7 2.4 2 668.3673 1,334.72 1,334.63 2 1.101 73.89 54 65 TRUE

LX-2 Repeat 3 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 4 4 5 12.70% DLMVGDEASELR K S 95.00% 77 38.7 4.57 2 667.8328 1,333.65 1,334.63 2 0.03253 24.38 54 65 TRUE

LX-2 Repeat 3 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 4 4 5 12.70% GYAFNHSADFETVR R M 95.00% 85.6 38.2 0.959 2 538.6564 1,612.95 1,613.73 3 0.2203 136.5 201 214 TRUE

LX-2 Repeat 3 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 4 4 5 12.70% HLWDYTFGPEK K L 95.00% 60.9 38.4 4.6 2 696.8055 1,391.60 1,392.66 2 -0.05477 -39.33 87 97 TRUE

LX-2 Repeat 3 ACTR2 Actin-related protein 2 IPI00005159 44,743.70 100.00% 4 4 5 12.70% LcYVGYNIEQEQK K L 95.00% 57.3 37.9 0 2 c2: Carbamidomethyl (+57.02) 822.4863 1,642.96 1,643.77 2 0.1918 116.7 220 232 TRUE

LX-2 Repeat 3 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 3 3 3 3.70% EGPLcDELIR R N 95.00% 60.7 39.2 1.47 2 c5: Carbamidomethyl (+57.02) 601.339 1,200.66 1,201.59 2 0.08223 68.43 776 785 TRUE

LX-2 Repeat 3 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 3 3 3 3.70% GLAEDIENEVVQITWNR K K 95.00% 38 37.2 0 2 663.0789 1,986.22 1,985.99 3 1.229 114.1 695 711 TRUE

LX-2 Repeat 3 EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109,420.10 100.00% 3 3 3 3.70% YDWDLLAAR K S 95.00% 47.6 39.2 2.89 2 561.8334 1,121.65 1,122.56 2 0.1015 90.39 722 730 TRUE

LX-2 Repeat 3 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 6 15.30% GVDEVTIVNILTNR K S 95.00% 67.9 38.1 3.74 2 771.9303 1,541.85 1,542.85 2 0.004527 2.934 50 63 TRUE

LX-2 Repeat 3 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 6 15.30% SALSGHLETVILGLLK K T 89.60% 33.8 37.7 0 2 551.0589 1,650.16 1,650.98 3 0.1831 110.9 89 104 TRUE

LX-2 Repeat 3 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 6 15.30% SALSGHLETVILGLLK K T 95.00% 38.9 38 2.19 2 551.3502 1,651.03 1,650.98 3 1.057 32.76 89 104 TRUE

LX-2 Repeat 3 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 6 15.30% SLYYYIQQDTK K G 95.00% 68.5 38.4 2.74 2 711.388 1,420.76 1,421.69 2 0.07381 51.91 314 324 TRUE

LX-2 Repeat 3 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 6 15.30% TPAQYDASELK K A 95.00% 50 39 3.59 2 611.8503 1,221.69 1,222.60 2 0.09813 80.25 105 115 TRUE

LX-2 Repeat 3 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 6 15.30% TPAQYDASELK K A 95.00% 75.1 39 4.14 2 611.8503 1,221.69 1,222.60 2 0.09813 80.25 105 115 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% cDYNIHYLYYWLK R H 95.00% 29.7 37.5 1.52 2 c1: Carbamidomethyl (+57.02) 617.6806 1,850.02 1,850.86 3 0.1702 91.95 354 366 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% IESEAFFGLNK K L 95.00% 42.6 38.8 2.39 2 627.9147 1,253.81 1,254.64 2 0.1856 147.9 120 130 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% IESEAFFGLNK K L 95.00% 45 38.9 2.08 2 628.3503 1,254.69 1,254.64 2 1.057 43 120 130 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% IESEAFFGLNK K L 95.00% 46.7 38.8 0 2 627.8449 1,253.68 1,254.64 2 0.04596 36.63 120 130 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% IESEAFFGLNK K L 95.00% 52 38.8 1.92 2 627.8055 1,253.60 1,254.64 2 -0.03287 -26.2 120 130 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% IESEAFFGLNK K L 95.00% 71.1 38.8 2.37 2 627.8403 1,253.67 1,254.64 2 0.03673 29.27 120 130 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% KVPNNIPPDIVK K L 95.00% 34.8 38.9 1.19 2 667.3853 1,332.76 1,333.78 2 -0.02077 -15.57 261 272 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% KVPNNIPPDIVK K L 95.00% 43.7 38.9 3.34 2 667.3712 1,332.73 1,333.78 2 -0.04895 -36.71 261 272 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% LPAYPESFDQDTEDDEWEKK K H 95.00% 24.4 36.1 1.66 2 814.8021 2,441.38 2,442.06 3 0.3295 134.9 405 424 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% LPAYPESFDQDTEDDEWEKK K H 95.00% 37.4 36.1 0 2 814.7741 2,441.30 2,442.06 3 0.2454 100.5 405 424 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% LTTLLLQHNQIK K V 95.00% 38.7 38.4 0 2 711.4569 1,420.90 1,421.85 2 0.05886 41.4 131 142 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% LTTLLLQHNQIK K V 95.00% 46.8 38.4 1.8 2 711.5141 1,421.01 1,421.85 2 0.1732 121.8 131 142 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% SLDLQQNEISK K I 95.00% 40.1 38.8 1.34 2 637.8607 1,273.71 1,274.66 2 0.05535 43.42 109 119 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% SLDLQQNEISK K I 95.00% 43.6 38.8 1.28 2 637.8903 1,273.77 1,274.66 2 0.1144 89.76 109 119 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% SLDLQQNEISK K I 95.00% 53.2 38.8 1.46 2 637.851 1,273.69 1,274.66 2 0.03597 28.21 109 119 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% SLDLQQNEISKIESEAFFGLNK K L 95.00% 43 35.5 0 2 837.5282 2,509.56 2,510.28 3 0.2925 116.5 109 130 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% SYYEEcPK R D 95.00% 39.5 39.6 0 2 c6: Carbamidomethyl (+57.02) 538.2881 1,074.56 1,075.44 2 0.1288 119.8 395 402 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% TPEEYKGWSVGK K Y 95.00% 60.8 38.7 3.04 2 690.8641 1,379.71 1,380.68 2 0.04136 29.95 380 391 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% VPNNIPPDIVK K L 95.00% 44.5 39.2 2.09 2 603.4257 1,204.84 1,205.69 2 0.1551 128.7 262 272 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% YAPGLPcDVYTYLHEK R Y 92.60% 18.3 37.2 0.854 2 c7: Carbamidomethyl (+57.02) 642.692 1,925.05 1,925.91 3 0.151 78.4 48 63 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% YAPGLPcDVYTYLHEK R Y 95.00% 28.5 37.2 1.17 2 c7: Carbamidomethyl (+57.02) 642.6891 1,925.05 1,925.91 3 0.1423 73.86 48 63 TRUE

LX-2 Repeat 3 LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 51,783.50 100.00% 11 11 22 26.10% YAPGLPcDVYTYLHEK R Y 95.00% 44 37 1.1 2 c7: Carbamidomethyl (+57.02) 643.0289 1,926.06 1,925.91 3 1.162 82.47 48 63 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% GQAGVmGFPGPK R G 95.00% 18 39.2 2.57 2 m6: Oxidation (+15.99) 581.4078 1,160.80 1,161.57 2 0.2359 203.1 575 586 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% GQAGVmGFPGPK R G 95.00% 20.3 39.2 1.32 2 m6: Oxidation (+15.99) 581.3954 1,160.78 1,161.57 2 0.2111 181.7 575 586 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% GQAGVmGFPGPK R G 95.00% 22.5 39.2 1.51 2 m6: Oxidation (+15.99) 581.3884 1,160.76 1,161.57 2 0.1972 169.7 575 586 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% GQAGVMGFPGPK R G 95.00% 58 39.3 3.59 2 573.4119 1,144.81 1,145.58 2 0.2391 208.7 575 586 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 25.1 37.1 2 2 654.7143 1,961.12 1,961.98 3 0.1493 76.1 1063 1084 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 32.4 37.1 1.47 2 654.7497 1,961.23 1,961.98 3 0.2555 130.2 1063 1084 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 35.8 37.1 3.24 2 654.7502 1,961.23 1,961.98 3 0.2569 130.9 1063 1084 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 37.9 37.1 2.1 2 654.7168 1,961.13 1,961.98 3 0.1566 79.82 1063 1084 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 40.1 37.1 1.7 2 654.7476 1,961.22 1,961.98 3 0.2491 126.9 1063 1084 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 40.3 37.1 4.49 2 654.7191 1,961.14 1,961.98 3 0.1637 83.45 1063 1084 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 44.6 37.1 5.68 2 981.6672 1,961.32 1,961.98 2 0.3479 177.3 1063 1084 TRUE
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LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 49.8 37.1 3.96 2 654.6713 1,960.99 1,961.98 3 0.02018 10.29 1063 1084 TRUE

LX-2 Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 3 4 13 3.14% VLcDDVIcDETK K N 95.00% 63.9 38.1 2.47 2 c3: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 733.9177 1,465.82 1,466.65 2 0.1776 121.1 68 79 TRUE

LX-2 Repeat 3 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 100.00% 3 3 3 11.00% ASHTAPQVLFSHR R E 95.00% 27.3 38.4 0.745 2 484.3467 1,450.02 1,450.75 3 0.2705 186.4 191 203 TRUE

LX-2 Repeat 3 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 100.00% 3 3 3 11.00% DNTINLIHTFR R D 95.00% 33.3 38.7 2.09 2 672.8403 1,343.67 1,343.71 2 0.9665 -26.92 238 248 TRUE

LX-2 Repeat 3 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 100.00% 3 3 3 11.00% IIEETLALK R F 95.00% 50.3 39.5 0 2 515.3879 1,028.76 1,029.62 2 0.1493 145 10 18 TRUE

LX-2 Repeat 3 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 5 16.20% HGVVPLATYMR K I 95.00% 33.3 38.9 2.82 2 622.4008 1,242.79 1,243.66 2 0.1327 106.7 22 32 TRUE

LX-2 Repeat 3 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 5 16.20% HGVVPLATYMR K I 95.00% 50.7 38.9 2.37 2 622.3503 1,242.69 1,243.66 2 0.03163 25.43 22 32 TRUE

LX-2 Repeat 3 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 5 16.20% VYNVTQHAVGIVVNK R Q 95.00% 46.3 37.8 2.28 2 547.6952 1,640.06 1,640.91 3 0.1592 96.98 64 78 TRUE

LX-2 Repeat 3 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 5 16.20% VYNVTQHAVGIVVNK R Q 95.00% 62.4 37.8 2.03 2 547.6909 1,640.05 1,640.91 3 0.1463 89.15 64 78 TRUE

LX-2 Repeat 3 RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583,IPI00397713,IPI00398915,IPI00477343,IPI00478812,IPI00788010,IPI00845507 18,547.00 99.80% 2 2 5 16.20% VYNVTQHAVGIVVNK R Q 95.00% 62.6 37.8 1.21 2 547.7135 1,640.12 1,640.91 3 0.2142 130.5 64 78 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 47.3 38.8 0.796 2 498.832 995.6494 996.5109 2 0.1457 146.2 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 47.6 38.8 1.72 2 498.8469 995.6792 996.5109 2 0.1755 176.1 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 52.4 38.8 0 2 498.8331 995.6517 996.5109 2 0.148 148.5 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 56.3 38.8 1 2 498.8228 995.631 996.5109 2 0.1273 127.8 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 57.4 38.8 1.7 2 498.8111 995.6076 996.5109 2 0.104 104.3 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 57.8 38.8 1 2 498.7986 995.5827 996.5109 2 0.07908 79.35 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 64.2 38.8 1.85 2 498.8469 995.6792 996.5109 2 0.1755 176.1 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 65.2 38.8 1.85 2 498.8309 995.6473 996.5109 2 0.1436 144.1 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 65.6 38.8 1.27 2 498.8139 995.6132 996.5109 2 0.1096 109.9 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 71.2 38.8 2 2 498.806 995.5975 996.5109 2 0.09385 94.17 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 72.2 38.8 1.64 2 498.8514 995.6883 996.5109 2 0.1846 185.2 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% AGYQSTLTR R T 95.00% 72.7 38.8 1.85 2 498.8417 995.6688 996.5109 2 0.1651 165.7 517 525 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cAcTYGFTGPQcER R D 95.00% 60.2 37.6 2.72 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 853.9428 1,705.87 1,706.67 2 0.2062 120.8 166 179 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcDMGFVPSADGK R A 95.00% 42 38.2 3.24 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 786.8463 1,571.68 1,572.61 2 0.07232 45.98 1429 1442 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcEIGYELDR R S 95.00% 42 38.5 3.16 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.2866 1,442.56 1,443.59 2 -0.02215 -15.34 1470 1480 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcEIGYELDR R S 95.00% 53.6 38.5 4.15 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.871 1,443.73 1,443.59 2 1.147 99.69 1470 1480 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcEIGYELDR R S 95.00% 58.8 38.5 4.72 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.2781 1,442.54 1,443.59 2 -0.03922 -27.17 1470 1480 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcEIGYELDR R S 95.00% 67.8 38.5 4.4 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.3872 1,442.76 1,443.59 2 0.1791 124.1 1470 1480 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcEIGYELDR R S 95.00% 68.3 38.5 4.32 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 722.8084 1,443.60 1,443.59 2 1.021 12.96 1470 1480 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcFPGLAVGLDGR R V 95.00% 37.3 38.2 2.62 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9503 1,549.89 1,550.71 2 0.184 118.7 637 650 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcFPGLAVGLDGR R V 95.00% 0 0 3.37 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 776.9703 1,551.93 1,550.71 2 2.224 140.7 637 650 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcFPGLAVGLDGR R V 95.00% 59.9 38.2 4.31 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 776.449 1,550.88 1,550.71 2 1.182 115.2 637 650 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcFPGLAVGLDGR R V 95.00% 67.7 38.2 4.34 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 776.4093 1,550.80 1,550.71 2 1.102 63.98 637 650 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcFPGLAVGLDGR R V 95.00% 68.3 38.2 5.66 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9278 1,549.84 1,550.71 2 0.139 89.64 637 650 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcFPGLAVGLDGR R V 95.00% 90.7 38.2 5.68 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 775.9631 1,549.91 1,550.71 2 0.2097 135.2 637 650 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcPVGFFYNDK R L 95.00% 48.4 38.2 2.68 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.4094 1,534.80 1,535.63 2 0.182 118.5 1791 1802 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcPVGFFYNDK R L 95.00% 59.5 38.2 5.42 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.3759 1,534.74 1,535.63 2 0.1151 74.96 1791 1802 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcPVGFFYNDK R L 95.00% 60.3 38.2 4.4 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.4303 1,534.85 1,535.63 2 0.2238 145.7 1791 1802 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEcPVGFFYNDK R L 95.00% 72.2 38.2 3.66 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 768.334 1,534.65 1,535.63 2 0.03132 20.39 1791 1802 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cEININGATLK R S 95.00% 39.8 39.1 0 2 c1: Carbamidomethyl (+57.02) 616.88 1,231.75 1,232.63 2 0.1223 99.2 862 872 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cIcKPGFQLASDGR K Y 95.00% 19.5 38.1 1.19 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 536.9965 1,607.97 1,608.76 3 0.2127 132.2 596 609 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cIcKPGFQLASDGR K Y 95.00% 24.8 38.1 1.37 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 536.9977 1,607.97 1,608.76 3 0.2162 134.4 596 609 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cIcKPGFQLASDGR K Y 95.00% 37.5 38.1 1.72 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 536.9852 1,607.93 1,608.76 3 0.1786 111 596 609 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cIcPPGYSLQNEK R C 95.00% 39.8 38.2 1.57 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 783.9099 1,565.81 1,565.71 2 1.104 64.39 1998 2010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cLcPEGFSLSSSGR K R 95.00% 64.3 38.4 3.96 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 779.4951 1,556.98 1,556.68 2 1.3 190.6 2038 2051 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cLcPEGFSLSSSGR K R 95.00% 64.8 38.3 3.96 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 778.9556 1,555.90 1,556.68 2 0.2207 141.8 2038 2051 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cPPGFYTSPDGTR K C 95.00% 37.5 38.3 0.824 2 c1: Carbamidomethyl (+57.02) 728.3703 1,454.73 1,454.64 2 1.096 64.19 315 327 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cPPGFYTSPDGTR K C 95.00% 52.6 38.4 5.8 2 c1: Carbamidomethyl (+57.02) 727.8603 1,453.71 1,454.64 2 0.07617 52.36 315 327 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cPPGFYTSPDGTR K C 95.00% 54.5 38.3 3.48 2 c1: Carbamidomethyl (+57.02) 728.3864 1,454.76 1,454.64 2 1.128 86.38 315 327 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cPTGYYLNEDTR R V 95.00% 59.8 38.2 6.7 2 c1: Carbamidomethyl (+57.02) 744.8653 1,487.72 1,488.64 2 0.08077 54.26 1633 1644 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cPVGYVLR K E 95.00% 31.1 39.6 2.96 2 c1: Carbamidomethyl (+57.02) 482.3543 962.694 963.5081 2 0.1932 200.4 2232 2239 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cPVGYVLR K E 95.00% 32.7 39.6 2.77 2 c1: Carbamidomethyl (+57.02) 482.3418 962.6691 963.5081 2 0.1682 174.6 2232 2239 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cQcPSGMTLDATGR K I 95.00% 52.7 38 4.42 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 777.413 1,552.81 1,553.65 2 0.168 108.1 935 948 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cQcPSGMTLDATGR K I 95.00% 66.9 38 3.44 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 777.4151 1,552.82 1,553.65 2 0.1721 110.7 935 948 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cScSPGWIGDGIK K C 95.00% 45.7 38.4 2.35 2 c1: Carbamidomethyl (+57.02), c3: Carbamidomethyl (+57.02) 718.8028 1,435.59 1,436.63 2 -0.03168 -22.05 1348 1360 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cSNQLPQSITK R M 95.00% 39.3 38.9 3.34 2 c1: Carbamidomethyl (+57.02) 638.3338 1,274.65 1,275.64 2 0.02403 18.84 345 355 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cSNQLPQSITK R M 95.00% 41.1 38.9 1.32 2 c1: Carbamidomethyl (+57.02) 638.3253 1,274.64 1,275.64 2 0.006973 5.466 345 355 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cSNQLPQSITK R M 95.00% 46.6 38.9 2.89 2 c1: Carbamidomethyl (+57.02) 638.3692 1,274.72 1,275.64 2 0.09482 74.33 345 355 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cSNQLPQSITK R M 95.00% 48.6 38.9 1.96 2 c1: Carbamidomethyl (+57.02) 638.3169 1,274.62 1,275.64 2 -0.009693 -7.598 345 355 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cSNQLPQSITK R M 95.00% 52.2 38.9 3.24 2 c1: Carbamidomethyl (+57.02) 638.3533 1,274.69 1,275.64 2 0.0631 49.47 345 355 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cSNQLPQSITK R M 95.00% 53.6 38.9 3.06 2 c1: Carbamidomethyl (+57.02) 638.373 1,274.73 1,275.64 2 0.1024 80.29 345 355 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% cSNQLPQSITK R M 95.00% 63.2 38.9 2.89 2 c1: Carbamidomethyl (+57.02) 638.3712 1,274.73 1,275.64 2 0.09877 77.42 345 355 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% DGKNcEDMDEcSIR R N 95.00% 30.4 37.6 1.33 2 c5: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 576.968 1,727.88 1,728.66 3 0.227 131.3 566 579 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GFIYKPDLK K T 93.50% 37.6 39 0 2 540.8569 1,079.70 1,080.61 2 0.09739 90.11 795 803 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GFIYKPDLK K T 95.00% 27.7 39 2.44 2 540.8868 1,079.76 1,080.61 2 0.1573 145.6 795 803 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GFIYKPDLK K T 95.00% 34.9 39 1.48 2 540.8285 1,079.64 1,080.61 2 0.04075 37.71 795 803 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GFIYKPDLK K T 95.00% 38.4 39 1.47 2 540.8566 1,079.70 1,080.61 2 0.09689 89.65 795 803 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GFIYKPDLK K T 95.00% 45.1 39 1.2 2 540.8489 1,079.68 1,080.61 2 0.08152 75.43 795 803 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GFIYKPDLK K T 95.00% 45.4 39 0 2 540.8818 1,079.75 1,080.61 2 0.1473 136.3 795 803 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GFIYKPDLK K T 95.00% 46.9 39 1.66 2 540.8518 1,079.69 1,080.61 2 0.08737 80.85 795 803 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GGGGHDALKGPNVcGSR R Y 95.00% 39.1 37.7 0.854 2 c14: Carbamidomethyl (+57.02) 546.9977 1,637.97 1,638.78 3 0.2017 123.1 46 62 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GGGGHDALKGPNVcGSR R Y 95.00% 49.8 37.7 1.22 2 c14: Carbamidomethyl (+57.02) 546.9735 1,637.90 1,638.78 3 0.1292 78.83 46 62 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GGGGHDALKGPNVcGSR R Y 95.00% 62 37.7 2.23 2 c14: Carbamidomethyl (+57.02) 546.9981 1,637.97 1,638.78 3 0.2029 123.8 46 62 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GQcIKPLFGAVTK R S 95.00% 26.6 38.5 2.16 2 c3: Carbamidomethyl (+57.02) 710.4127 1,418.81 1,418.78 2 1.035 23.07 668 680 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GQcIKPLFGAVTK R S 95.00% 39.3 38.6 0 2 c3: Carbamidomethyl (+57.02) 709.9503 1,417.89 1,418.78 2 0.1106 77.93 668 680 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GQcIKPLFGAVTK R S 95.00% 43.5 38.6 1.66 2 c3: Carbamidomethyl (+57.02) 709.9126 1,417.81 1,418.78 2 0.03525 24.85 668 680 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 46.1 38.9 3.41 2 c3: Carbamidomethyl (+57.02) 647.3403 1,292.67 1,292.61 2 1.068 50.36 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 46.1 38.8 3.23 2 c3: Carbamidomethyl (+57.02) 646.3236 1,290.63 1,292.61 2 -0.9655 28.85 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 55.3 38.9 3 2 c3: Carbamidomethyl (+57.02) 646.8633 1,291.71 1,292.61 2 0.1139 88.09 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 59.1 38.9 2.7 2 c3: Carbamidomethyl (+57.02) 646.7917 1,291.57 1,292.61 2 -0.02927 -22.64 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 62.6 38.9 2.85 2 c3: Carbamidomethyl (+57.02) 646.8366 1,291.66 1,292.61 2 0.06051 46.81 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 70.9 38.9 2.89 2 c3: Carbamidomethyl (+57.02) 646.8274 1,291.64 1,292.61 2 0.04216 32.61 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 71.8 38.9 4 2 c3: Carbamidomethyl (+57.02) 646.807 1,291.60 1,292.61 2 0.001343 1.039 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 75.4 38.9 3.2 2 c3: Carbamidomethyl (+57.02) 646.8184 1,291.62 1,292.61 2 0.0241 18.64 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GTcWQTVIDGR K C 95.00% 82.2 38.9 2.15 2 c3: Carbamidomethyl (+57.02) 647.3074 1,292.60 1,292.61 2 1.002 -0.4402 851 861 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GWGPHcEIcPFQGTVAFK R K 89.80% 33.1 36.9 0 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 697.9922 2,090.95 2,090.96 3 1.004 0.724 2370 2387 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GWGPHcEIcPFQGTVAFK R K 90.60% 33.5 36.9 0 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 698.0373 2,091.09 2,090.96 3 1.14 65.46 2370 2387 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GWGPHcEIcPFQGTVAFK R K 95.00% 30.5 36.8 1.49 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 697.6802 2,090.02 2,090.96 3 0.06824 32.64 2370 2387 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GWGPHcEIcPFQGTVAFK R K 95.00% 38.4 36.8 0.796 2 c6: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02) 697.6802 2,090.02 2,090.96 3 0.06824 32.64 2370 2387 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYIGTHcGQPVcESGcLNGGR K C 95.00% 36.9 36.3 0 2 c7: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 760.7513 2,279.23 2,278.98 3 1.264 114.6 139 159 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYILQEDGR K S 94.90% 39 39.3 0 2 525.8189 1,049.62 1,050.52 2 0.1089 103.7 2473 2481 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYILQEDGR K S 95.00% 40 39.3 1.85 2 525.8133 1,049.61 1,050.52 2 0.09767 92.97 2473 2481 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYILQEDGR K S 95.00% 40 39.3 1.36 2 525.8071 1,049.60 1,050.52 2 0.08531 81.2 2473 2481 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYILQEDGR K S 95.00% 42 39.3 0 2 525.8319 1,049.65 1,050.52 2 0.1348 128.3 2473 2481 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYILQEDGR K S 95.00% 43.9 39.3 0 2 525.8103 1,049.61 1,050.52 2 0.09163 87.21 2473 2481 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYILQEDGR K S 95.00% 52.3 39.3 2 2 525.8294 1,049.64 1,050.52 2 0.1299 123.7 2473 2481 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYILQEDGR K S 95.00% 52.4 39.3 2.57 2 525.8003 1,049.59 1,050.52 2 0.07163 68.18 2473 2481 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% GYILQEDGR K S 95.00% 52.4 39.3 1.82 2 525.8186 1,049.62 1,050.52 2 0.1083 103.1 2473 2481 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% IGQGHcVSGmGMGR R G 95.00% 27.5 38.3 3.96 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 488.2779 1,461.81 1,462.64 3 0.184 125.8 2681 2694 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% IGQGHcVSGMGmGR R G 95.00% 43.8 38.3 0 2 c6: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 488.2644 1,461.77 1,462.64 3 0.1436 98.18 2681 2694 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% ISPDLcGR R G 89.70% 36.9 40.2 0 2 c6: Carbamidomethyl (+57.02) 459.2829 916.5513 917.4511 2 0.1075 117.2 1076 1083 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% ISPDLcGR R G 95.00% 28.7 40.2 0.921 2 c6: Carbamidomethyl (+57.02) 459.2965 916.5784 917.4511 2 0.1346 146.7 1076 1083 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% LETcFLR R Y 95.00% 39.2 39 0 2 c4: Carbamidomethyl (+57.02) 469.7977 937.5808 938.4765 2 0.1116 118.9 955 961 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% LETcFLR R Y 95.00% 39.9 39 0 2 c4: Carbamidomethyl (+57.02) 469.8303 937.646 938.4765 2 0.1768 188.3 955 961 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% LETcFLR R Y 95.00% 42.5 39 0 2 c4: Carbamidomethyl (+57.02) 469.7994 937.5842 938.4765 2 0.115 122.5 955 961 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% LETcFLR R Y 95.00% 42.9 39 0 2 c4: Carbamidomethyl (+57.02) 469.7808 937.5471 938.4765 2 0.07786 82.95 955 961 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% LETcFLR R Y 95.00% 45.1 39 0 2 c4: Carbamidomethyl (+57.02) 469.8303 937.646 938.4765 2 0.1768 188.3 955 961 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% LETcFLR R Y 95.00% 45.3 39 0 2 c4: Carbamidomethyl (+57.02) 469.7606 937.5067 938.4765 2 0.03749 39.94 955 961 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NcEDmDEcSIR K N 95.00% 53.1 38.5 3.24 2 c2: Carbamidomethyl (+57.02), m5: Oxidation (+15.99), c8: Carbamidomethyl (+57.02) 722.8146 1,443.61 1,444.51 2 0.1082 74.87 569 579 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NGLcVNTR K G 93.90% 39 40 0 2 c4: Carbamidomethyl (+57.02) 467.8164 933.6183 933.4571 2 1.169 177.4 923 930 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NGLcVNTR K G 95.00% 53.2 40 1.39 2 c4: Carbamidomethyl (+57.02) 467.8318 933.6491 933.4571 2 1.199 210.3 923 930 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NGLcVNTR K G 95.00% 82 40 0 2 c4: Carbamidomethyl (+57.02) 467.7483 933.482 933.4571 2 1.032 31.51 923 930 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 34.1 38.3 0.959 2 c9: Carbamidomethyl (+57.02) 704.3492 1,406.68 1,407.62 2 0.07011 49.81 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 39.9 38.2 3.68 2 c9: Carbamidomethyl (+57.02) 704.8392 1,407.66 1,407.62 2 1.05 33.59 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 46.1 38.3 2.85 2 c9: Carbamidomethyl (+57.02) 704.3569 1,406.70 1,407.62 2 0.08547 60.71 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 47.1 38.2 1.85 2 c9: Carbamidomethyl (+57.02) 704.8503 1,407.69 1,407.62 2 1.072 49.37 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 47.5 38.3 3.46 2 c9: Carbamidomethyl (+57.02) 704.3278 1,406.64 1,407.62 2 0.02727 19.37 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 47.9 38.2 3.43 2 c9: Carbamidomethyl (+57.02) 704.8266 1,407.64 1,407.62 2 1.025 15.81 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 48.4 38.3 1.3 2 c9: Carbamidomethyl (+57.02) 704.3491 1,406.68 1,407.62 2 0.06987 49.63 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 48.7 38.3 1.41 2 c9: Carbamidomethyl (+57.02) 704.3403 1,406.67 1,407.62 2 0.05227 37.13 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% NTPEYEELcPR R G 95.00% 67.7 38.3 2.89 2 c9: Carbamidomethyl (+57.02) 704.3263 1,406.64 1,407.62 2 0.02427 17.24 1000 1010 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TcVDINEcLLEPR R K 95.00% 68.1 38 2.59 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.9646 1,617.91 1,618.76 2 0.1655 102.2 1970 1982 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TcVDINEcLLEPR R K 95.00% 74.6 38 3.8 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 810.439 1,618.86 1,618.76 2 1.114 68.83 1970 1982 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TcVDINEcLLEPR R K 95.00% 77.9 38 4.46 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.9633 1,617.91 1,618.76 2 0.1628 100.5 1970 1982 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TcVDINEcLLEPR R K 95.00% 78.1 38 3.21 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.9853 1,617.96 1,618.76 2 0.2067 127.7 1970 1982 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TcVDINEcLLEPR R K 95.00% 80.2 38 2.1 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.9917 1,617.97 1,618.76 2 0.2196 135.6 1970 1982 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TcVDINEcLLEPR R K 95.00% 80.4 38 1.51 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.9661 1,617.92 1,618.76 2 0.1684 104 1970 1982 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TcVDINEcLLEPR R K 95.00% 81.8 38 3.54 2 c2: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 809.9571 1,617.90 1,618.76 2 0.1503 92.83 1970 1982 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TGcTDINEcEIGAHNcGK K H 91.50% 14.4 37.1 0.796 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 679.3476 2,035.02 2,035.83 3 0.2013 98.85 1318 1335 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TGcTDINEcEIGAHNcGK K H 95.00% 35.5 37.1 2.51 2 c3: Carbamidomethyl (+57.02), c9: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 679.3219 2,034.94 2,035.83 3 0.1244 61.09 1318 1335 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TGPcFTVISNQMcQGQLSGIVcTK R T 95.00% 38.4 35.5 0 2 c4: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02), c22: Carbamidomethyl (+57.02) 896.1602 2,685.46 2,686.25 3 0.2201 81.93 183 206 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLccATVGR K A 94.40% 38.5 39.1 0 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3165 1,036.62 1,037.49 2 0.139 134 207 215 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLccATVGR K A 95.00% 33.5 39.1 1 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3134 1,036.61 1,037.49 2 0.1328 128 207 215 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLccATVGR K A 95.00% 43.5 39.1 0 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.2787 1,036.54 1,037.49 2 0.06332 61.03 207 215 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLccATVGR K A 95.00% 48 39.1 1.02 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3171 1,036.62 1,037.49 2 0.1402 135.1 207 215 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLccATVGR K A 95.00% 52.8 39.1 0 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.2974 1,036.58 1,037.49 2 0.1007 97.03 207 215 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLccATVGR K A 95.00% 53.3 39.1 1 2 c3: Carbamidomethyl (+57.02), c4: Carbamidomethyl (+57.02) 519.3063 1,036.60 1,037.49 2 0.1185 114.2 207 215 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLPGGNQcIVPIcR K H 95.00% 26 38 2.05 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9603 1,583.91 1,584.80 2 0.1145 72.26 73 86 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLPGGNQcIVPIcR K H 95.00% 39.5 38 2.51 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9903 1,583.97 1,584.80 2 0.1745 110.1 73 86 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLPGGNQcIVPIcR K H 95.00% 41.2 38 1.96 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9274 1,583.84 1,584.80 2 0.04881 30.79 73 86 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLPGGNQcIVPIcR K H 95.00% 44.7 38 2.03 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9712 1,583.93 1,584.80 2 0.1363 86.02 73 86 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLPGGNQcIVPIcR K H 95.00% 64.1 38 3.47 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 793.0203 1,584.03 1,584.80 2 0.2345 148 73 86 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% TLPGGNQcIVPIcR K H 95.00% 66.7 38 1.48 2 c8: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02) 792.9695 1,583.92 1,584.80 2 0.133 83.9 73 86 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% VcVDTHMR R S 95.00% 32.8 40 0.921 2 c2: Carbamidomethyl (+57.02) 508.9928 1,015.97 1,017.46 2 -0.4822 -474.2 651 658 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% VcVDTHMR R S 95.00% 34.4 40 1.43 2 c2: Carbamidomethyl (+57.02) 509.3154 1,016.62 1,017.46 2 0.1631 160.2 651 658 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% VcVDTHMR R S 95.00% 40.3 40 0 2 c2: Carbamidomethyl (+57.02) 509.3028 1,016.59 1,017.46 2 0.1378 135.4 651 658 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% VcVDTHMR R S 95.00% 45 40 1.07 2 c2: Carbamidomethyl (+57.02) 509.2983 1,016.58 1,017.46 2 0.1288 126.5 651 658 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% VcVDTHMR R S 95.00% 45.2 40 0 2 c2: Carbamidomethyl (+57.02) 509.3167 1,016.62 1,017.46 2 0.1657 162.8 651 658 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% VcVDTHMR R S 95.00% 45.3 40 0.921 2 c2: Carbamidomethyl (+57.02) 509.3303 1,016.65 1,017.46 2 0.1928 189.4 651 658 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% VcVDTHMR R S 95.00% 56.7 40 0 2 c2: Carbamidomethyl (+57.02) 509.2869 1,016.56 1,017.46 2 0.1061 104.3 651 658 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YEDEEcTLPIAGR R H 95.00% 44.2 38.2 6.54 2 c6: Carbamidomethyl (+57.02) 776.9278 1,551.84 1,552.70 2 0.1533 98.7 962 974 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YEDEEcTLPIAGR R H 95.00% 55.9 38.2 4.96 2 c6: Carbamidomethyl (+57.02) 776.9478 1,551.88 1,552.70 2 0.1933 124.5 962 974 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YEDEEcTLPIAGR R H 95.00% 68 38.2 6.59 2 c6: Carbamidomethyl (+57.02) 776.9303 1,551.85 1,552.70 2 0.1583 101.9 962 974 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YNAYccPGWK R T 95.00% 47.2 39 1.6 2 c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02) 659.7696 1,317.52 1,318.53 2 -0.002461 -1.866 63 72 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YNAYccPGWK R T 95.00% 49 39 0 2 c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02) 659.7959 1,317.58 1,318.53 2 0.05011 38 63 72 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YQcAcNPGYHSTPDR K L 92.00% 15.7 37.3 0.824 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3172 1,824.93 1,825.74 3 0.1988 108.9 1178 1192 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YQcAcNPGYHSTPDR K L 92.60% 18.3 37.3 0.854 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3002 1,824.88 1,825.74 3 0.1478 80.97 1178 1192 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YQcAcNPGYHSTPDR K L 95.00% 25.9 37.3 1.21 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.2954 1,824.86 1,825.74 3 0.1335 73.13 1178 1192 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YQcAcNPGYHSTPDR K L 95.00% 32.6 37.3 2.03 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3184 1,824.93 1,825.74 3 0.2024 110.9 1178 1192 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YQcAcNPGYHSTPDR K L 95.00% 39.8 37.3 0 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.3902 1,825.15 1,825.74 3 0.4178 228.8 1178 1192 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YQcAcNPGYHSTPDR K L 95.00% 50.8 37.3 0 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.6433 1,825.91 1,825.74 3 1.177 95.51 1178 1192 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YQcAcNPGYHSTPDR K L 95.00% 60.7 37.3 5.85 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.5748 1,825.70 1,825.74 3 0.9717 -16.99 1178 1192 TRUE

LX-2 Repeat 3 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 39 39 153 16.80% YQcAcNPGYHSTPDR K L 95.00% 65.7 37.3 2.36 2 c3: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 609.6321 1,825.87 1,825.74 3 1.143 77.04 1178 1192 TRUE

LX-2 Repeat 3 MYADM Myeloid-associated differentiation marker IPI00102685,IPI00385137,IPI00657979,IPI00658209 35,256.20 99.80% 2 2 5 10.20% ALTQPLGLLR R L 95.00% 38.9 38.9 1.57 2 541.4713 1,080.93 1,081.67 2 0.2622 242.3 31 40 TRUE

LX-2 Repeat 3 MYADM Myeloid-associated differentiation marker IPI00102685,IPI00385137,IPI00657979,IPI00658209 35,256.20 99.80% 2 2 5 10.20% ALTQPLGLLR R L 95.00% 53.4 38.9 1.8 2 541.4164 1,080.82 1,081.67 2 0.1524 140.9 31 40 TRUE

LX-2 Repeat 3 MYADM Myeloid-associated differentiation marker IPI00102685,IPI00385137,IPI00657979,IPI00658209 35,256.20 99.80% 2 2 5 10.20% TTITTTTTSSSGLGSPMIVGSPR R A 92.70% 0 0 2.64 2 752.1035 2,253.29 2,252.14 3 2.152 64.94 8 30 TRUE

LX-2 Repeat 3 MYADM Myeloid-associated differentiation marker IPI00102685,IPI00385137,IPI00657979,IPI00658209 35,256.20 99.80% 2 2 5 10.20% TTITTTTTSSSGLGSPMIVGSPR R A 95.00% 57.4 36.3 3.27 2 751.5261 2,251.56 2,252.14 3 0.4197 186.3 8 30 TRUE

LX-2 Repeat 3 MYADM Myeloid-associated differentiation marker IPI00102685,IPI00385137,IPI00657979,IPI00658209 35,256.20 99.80% 2 2 5 10.20% TTITTTTTSSSGLGSPMIVGSPR R A 95.00% 62.6 36.3 3.47 2 751.4692 2,251.39 2,252.14 3 0.249 110.6 8 30 TRUE

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10% DIDIHEVR K I 92.70% 9.91 38.8 0.886 2 498.8253 995.636 996.511 2 0.1322 132.7 77 84 TRUE

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10% EKPYFPIPEEYTFIQNVPLEDR K V 95.00% 29.2 35.3 2.6 2 908.9196 2,723.74 2,724.36 3 0.3883 142.5 187 208 TRUE

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10% EKPYFPIPEEYTFIQNVPLEDR K V 95.00% 40.2 35.2 1.49 2 909.208 2,724.60 2,724.36 3 1.253 92 187 208 TRUE

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10% EKPYFPIPEEYTFIQNVPLEDR K V 95.00% 44.7 35.3 0.959 2 908.9169 2,723.73 2,724.36 3 0.3802 139.5 187 208 TRUE

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10% EKPYFPIPEEYTFIQNVPLEDR K V 95.00% 47.7 35.3 1.96 2 908.9271 2,723.76 2,724.36 3 0.4108 150.8 187 208 TRUE

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10% EKPYFPIPEEYTFIQNVPLEDR K V 95.00% 47.9 35.2 1.42 2 909.2155 2,724.62 2,724.36 3 1.276 100.3 187 208 TRUE

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10% EKPYFPIPEEYTFIQNVPLEDR K V 95.00% 58.8 35.2 2.64 2 909.1872 2,724.54 2,724.36 3 1.191 69.2 187 208 TRUE

LX-2 Repeat 3 HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00479217,IPI00644079,IPI00644224 61,732.90 100.00% 3 3 8 7.10% McLFAGFQR K K 95.00% 46.2 39.4 3.41 2 c2: Carbamidomethyl (+57.02) 565.3203 1,128.63 1,129.53 2 0.1051 93.02 317 325 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% AGNFYVPAEPK K L 91.90% 36.7 39 0 2 596.8315 1,191.65 1,192.60 2 0.05603 46.98 78 88 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% EANNFLWPFK K L 91.60% 36.3 38.8 0 2 633.3761 1,264.74 1,265.63 2 0.1135 89.67 203 212 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% EANNFLWPFK K L 95.00% 41 38.8 0 2 633.3853 1,264.76 1,265.63 2 0.1319 104.2 203 212 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% EANNFLWPFK K L 95.00% 52.3 38.8 2.08 2 633.3564 1,264.70 1,265.63 2 0.07415 58.58 203 212 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IALTDNALIAR R S 95.00% 27.4 39.1 2.06 2 585.8643 1,169.71 1,170.68 2 0.03703 31.63 167 177 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IALTDNALIAR R S 95.00% 71.9 39.1 3.72 2 585.8952 1,169.78 1,170.68 2 0.09885 84.43 167 177 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IALTDNALIAR R S 95.00% 74.5 39.1 3.08 2 585.906 1,169.80 1,170.68 2 0.1204 102.8 167 177 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IALTDNALIAR R S 95.00% 87.4 39.1 3.28 2 585.9035 1,169.79 1,170.68 2 0.1154 98.55 167 177 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IVEPYIAWGYPNLK R S 95.00% 37.2 37.9 0 2 555.0523 1,662.14 1,662.89 3 0.2531 152.2 135 148 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IVEPYIAWGYPNLK R S 95.00% 34.3 37.9 2.85 2 832.0378 1,662.06 1,662.89 2 0.1791 107.7 135 148 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IVEPYIAWGYPNLK R S 95.00% 38.3 37.8 0 2 832.584 1,663.15 1,662.89 2 1.271 161.5 135 148 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IVEPYIAWGYPNLK R S 95.00% 41.7 37.9 2.82 2 832.0251 1,662.04 1,662.89 2 0.1537 92.44 135 148 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IVEPYIAWGYPNLK R S 95.00% 77 37.9 4.14 2 832.0089 1,662.00 1,662.89 2 0.1214 73.02 135 148 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% IVEPYIAWGYPNLK R S 95.00% 77.4 37.9 3.22 2 832.0479 1,662.08 1,662.89 2 0.1995 119.9 135 148 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% SVNELIYKR K G 95.00% 23.7 39.5 1.49 2 561.3228 1,120.63 1,121.63 2 0.006927 6.176 149 157 TRUE

LX-2 Repeat 3 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 100.00% 5 6 16 22.20% SVNELIYKR K G 95.00% 38.1 39.5 1.31 2 561.3701 1,120.73 1,121.63 2 0.1016 90.57 149 157 TRUE

LX-2 Repeat 3 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 4 4 5 39.40% cTGGEVGATSALAPK R I 95.00% 55.6 38.6 3.15 2 c1: Carbamidomethyl (+57.02) 709.9173 1,417.82 1,418.69 2 0.1327 93.51 17 31 TRUE

LX-2 Repeat 3 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 4 4 5 39.40% cTGGEVGATSALAPK R I 95.00% 85.8 38.6 2.4 2 c1: Carbamidomethyl (+57.02) 709.8951 1,417.78 1,418.69 2 0.08842 62.32 17 31 TRUE

LX-2 Repeat 3 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 4 4 5 39.40% HPHDIIDDINSGAVEcPAS R - 95.00% 45.4 37 2.16 2 c16: Carbamidomethyl (+57.02) 683.0054 2,045.99 2,046.92 3 0.08299 40.54 147 165 TRUE

LX-2 Repeat 3 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 4 4 5 39.40% HSGNITFDEIVNIAR K Q 95.00% 45.2 37.9 2.7 2 562.692 1,685.05 1,685.86 3 0.2007 119 100 114 TRUE

LX-2 Repeat 3 RPL12 60S ribosomal protein L12 IPI00024933 17,801.10 100.00% 4 4 5 39.40% QAQIEVVPSASALIIK R A 95.00% 24.8 37.8 1.92 2 834.0731 1,666.13 1,666.97 2 0.165 99 68 83 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% AFVAIGDYNGHVGLGVK K C 95.00% 17.1 37.8 1.21 2 573.3388 1,716.99 1,716.91 3 1.095 53.57 126 142 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% GcTATLGNFAK R A 95.00% 40.7 38.8 4.51 2 c2: Carbamidomethyl (+57.02) 570.3253 1,138.64 1,139.55 2 0.09177 80.53 228 238 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% GcTATLGNFAK R A 95.00% 45.8 38.8 4.1 2 c2: Carbamidomethyl (+57.02) 570.3081 1,138.60 1,139.55 2 0.05743 50.39 228 238 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% GcTATLGNFAK R A 95.00% 48.3 38.8 4.26 2 c2: Carbamidomethyl (+57.02) 570.3333 1,138.65 1,139.55 2 0.1078 94.6 228 238 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% GcTATLGNFAK R A 95.00% 64.8 38.8 3.77 2 c2: Carbamidomethyl (+57.02) 570.3017 1,138.59 1,139.55 2 0.0447 39.22 228 238 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% GTGIVSAPVPK R K 95.00% 39.5 39 0 2 513.3811 1,024.75 1,025.60 2 0.1558 151.8 201 211 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SLEEIYLFSLPIK K E 94.20% 36.8 38.2 0 2 517.7148 1,550.12 1,551.87 3 -0.7372 171.2 77 89 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SLEEIYLFSLPIK K E 95.00% 31.6 38.2 2.92 2 776.9896 1,551.96 1,551.87 2 1.105 65.75 77 89 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SLEEIYLFSLPIK K E 95.00% 48.8 38.2 2.92 2 776.5377 1,551.06 1,551.87 2 0.2011 129.5 77 89 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SLEEIYLFSLPIK K E 95.00% 58.4 38.2 4.85 2 776.509 1,551.00 1,551.87 2 0.1437 92.61 77 89 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SLEEIYLFSLPIK K E 95.00% 64.6 38.2 5.38 2 776.4919 1,550.97 1,551.87 2 0.1095 70.54 77 89 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SLEEIYLFSLPIK K E 95.00% 66.3 38.2 4.21 2 776.4955 1,550.98 1,551.87 2 0.1167 75.17 77 89 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SLEEIYLFSLPIK K E 95.00% 67.6 38.2 2.72 2 776.5169 1,551.02 1,551.87 2 0.1596 102.8 77 89 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SLEEIYLFSLPIK K E 95.00% 68.9 38.2 5.92 2 776.4514 1,550.89 1,551.87 2 0.02845 18.33 77 89 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% SPYQEFTDHLVK K T 95.00% 28 38.3 1.4 2 488.6466 1,462.92 1,463.72 3 0.2085 142.4 264 275 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% TYSYLTPDLWK K E 95.00% 53.3 38.5 0.824 2 693.8469 1,385.68 1,386.69 2 -0.007539 -5.437 247 257 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% TYSYLTPDLWK K E 95.00% 57.3 38.5 0 2 693.8735 1,385.73 1,386.69 2 0.04563 32.91 247 257 TRUE

LX-2 Repeat 3 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 100.00% 6 7 18 25.60% TYSYLTPDLWK K E 95.00% 60.9 38.6 1.18 2 694.3203 1,386.63 1,386.69 2 0.9391 -45.83 247 257 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% ALGQNPTNAEVLK R V 95.00% 40.6 38.6 0 2 677.9215 1,353.83 1,354.73 2 0.1032 76.14 38 50 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% ALGQNPTNAEVLK R V 95.00% 66.6 38.6 3.13 2 677.8814 1,353.75 1,354.73 2 0.02289 16.9 38 50 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% DQGTYEDYVEGLR K V 95.00% 67.4 38.2 4.6 2 773.4192 1,544.82 1,544.69 2 1.145 91.72 82 94 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% DQGTYEDYVEGLR K V 95.00% 81.1 38.2 6.24 2 773.4003 1,544.79 1,544.69 2 1.107 67.28 82 94 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% EAFQLFDR K T 95.00% 39.3 39 1.06 2 513.3342 1,024.65 1,025.51 2 0.156 152.1 14 21 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% EAFQLFDR K T 95.00% 47.2 39 1.32 2 513.2748 1,024.54 1,025.51 2 0.03725 36.32 14 21 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% EGNGTVMGAEIR K H 95.00% 43.4 39 2.59 2 617.3336 1,232.65 1,233.59 2 0.07059 57.22 99 110 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% HVLVTLGEK R M 95.00% 42.3 38.9 1.12 2 498.3978 994.781 995.5885 2 0.1997 200.6 111 119 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% HVLVTLGEK R M 95.00% 51.5 38.9 3.38 2 498.3807 994.7469 995.5885 2 0.1657 166.4 111 119 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% ILYSQcGDVMR K A 95.00% 60.4 38.7 0 2 c6: Carbamidomethyl (+57.02) 671.3684 1,340.72 1,341.63 2 0.1005 74.89 27 37 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% NKDQGTYEDYVEGLR K V 95.00% 47.8 37.7 2.68 2 894.5473 1,787.08 1,786.82 2 1.263 145.5 80 94 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% NKDQGTYEDYVEGLR K V 95.00% 49.4 37.8 0.796 2 596.3369 1,785.99 1,786.82 3 0.1718 96.13 80 94 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% NKDQGTYEDYVEGLR K V 95.00% 53.3 37.8 7.08 2 894.0209 1,786.03 1,786.82 2 0.2102 117.6 80 94 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% NKDQGTYEDYVEGLR K V 95.00% 53.6 37.7 1.96 2 894.5188 1,787.02 1,786.82 2 1.206 113.7 80 94 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% NKDQGTYEDYVEGLR K V 95.00% 53.8 37.8 0 2 596.3561 1,786.05 1,786.82 3 0.2293 128.3 80 94 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% VFDKEGNGTVMGAEIR R H 92.10% 35 37.7 0 2 575.0194 1,722.04 1,722.85 3 0.1955 113.5 95 110 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% VFDKEGNGTVmGAEIR R H 95.00% 42.8 37.5 0 2 m11: Oxidation (+15.99) 580.3354 1,737.98 1,738.84 3 0.1484 85.36 95 110 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% VFDKEGNGTVMGAEIR R H 95.00% 45.5 37.7 0 2 575.0039 1,721.99 1,722.85 3 0.1491 86.54 95 110 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% VLDFEHFLPMLQTVAK K N 93.80% 35.5 37.2 0 2 630.3002 1,887.88 1,888.00 3 0.8821 -63.89 64 79 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% VLDFEHFLPMLQTVAK K N 95.00% 0 0 2.64 2 945.5303 1,889.05 1,888.00 2 2.049 23.21 64 79 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% VLDFEHFLPMLQTVAK K N 95.00% 42.5 37.2 0 2 630.0543 1,887.14 1,888.00 3 0.1443 76.42 64 79 TRUE

LX-2 Repeat 3 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 22 58.30% VLDFEHFLPMLQTVAK K N 95.00% 55.7 37.2 4.44 2 945.0953 1,888.18 1,888.00 2 1.179 93.48 64 79 TRUE

LX-2 Repeat 3 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 7 16.40% ALVDGPcTQVR R R 94.90% 38.9 39.2 0 2 c7: Carbamidomethyl (+57.02) 608.3436 1,214.67 1,215.62 2 0.06474 53.25 36 46 TRUE

LX-2 Repeat 3 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 7 16.40% ALVDGPcTQVR R R 95.00% 43.4 39.2 1.92 2 c7: Carbamidomethyl (+57.02) 608.3307 1,214.65 1,215.62 2 0.03883 31.94 36 46 TRUE

LX-2 Repeat 3 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 7 16.40% LVAIVDVIDQNR K A 95.00% 61.9 38.7 2.66 2 678.4187 1,354.82 1,354.77 2 1.061 43.03 24 35 TRUE

LX-2 Repeat 3 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 7 16.40% LVAIVDVIDQNR K A 95.00% 65.4 38.6 4.33 2 677.8503 1,353.69 1,354.77 2 -0.07577 -55.93 24 35 TRUE

LX-2 Repeat 3 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 7 16.40% LVAIVDVIDQNR K A 95.00% 75.5 38.6 3.62 2 677.9403 1,353.87 1,354.77 2 0.1042 76.93 24 35 TRUE

LX-2 Repeat 3 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 7 16.40% LVAIVDVIDQNR K A 95.00% 77.3 38.6 2.24 2 677.9041 1,353.79 1,354.77 2 0.03196 23.59 24 35 TRUE

LX-2 Repeat 3 RPL14 60S ribosomal protein L14 IPI00002821,IPI00069693,IPI00555744,IPI00739139,IPI00815843 23,272.10 100.00% 3 3 7 16.40% VAYVSFGPHAGK R L 95.00% 46.5 39.1 2.54 2 616.8523 1,231.69 1,232.64 2 0.05503 44.64 12 23 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% DANGNSFATR K L 95.00% 43.1 38.9 1.85 2 527.2782 1,052.54 1,052.48 2 1.074 67.22 212 221 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% DANGNSFATR K L 95.00% 47.7 38.9 0.921 2 527.3269 1,052.64 1,052.48 2 1.171 159.8 212 221 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% EcLPLIIFLR R N 95.00% 44.4 38.9 0 2 c2: Carbamidomethyl (+57.02) 637.3936 1,272.77 1,273.73 2 0.04604 36.14 40 49 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% EcLPLIIFLR R N 95.00% 47.5 38.9 2 2 c2: Carbamidomethyl (+57.02) 637.4266 1,272.84 1,273.73 2 0.1121 88 40 49 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% EcLPLIIFLR R N 95.00% 47.7 38.9 1.82 2 c2: Carbamidomethyl (+57.02) 637.4038 1,272.79 1,273.73 2 0.06652 52.22 40 49 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% EcLPLIIFLR R N 95.00% 48 38.9 0.921 2 c2: Carbamidomethyl (+57.02) 637.4046 1,272.79 1,273.73 2 0.06805 53.43 40 49 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% EcLPLIIFLR R N 95.00% 48.1 38.9 2.43 2 c2: Carbamidomethyl (+57.02) 637.3503 1,272.69 1,273.73 2 -0.04063 -31.9 40 49 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% EcLPLIIFLR R N 95.00% 55.3 38.9 1.8 2 c2: Carbamidomethyl (+57.02) 637.3674 1,272.72 1,273.73 2 -0.006341 -4.978 40 49 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% FDTGNLcMVTGGANLGR K I 95.00% 51.8 37.8 2.8 2 c7: Carbamidomethyl (+57.02) 892.0002 1,781.99 1,782.83 2 0.1667 93.48 175 191 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% FDTGNLcMVTGGANLGR K I 95.00% 60.2 37.8 2.96 2 c7: Carbamidomethyl (+57.02) 892.0083 1,782.00 1,782.83 2 0.1829 102.6 175 191 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% FDTGNLcMVTGGANLGR K I 95.00% 64.9 37.7 4.68 2 c7: Carbamidomethyl (+57.02) 892.4944 1,782.97 1,782.83 2 1.155 85.42 175 191 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% FDTGNLcMVTGGANLGR K I 95.00% 69.9 37.8 3.02 2 c7: Carbamidomethyl (+57.02) 892.0469 1,782.08 1,782.83 2 0.2602 145.9 175 191 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% GIPHLVTHDAR K T 95.00% 34.9 39.2 1.96 2 608.3967 1,214.78 1,215.66 2 0.1267 104.2 135 145 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% LREcLPLIIFLR K N 95.00% 59.4 38.3 1.77 2 c4: Carbamidomethyl (+57.02) 515.3442 1,543.01 1,542.92 3 1.099 62.28 38 49 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% LSNIFVIGK R G 95.00% 40.6 39.8 0 2 495.879 989.7434 990.5983 2 0.1523 153.7 222 230 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% LSNIFVIGK R G 95.00% 41.1 39.8 0 2 495.8544 989.6942 990.5983 2 0.1031 104.1 222 230 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% LSNIFVIGK R G 95.00% 42.6 39.8 0 2 495.806 989.5974 990.5983 2 0.006355 6.415 222 230 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% LSNIFVIGK R G 95.00% 52.8 39.8 1.13 2 495.8749 989.7352 990.5983 2 0.1442 145.5 222 230 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% TDITYPAGFMDVISIDK R T 95.00% 27.9 37.2 1.51 2 943.5269 1,885.04 1,885.93 2 0.1209 64.12 78 94 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% TDITYPAGFMDVISIDK R T 95.00% 43.1 37.2 1.96 2 943.5582 1,885.10 1,885.93 2 0.1835 97.31 78 94 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% TDITYPAGFMDVISIDK R T 95.00% 43.9 37.2 2.85 2 943.5465 1,885.08 1,885.93 2 0.1602 84.95 78 94 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% TDITYPAGFMDVISIDK R T 95.00% 55.9 37.3 0 2 629.7028 1,886.09 1,885.93 3 1.168 87.73 78 94 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% VNDTIQIDLETGK K I 95.00% 74.2 38.5 7.22 2 723.4161 1,444.82 1,445.75 2 0.07645 52.88 156 168 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% VRTDITYPAGFmDVISIDK K T 95.00% 28.1 36.7 0.77 2 m12: Oxidation (+15.99) 720.0231 2,157.05 2,157.09 3 0.9649 -17.55 76 94 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% VRTDITYPAGFMDVISIDK K T 95.00% 57.2 36.7 0 2 714.7248 2,141.15 2,141.10 3 1.065 28.97 76 94 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% YALTGDEVK K K 95.00% 25.7 38.9 1.96 2 498.3131 994.6116 995.5045 2 0.1143 114.8 54 62 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% YALTGDEVK K K 95.00% 28.8 38.9 1.54 2 498.3308 994.647 995.5045 2 0.1497 150.3 54 62 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% YALTGDEVK K K 95.00% 40.1 38.9 1.16 2 498.3319 994.6493 995.5045 2 0.1521 152.7 54 62 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% YALTGDEVK K K 95.00% 46.4 38.9 1.62 2 498.3156 994.6166 995.5045 2 0.1194 119.9 54 62 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% YALTGDEVKK K I 95.00% 21.6 39.1 1.05 2 562.3446 1,122.67 1,123.60 2 0.08248 73.4 54 63 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% YALTGDEVKK K I 95.00% 29.7 39.1 2.7 2 562.4005 1,122.79 1,123.60 2 0.1942 172.8 54 63 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% YALTGDEVKK K I 95.00% 41.5 39.2 0.824 2 561.8853 1,121.76 1,123.60 2 -0.8363 148.3 54 63 TRUE

LX-2 Repeat 3 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 11 12 33 38.40% YALTGDEVKK K I 95.00% 61.6 39.1 4.31 2 562.3585 1,122.70 1,123.60 2 0.1101 97.97 54 63 TRUE

LX-2 Repeat 3 RPS17 40S ribosomal protein S17 IPI00221093,IPI00478114,IPI00791157 15,532.50 99.70% 2 2 4 16.30% IAGYVTHLmK K R 94.40% 26.9 39.2 0.854 2 m9: Oxidation (+15.99) 574.8794 1,147.74 1,148.61 2 0.1381 120.2 50 59 TRUE

LX-2 Repeat 3 RPS17 40S ribosomal protein S17 IPI00221093,IPI00478114,IPI00791157 15,532.50 99.70% 2 2 4 16.30% VcEEIAIIPSKK R L 95.00% 21.8 38.5 1.15 2 c2: Carbamidomethyl (+57.02) 462.9914 1,385.95 1,386.77 3 0.1933 139.4 34 45 TRUE

LX-2 Repeat 3 RPS17 40S ribosomal protein S17 IPI00221093,IPI00478114,IPI00791157 15,532.50 99.70% 2 2 4 16.30% VcEEIAIIPSKK R L 95.00% 40.5 38.5 0 2 c2: Carbamidomethyl (+57.02) 463.0035 1,385.99 1,386.77 3 0.2297 165.6 34 45 TRUE

LX-2 Repeat 3 RPS17 40S ribosomal protein S17 IPI00221093,IPI00478114,IPI00791157 15,532.50 99.70% 2 2 4 16.30% VcEEIAIIPSKK R L 95.00% 43.1 38.5 1.64 2 c2: Carbamidomethyl (+57.02) 463.0196 1,386.04 1,386.77 3 0.278 200.5 34 45 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% ESVFTVEGGHR R A 95.00% 45 39.3 0 2 609.3058 1,216.60 1,217.59 2 0.01338 10.99 38 48 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% IGGVQQDTILAEGLHFR R I 95.00% 60.7 37.4 1.68 2 618.7352 1,853.18 1,853.99 3 0.2039 109.9 55 71 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% IGGVQQDTILAEGLHFR R I 95.00% 85.8 37.4 1 2 618.7052 1,853.09 1,853.99 3 0.1139 61.4 55 71 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% IVQAEGEAEAAK K M 95.00% 45.1 39.2 3.26 2 608.3127 1,214.61 1,215.62 2 -0.003539 -2.911 225 236 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% IVQAEGEAEAAK K M 95.00% 85.5 39.2 3.06 2 608.3467 1,214.68 1,215.62 2 0.06446 53.02 225 236 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% IYLTADNLVLNLQDESFTR R G 95.00% 46 36.6 0 2 742.4702 2,224.39 2,225.15 3 0.251 112.8 271 289 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% LGLDYEER R V 95.00% 54.5 39.2 1.89 2 497.8053 993.596 994.4841 2 0.1191 119.8 124 131 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% VLPSIVNEVLK R S 95.00% 39.2 38.6 0 2 606.3363 1,210.66 1,210.74 2 0.9246 -64.46 132 142 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% VLPSIVNEVLK R S 95.00% 43.5 38.6 1.85 2 606.4177 1,210.82 1,210.74 2 1.087 69.88 132 142 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% VLPSIVNEVLK R S 95.00% 48 38.6 0.796 2 605.9315 1,209.85 1,210.74 2 0.115 94.96 132 142 TRUE

LX-2 Repeat 3 PHB2 Prohibitin-2 IPI00027252 33,279.60 100.00% 7 7 11 31.40% VLSRPNAQELPSMYQR R L 95.00% 37.4 37.2 0.959 2 630.3666 1,888.08 1,888.97 3 0.1153 61.03 108 123 TRUE

LX-2 Repeat 3 HNRPH1 Heterogeneous nuclear ribonucleoprotein H IPI00013881,IPI00479191 49,211.80 99.80% 2 2 2 7.35% ATENDIYNFFSPLNPVR R V 95.00% 39.1 37 0 2 666.7502 1,997.23 1,996.98 3 1.26 128.6 300 316 TRUE

LX-2 Repeat 3 HNRPH1 Heterogeneous nuclear ribonucleoprotein H IPI00013881,IPI00479191 49,211.80 99.80% 2 2 2 7.35% HTGPNSPDTANDGFVR K L 95.00% 65.9 37.8 1.82 2 562.3307 1,683.97 1,684.77 3 0.21 124.6 99 114 TRUE

LX-2 Repeat 3 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 4 4 5 27.20% DEGLcSANVTR K Y 95.00% 52.2 39.1 4.82 2 c5: Carbamidomethyl (+57.02) 611.2878 1,220.56 1,221.55 2 0.01537 12.58 163 173 TRUE

LX-2 Repeat 3 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 4 4 5 27.20% DEGLcSANVTR K Y 95.00% 56 39.1 2.51 2 c5: Carbamidomethyl (+57.02) 611.3095 1,220.60 1,221.55 2 0.05877 48.11 163 173 TRUE

LX-2 Repeat 3 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 4 4 5 27.20% IENRFPDEATcMGFcAPK R K 95.00% 57 36.6 0 2 c11: Carbamidomethyl (+57.02), c15: Carbamidomethyl (+57.02) 715.344 2,143.01 2,142.94 3 1.077 34.47 135 152 TRUE

LX-2 Repeat 3 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 4 4 5 27.20% LQVSVDDQcEGSTEK R Y 95.00% 39 37.6 0 2 c9: Carbamidomethyl (+57.02) 848.0049 1,694.00 1,694.75 2 0.2485 146.6 98 112 TRUE

LX-2 Repeat 3 TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 26,916.90 100.00% 4 4 5 27.20% TcDAFTYTGcGGNDNNFVSR R E 95.00% 82.1 36.5 0 2 c2: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 752.9635 2,255.87 2,255.91 3 0.9678 -15.46 182 201 TRUE

LX-2 Repeat 3 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 4 31.40% DSLLQDGEFSMDLR R T 95.00% 70 37.9 3.57 2 813.9903 1,625.97 1,625.75 2 1.225 136.9 76 89 TRUE

LX-2 Repeat 3 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 4 31.40% STGGAPTFNVTVTK K T 95.00% 52.3 38.7 1.43 2 690.9351 1,379.86 1,379.72 2 1.146 103.9 92 105 TRUE

LX-2 Repeat 3 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 4 31.40% TFVNITPAEVGVLVGK K D 95.00% 32.2 37.9 4.51 2 822.5478 1,643.08 1,643.94 2 0.1514 92.1 39 54 TRUE

LX-2 Repeat 3 PFN1 Profilin-1 IPI00216691 15,036.30 100.00% 3 3 4 31.40% TFVNITPAEVGVLVGK K D 95.00% 35.5 37.9 3.18 2 823.0423 1,644.07 1,643.94 2 1.14 83.7 39 54 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% ccSGAIIVLTK K S 95.00% 30.4 39.1 2.64 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 611.3574 1,220.70 1,221.63 2 0.07441 60.9 423 433 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% ccSGAIIVLTK K S 95.00% 65.8 39.1 2.34 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 611.2843 1,220.55 1,221.63 2 -0.07188 -58.84 423 433 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% GDLGIEIPAEK R V 95.00% 39.9 39 2.05 2 571.3443 1,140.67 1,141.61 2 0.07103 62.21 295 305 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% GDYPLEAVR K M 95.00% 41 39.8 0 2 510.2836 1,018.55 1,019.52 2 0.04419 43.35 368 376 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% IYVDDGLISLQVK K Q 95.00% 42.1 38.3 1.14 2 731.9403 1,461.87 1,462.82 2 0.05783 39.53 174 186 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% IYVDDGLISLQVK K Q 95.00% 47.4 38.3 4.2 2 732.4665 1,462.92 1,462.82 2 1.11 73.5 174 186 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% IYVDDGLISLQVK K Q 95.00% 68.8 38.3 2.01 2 732.3903 1,462.77 1,462.82 2 0.9578 -30.68 174 186 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% LAPITSDPTEATAVGAVEASFK R C 95.00% 41.4 36.6 1.01 2 725.4082 2,173.20 2,175.12 3 -0.9081 43.5 401 422 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% LDIDSPPITAR R N 95.00% 26.7 38.9 1.59 2 599.3259 1,196.64 1,197.65 2 -0.003069 -2.563 33 43 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% LDIDSPPITAR R N 95.00% 51.6 38.9 1.47 2 599.3809 1,196.75 1,197.65 2 0.1068 89.17 33 43 TRUE

LX-2 Repeat 3 PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 57,919.50 100.00% 7 7 11 17.50% RFDEILEASDGIMVAR R G 95.00% 51.1 38 2.6 2 607.7788 1,820.31 1,821.92 3 -0.5948 224 279 294 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% AAYDIEVNTR K R 95.00% 63.8 38.9 0 2 576.3155 1,150.62 1,151.57 2 0.05464 47.44 221 230 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% AIMAHMTVEEIYKDR R Q 92.50% 35.2 37.7 0 2 603.3519 1,807.03 1,806.89 3 1.153 83.29 110 124 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% AIMAHMTVEEIYKDR R Q 95.00% 60.8 37.6 1.28 2 603.0689 1,806.19 1,806.89 3 0.3044 168.4 110 124 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% AQADLAYQLQVAK R T 95.00% 50.7 38.6 6.85 2 709.9548 1,417.90 1,418.76 2 0.1383 97.49 232 244 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% AQQVAVQEQEIAR R R 95.00% 61.7 38.5 5.92 2 735.4681 1,468.92 1,469.77 2 0.1582 107.6 262 274 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% DIHDDQDYLHSLGK K A 95.00% 26.6 37.7 1.92 2 552.667 1,654.98 1,655.77 3 0.2201 132.9 153 166 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% EMLAAAcQMFLGK K T 95.00% 53.4 38.5 2 2 c7: Carbamidomethyl (+57.02) 735.4178 1,468.82 1,469.70 2 0.1332 90.6 79 91 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% HGVPISVTGIAQVK R I 95.00% 46.7 38.4 4.33 2 469.3142 1,404.92 1,405.82 3 0.1117 79.41 59 72 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% HGVPISVTGIAQVK R I 95.00% 63.2 38.4 3.7 2 703.4214 1,404.83 1,405.82 2 0.01925 13.7 59 72 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% ISLNTLTLNVK R S 95.00% 61 39.2 2.02 2 608.4003 1,214.79 1,215.73 2 0.06243 51.35 41 51 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% ITLVSSGSGTMGAAK K V 95.00% 101 38.7 6.3 2 690.4153 1,378.82 1,379.72 2 0.1032 74.81 378 392 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% KAEAFQLYQEAAQLDmLLEK K L 95.00% 51 35.9 1.18 2 m16: Oxidation (+15.99) 786.1702 2,355.49 2,355.19 3 1.306 128.5 341 360 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% KAEAFQLYQEAAQLDMLLEK K L 95.00% 68.8 36.3 0.886 2 780.8102 2,339.41 2,339.20 3 1.221 93.07 341 360 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% LPQVAEEISGPLTSANK K I 95.00% 46.2 37.6 4.04 2 585.7202 1,754.14 1,753.93 3 1.213 119.7 361 377 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% SPPVMVAGGR R V 95.00% 49.2 39 1.46 2 485.8248 969.635 970.5139 2 0.1284 132.3 19 28 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% SQLIMQAEAEAASVR K M 95.00% 102 38.2 7.41 2 802.4924 1,602.97 1,603.81 2 0.1668 104 303 317 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% TEAEIAHIALETLEGHQR K A 95.00% 56.5 37 1.48 2 673.37 2,017.09 2,018.03 3 0.06501 32.21 92 109 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% VASSDLVNmGISVVSYTLK K D 95.00% 55.8 37.1 0 2 m9: Oxidation (+15.99) 667.3202 1,998.94 1,999.04 3 0.9043 -49.2 134 152 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% VASSDLVNMGISVVSYTLK K D 95.00% 66.4 37.2 1.51 2 662.0589 1,983.16 1,983.05 3 1.116 56.84 134 152 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% VFVLPcIQQIQR R I 95.00% 28.6 38.4 2 2 c6: Carbamidomethyl (+57.02) 751.3803 1,500.75 1,500.84 2 0.9176 -56.7 29 40 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% VFVLPcIQQIQR R I 95.00% 38.2 38.2 0 2 c6: Carbamidomethyl (+57.02) 750.9586 1,499.90 1,500.84 2 0.07418 49.42 29 40 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% VFVLPcIQQIQR R I 95.00% 56.1 38.4 2.8 2 c6: Carbamidomethyl (+57.02) 751.5082 1,501.00 1,500.84 2 1.173 113.6 29 40 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% VSAQYLSEIEMAK K A 95.00% 50.5 38.5 4.15 2 735.4232 1,468.83 1,468.74 2 1.104 68.79 199 211 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% VSAQYLSEIEMAK K A 95.00% 69.2 38.3 2.64 2 734.9241 1,467.83 1,468.74 2 0.1056 71.91 199 211 TRUE

LX-2 Repeat 3 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 18 19 25 59.30% VTGEVLDILTR K L 95.00% 38.4 39.2 0.824 2 608.3873 1,214.76 1,215.69 2 0.07276 59.85 393 403 TRUE

LX-2 Repeat 3 PHB Prohibitin IPI00017334 29,786.60 100.00% 4 4 5 19.50% AAELIANSLATAGDGLIELR K K 95.00% 93.6 37 2.96 2 666.7535 1,997.24 1,998.09 3 0.1592 79.64 220 239 TRUE

LX-2 Repeat 3 PHB Prohibitin IPI00017334 29,786.60 100.00% 4 4 5 19.50% FDAGELITQR R E 95.00% 31.1 39.1 2.19 2 575.3583 1,148.70 1,149.59 2 0.1192 103.7 134 143 TRUE

LX-2 Repeat 3 PHB Prohibitin IPI00017334 29,786.60 100.00% 4 4 5 19.50% FDAGELITQR R E 95.00% 55.5 39.1 2.64 2 575.3638 1,148.71 1,149.59 2 0.1304 113.4 134 143 TRUE

LX-2 Repeat 3 PHB Prohibitin IPI00017334 29,786.60 100.00% 4 4 5 19.50% IFTSIGEDYDER R V 95.00% 79.6 38.5 5.89 2 722.8563 1,443.70 1,444.66 2 0.04603 31.86 106 117 TRUE

LX-2 Repeat 3 PHB Prohibitin IPI00017334 29,786.60 100.00% 4 4 5 19.50% VLPSITTEILK R S 95.00% 62.8 38.8 1.49 2 607.3728 1,212.73 1,213.74 2 -0.002173 -1.79 118 128 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% ALLVEPVINSYLLAER R D 95.00% 25.6 37.4 3.18 2 900.6438 1,799.27 1,800.03 2 0.2537 140.9 565 580 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% ALLVEPVINSYLLAER R D 95.00% 34.2 37.5 3.47 2 901.121 1,800.23 1,800.03 2 1.208 114 565 580 TRUE
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LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% ALLVEPVINSYLLAER R D 95.00% 45.5 37.4 3.31 2 900.5553 1,799.10 1,800.03 2 0.07663 42.57 565 580 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% ALLVEPVINSYLLAER R D 95.00% 53.2 37.4 2.26 2 600.7127 1,799.12 1,800.03 3 0.09685 53.8 565 580 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% ALLVEPVINSYLLAER R D 95.00% 67.9 37.4 2.47 2 600.7202 1,799.14 1,800.03 3 0.1194 66.3 565 580 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% SVPLcILYEK K Y 95.00% 42.4 39.1 0 2 c5: Carbamidomethyl (+57.02) 611.3403 1,220.67 1,221.65 2 0.01837 15.04 541 550 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% TVEIPDPVEAGEEVK K V 95.00% 34.6 38.1 3.17 2 806.4448 1,610.88 1,611.81 2 0.07079 43.92 635 649 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% TVEIPDPVEAGEEVKVR K M 95.00% 45.6 37.3 2.55 2 622.9802 1,865.92 1,866.98 3 -0.05495 -29.43 635 651 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% TVSYNGILGPEcGTK R Y 95.00% 56.8 37.9 2.46 2 c12: Carbamidomethyl (+57.02) 798.4457 1,594.88 1,595.77 2 0.1104 69.21 513 527 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% YLLNLNLEPFSEK K S 95.00% 51.8 37.8 1.6 2 790.9503 1,579.89 1,579.84 2 1.057 34.03 528 540 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% YLLNLNLEPFSEK K S 95.00% 53.2 37.8 4.2 2 790.4703 1,578.93 1,579.84 2 0.09653 61.1 528 540 TRUE

LX-2 Repeat 3 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 7 8 12 12.10% YRDcLTESNLIK K V 91.20% 35 38.1 0 2 c4: Carbamidomethyl (+57.02) 504.6767 1,511.01 1,511.75 3 0.2631 174 551 562 TRUE

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 4 4 7 10.60% LEGLTDEINFLR R Q 92.50% 36.4 38.4 0 2 710.9103 1,419.81 1,419.75 2 1.065 43.99 214 225 TRUE

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 4 4 7 10.60% LEGLTDEINFLR R Q 95.00% 42.4 38.4 1.68 2 710.8765 1,419.74 1,419.75 2 0.9977 -3.52 214 225 TRUE

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 4 4 7 10.60% LEGLTDEINFLR R Q 95.00% 43.8 38.5 3.62 2 710.3995 1,418.78 1,419.75 2 0.04368 30.76 214 225 TRUE

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 4 4 7 10.60% LLEGEESR K L 95.00% 41.5 40 0 2 466.8017 931.5888 932.4684 2 0.1276 136.8 394 401 FALSE IPI00418471

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 4 4 7 10.60% LQAEIEGLK R G 95.00% 42.2 39.4 0 2 500.3403 998.666 1,000.57 2 -0.8943 108.5 317 325 TRUE

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 4 4 7 10.60% SLDMDSIIAEVK R A 90.30% 35.8 38.9 0 2 660.8853 1,319.76 1,320.67 2 0.09153 69.3 253 264 TRUE

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 4 4 7 10.60% SLDMDSIIAEVK R A 95.00% 62.9 38.9 2.66 2 660.87 1,319.73 1,320.67 2 0.061 46.19 253 264 TRUE

LX-2 Repeat 3 KRT8 Keratin, type II cytoskeletal 8 IPI00554648,IPI00793917 53,688.20 100.00% 4 4 7 10.60% YEELQSLAGK K H 95.00% 60 39.1 4.28 2 569.321 1,136.63 1,137.58 2 0.05596 49.19 286 295 TRUE

LX-2 Repeat 3 RPL30 60S ribosomal protein L30 IPI00219156 12,766.70 99.90% 2 2 3 24.30% LVILANNcPALR K K 95.00% 64.6 38.6 0 2 c8: Carbamidomethyl (+57.02) 677.4047 1,352.79 1,353.77 2 0.03501 25.86 45 56 TRUE

LX-2 Repeat 3 RPL30 60S ribosomal protein L30 IPI00219156 12,766.70 99.90% 2 2 3 24.30% VcTLAIIDPGDSDIIR R S 95.00% 62.9 37.5 0.959 2 c2: Carbamidomethyl (+57.02) 879.4888 1,756.96 1,757.91 2 0.05982 34.03 91 106 TRUE

LX-2 Repeat 3 RPL30 60S ribosomal protein L30 IPI00219156 12,766.70 99.90% 2 2 3 24.30% VcTLAIIDPGDSDIIR R S 95.00% 78.6 37.5 2.15 2 c2: Carbamidomethyl (+57.02) 879.5538 1,757.09 1,757.91 2 0.1898 108 91 106 TRUE

LX-2 Repeat 3 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,649.40 100.00% 3 3 4 16.10% AENFFILR R R 94.20% 38.2 39 0 2 505.3314 1,008.65 1,009.55 2 0.1089 107.9 98 105 TRUE

LX-2 Repeat 3 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,649.40 100.00% 3 3 4 16.10% AENFFILR R R 95.00% 43 39 0.824 2 505.331 1,008.65 1,009.55 2 0.1083 107.2 98 105 TRUE

LX-2 Repeat 3 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,649.40 100.00% 3 3 4 16.10% ELLLQPVTISR K N 95.00% 39 38.7 2.6 2 634.9312 1,267.85 1,268.76 2 0.09765 76.96 45 55 TRUE

LX-2 Repeat 3 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,649.40 100.00% 3 3 4 16.10% IVAEEFLK R N 95.00% 34 39.8 0.886 2 474.8739 947.7332 948.5401 2 0.2003 211.1 159 166 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% IITHPNFNGNTLDNDIMLIK K L 93.50% 34.2 36.1 0 2 762.1202 2,283.34 2,283.18 3 1.165 71.23 78 97 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% IITHPNFNGNTLDNDIMLIK K L 93.50% 34.3 36.2 0 2 761.7802 2,282.32 2,283.18 3 0.1455 63.7 78 97 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 34.2 36.2 1.52 2 761.8153 2,282.42 2,283.18 3 0.2508 109.8 78 97 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 39.2 36.1 0 2 762.1439 2,283.41 2,283.18 3 1.237 102.3 78 97 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% IITHPNFNGNTLDNDIMLIK K L 95.00% 58.1 36.2 0 2 761.7094 2,282.11 2,283.18 3 -0.06686 -29.28 78 97 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 37.6 36.3 0 2 738.0875 2,211.24 2,211.10 3 1.144 63.75 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 37.9 36.4 0 2 737.7002 2,210.08 2,211.10 3 -0.01825 -8.253 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 42.1 36.3 0 2 738.0902 2,211.25 2,211.10 3 1.152 67.36 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 42.6 36.4 0 2 737.7684 2,210.28 2,211.10 3 0.1863 84.25 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 43.8 36.3 0 2 738.102 2,211.28 2,211.10 3 1.187 83.42 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 44 36.3 0 2 738.1502 2,211.43 2,211.10 3 1.332 148.7 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 46.4 36.4 1.36 2 737.7602 2,210.26 2,211.10 3 0.1618 73.15 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 46.8 36.3 1.02 2 738.0685 2,211.18 2,211.10 3 1.087 37.98 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 48.2 36.4 0 2 737.7122 2,210.11 2,211.10 3 0.01775 8.028 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 49.7 36.3 1.34 2 738.0738 2,211.20 2,211.10 3 1.103 45.17 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 49.9 36.4 0 2 737.8218 2,210.44 2,211.10 3 0.3466 156.7 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 51.8 36.4 3 2 737.7026 2,210.09 2,211.10 3 -0.01105 -4.997 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 52.5 36.3 1.66 2 738.0493 2,211.13 2,211.10 3 1.029 11.89 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 53.8 36.4 2.49 2 737.8184 2,210.43 2,211.10 3 0.3364 152.1 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 53.9 36.4 2.66 2 737.794 2,210.36 2,211.10 3 0.2632 119 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 53.9 36.3 2.24 2 738.1159 2,211.33 2,211.10 3 1.229 102.2 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 62 36.4 0 2 737.7684 2,210.28 2,211.10 3 0.1863 84.25 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 62.4 36.4 1.59 2 737.7472 2,210.22 2,211.10 3 0.1228 55.55 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 63.2 36.3 2.24 2 738.079 2,211.22 2,211.10 3 1.118 52.25 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 65.8 36.4 2.42 2 737.777 2,210.31 2,211.10 3 0.2122 95.98 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 66.1 36.4 2.64 2 737.7398 2,210.20 2,211.10 3 0.1006 45.47 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 66 36.3 0 2 738.1093 2,211.31 2,211.10 3 1.209 93.25 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LGEHNIDVLEGNEQFINAAK R I 95.00% 68.6 36.3 1.28 2 738.0669 2,211.18 2,211.10 3 1.082 35.72 58 77 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 90.80% 36.8 39.6 0 2 523.3212 1,044.63 1,045.56 2 0.0715 68.38 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 37.1 39.6 0.824 2 523.3188 1,044.62 1,045.56 2 0.06677 63.86 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 40.4 39.6 1.35 2 523.3463 1,044.68 1,045.56 2 0.1218 116.4 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 42.5 39.6 1.25 2 523.3599 1,044.71 1,045.56 2 0.1489 142.4 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 43.8 39.6 1.18 2 523.2511 1,044.49 1,045.56 2 -0.06863 -65.65 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 44 39.6 1.89 2 523.3279 1,044.64 1,045.56 2 0.08492 81.21 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 44.4 39.6 1.37 2 523.2651 1,044.52 1,045.56 2 -0.04077 -39 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 46 39.6 0 2 523.3528 1,044.69 1,045.56 2 0.1346 128.7 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 47.3 39.6 1.89 2 523.3375 1,044.66 1,045.56 2 0.104 99.45 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 49.4 39.6 2.39 2 523.3516 1,044.69 1,045.56 2 0.1323 126.5 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 52 39.6 1.43 2 523.366 1,044.72 1,045.56 2 0.1611 154 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 52.3 39.6 1.57 2 523.3414 1,044.67 1,045.56 2 0.1118 106.9 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 54.8 39.6 1.62 2 523.3631 1,044.71 1,045.56 2 0.1553 148.5 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 55.4 39.6 1.89 2 523.3194 1,044.62 1,045.56 2 0.06778 64.82 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 55.6 39.6 3.43 2 523.2844 1,044.55 1,045.56 2 -0.002039 -1.95 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 63.2 39.6 1.42 2 523.3689 1,044.72 1,045.56 2 0.1669 159.6 98 107 TRUE

LX-2 Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 100.00% 3 3 45 21.60% LSSPATLNSR K V 95.00% 66.2 39.6 1.92 2 523.3406 1,044.67 1,045.56 2 0.1102 105.4 98 107 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% ALAAGGYDVEK K N 95.00% 59.4 39 1.24 2 547.3303 1,092.65 1,093.55 2 0.1008 92.21 68 78 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% ALAAGGYDVEK K N 95.00% 67.7 39 2.43 2 547.3264 1,092.64 1,093.55 2 0.09299 85.02 68 78 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% ATGPPVSELITK K A 95.00% 42 38.8 0 2 607.3164 1,212.62 1,212.68 2 0.9419 -50.13 38 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% ATGPPVSELITK K A 95.00% 42 38.6 0 2 606.8947 1,211.77 1,212.68 2 0.09847 81.19 38 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% ATGPPVSELITK K A 95.00% 49.2 38.6 1.82 2 606.8919 1,211.77 1,212.68 2 0.09296 76.65 38 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% ATGPPVSELITK K A 95.00% 60.9 38.6 0 2 606.9014 1,211.79 1,212.68 2 0.1119 92.24 38 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% ATGPPVSELITK K A 95.00% 78.8 38.6 1.92 2 606.8576 1,211.70 1,212.68 2 0.02424 19.99 38 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% KATGPPVSELITK R A 95.00% 43.5 38.7 2.68 2 671.4187 1,340.82 1,340.78 2 1.052 36.38 37 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% KATGPPVSELITK R A 95.00% 51.7 38.6 2.4 2 670.9031 1,339.79 1,340.78 2 0.02034 15.17 37 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% KATGPPVSELITK R A 95.00% 57.7 38.6 6.42 2 670.9376 1,339.86 1,340.78 2 0.08936 66.65 37 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% KATGPPVSELITK R A 95.00% 67.7 38.6 6.52 2 670.96 1,339.91 1,340.78 2 0.134 99.92 37 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% KATGPPVSELITK R A 95.00% 72.7 38.7 4.46 2 671.3904 1,340.77 1,340.78 2 0.9949 -5.816 37 49 TRUE

LX-2 Repeat 3 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 3 3 13 10.60% KATGPPVSELITK R A 95.00% 91.7 38.6 5.6 2 670.9259 1,339.84 1,340.78 2 0.06588 49.13 37 49 TRUE

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 99.80% 2 2 8 7.85% GFAFVQYVNER K N 95.00% 52.8 38.7 5.12 2 665.3363 1,328.66 1,329.66 2 0.006727 5.059 51 61 TRUE

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 99.80% 2 2 8 7.85% GFAFVQYVNER K N 95.00% 56.9 38.7 4.46 2 665.3611 1,328.71 1,329.66 2 0.05636 42.38 51 61 TRUE

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 99.80% 2 2 8 7.85% VFIGNLNTLVVK R K 95.00% 29.5 38.8 1.74 2 658.9103 1,315.81 1,316.79 2 0.01953 14.83 18 29 TRUE

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 99.80% 2 2 8 7.85% VFIGNLNTLVVK R K 95.00% 34.6 38.9 2.17 2 659.4069 1,316.80 1,316.79 2 1.013 7.63 18 29 TRUE

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 99.80% 2 2 8 7.85% VFIGNLNTLVVK R K 95.00% 45 38.9 0.886 2 659.4397 1,316.86 1,316.79 2 1.078 57.48 18 29 TRUE

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 99.80% 2 2 8 7.85% VFIGNLNTLVVK R K 95.00% 48.5 38.8 2.24 2 658.8723 1,315.73 1,316.79 2 -0.05647 -42.89 18 29 TRUE

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 99.80% 2 2 8 7.85% VFIGNLNTLVVK R K 95.00% 57 38.9 1.1 2 659.4574 1,316.90 1,316.79 2 1.114 84.29 18 29 TRUE

LX-2 Repeat 3 HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592,IPI00477313,IPI00759596 32,320.00 99.80% 2 2 8 7.85% VFIGNLNTLVVK R K 95.00% 57.3 38.9 2.05 2 659.3969 1,316.78 1,316.79 2 0.9929 -7.488 18 29 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% DGFIDKEDLHDMLASLGK R N 95.00% 37.2 37.1 2.46 2 668.6828 2,003.03 2,003.97 3 0.05899 29.44 46 63 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% DGFIDKEDLHDMLASLGK R N 95.00% 44.3 37.1 0 2 668.7119 2,003.11 2,003.97 3 0.1463 72.98 46 63 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% EAFNMIDQNR K D 95.00% 44.4 38.7 0 2 619.3206 1,236.63 1,237.56 2 0.07084 57.23 36 45 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% EAFNMIDQNR K D 95.00% 48.8 38.7 0.959 2 619.3199 1,236.63 1,237.56 2 0.06939 56.07 36 45 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% EAFNMIDQNR K D 95.00% 53.3 38.7 2 2 619.3222 1,236.63 1,237.56 2 0.07416 59.92 36 45 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% EAFNmIDQNR K D 95.00% 53.4 38.8 1.54 2 m5: Oxidation (+15.99) 627.3331 1,252.65 1,253.56 2 0.1009 80.48 36 45 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% ELLTTMGDR R F 90.30% 36.5 39.5 0 2 518.3135 1,034.61 1,035.51 2 0.1055 101.9 125 133 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% ELLTTMGDR R F 95.00% 53.3 39.5 1.08 2 518.3125 1,034.61 1,035.51 2 0.1037 100.1 125 133 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% ELLTTMGDRFTDEEVDELYR R E 95.00% 45.7 35.8 0 2 811.435 2,431.28 2,432.13 3 0.1614 66.36 125 144 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% ELLTTMGDRFTDEEVDELYR R E 95.00% 55.5 35.7 1.35 2 811.813 2,432.42 2,432.13 3 1.296 120.4 125 144 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% FTDEEVDELYR R E 95.00% 60.2 38.5 1.64 2 708.3181 1,414.62 1,415.63 2 -0.003817 -2.696 134 144 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% FTDEEVDELYR R E 95.00% 85.7 38.5 4.21 2 708.3228 1,414.63 1,415.63 2 0.005627 3.975 134 144 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% FTDEEVDELYR R E 95.00% 86.5 38.5 3.08 2 708.3271 1,414.64 1,415.63 2 0.0142 10.03 134 144 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% GNFNYIEFTR K I 95.00% 48.5 39 1.6 2 630.8668 1,259.72 1,260.60 2 0.1255 99.56 152 161 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% GNFNYIEFTR K I 95.00% 48.9 39 2.19 2 630.8583 1,259.70 1,260.60 2 0.1085 86.08 152 161 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% GNFNYIEFTR K I 95.00% 63.4 39 3.48 2 630.8403 1,259.67 1,260.60 2 0.07253 57.53 152 161 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% LNGTDPEDVIR K N 95.00% 59.7 39.2 1.37 2 615.3513 1,228.69 1,228.62 2 1.078 61.4 94 104 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% LNGTDPEDVIR K N 95.00% 71.5 39.1 4.28 2 614.8491 1,227.68 1,228.62 2 0.0739 60.15 94 104 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% LNGTDPEDVIR K N 95.00% 75.5 39.1 4.27 2 614.8821 1,227.75 1,228.62 2 0.1398 113.8 94 104 TRUE

LX-2 Repeat 3 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 7 7 20 40.10% LNGTDPEDVIR K N 95.00% 76.2 39.1 3.02 2 614.8701 1,227.73 1,228.62 2 0.1159 94.33 94 104 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ALAAAGYDVEK K N 91.20% 21.2 39.4 0.824 2 554.3363 1,106.66 1,107.57 2 0.09713 87.69 66 76 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ALAAAGYDVEK K N 95.00% 45.3 39.4 2.13 2 554.3508 1,106.69 1,107.57 2 0.1261 113.9 66 76 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ALAAAGYDVEK K N 95.00% 56.5 39.4 3.34 2 554.3275 1,106.64 1,107.57 2 0.07958 71.85 66 76 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ALAAAGYDVEK K N 95.00% 60.6 39.4 2.29 2 554.3689 1,106.72 1,107.57 2 0.1624 146.6 66 76 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ALAAAGYDVEKNNSR K I 95.00% 35.2 37.9 2.1 2 527.0069 1,578.00 1,578.79 3 0.2192 138.8 66 80 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ALAAAGYDVEKNNSR K I 95.00% 80.2 37.9 5.74 2 527.0109 1,578.01 1,578.79 3 0.231 146.3 66 80 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ASGPPVSELITK K A 95.00% 35.1 39 1.36 2 599.9317 1,197.85 1,198.67 2 0.1882 157 36 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ASGPPVSELITK K A 95.00% 43.7 39 1.18 2 599.9071 1,197.80 1,198.67 2 0.139 116 36 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ASGPPVSELITK K A 95.00% 46.6 39.1 2.31 2 600.4543 1,198.89 1,198.67 2 1.233 192.2 36 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ASGPPVSELITK K A 95.00% 60.2 39 2.6 2 599.9052 1,197.80 1,198.67 2 0.1352 112.8 36 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ASGPPVSELITK K A 95.00% 63.9 39 2.74 2 599.8727 1,197.73 1,198.67 2 0.07018 58.55 36 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% ASGPPVSELITK K A 95.00% 67.1 39 1.34 2 599.8906 1,197.77 1,198.67 2 0.106 88.44 36 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% KALAAAGYDVEK K N 89.50% 35.6 39 0 2 618.3642 1,234.71 1,235.66 2 0.05795 46.9 65 76 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% KASGPPVSELITK R A 95.00% 32.9 38.6 1.32 2 663.9015 1,325.79 1,326.76 2 0.03278 24.7 35 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% KASGPPVSELITK R A 95.00% 51.9 38.7 1.48 2 664.3884 1,326.76 1,326.76 2 1.007 2.873 35 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% KASGPPVSELITK R A 95.00% 73.6 38.6 10.7 2 663.928 1,325.84 1,326.76 2 0.08571 64.6 35 47 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% SGVSLAALK R K 95.00% 14.9 40.7 1.74 2 845.6367 844.6294 845.5091 1 0.1275 150.8 56 64 TRUE

LX-2 Repeat 3 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 18 17.20% SGVSLAALKK R A 95.00% 50.9 40 0 2 487.3169 972.6193 973.6041 2 0.02246 23.07 56 65 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 35.4 38.2 1.77 2 808.5903 1,615.17 1,615.84 2 0.337 208.5 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 41.2 38.2 4.24 2 808.505 1,615.00 1,615.84 2 0.1665 103 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 42.8 38.1 5.66 2 808.9503 1,615.89 1,615.84 2 1.057 33.58 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 45.3 38.2 0 2 539.3742 1,615.10 1,615.84 3 0.2718 168.2 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 46.4 38.1 3.59 2 809.0271 1,616.04 1,615.84 2 1.211 128.7 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 51.7 38.2 3.89 2 808.492 1,614.97 1,615.84 2 0.1404 86.9 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTmDSVR R S 95.00% 53.1 38.1 4.7 2 m11: Oxidation (+15.99) 816.5003 1,630.99 1,631.83 2 0.1621 99.33 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 54.6 38.2 3.19 2 808.4893 1,614.96 1,615.84 2 0.135 83.53 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 55.3 38.2 4.34 2 808.5403 1,615.07 1,615.84 2 0.237 146.7 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 57.2 38.2 5.16 2 808.4864 1,614.96 1,615.84 2 0.1293 80.04 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 67.5 38.2 4.12 2 808.4684 1,614.92 1,615.84 2 0.09328 57.72 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% AILVDLEPGTMDSVR R S 95.00% 76.3 38.2 6.36 2 808.5168 1,615.02 1,615.84 2 0.1901 117.7 63 77 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 12 37.8 2.64 2 830.5378 1,659.06 1,659.90 2 0.1728 104.1 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 21.1 37.9 1.49 2 830.9773 1,659.94 1,659.90 2 1.052 29.63 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 27.5 37.8 2.77 2 830.5278 1,659.04 1,659.90 2 0.1528 92.06 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 31.4 37.9 3.55 2 830.9703 1,659.93 1,659.90 2 1.038 21.13 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 32.4 37.8 2.72 2 830.5171 1,659.02 1,659.90 2 0.1315 79.22 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 32.6 37.8 3.77 2 830.5639 1,659.11 1,659.90 2 0.2251 135.6 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 35.7 37.8 2.92 2 830.4903 1,658.97 1,659.90 2 0.07783 46.88 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 41.9 37.9 0 2 554.3662 1,660.08 1,659.90 3 1.189 111.9 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ALTVPELTQQVFDAK R N 95.00% 60.9 37.8 1.04 2 554.0402 1,659.10 1,659.90 3 0.2106 126.8 283 297 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EIVHIQAGQcGNQIGAK R F 89.90% 33.7 37.5 0 2 c10: Carbamidomethyl (+57.02) 608.699 1,823.08 1,822.92 3 1.159 85.83 3 19 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EIVHIQAGQcGNQIGAK R F 95.00% 40.1 37.7 0 2 c10: Carbamidomethyl (+57.02) 608.3826 1,822.13 1,822.92 3 0.21 115.2 3 19 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EIVHIQAGQcGNQIGAK R F 95.00% 48.6 37.7 0.959 2 c10: Carbamidomethyl (+57.02) 608.3454 1,822.01 1,822.92 3 0.09841 53.98 3 19 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EIVHIQAGQcGNQIGAK R F 95.00% 50 37.7 3.14 2 c10: Carbamidomethyl (+57.02) 608.353 1,822.04 1,822.92 3 0.1215 66.63 3 19 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EVDEQMLNVQNK K N 94.50% 38 38.5 0 2 723.9014 1,445.79 1,446.69 2 0.1061 73.36 325 336 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EVDEQmLNVQNK K N 95.00% 48.6 38.3 0 2 m6: Oxidation (+15.99) 731.8862 1,461.76 1,462.68 2 0.08074 55.2 325 336 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EVDEQMLNVQNK K N 95.00% 51 38.5 1.11 2 724.3946 1,446.77 1,446.69 2 1.093 62.02 325 336 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EVDEQMLNVQNK K N 95.00% 51.6 38.5 1.51 2 723.8969 1,445.78 1,446.69 2 0.09716 67.16 325 336 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EVDEQMLNVQNK K N 95.00% 56.5 38.5 0 2 723.8736 1,445.73 1,446.69 2 0.05049 34.9 325 336 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EVDEQMLNVQNK K N 95.00% 56.6 38.5 1.13 2 723.9003 1,445.79 1,446.69 2 0.1038 71.76 325 336 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% EVDEQMLNVQNK K N 95.00% 56.8 38.5 1.82 2 723.918 1,445.82 1,446.69 2 0.1392 96.22 325 336 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 40.9 39.3 2.24 2 565.8547 1,129.69 1,130.60 2 0.1067 94.38 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 47.2 39.3 2.49 2 565.8978 1,129.78 1,130.60 2 0.1928 170.5 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 49.5 39.3 2.03 2 566.3828 1,130.75 1,130.60 2 1.163 141.6 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 53.5 39.3 1.85 2 566.2803 1,130.55 1,130.60 2 0.9578 -39.68 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 54.8 39.3 0 2 565.8835 1,129.75 1,130.60 2 0.1642 145.3 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 56.6 39.3 1.68 2 565.8743 1,129.73 1,130.60 2 0.146 129.1 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 56.9 39.3 2.64 2 565.8158 1,129.62 1,130.60 2 0.02883 25.5 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 58.1 39.3 3.17 2 565.8368 1,129.66 1,130.60 2 0.07092 62.72 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 59.9 39.3 2.66 2 565.8219 1,129.63 1,130.60 2 0.04116 36.41 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 59.9 39.3 0.824 2 565.8719 1,129.73 1,130.60 2 0.1411 124.8 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 60.7 39.3 3.28 2 565.8526 1,129.69 1,130.60 2 0.1026 90.7 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 65.1 39.3 0 2 566.388 1,130.76 1,130.60 2 1.173 150.7 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 68.7 39.3 3.01 2 565.8331 1,129.65 1,130.60 2 0.06345 56.12 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 69.7 39.3 1.54 2 565.8603 1,129.71 1,130.60 2 0.1178 104.2 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 70.1 39.3 2.89 2 565.8265 1,129.64 1,130.60 2 0.05021 44.41 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 70.3 39.3 3.85 2 566.348 1,130.68 1,130.60 2 1.093 80.04 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 72.8 39.3 3.18 2 565.7703 1,129.53 1,130.60 2 -0.06217 -54.99 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 73.3 39.3 3.17 2 565.836 1,129.66 1,130.60 2 0.06932 61.31 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 79.7 39.3 3.35 2 565.8299 1,129.65 1,130.60 2 0.05711 50.51 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% FPGQLNADLR R K 95.00% 80 39.3 2.38 2 565.8788 1,129.74 1,130.60 2 0.155 137 242 251 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVR K K 91.90% 34.2 37 0 2 654.0185 1,959.03 1,958.98 3 1.059 28.69 104 121 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVR K K 95.00% 58.1 36.9 2.43 2 653.6882 1,958.04 1,958.98 3 0.06805 34.74 104 121 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVR K K 95.00% 70.7 36.9 4.19 2 653.7135 1,958.12 1,958.98 3 0.1441 73.53 104 121 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVR K K 95.00% 77.2 37 0 2 654.0045 1,958.99 1,958.98 3 1.017 7.235 104 121 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVR K K 95.00% 81 37 2.28 2 654.0302 1,959.07 1,958.98 3 1.094 46.59 104 121 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVR K K 95.00% 81 36.9 2.22 2 653.6889 1,958.05 1,958.98 3 0.0703 35.89 104 121 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVR K K 95.00% 81.4 36.9 8.32 2 980.1123 1,958.21 1,958.98 2 0.2353 120.1 104 121 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVR K K 95.00% 89.1 36.9 2.82 2 653.6889 1,958.05 1,958.98 3 0.0703 35.89 104 121 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVRK K E 95.00% 38 36.6 2.66 2 696.6445 2,086.91 2,087.08 3 0.8421 -76.93 104 122 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVRK K E 95.00% 47.2 36.7 2.22 2 696.4134 2,086.22 2,087.08 3 0.1488 71.31 104 122 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVRK K E 95.00% 48.7 36.6 2.22 2 696.7502 2,087.23 2,087.08 3 1.159 74.86 104 122 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVRK K E 95.00% 55 36.6 3.07 2 696.7002 2,087.08 2,087.08 3 1.009 3.028 104 122 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% GHYTEGAELVDSVLDVVRK K E 95.00% 59.4 36.6 3.7 2 696.7446 2,087.21 2,087.08 3 1.142 66.78 104 122 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ImNTFSVVPSPK R V 95.00% 57.3 38.7 3.36 2 m2: Oxidation (+15.99) 668.3624 1,334.71 1,335.70 2 0.01986 14.87 163 174 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ImNTFSVVPSPK R V 95.00% 67.2 38.7 2.89 2 m2: Oxidation (+15.99) 668.3159 1,334.62 1,335.70 2 -0.07324 -54.83 163 174 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% IMNTFSVVPSPK R V 95.00% 70 39 2.74 2 660.3988 1,318.78 1,319.70 2 0.08751 66.31 163 174 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% IMNTFSVVPSPK R V 95.00% 71.5 39 2.48 2 660.3911 1,318.77 1,319.70 2 0.07203 54.58 163 174 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% IMNTFSVVPSPK R V 95.00% 74.7 39 1.03 2 660.3646 1,318.71 1,319.70 2 0.019 14.4 163 174 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% IMNTFSVVPSPK R V 95.00% 86.4 39 3.07 2 660.4117 1,318.81 1,319.70 2 0.1133 85.83 163 174 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% IMNTFSVVPSPK R V 95.00% 86.9 39 2.31 2 660.3732 1,318.73 1,319.70 2 0.03623 27.45 163 174 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 91.80% 36.9 39.2 0 2 615.3221 1,228.63 1,229.60 2 0.03856 31.36 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAmFR R R 95.00% 35.7 39.1 1 2 m8: Oxidation (+15.99) 623.3536 1,244.69 1,245.59 2 0.1066 85.57 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAmFR R R 95.00% 40.4 39.1 2.74 2 m8: Oxidation (+15.99) 623.3375 1,244.66 1,245.59 2 0.07456 59.85 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAmFR R R 95.00% 43.6 39.1 1.59 2 m8: Oxidation (+15.99) 623.3437 1,244.67 1,245.59 2 0.08687 69.74 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 44.7 39.2 1.55 2 615.3356 1,228.66 1,229.60 2 0.06552 53.28 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 46.4 39.2 0 2 615.3406 1,228.67 1,229.60 2 0.07557 61.45 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAmFR R R 95.00% 48.6 39.1 1.8 2 m8: Oxidation (+15.99) 623.3531 1,244.69 1,245.59 2 0.1057 84.87 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAmFR R R 95.00% 51.5 39 0.824 2 m8: Oxidation (+15.99) 623.8224 1,245.63 1,245.59 2 1.044 33.28 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 52.4 39.1 2.44 2 615.8657 1,229.72 1,229.60 2 1.126 99.92 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 56.2 39.2 3.2 2 615.3857 1,228.76 1,229.60 2 0.1657 134.7 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 61 39.2 3.72 2 615.3423 1,228.67 1,229.60 2 0.07893 64.19 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 61.1 39.2 3.92 2 615.385 1,228.76 1,229.60 2 0.1643 133.6 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 63.6 39.2 2.49 2 615.3576 1,228.70 1,229.60 2 0.1096 89.12 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 67 39.2 3.47 2 615.3329 1,228.65 1,229.60 2 0.06019 48.95 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 74.3 39.2 3.72 2 615.3631 1,228.71 1,229.60 2 0.1205 98.01 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 75.5 39.2 1.82 2 615.346 1,228.68 1,229.60 2 0.0864 70.26 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 76.2 39.2 1.72 2 615.474 1,228.93 1,229.60 2 0.3423 278.3 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISEQFTAMFR R R 95.00% 76.6 39.2 1.72 2 615.3524 1,228.69 1,229.60 2 0.09921 80.68 381 390 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 51.7 38.7 0 2 651.3823 1,300.75 1,301.64 2 0.1201 92.29 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 63.1 38.7 4.74 2 651.3469 1,300.68 1,301.64 2 0.04936 37.92 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 76.3 38.7 2.54 2 651.3596 1,300.70 1,301.64 2 0.07463 57.33 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 76.6 38.7 3.72 2 651.3603 1,300.71 1,301.64 2 0.07603 58.41 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 77.5 38.7 1.52 2 651.3558 1,300.70 1,301.64 2 0.06711 51.55 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 78.2 38.7 3.26 2 651.3492 1,300.68 1,301.64 2 0.05392 41.42 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 79.4 38.7 4.51 2 651.4011 1,300.79 1,301.64 2 0.1576 121.1 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 79.9 38.7 4.62 2 651.3778 1,300.74 1,301.64 2 0.111 85.29 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% ISVYYNEATGGK R Y 95.00% 80.1 38.7 6.07 2 651.332 1,300.65 1,301.64 2 0.01954 15.01 47 58 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 28.9 39.5 2.36 2 572.8563 1,143.70 1,143.63 2 1.071 59.58 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 34.7 39.5 2.01 2 572.3498 1,142.69 1,143.63 2 0.05799 50.71 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 36.1 39.5 0.921 2 572.3899 1,142.77 1,143.63 2 0.1381 120.8 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 36.7 39.5 2.23 2 572.3598 1,142.71 1,143.63 2 0.07798 68.18 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 40.7 39.5 0 2 572.3569 1,142.70 1,143.63 2 0.07212 63.06 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 41.3 39.5 1.96 2 572.3651 1,142.72 1,143.63 2 0.08864 77.5 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 42.3 39.4 2.12 2 m5: Oxidation (+15.99) 580.369 1,158.72 1,159.63 2 0.1014 87.41 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 42.8 39.4 1.68 2 m5: Oxidation (+15.99) 580.3723 1,158.73 1,159.63 2 0.1081 93.19 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 43 39.4 2.7 2 m5: Oxidation (+15.99) 580.4008 1,158.79 1,159.63 2 0.1651 142.3 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 45.6 39.5 3.52 2 572.3576 1,142.70 1,143.63 2 0.07362 64.37 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 45.7 39.5 1.92 2 572.375 1,142.74 1,143.63 2 0.1083 94.72 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 46.2 39.5 1.96 2 572.3403 1,142.67 1,143.63 2 0.03893 34.04 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 46.3 39.5 2.6 2 572.3649 1,142.72 1,143.63 2 0.08823 77.15 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 47.7 39.5 3.77 2 572.3431 1,142.67 1,143.63 2 0.04464 39.03 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 47.7 39.4 3 2 m5: Oxidation (+15.99) 580.3526 1,158.69 1,159.63 2 0.06863 59.18 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 48 39.5 2.92 2 572.382 1,142.75 1,143.63 2 0.1223 106.9 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 48 39.5 2.38 2 572.3571 1,142.70 1,143.63 2 0.07268 63.55 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 49.8 39.5 1.66 2 572.8769 1,143.74 1,143.63 2 1.112 95.68 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 50.6 39.4 2.07 2 m5: Oxidation (+15.99) 580.3553 1,158.70 1,159.63 2 0.07401 63.82 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 51.7 39.4 2.35 2 m5: Oxidation (+15.99) 580.36 1,158.71 1,159.63 2 0.08351 72.01 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 51.9 39.5 1.96 2 572.3539 1,142.69 1,143.63 2 0.0662 57.88 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 53.2 39.5 1.85 2 572.3322 1,142.65 1,143.63 2 0.02281 19.94 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 53.3 39.5 1.57 2 572.3723 1,142.73 1,143.63 2 0.103 90.07 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 53.9 39.4 2.55 2 m5: Oxidation (+15.99) 580.3814 1,158.75 1,159.63 2 0.1262 108.8 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNMVPFPR K L 95.00% 58.7 39.5 3.12 2 572.3465 1,142.68 1,143.63 2 0.05143 44.97 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 60 39.3 2.3 2 m5: Oxidation (+15.99) 580.911 1,159.81 1,159.63 2 1.186 157.5 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LAVNmVPFPR K L 95.00% 65.8 39.4 1.96 2 m5: Oxidation (+15.99) 580.3703 1,158.73 1,159.63 2 0.104 89.69 253 262 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFmPGFAPLTSR R G 92.80% 35.5 37.8 0 2 m5: Oxidation (+15.99) 546.3602 1,636.06 1,636.83 3 0.2354 143.8 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 13.6 38 1.19 2 540.9855 1,619.93 1,620.84 3 0.1064 65.61 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 33.7 38 3.01 2 810.9603 1,619.91 1,620.84 2 0.07763 47.89 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 35.3 38 2 2 540.9959 1,619.97 1,620.84 3 0.1375 84.82 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 37.7 38 3.82 2 541.0258 1,620.06 1,620.84 3 0.2273 140.2 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 44.4 38 3.36 2 810.9303 1,619.85 1,620.84 2 0.01763 10.88 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 45 38 1.46 2 541.0077 1,620.00 1,620.84 3 0.1729 106.6 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 45.1 38 3.28 2 540.9707 1,619.89 1,620.84 3 0.06185 38.16 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 45.9 37.8 4.18 2 541.3243 1,620.95 1,620.84 3 1.123 74.01 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 50.2 38 3.96 2 540.9902 1,619.95 1,620.84 3 0.1204 74.25 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 52.3 38 3.48 2 810.9528 1,619.89 1,620.84 2 0.06263 38.64 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 53.2 38 1.64 2 540.9998 1,619.98 1,620.84 3 0.1492 92.01 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 55.8 37.8 2.06 2 541.311 1,620.91 1,620.84 3 1.083 49.28 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 57.4 37.8 2.96 2 541.3229 1,620.95 1,620.84 3 1.119 71.4 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 59.8 38 4.68 2 540.9602 1,619.86 1,620.84 3 0.03035 18.73 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFmPGFAPLTSR R G 95.00% 61.5 37.8 2.04 2 m5: Oxidation (+15.99) 546.3545 1,636.04 1,636.83 3 0.2183 133.3 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 62.7 38 3.52 2 541.0232 1,620.05 1,620.84 3 0.2194 135.3 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 65.1 37.8 1.01 2 541.3541 1,621.04 1,620.84 3 1.212 129 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LHFFMPGFAPLTSR R G 95.00% 73.1 37.8 3.08 2 541.3802 1,621.12 1,620.84 3 1.29 177.3 263 276 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LTTPTYGDLNHLVSATmSGVTTcLR K F 95.00% 36.8 35.1 0 2 m17: Oxidation (+15.99), c23: Carbamidomethyl (+57.02) 909.2402 2,724.70 2,724.33 3 1.373 135.7 217 241 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 45.8 35.3 0 2 c23: Carbamidomethyl (+57.02) 903.861 2,708.56 2,708.34 3 1.23 83.81 217 241 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 51.7 35.3 3.15 2 c23: Carbamidomethyl (+57.02) 903.5664 2,707.68 2,708.34 3 0.3462 127.8 217 241 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 52.4 35.3 0 2 c23: Carbamidomethyl (+57.02) 903.5571 2,707.65 2,708.34 3 0.3181 117.4 217 241 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 55.7 35.3 0 2 c23: Carbamidomethyl (+57.02) 903.523 2,707.55 2,708.34 3 0.2161 79.77 217 241 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% MAVTFIGNSTAIQELFK K R 95.00% 21.4 37.2 1.05 2 935.5803 1,869.15 1,869.98 2 0.1752 93.7 363 379 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% MAVTFIGNSTAIQELFK K R 95.00% 30 37.4 1.41 2 624.3541 1,870.04 1,869.98 3 1.07 35.85 363 379 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% mAVTFIGNSTAIQELFK K R 95.00% 51.8 37.2 2.62 2 m1: Oxidation (+15.99) 629.3676 1,885.08 1,885.97 3 0.1154 61.17 363 379 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% MAVTFIGNSTAIQELFK K R 95.00% 58.3 37.2 6.22 2 935.6234 1,869.23 1,869.98 2 0.2615 139.8 363 379 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% mAVTFIGNSTAIQELFK K R 95.00% 66.3 37.3 2.57 2 m1: Oxidation (+15.99) 943.9838 1,885.95 1,885.97 2 0.9874 -8.139 363 379 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NMMAAcDPR K H 95.00% 25.1 39.2 1.37 2 c6: Carbamidomethyl (+57.02) 533.2956 1,064.58 1,065.43 2 0.1565 146.9 298 306 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NMMAAcDPR K H 95.00% 42.5 39.2 2.04 2 c6: Carbamidomethyl (+57.02) 533.3135 1,064.61 1,065.43 2 0.1922 180.4 298 306 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NMMAAcDPR K H 95.00% 45.3 39.2 0 2 c6: Carbamidomethyl (+57.02) 533.2803 1,064.55 1,065.43 2 0.1258 118 298 306 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 92.00% 17.6 37.7 0.854 2 849.5236 1,697.03 1,696.83 2 1.207 120.4 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 27.3 37.7 1.24 2 849.5367 1,697.06 1,696.83 2 1.233 135.8 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 29.6 37.6 1.72 2 849.0043 1,695.99 1,696.83 2 0.1684 99.25 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 32.5 37.6 3.66 2 849.0153 1,696.02 1,696.83 2 0.1904 112.2 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 36.5 37.6 2.96 2 849.0443 1,696.07 1,696.83 2 0.2486 146.5 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 37.1 37.7 1.74 2 849.4944 1,696.97 1,696.83 2 1.149 85.95 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 37.1 37.6 3.04 2 849.0423 1,696.07 1,696.83 2 0.2444 144 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 37.4 37.6 2.08 2 848.9785 1,695.94 1,696.83 2 0.1168 68.82 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 38.5 37.6 0 2 849.0303 1,696.05 1,696.83 2 0.2204 129.9 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 40.6 37.6 2.68 2 849.0136 1,696.01 1,696.83 2 0.1871 110.2 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 40.9 37.6 2.37 2 849.0237 1,696.03 1,696.83 2 0.2073 122.2 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 41.2 37.6 1.77 2 849.0257 1,696.04 1,696.83 2 0.2113 124.5 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% NSSYFVEWIPNNVK K T 95.00% 45.2 37.6 3.18 2 849.0021 1,695.99 1,696.83 2 0.1642 96.75 337 350 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 34.3 35 0 2 933.9195 2,798.74 2,798.34 3 1.4 142 78 103 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 40.5 35 0 2 933.9191 2,798.74 2,798.34 3 1.399 141.6 78 103 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 40.8 35.2 2.33 2 933.5506 2,797.63 2,798.34 3 0.2938 105 78 103 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 91.10% 36.3 39 0 2 c4: Carbamidomethyl (+57.02) 514.2464 1,026.48 1,028.52 2 -1.034 -30.36 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 34 39 1.14 2 c4: Carbamidomethyl (+57.02) 514.3261 1,026.64 1,028.52 2 -0.8746 124.7 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 50.7 39.3 1.62 2 c4: Carbamidomethyl (+57.02) 514.79 1,027.57 1,028.52 2 0.05325 51.77 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 51.1 39.3 2.52 2 c4: Carbamidomethyl (+57.02) 514.7784 1,027.54 1,028.52 2 0.02993 29.1 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 51.5 39.5 3.23 2 c4: Carbamidomethyl (+57.02) 515.3325 1,028.65 1,028.52 2 1.138 131.7 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 52.3 39.5 1.85 2 c4: Carbamidomethyl (+57.02) 515.3421 1,028.67 1,028.52 2 1.157 150.2 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 61.5 39.3 2.14 2 c4: Carbamidomethyl (+57.02) 514.8265 1,027.64 1,028.52 2 0.1263 122.8 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 70.6 39 3.39 2 c4: Carbamidomethyl (+57.02) 514.3573 1,026.70 1,028.52 2 -0.8121 185.5 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 71.2 39 2.85 2 c4: Carbamidomethyl (+57.02) 514.3123 1,026.61 1,028.52 2 -0.9022 97.8 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 75.5 39.3 3.8 2 c4: Carbamidomethyl (+57.02) 514.8297 1,027.64 1,028.52 2 0.1326 128.9 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 77.8 39.3 2.96 2 c4: Carbamidomethyl (+57.02) 514.8175 1,027.62 1,028.52 2 0.1083 105.3 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% TAVcDIPPR K G 95.00% 78.4 39.3 1.59 2 c4: Carbamidomethyl (+57.02) 514.8395 1,027.66 1,028.52 2 0.1522 148 351 359 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 93.70% 37.8 39 0 2 520.3548 1,038.70 1,039.59 2 0.109 104.8 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 35.5 39 1.66 2 520.3528 1,038.69 1,039.59 2 0.1049 100.9 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 40.1 39 0 2 520.3789 1,038.74 1,039.59 2 0.157 151 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 42.8 39 2.66 2 520.8314 1,039.65 1,039.59 2 1.062 57.09 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 44.6 39 1.55 2 520.3829 1,038.75 1,039.59 2 0.1651 158.8 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 44.8 39 0 2 520.3299 1,038.65 1,039.59 2 0.05911 56.86 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 46.3 39 0 2 520.8843 1,039.75 1,039.59 2 1.168 158.6 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 46.6 39 1.8 2 520.3424 1,038.67 1,039.59 2 0.08418 80.96 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 46.8 39 0 2 520.3203 1,038.63 1,039.59 2 0.03983 38.31 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 49.6 39 1.96 2 520.8648 1,039.72 1,039.59 2 1.129 121.3 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 50 39 1.28 2 520.335 1,038.66 1,039.59 2 0.06931 66.66 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 56.6 39 1.62 2 520.3617 1,038.71 1,039.59 2 0.1227 118 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 58.4 39 0.959 2 520.3769 1,038.74 1,039.59 2 0.1532 147.3 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 62.2 39 0.921 2 520.3961 1,038.78 1,039.59 2 0.1914 184.1 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 64 39 1.04 2 520.3619 1,038.71 1,039.59 2 0.123 118.3 310 318 TRUE

LX-2 Repeat 3 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 19 24 202 57.40% YLTVAAVFR R G 95.00% 66.9 39 1.62 2 520.3669 1,038.72 1,039.59 2 0.1332 128.1 310 318 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% ALTSEIALLQSR K L 95.00% 43.1 38.7 1.85 2 651.866 1,301.72 1,301.74 2 0.9823 -15.72 564 575 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% ALTSEIALLQSR K L 95.00% 80.2 38.7 2.64 2 651.3986 1,300.78 1,301.74 2 0.04744 36.44 564 575 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% ALTSEIALLQSR K L 95.00% 93.7 38.7 4.32 2 651.4203 1,300.83 1,301.74 2 0.09083 69.77 564 575 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% ATSFLLALEPELEAR R L 95.00% 63.5 37.8 2.52 2 830.4423 1,658.87 1,659.90 2 -0.01807 -10.89 105 119 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% FPLFGGWK R T 95.00% 43 39.3 0 2 476.3531 950.6916 951.5088 2 0.19 199.6 359 366 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% FVDHVFDEQVIDSLTVK R I 95.00% 43.3 36.9 0 2 664.7102 1,991.11 1,991.01 3 1.104 50.71 394 410 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% LPVALDPGAK K I 95.00% 41.1 39.2 2.17 2 490.8645 979.7144 980.5777 2 0.1439 146.8 156 165 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% LPVALDPGAK K I 95.00% 51.7 39.2 2.01 2 490.8448 979.675 980.5777 2 0.1045 106.6 156 165 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% NIEIDSPYEISR K A 95.00% 70.7 38.4 3.7 2 718.3778 1,434.74 1,435.71 2 0.04183 29.13 419 430 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% NIEIDSPYEISR K A 95.00% 72.1 38.4 4.23 2 718.383 1,434.75 1,435.71 2 0.05228 36.41 419 430 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% QFVVFEGNHYFYSPYPTK K T 95.00% 45.2 36.5 0 2 742.1402 2,223.40 2,223.05 3 1.351 156.8 191 208 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% QPDSGISSIR R S 95.00% 48.7 39.8 1.43 2 530.3296 1,058.64 1,059.54 2 0.1088 102.7 308 317 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% SEDLLDYGPFR R D 95.00% 45 38.6 0 2 656.8331 1,311.65 1,311.62 2 1.037 26.29 233 243 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% SEDLLDYGPFR R D 95.00% 52.8 38.6 1.17 2 656.351 1,310.69 1,311.62 2 0.07307 55.7 233 243 TRUE

LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% VAcITEQVLTLVNKR K I 95.00% 62.4 37.7 0 2 c3: Carbamidomethyl (+57.02) 582.3802 1,744.12 1,743.98 3 1.147 82.84 514 528 TRUE
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LX-2 Repeat 3 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 11 11 16 22.40% VHYENNSPFLTITSMTR K V 95.00% 64.5 36.8 3.64 2 670.7702 2,009.29 2,009.97 3 0.3211 159.7 255 271 TRUE

LX-2 Repeat 3 HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903,IPI00383296 77,499.30 99.80% 2 2 3 3.01% AFITNIPFDVK R W 95.00% 43.1 38.9 1.62 2 632.8653 1,263.72 1,264.69 2 0.02953 23.35 73 83 TRUE

LX-2 Repeat 3 HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903,IPI00383296 77,499.30 99.80% 2 2 3 3.01% MGAGMGFGLER R M 95.00% 39.6 38.8 1.66 2 563.2803 1,124.55 1,125.52 2 0.03513 31.21 486 496 TRUE

LX-2 Repeat 3 HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903,IPI00383296 77,499.30 99.80% 2 2 3 3.01% MGAGMGFGLER R M 95.00% 62 38.8 3.06 2 563.2553 1,124.50 1,125.52 2 -0.01487 -13.21 486 496 TRUE

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% DGFIDKEDLHDMLASLGK R N 95.00% 37.2 37.1 2.46 2 668.6828 2,003.03 2,003.97 3 0.05899 29.44 46 63 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% DGFIDKEDLHDMLASLGK R N 95.00% 44.3 37.1 0 2 668.7119 2,003.11 2,003.97 3 0.1463 72.98 46 63 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% EAFNMIDQNR K D 95.00% 44.4 38.7 0 2 619.3206 1,236.63 1,237.56 2 0.07084 57.23 36 45 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% EAFNMIDQNR K D 95.00% 48.8 38.7 0.959 2 619.3199 1,236.63 1,237.56 2 0.06939 56.07 36 45 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% EAFNMIDQNR K D 95.00% 53.3 38.7 2 2 619.3222 1,236.63 1,237.56 2 0.07416 59.92 36 45 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% EAFNmIDQNR K D 95.00% 53.4 38.8 1.54 2 m5: Oxidation (+15.99) 627.3331 1,252.65 1,253.56 2 0.1009 80.48 36 45 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% ELLTTMGDR R F 90.30% 36.5 39.5 0 2 518.3135 1,034.61 1,035.51 2 0.1055 101.9 125 133 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% ELLTTMGDR R F 95.00% 53.3 39.5 1.08 2 518.3125 1,034.61 1,035.51 2 0.1037 100.1 125 133 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% FTDEEVDEMYR R E 95.00% 62.6 38.4 0 2 717.2898 1,432.57 1,433.59 2 -0.01677 -11.7 134 144 TRUE

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% GNFNYVEFTR K I 95.00% 49.9 39 2.34 2 623.8098 1,245.61 1,246.59 2 0.02736 21.95 152 161 TRUE

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% LNGTDPEDVIR K N 95.00% 59.7 39.2 1.37 2 615.3513 1,228.69 1,228.62 2 1.078 61.4 94 104 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% LNGTDPEDVIR K N 95.00% 71.5 39.1 4.28 2 614.8491 1,227.68 1,228.62 2 0.0739 60.15 94 104 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% LNGTDPEDVIR K N 95.00% 75.5 39.1 4.27 2 614.8821 1,227.75 1,228.62 2 0.1398 113.8 94 104 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 19,810.10 99.80% 2 2 2 40.10% LNGTDPEDVIR K N 95.00% 76.2 39.1 3.02 2 614.8701 1,227.73 1,228.62 2 0.1159 94.33 94 104 FALSE IPI00604523,IPI00220573,IPI00033494

LX-2 Repeat 3 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 4 4 7 14.60% IIGAVDQIQLTQAQLEER K Q 95.00% 48.6 36.9 2.96 2 675.6883 2,024.04 2,025.10 3 -0.04762 -23.51 61 78 TRUE

LX-2 Repeat 3 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 4 4 7 14.60% IIGAVDQIQLTQAQLEER K Q 95.00% 60.8 36.9 0 2 676.0456 2,025.11 2,025.10 3 1.024 10.65 61 78 TRUE

LX-2 Repeat 3 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 4 4 7 14.60% KLEVNEAELLR K R 95.00% 71.3 38.6 3.48 2 657.469 1,312.92 1,313.74 2 0.1883 143.3 137 147 TRUE

LX-2 Repeat 3 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 4 4 7 14.60% KLEVNEAELLR K R 95.00% 88.9 38.6 3.62 2 657.3873 1,312.76 1,313.74 2 0.02483 18.9 137 147 TRUE

LX-2 Repeat 3 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 4 4 7 14.60% SDQVNGVLVLSLLDK K I 95.00% 65.8 38 1 2 800.5203 1,599.03 1,599.90 2 0.1378 86.14 46 60 TRUE

LX-2 Repeat 3 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 4 4 7 14.60% SDQVNGVLVLSLLDK K I 95.00% 83 38 1.6 2 801.0743 1,600.13 1,599.90 2 1.246 151.8 46 60 TRUE

LX-2 Repeat 3 PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43,458.50 100.00% 4 4 7 14.60% VmIYQDEVKLPAK K L 90.90% 22.6 38.2 0.77 2 m2: Oxidation (+15.99) 517.3645 1,549.07 1,549.83 3 0.2494 160.9 153 165 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% DAEAWFNEK K S 93.80% 37.7 38.8 0 2 555.2663 1,108.52 1,109.49 2 0.03543 31.93 335 343 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% DAEAWFNEK K S 94.90% 38.6 38.8 0 2 555.319 1,108.62 1,109.49 2 0.1409 127 335 343 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% SLLEGEGSSGGGGR R G 95.00% 57.6 38.9 4.1 2 631.8223 1,261.63 1,262.60 2 0.03993 31.62 451 464 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% SQYEQLAEQNRK R D 91.10% 35 38.2 0 2 498.6285 1,492.86 1,493.73 3 0.1367 91.47 323 334 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% SQYEQLAEQNRK R D 95.00% 39.1 38.2 1.47 2 498.9902 1,493.95 1,493.73 3 1.222 146.4 323 334 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VLDELTLTK R A 95.00% 35.8 39.8 1.39 2 516.3649 1,030.72 1,031.60 2 0.124 120.1 258 266 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VLDELTLTK R A 95.00% 45 39.8 0 2 516.3771 1,030.74 1,031.60 2 0.1485 143.9 258 266 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VLDELTLTK R A 95.00% 68.5 39.8 1.37 2 516.3466 1,030.68 1,031.60 2 0.08746 84.77 258 266 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VTMQNLNDR K L 95.00% 50.8 39.5 1.28 2 546.3626 1,090.71 1,090.53 2 1.187 168.6 148 156 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VTMQNLNDR K L 95.00% 52.1 39.6 2.48 2 545.8386 1,089.66 1,090.53 2 0.1389 127.4 148 156 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VTMQNLNDR K L 95.00% 54.9 39.5 0 2 546.3903 1,090.77 1,090.53 2 1.242 219.4 148 156 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VTMQNLNDR K L 95.00% 56.3 39.6 1.43 2 545.8985 1,089.78 1,090.53 2 0.2587 237.2 148 156 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VTMQNLNDR K L 95.00% 70.4 39.6 1.21 2 545.8303 1,089.65 1,090.53 2 0.1222 112.1 148 156 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VTMQNLNDR K L 95.00% 71 39.6 1.62 2 545.8327 1,089.65 1,090.53 2 0.1271 116.5 148 156 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VTMQNLNDR K L 95.00% 91.7 39.6 1.66 2 545.8252 1,089.64 1,090.53 2 0.1121 102.7 148 156 TRUE

LX-2 Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 16 8.94% VTMQNLNDR K L 95.00% 91.9 39.6 1.19 2 545.8375 1,089.66 1,090.53 2 0.1367 125.3 148 156 TRUE

LX-2 Repeat 3 STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80,456.90 100.00% 4 4 7 5.39% FLAEEGFYK R F 95.00% 37.9 39.7 1.39 2 552.3833 1,102.75 1,103.54 2 0.2185 197.9 59 67 TRUE

LX-2 Repeat 3 STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80,456.90 100.00% 4 4 7 5.39% FLAEEGFYK R F 95.00% 43.7 39.7 1.07 2 552.3879 1,102.76 1,103.54 2 0.2278 206.4 59 67 TRUE

LX-2 Repeat 3 STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80,456.90 100.00% 4 4 7 5.39% FYSLLDPSYAK R N 95.00% 44.3 38.8 1.08 2 652.3875 1,302.76 1,303.66 2 0.1107 84.9 330 340 TRUE

LX-2 Repeat 3 STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80,456.90 100.00% 4 4 7 5.39% FYSLLDPSYAK R N 95.00% 44.5 38.8 2 2 652.409 1,302.80 1,303.66 2 0.1538 118 330 340 TRUE

LX-2 Repeat 3 STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80,456.90 100.00% 4 4 7 5.39% FYSLLDPSYAK R N 95.00% 53.8 38.8 3.74 2 652.4113 1,302.81 1,303.66 2 0.1583 121.4 330 340 TRUE

LX-2 Repeat 3 STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80,456.90 100.00% 4 4 7 5.39% IIFDDFR R E 95.00% 42.1 38.9 0 2 463.3216 924.6286 925.4779 2 0.1579 170.6 500 506 TRUE

LX-2 Repeat 3 STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80,456.90 100.00% 4 4 7 5.39% LNPQQFEVLFR K S 92.70% 25.3 38.6 0.886 2 696.0104 1,390.01 1,390.75 2 0.2657 191 290 300 TRUE

LX-2 Repeat 3 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 3 3 7 24.70% cPFTGNVSIR K G 94.90% 38.8 39.1 1.96 2 c1: Carbamidomethyl (+57.02) 575.8419 1,149.67 1,150.57 2 0.1092 94.91 60 69 TRUE

LX-2 Repeat 3 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 3 3 7 24.70% cPFTGNVSIR K G 95.00% 31.9 39.1 2.89 2 c1: Carbamidomethyl (+57.02) 575.8519 1,149.69 1,150.57 2 0.1292 112.3 60 69 TRUE

LX-2 Repeat 3 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 3 3 7 24.70% cPFTGNVSIR K G 95.00% 61.9 39.1 3.34 2 c1: Carbamidomethyl (+57.02) 575.8246 1,149.63 1,150.57 2 0.0746 64.83 60 69 TRUE

LX-2 Repeat 3 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 3 3 7 24.70% cPFTGNVSIR K G 95.00% 68.5 39.1 5.26 2 c1: Carbamidomethyl (+57.02) 575.7826 1,149.55 1,150.57 2 -0.009555 -8.305 60 69 TRUE

LX-2 Repeat 3 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 3 3 7 24.70% cPFTGNVSIR K G 95.00% 72.1 39.1 4.42 2 c1: Carbamidomethyl (+57.02) 575.7663 1,149.52 1,150.57 2 -0.04213 -36.62 60 69 TRUE

LX-2 Repeat 3 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 3 3 7 24.70% DVQIGDIVTVGEcRPLSK R T 95.00% 29.1 37.3 2 2 c13: Carbamidomethyl (+57.02) 662.7002 1,985.08 1,986.03 3 0.0532 26.78 119 136 TRUE

LX-2 Repeat 3 RPS11 40S ribosomal protein S11 IPI00025091 18,413.30 100.00% 3 3 7 24.70% EAIEGTYIDKK K C 95.00% 46.9 38.7 1.25 2 633.8908 1,265.77 1,266.66 2 0.1165 91.95 49 59 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% GFKDQIYDIFQK R L 95.00% 51.1 38.4 0 2 751.4403 1,500.87 1,501.77 2 0.1044 69.53 191 202 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% GYDVIAQAQSGTGK K T 95.00% 65.2 38.3 7.27 2 697.8966 1,393.78 1,394.69 2 0.09466 67.87 69 82 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% KVDWLTEK R M 95.00% 32.9 39.9 1.4 2 509.8511 1,017.69 1,018.56 2 0.1379 135.4 284 291 FALSE IPI00009328

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% LQmEAPHIIVGTPGR K V 93.70% 36.1 37.8 0 2 m3: Oxidation (+15.99) 545.6861 1,634.04 1,634.87 3 0.1751 107.1 147 161 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% LQMEAPHIIVGTPGR K V 95.00% 31.5 38 0.854 2 540.656 1,618.95 1,618.87 3 1.08 47.66 147 161 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% LQMEAPHIIVGTPGR K V 95.00% 63.7 38 0.886 2 540.3242 1,617.95 1,618.87 3 0.08435 52.1 147 161 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% MFVLDEADEMLSR K G 95.00% 67.3 38.3 4.27 2 778.9328 1,555.85 1,555.71 2 1.145 91.48 178 190 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% MFVLDEADEMLSR K G 95.00% 77.3 38.1 3.6 2 778.4528 1,554.89 1,555.71 2 0.185 118.9 178 190 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% VLITTDLLAR R G 95.00% 36.8 39.2 1.96 2 557.8803 1,113.75 1,114.68 2 0.07003 62.82 325 334 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% VLITTDLLAR R G 95.00% 44.3 39.3 3.11 2 558.3303 1,114.65 1,114.68 2 0.97 -29.31 325 334 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% VLITTDLLAR R G 95.00% 45.3 39.2 2.06 2 557.8938 1,113.77 1,114.68 2 0.09712 87.12 325 334 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% VLITTDLLAR R G 95.00% 61.2 39.2 2.38 2 557.898 1,113.78 1,114.68 2 0.1055 94.62 325 334 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% VLITTDLLAR R G 95.00% 65.2 39.2 1.64 2 557.9198 1,113.83 1,114.68 2 0.1491 133.8 325 334 TRUE

LX-2 Repeat 3 EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46,137.30 100.00% 5 5 13 17.70% VLITTDLLAR R G 95.00% 81.5 39.2 2.92 2 557.9124 1,113.81 1,114.68 2 0.1342 120.4 325 334 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% AQALAIETEAELQR K V 95.00% 74.3 38.3 5.38 2 772.4803 1,542.95 1,542.81 2 1.141 89.51 748 761 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% AQQLAEVEVK K K 95.00% 45.8 39.2 2.16 2 557.8715 1,113.73 1,114.61 2 0.1254 112.5 784 793 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% DAQGLVLFDVTGQVR R L 95.00% 57.7 38 9.47 2 809.5168 1,617.02 1,617.86 2 0.1666 103 68 82 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% DITPLQVVLPNTALHLK K A 95.00% 27.8 37.4 2.17 2 624.7483 1,871.22 1,872.10 3 0.1348 72.01 108 124 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% DITPLQVVLPNTALHLK K A 95.00% 31.4 37.4 2.02 2 625.0802 1,872.22 1,872.10 3 1.13 68.13 108 124 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% DLAVAGPEMQVK R L 95.00% 46.1 39 2.43 2 629.3803 1,256.75 1,257.65 2 0.1023 81.36 809 820 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% DQAVFPQNGLVVSSVDVQSVEPVDQR R T 95.00% 54 35.2 0 2 938.5502 2,812.63 2,812.41 3 1.225 78.87 624 649 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% ELPPGVEELLNK K G 95.00% 18.9 38.6 2.28 2 669.3731 1,336.73 1,337.73 2 0.007641 5.712 418 429 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% ELPPGVEELLNK K G 95.00% 35 38.5 1.74 2 669.9003 1,337.79 1,337.73 2 1.062 44.22 418 429 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% ELPPGVEELLNK K G 95.00% 37.9 38.6 2.09 2 669.3888 1,336.76 1,337.73 2 0.03907 29.2 418 429 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% GAVASVTFDDFHK R N 95.00% 64.1 38.3 3.55 2 697.9059 1,393.80 1,393.67 2 1.13 91.13 581 593 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% GAVASVTFDDFHK R N 95.00% 64.8 38.4 0 2 465.3002 1,392.88 1,393.67 3 0.2113 151.6 581 593 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% GPLEYVPSAK R V 95.00% 41.3 39.6 3.44 2 530.8625 1,059.71 1,060.57 2 0.1503 141.7 361 370 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% GPLEYVPSAK R V 95.00% 52.1 39.6 5.11 2 530.8357 1,059.66 1,060.57 2 0.09662 91.09 361 370 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% GPLEYVPSAK R V 95.00% 52.4 39.6 5.38 2 530.8426 1,059.67 1,060.57 2 0.1105 104.1 361 370 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% IEGEGSVLQAK R L 95.00% 26.7 39.3 1.82 2 565.8017 1,129.59 1,130.61 2 -0.009215 -8.151 735 745 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% IEGEGSVLQAK R L 95.00% 63.7 39.3 1.89 2 565.884 1,129.75 1,130.61 2 0.1554 137.4 735 745 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% IEGEGSVLQAK R L 95.00% 69.2 39.3 1.31 2 565.8433 1,129.67 1,130.61 2 0.07397 65.42 735 745 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% ILDQSEAEK K A 89.80% 36.5 39.8 0 2 516.813 1,031.61 1,032.52 2 0.09778 94.69 693 701 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% ILDQSEAEK K A 95.00% 50 39.8 0 2 516.8263 1,031.64 1,032.52 2 0.1243 120.4 693 701 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% IPPYHYIHVLDQNSNVSR R V 95.00% 34.6 36.5 1.03 2 718.3682 2,152.08 2,152.09 3 0.9966 -2.869 10 27 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% KEVEVVEIIQATIIR R Q 95.00% 66.2 37.5 0 2 581.0448 1,740.11 1,740.03 3 1.093 51.9 155 169 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% LAQDPFPLYPGEVLEK R D 95.00% 32 37.4 1.72 2 606.0002 1,814.98 1,815.95 3 0.03295 18.14 92 107 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% LAQDPFPLYPGEVLEK R D 95.00% 35.2 37.5 2.43 2 909.0963 1,816.18 1,815.95 2 1.232 126.3 92 107 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% LAQDPFPLYPGEVLEK R D 95.00% 43.5 37.4 2.89 2 908.5953 1,815.18 1,815.95 2 0.2302 126.8 92 107 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% LFSVPDFVGDAcK K A 95.00% 31.1 38.4 3.7 2 c12: Carbamidomethyl (+57.02) 727.8653 1,453.72 1,454.70 2 0.02467 16.96 561 573 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% LFSVPDFVGDAcK K A 95.00% 36.7 38.3 3.32 2 c12: Carbamidomethyl (+57.02) 728.3792 1,454.74 1,454.70 2 1.052 34.16 561 573 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% LFSVPDFVGDAcK K A 95.00% 52.5 38.4 3.23 2 c12: Carbamidomethyl (+57.02) 727.8968 1,453.78 1,454.70 2 0.08776 60.33 561 573 TRUE

LX-2 Repeat 3 MVP Major vault protein IPI00000105 99,308.00 100.00% 16 18 29 25.00% TAVFGFETSEAK R G 95.00% 77.6 38.9 4 2 643.8314 1,285.65 1,286.63 2 0.02925 22.73 601 612 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ALTVPELTQQMFDAK R N 95.00% 21 37.7 1.47 2 847.0386 1,692.06 1,691.87 2 1.202 117.9 283 297 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ALTVPELTQQMFDAK R N 95.00% 48.7 37.7 3.92 2 846.5146 1,691.01 1,691.87 2 0.1545 91.28 283 297 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% AVLVDLEPGTMDSVR R S 95.00% 41.7 38 3.37 2 801.4203 1,600.83 1,601.82 2 0.01273 7.945 63 77 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% AVLVDLEPGTMDSVR R S 95.00% 43.3 38 3.82 2 801.5005 1,600.99 1,601.82 2 0.1732 108.1 63 77 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% AVLVDLEPGTMDSVR R S 95.00% 60.6 38 3.19 2 801.4238 1,600.83 1,601.82 2 0.01979 12.35 63 77 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EIVHLQAGQcGNQIGAK R F 89.90% 33.7 37.5 0 2 c10: Carbamidomethyl (+57.02) 608.699 1,823.08 1,822.92 3 1.159 85.83 3 19 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EIVHLQAGQcGNQIGAK R F 95.00% 40.1 37.7 0 2 c10: Carbamidomethyl (+57.02) 608.3826 1,822.13 1,822.92 3 0.21 115.2 3 19 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EIVHLQAGQcGNQIGAK R F 95.00% 48.6 37.7 0.959 2 c10: Carbamidomethyl (+57.02) 608.3454 1,822.01 1,822.92 3 0.09841 53.98 3 19 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EIVHLQAGQcGNQIGAK R F 95.00% 50 37.7 3.14 2 c10: Carbamidomethyl (+57.02) 608.353 1,822.04 1,822.92 3 0.1215 66.63 3 19 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EVDEQMLNVQNK K N 94.50% 38 38.5 0 2 723.9014 1,445.79 1,446.69 2 0.1061 73.36 325 336 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EVDEQmLNVQNK K N 95.00% 48.6 38.3 0 2 m6: Oxidation (+15.99) 731.8862 1,461.76 1,462.68 2 0.08074 55.2 325 336 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EVDEQMLNVQNK K N 95.00% 51 38.5 1.11 2 724.3946 1,446.77 1,446.69 2 1.093 62.02 325 336 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EVDEQMLNVQNK K N 95.00% 51.6 38.5 1.51 2 723.8969 1,445.78 1,446.69 2 0.09716 67.16 325 336 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EVDEQMLNVQNK K N 95.00% 56.5 38.5 0 2 723.8736 1,445.73 1,446.69 2 0.05049 34.9 325 336 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EVDEQMLNVQNK K N 95.00% 56.6 38.5 1.13 2 723.9003 1,445.79 1,446.69 2 0.1038 71.76 325 336 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% EVDEQMLNVQNK K N 95.00% 56.8 38.5 1.82 2 723.918 1,445.82 1,446.69 2 0.1392 96.22 325 336 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 40.9 39.3 2.24 2 565.8547 1,129.69 1,130.60 2 0.1067 94.38 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 47.2 39.3 2.49 2 565.8978 1,129.78 1,130.60 2 0.1928 170.5 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 49.5 39.3 2.03 2 566.3828 1,130.75 1,130.60 2 1.163 141.6 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 53.5 39.3 1.85 2 566.2803 1,130.55 1,130.60 2 0.9578 -39.68 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 54.8 39.3 0 2 565.8835 1,129.75 1,130.60 2 0.1642 145.3 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 56.6 39.3 1.68 2 565.8743 1,129.73 1,130.60 2 0.146 129.1 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 56.9 39.3 2.64 2 565.8158 1,129.62 1,130.60 2 0.02883 25.5 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 58.1 39.3 3.17 2 565.8368 1,129.66 1,130.60 2 0.07092 62.72 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 59.9 39.3 2.66 2 565.8219 1,129.63 1,130.60 2 0.04116 36.41 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 59.9 39.3 0.824 2 565.8719 1,129.73 1,130.60 2 0.1411 124.8 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 60.7 39.3 3.28 2 565.8526 1,129.69 1,130.60 2 0.1026 90.7 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 65.1 39.3 0 2 566.388 1,130.76 1,130.60 2 1.173 150.7 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 68.7 39.3 3.01 2 565.8331 1,129.65 1,130.60 2 0.06345 56.12 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 69.7 39.3 1.54 2 565.8603 1,129.71 1,130.60 2 0.1178 104.2 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 70.1 39.3 2.89 2 565.8265 1,129.64 1,130.60 2 0.05021 44.41 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 70.3 39.3 3.85 2 566.348 1,130.68 1,130.60 2 1.093 80.04 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 72.8 39.3 3.18 2 565.7703 1,129.53 1,130.60 2 -0.06217 -54.99 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 73.3 39.3 3.17 2 565.836 1,129.66 1,130.60 2 0.06932 61.31 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 79.7 39.3 3.35 2 565.8299 1,129.65 1,130.60 2 0.05711 50.51 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% FPGQLNADLR R K 95.00% 80 39.3 2.38 2 565.8788 1,129.74 1,130.60 2 0.155 137 242 251 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVR K K 91.90% 34.2 37 0 2 654.0185 1,959.03 1,958.98 3 1.059 28.69 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVR K K 95.00% 58.1 36.9 2.43 2 653.6882 1,958.04 1,958.98 3 0.06805 34.74 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVR K K 95.00% 70.7 36.9 4.19 2 653.7135 1,958.12 1,958.98 3 0.1441 73.53 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVR K K 95.00% 77.2 37 0 2 654.0045 1,958.99 1,958.98 3 1.017 7.235 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVR K K 95.00% 81 37 2.28 2 654.0302 1,959.07 1,958.98 3 1.094 46.59 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVR K K 95.00% 81 36.9 2.22 2 653.6889 1,958.05 1,958.98 3 0.0703 35.89 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVR K K 95.00% 81.4 36.9 8.32 2 980.1123 1,958.21 1,958.98 2 0.2353 120.1 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVR K K 95.00% 89.1 36.9 2.82 2 653.6889 1,958.05 1,958.98 3 0.0703 35.89 104 121 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVRK K E 95.00% 38 36.6 2.66 2 696.6445 2,086.91 2,087.08 3 0.8421 -76.93 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVRK K E 95.00% 47.2 36.7 2.22 2 696.4134 2,086.22 2,087.08 3 0.1488 71.31 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVRK K E 95.00% 48.7 36.6 2.22 2 696.7502 2,087.23 2,087.08 3 1.159 74.86 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVRK K E 95.00% 55 36.6 3.07 2 696.7002 2,087.08 2,087.08 3 1.009 3.028 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% GHYTEGAELVDSVLDVVRK K E 95.00% 59.4 36.6 3.7 2 696.7446 2,087.21 2,087.08 3 1.142 66.78 104 122 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ImNTFSVVPSPK R V 95.00% 57.3 38.7 3.36 2 m2: Oxidation (+15.99) 668.3624 1,334.71 1,335.70 2 0.01986 14.87 163 174 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ImNTFSVVPSPK R V 95.00% 67.2 38.7 2.89 2 m2: Oxidation (+15.99) 668.3159 1,334.62 1,335.70 2 -0.07324 -54.83 163 174 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% IMNTFSVVPSPK R V 95.00% 70 39 2.74 2 660.3988 1,318.78 1,319.70 2 0.08751 66.31 163 174 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% IMNTFSVVPSPK R V 95.00% 71.5 39 2.48 2 660.3911 1,318.77 1,319.70 2 0.07203 54.58 163 174 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% IMNTFSVVPSPK R V 95.00% 74.7 39 1.03 2 660.3646 1,318.71 1,319.70 2 0.019 14.4 163 174 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% IMNTFSVVPSPK R V 95.00% 86.4 39 3.07 2 660.4117 1,318.81 1,319.70 2 0.1133 85.83 163 174 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% IMNTFSVVPSPK R V 95.00% 86.9 39 2.31 2 660.3732 1,318.73 1,319.70 2 0.03623 27.45 163 174 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% INVYYNEATGGK R Y 95.00% 50.5 38.7 4.74 2 664.8739 1,327.73 1,328.65 2 0.0924 69.54 47 58 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% INVYYNEATGGK R Y 95.00% 53.4 38.7 3.6 2 665.3259 1,328.64 1,328.65 2 0.9965 -4.709 47 58 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% INVYYNEATGGK R Y 95.00% 69.4 38.7 3.62 2 664.8746 1,327.73 1,328.65 2 0.09386 70.64 47 58 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% INVYYNEATGGK R Y 95.00% 73.8 38.7 2.74 2 664.2863 1,326.56 1,328.65 2 -1.083 -60.37 47 58 TRUE

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 91.80% 36.9 39.2 0 2 615.3221 1,228.63 1,229.60 2 0.03856 31.36 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAmFR R R 95.00% 35.7 39.1 1 2 m8: Oxidation (+15.99) 623.3536 1,244.69 1,245.59 2 0.1066 85.57 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAmFR R R 95.00% 40.4 39.1 2.74 2 m8: Oxidation (+15.99) 623.3375 1,244.66 1,245.59 2 0.07456 59.85 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAmFR R R 95.00% 43.6 39.1 1.59 2 m8: Oxidation (+15.99) 623.3437 1,244.67 1,245.59 2 0.08687 69.74 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 44.7 39.2 1.55 2 615.3356 1,228.66 1,229.60 2 0.06552 53.28 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 46.4 39.2 0 2 615.3406 1,228.67 1,229.60 2 0.07557 61.45 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAmFR R R 95.00% 48.6 39.1 1.8 2 m8: Oxidation (+15.99) 623.3531 1,244.69 1,245.59 2 0.1057 84.87 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAmFR R R 95.00% 51.5 39 0.824 2 m8: Oxidation (+15.99) 623.8224 1,245.63 1,245.59 2 1.044 33.28 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 52.4 39.1 2.44 2 615.8657 1,229.72 1,229.60 2 1.126 99.92 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 56.2 39.2 3.2 2 615.3857 1,228.76 1,229.60 2 0.1657 134.7 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 61 39.2 3.72 2 615.3423 1,228.67 1,229.60 2 0.07893 64.19 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 61.1 39.2 3.92 2 615.385 1,228.76 1,229.60 2 0.1643 133.6 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 63.6 39.2 2.49 2 615.3576 1,228.70 1,229.60 2 0.1096 89.12 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 67 39.2 3.47 2 615.3329 1,228.65 1,229.60 2 0.06019 48.95 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 74.3 39.2 3.72 2 615.3631 1,228.71 1,229.60 2 0.1205 98.01 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 75.5 39.2 1.82 2 615.346 1,228.68 1,229.60 2 0.0864 70.26 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 76.2 39.2 1.72 2 615.474 1,228.93 1,229.60 2 0.3423 278.3 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% ISEQFTAMFR R R 95.00% 76.6 39.2 1.72 2 615.3524 1,228.69 1,229.60 2 0.09921 80.68 381 390 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 28.9 39.5 2.36 2 572.8563 1,143.70 1,143.63 2 1.071 59.58 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 34.7 39.5 2.01 2 572.3498 1,142.69 1,143.63 2 0.05799 50.71 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 36.1 39.5 0.921 2 572.3899 1,142.77 1,143.63 2 0.1381 120.8 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 36.7 39.5 2.23 2 572.3598 1,142.71 1,143.63 2 0.07798 68.18 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 40.7 39.5 0 2 572.3569 1,142.70 1,143.63 2 0.07212 63.06 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 41.3 39.5 1.96 2 572.3651 1,142.72 1,143.63 2 0.08864 77.5 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 42.3 39.4 2.12 2 m5: Oxidation (+15.99) 580.369 1,158.72 1,159.63 2 0.1014 87.41 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 42.8 39.4 1.68 2 m5: Oxidation (+15.99) 580.3723 1,158.73 1,159.63 2 0.1081 93.19 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 43 39.4 2.7 2 m5: Oxidation (+15.99) 580.4008 1,158.79 1,159.63 2 0.1651 142.3 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 45.6 39.5 3.52 2 572.3576 1,142.70 1,143.63 2 0.07362 64.37 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 45.7 39.5 1.92 2 572.375 1,142.74 1,143.63 2 0.1083 94.72 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 46.2 39.5 1.96 2 572.3403 1,142.67 1,143.63 2 0.03893 34.04 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 46.3 39.5 2.6 2 572.3649 1,142.72 1,143.63 2 0.08823 77.15 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 47.7 39.5 3.77 2 572.3431 1,142.67 1,143.63 2 0.04464 39.03 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 47.7 39.4 3 2 m5: Oxidation (+15.99) 580.3526 1,158.69 1,159.63 2 0.06863 59.18 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 48 39.5 2.92 2 572.382 1,142.75 1,143.63 2 0.1223 106.9 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 48 39.5 2.38 2 572.3571 1,142.70 1,143.63 2 0.07268 63.55 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 49.8 39.5 1.66 2 572.8769 1,143.74 1,143.63 2 1.112 95.68 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 50.6 39.4 2.07 2 m5: Oxidation (+15.99) 580.3553 1,158.70 1,159.63 2 0.07401 63.82 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 51.7 39.4 2.35 2 m5: Oxidation (+15.99) 580.36 1,158.71 1,159.63 2 0.08351 72.01 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 51.9 39.5 1.96 2 572.3539 1,142.69 1,143.63 2 0.0662 57.88 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 53.2 39.5 1.85 2 572.3322 1,142.65 1,143.63 2 0.02281 19.94 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 53.3 39.5 1.57 2 572.3723 1,142.73 1,143.63 2 0.103 90.07 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 53.9 39.4 2.55 2 m5: Oxidation (+15.99) 580.3814 1,158.75 1,159.63 2 0.1262 108.8 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNMVPFPR K L 95.00% 58.7 39.5 3.12 2 572.3465 1,142.68 1,143.63 2 0.05143 44.97 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 60 39.3 2.3 2 m5: Oxidation (+15.99) 580.911 1,159.81 1,159.63 2 1.186 157.5 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LAVNmVPFPR K L 95.00% 65.8 39.4 1.96 2 m5: Oxidation (+15.99) 580.3703 1,158.73 1,159.63 2 0.104 89.69 253 262 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFmPGFAPLTSR R G 92.80% 35.5 37.8 0 2 m5: Oxidation (+15.99) 546.3602 1,636.06 1,636.83 3 0.2354 143.8 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 13.6 38 1.19 2 540.9855 1,619.93 1,620.84 3 0.1064 65.61 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 33.7 38 3.01 2 810.9603 1,619.91 1,620.84 2 0.07763 47.89 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 35.3 38 2 2 540.9959 1,619.97 1,620.84 3 0.1375 84.82 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 37.7 38 3.82 2 541.0258 1,620.06 1,620.84 3 0.2273 140.2 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 44.4 38 3.36 2 810.9303 1,619.85 1,620.84 2 0.01763 10.88 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 45 38 1.46 2 541.0077 1,620.00 1,620.84 3 0.1729 106.6 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 45.1 38 3.28 2 540.9707 1,619.89 1,620.84 3 0.06185 38.16 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 45.9 37.8 4.18 2 541.3243 1,620.95 1,620.84 3 1.123 74.01 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 50.2 38 3.96 2 540.9902 1,619.95 1,620.84 3 0.1204 74.25 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 52.3 38 3.48 2 810.9528 1,619.89 1,620.84 2 0.06263 38.64 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 53.2 38 1.64 2 540.9998 1,619.98 1,620.84 3 0.1492 92.01 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 55.8 37.8 2.06 2 541.311 1,620.91 1,620.84 3 1.083 49.28 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 57.4 37.8 2.96 2 541.3229 1,620.95 1,620.84 3 1.119 71.4 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 59.8 38 4.68 2 540.9602 1,619.86 1,620.84 3 0.03035 18.73 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFmPGFAPLTSR R G 95.00% 61.5 37.8 2.04 2 m5: Oxidation (+15.99) 546.3545 1,636.04 1,636.83 3 0.2183 133.3 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 62.7 38 3.52 2 541.0232 1,620.05 1,620.84 3 0.2194 135.3 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 65.1 37.8 1.01 2 541.3541 1,621.04 1,620.84 3 1.212 129 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LHFFMPGFAPLTSR R G 95.00% 73.1 37.8 3.08 2 541.3802 1,621.12 1,620.84 3 1.29 177.3 263 276 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LTTPTYGDLNHLVSATmSGVTTcLR K F 95.00% 36.8 35.1 0 2 m17: Oxidation (+15.99), c23: Carbamidomethyl (+57.02) 909.2402 2,724.70 2,724.33 3 1.373 135.7 217 241 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 45.8 35.3 0 2 c23: Carbamidomethyl (+57.02) 903.861 2,708.56 2,708.34 3 1.23 83.81 217 241 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 51.7 35.3 3.15 2 c23: Carbamidomethyl (+57.02) 903.5664 2,707.68 2,708.34 3 0.3462 127.8 217 241 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 52.4 35.3 0 2 c23: Carbamidomethyl (+57.02) 903.5571 2,707.65 2,708.34 3 0.3181 117.4 217 241 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% LTTPTYGDLNHLVSATMSGVTTcLR K F 95.00% 55.7 35.3 0 2 c23: Carbamidomethyl (+57.02) 903.523 2,707.55 2,708.34 3 0.2161 79.77 217 241 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NMMAAcDPR K H 95.00% 25.1 39.2 1.37 2 c6: Carbamidomethyl (+57.02) 533.2956 1,064.58 1,065.43 2 0.1565 146.9 298 306 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NMMAAcDPR K H 95.00% 42.5 39.2 2.04 2 c6: Carbamidomethyl (+57.02) 533.3135 1,064.61 1,065.43 2 0.1922 180.4 298 306 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NMMAAcDPR K H 95.00% 45.3 39.2 0 2 c6: Carbamidomethyl (+57.02) 533.2803 1,064.55 1,065.43 2 0.1258 118 298 306 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 92.00% 17.6 37.7 0.854 2 849.5236 1,697.03 1,696.83 2 1.207 120.4 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 27.3 37.7 1.24 2 849.5367 1,697.06 1,696.83 2 1.233 135.8 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 29.6 37.6 1.72 2 849.0043 1,695.99 1,696.83 2 0.1684 99.25 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 32.5 37.6 3.66 2 849.0153 1,696.02 1,696.83 2 0.1904 112.2 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 36.5 37.6 2.96 2 849.0443 1,696.07 1,696.83 2 0.2486 146.5 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 37.1 37.7 1.74 2 849.4944 1,696.97 1,696.83 2 1.149 85.95 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 37.1 37.6 3.04 2 849.0423 1,696.07 1,696.83 2 0.2444 144 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 37.4 37.6 2.08 2 848.9785 1,695.94 1,696.83 2 0.1168 68.82 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 38.5 37.6 0 2 849.0303 1,696.05 1,696.83 2 0.2204 129.9 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 40.6 37.6 2.68 2 849.0136 1,696.01 1,696.83 2 0.1871 110.2 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 40.9 37.6 2.37 2 849.0237 1,696.03 1,696.83 2 0.2073 122.2 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 41.2 37.6 1.77 2 849.0257 1,696.04 1,696.83 2 0.2113 124.5 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% NSSYFVEWIPNNVK K T 95.00% 45.2 37.6 3.18 2 849.0021 1,695.99 1,696.83 2 0.1642 96.75 337 350 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 34.3 35 0 2 933.9195 2,798.74 2,798.34 3 1.4 142 78 103 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 40.5 35 0 2 933.9191 2,798.74 2,798.34 3 1.399 141.6 78 103 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% SGPFGQIFRPDNFVFGQSGAGNNWAK R G 95.00% 40.8 35.2 2.33 2 933.5506 2,797.63 2,798.34 3 0.2938 105 78 103 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 91.10% 36.3 39 0 2 c4: Carbamidomethyl (+57.02) 514.2464 1,026.48 1,028.52 2 -1.034 -30.36 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 34 39 1.14 2 c4: Carbamidomethyl (+57.02) 514.3261 1,026.64 1,028.52 2 -0.8746 124.7 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 50.7 39.3 1.62 2 c4: Carbamidomethyl (+57.02) 514.79 1,027.57 1,028.52 2 0.05325 51.77 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 51.1 39.3 2.52 2 c4: Carbamidomethyl (+57.02) 514.7784 1,027.54 1,028.52 2 0.02993 29.1 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 51.5 39.5 3.23 2 c4: Carbamidomethyl (+57.02) 515.3325 1,028.65 1,028.52 2 1.138 131.7 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 52.3 39.5 1.85 2 c4: Carbamidomethyl (+57.02) 515.3421 1,028.67 1,028.52 2 1.157 150.2 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 61.5 39.3 2.14 2 c4: Carbamidomethyl (+57.02) 514.8265 1,027.64 1,028.52 2 0.1263 122.8 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 70.6 39 3.39 2 c4: Carbamidomethyl (+57.02) 514.3573 1,026.70 1,028.52 2 -0.8121 185.5 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 71.2 39 2.85 2 c4: Carbamidomethyl (+57.02) 514.3123 1,026.61 1,028.52 2 -0.9022 97.8 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 75.5 39.3 3.8 2 c4: Carbamidomethyl (+57.02) 514.8297 1,027.64 1,028.52 2 0.1326 128.9 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 77.8 39.3 2.96 2 c4: Carbamidomethyl (+57.02) 514.8175 1,027.62 1,028.52 2 0.1083 105.3 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% TAVcDIPPR K G 95.00% 78.4 39.3 1.59 2 c4: Carbamidomethyl (+57.02) 514.8395 1,027.66 1,028.52 2 0.1522 148 351 359 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 93.70% 37.8 39 0 2 520.3548 1,038.70 1,039.59 2 0.109 104.8 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 35.5 39 1.66 2 520.3528 1,038.69 1,039.59 2 0.1049 100.9 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 40.1 39 0 2 520.3789 1,038.74 1,039.59 2 0.157 151 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 42.8 39 2.66 2 520.8314 1,039.65 1,039.59 2 1.062 57.09 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 44.6 39 1.55 2 520.3829 1,038.75 1,039.59 2 0.1651 158.8 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 44.8 39 0 2 520.3299 1,038.65 1,039.59 2 0.05911 56.86 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 46.3 39 0 2 520.8843 1,039.75 1,039.59 2 1.168 158.6 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 46.6 39 1.8 2 520.3424 1,038.67 1,039.59 2 0.08418 80.96 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 46.8 39 0 2 520.3203 1,038.63 1,039.59 2 0.03983 38.31 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 49.6 39 1.96 2 520.8648 1,039.72 1,039.59 2 1.129 121.3 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 50 39 1.28 2 520.335 1,038.66 1,039.59 2 0.06931 66.66 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 56.6 39 1.62 2 520.3617 1,038.71 1,039.59 2 0.1227 118 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 58.4 39 0.959 2 520.3769 1,038.74 1,039.59 2 0.1532 147.3 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 62.2 39 0.921 2 520.3961 1,038.78 1,039.59 2 0.1914 184.1 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 64 39 1.04 2 520.3619 1,038.71 1,039.59 2 0.123 118.3 310 318 FALSE IPI00011654

LX-2 Repeat 3 TUBB2C Tubulin beta-2C chain IPI00007752 49,812.70 100.00% 3 3 9 53.50% YLTVAAVFR R G 95.00% 66.9 39 1.62 2 520.3669 1,038.72 1,039.59 2 0.1332 128.1 310 318 FALSE IPI00011654

LX-2 Repeat 3 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 4 4 7 24.00% AALQELLSK R G 95.00% 52.1 39.8 0 2 486.8611 971.7076 972.5725 2 0.1424 146.4 86 94 TRUE

LX-2 Repeat 3 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 4 4 7 24.00% AALQELLSK R G 95.00% 71.7 39.8 1.42 2 486.8563 971.6981 972.5725 2 0.1329 136.6 86 94 TRUE

LX-2 Repeat 3 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 4 4 7 24.00% DKLNNLVLFDK R A 95.00% 51.8 39 0 2 659.9156 1,317.82 1,318.74 2 0.08727 66.17 42 52 TRUE

LX-2 Repeat 3 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 4 4 7 24.00% DKLNNLVLFDK R A 95.00% 70.8 39 1.92 2 659.8974 1,317.78 1,318.74 2 0.05081 38.53 42 52 TRUE

LX-2 Repeat 3 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 4 4 7 24.00% LITPAVVSER K L 94.00% 38.1 39.1 0 2 542.8824 1,083.75 1,084.64 2 0.1213 111.8 67 76 TRUE

LX-2 Repeat 3 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 4 4 7 24.00% LITPAVVSER K L 95.00% 45 39.1 1.04 2 542.8714 1,083.73 1,084.64 2 0.09941 91.65 67 76 TRUE

LX-2 Repeat 3 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 100.00% 4 4 7 24.00% LNNLVLFDK K A 95.00% 72.8 39.6 1.72 2 538.3481 1,074.68 1,075.61 2 0.07424 69.02 44 52 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% ASITPGTILIILTGR R H 95.00% 50.4 38 4.14 2 764.0074 1,526.00 1,525.93 2 1.076 47.99 142 156 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% ASITPGTILIILTGR R H 95.00% 70.1 38.1 6.77 2 763.5003 1,524.99 1,525.93 2 0.06173 40.45 142 156 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% ASITPGTILIILTGR R H 95.00% 72.2 38.1 2.03 2 763.496 1,524.98 1,525.93 2 0.05316 34.83 142 156 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% ASITPGTILIILTGR R H 95.00% 89.3 38.1 2.82 2 509.3772 1,525.11 1,525.93 3 0.1856 121.6 142 156 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% AVDSQILPK K I 95.00% 35 39 1.28 2 485.8406 969.6666 970.5569 2 0.1169 120.4 252 260 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% AVDSQILPK K I 95.00% 58.4 39 1.24 2 485.8319 969.6493 970.5569 2 0.09966 102.7 252 260 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% HLTDAYFK K K 95.00% 26.6 39.2 3.55 2 497.7879 993.5613 994.4993 2 0.06922 69.6 211 218 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% HLTDAYFK K K 95.00% 33 39.2 2.09 2 497.8096 993.6046 994.4993 2 0.1125 113.1 211 218 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% HLTDAYFK K K 95.00% 34.7 39.2 2.03 2 497.8278 993.641 994.4993 2 0.1489 149.7 211 218 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% QLASGLLLVTGPLVLNR K V 95.00% 59.2 37.9 1.52 2 883.1594 1,764.30 1,764.07 2 1.237 132.7 167 183 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% QLASGLLLVTGPLVLNR K V 95.00% 63.3 37.7 4.92 2 882.6303 1,763.25 1,764.07 2 0.1788 101.4 167 183 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% QLASGLLLVTGPLVLNR K V 95.00% 69.2 37.8 3.89 2 882.6378 1,763.26 1,764.07 2 0.1938 109.9 167 183 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% SVFALTNGIYPHK R L 95.00% 52.3 38.5 2.05 2 724.3828 1,446.75 1,446.77 2 0.9842 -12.78 273 285 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% YEITEQR K K 95.00% 38.9 39 0 2 469.8166 937.6186 938.4578 2 0.168 179 240 246 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% YEITEQR K K 95.00% 48.4 39 1.28 2 469.753 937.4914 938.4578 2 0.04084 43.52 240 246 TRUE

LX-2 Repeat 3 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 7 8 16 27.10% YYPTEDVPR R K 95.00% 36.7 38.8 1 2 570.3224 1,138.63 1,139.54 2 0.1006 88.31 115 123 TRUE

LX-2 Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.50% 2 2 5 1.26% GYTQQLAFR K Q 94.90% 38.8 39 0 2 542.3628 1,082.71 1,083.56 2 0.16 147.7 1052 1060 TRUE

LX-2 Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.50% 2 2 5 1.26% GYTQQLAFR K Q 95.00% 43.9 39 0 2 542.3738 1,082.73 1,083.56 2 0.1821 168 1052 1060 TRUE

LX-2 Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.50% 2 2 5 1.26% GYTQQLAFR K Q 95.00% 57 39 2.01 2 542.2944 1,082.57 1,083.56 2 0.02326 21.47 1052 1060 TRUE

LX-2 Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.50% 2 2 5 1.26% GYTQQLAFR K Q 95.00% 62.3 39 1.21 2 542.3134 1,082.61 1,083.56 2 0.06118 56.46 1052 1060 TRUE

LX-2 Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 99.50% 2 2 5 1.26% TIYTPGSTVLYR K I 90.70% 35.5 38.4 0 2 685.8331 1,369.65 1,370.73 2 -0.07269 -53.03 137 148 TRUE

LX-2 Repeat 3 TMED10 Transmembrane emp24 domain-containing protein 10 precursor IPI00028055 24,959.50 99.60% 2 2 2 12.80% IPDQLVILDMK R H 95.00% 76.7 38.5 3.48 2 642.9046 1,283.79 1,284.72 2 0.07845 61.06 117 127 TRUE

LX-2 Repeat 3 TMED10 Transmembrane emp24 domain-containing protein 10 precursor IPI00028055 24,959.50 99.60% 2 2 2 12.80% RLEDLSESIVNDFAYMK R K 92.10% 34.3 37 0 2 677.3702 2,029.09 2,029.99 3 0.106 52.19 153 169 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 47.8 40.1 1.33 2 488.8374 975.6602 976.4484 2 0.2191 224.3 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 54.3 40.1 1.03 2 488.8692 975.7239 976.4484 2 0.2827 289.4 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 56 40.1 1.85 2 488.8803 975.746 976.4484 2 0.3048 312.1 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 59.6 40.1 3.09 2 488.8094 975.6042 976.4484 2 0.163 166.9 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 60.7 40.1 2.36 2 488.7979 975.5812 976.4484 2 0.14 143.4 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 62.4 40.1 2.57 2 488.8053 975.596 976.4484 2 0.1548 158.5 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 62.8 40.1 2.26 2 488.7864 975.5583 976.4484 2 0.1171 119.9 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 64.9 40.1 3.19 2 488.7838 975.553 976.4484 2 0.1118 114.5 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 66.2 40.1 1.7 2 488.7966 975.5786 976.4484 2 0.1374 140.7 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AGFAGDDAPR K A 95.00% 81.3 40.1 1.66 2 488.7941 975.5736 976.4484 2 0.1324 135.6 19 28 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% AVFPSIVGRPR R H 95.00% 54.8 39 0 2 599.8927 1,197.77 1,198.71 2 0.07259 60.55 29 39 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% cPEALFQPSFLGMEScGIHETTFNSIMK R C 94.80% 33 33.9 0 2 c1: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 1,078.28 3,231.80 3,231.46 3 1.349 107.1 257 284 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% cPEALFQPSFLGMEScGIHETTFNSIMK R C 95.00% 12.9 33.9 1.11 2 c1: Carbamidomethyl (+57.02), c16: Carbamidomethyl (+57.02) 1,078.30 3,231.87 3,231.46 3 1.416 127.9 257 284 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLTDYLMK R I 89.80% 35.7 39 0 2 499.8105 997.6064 998.4865 2 0.1272 127.3 184 191 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLTDYLMK R I 92.70% 37.1 39 0 2 499.7968 997.5791 998.4865 2 0.09984 99.98 184 191 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 93.40% 11.2 36.3 0.921 2 1,108.15 2,214.29 2,215.07 2 0.2301 103.9 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTmYPGIADR K M 95.00% 36.7 36.4 0 2 m14: Oxidation (+15.99) 744.7135 2,231.12 2,231.07 3 1.061 26.03 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 95.00% 37.8 36.3 0 2 739.0569 2,214.15 2,215.07 3 0.08575 38.71 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 95.00% 41.8 36.4 0 2 739.4402 2,215.30 2,215.07 3 1.236 105.1 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 95.00% 42.7 36.4 0 2 739.4702 2,215.39 2,215.07 3 1.326 145.7 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 95.00% 43.4 36.4 0 2 739.4702 2,215.39 2,215.07 3 1.326 145.7 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 95.00% 46.2 36.4 0 2 739.4093 2,215.21 2,215.07 3 1.143 63.39 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 95.00% 46.3 36.3 0 2 739.1102 2,214.31 2,215.07 3 0.2458 110.9 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 95.00% 56.5 36.4 1.06 2 739.3502 2,215.03 2,215.07 3 0.9658 -16.69 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTMYPGIADR K M 95.00% 63.6 36.3 4.82 2 1,108.19 2,214.36 2,215.07 2 0.298 134.5 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTmYPGIADR K M 95.00% 69.6 36.4 0 2 m14: Oxidation (+15.99) 744.7641 2,231.27 2,231.07 3 1.213 93.99 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DLYANTVLSGGTTmYPGIADR K M 95.00% 84.1 36.4 0 2 m14: Oxidation (+15.99) 744.7202 2,231.14 2,231.07 3 1.081 34.99 292 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSK K R 95.00% 39.1 39 4.14 2 599.8233 1,197.63 1,198.52 2 0.117 97.61 51 61 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSK K R 95.00% 41 39 0 2 599.8154 1,197.62 1,198.52 2 0.1012 84.47 51 61 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSK K R 95.00% 42.7 39 1.82 2 599.796 1,197.58 1,198.52 2 0.06247 52.12 51 61 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSK K R 95.00% 43.7 39.1 4.55 2 600.3188 1,198.62 1,198.52 2 1.108 87.81 51 61 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSK K R 95.00% 47.2 39 1.24 2 599.8037 1,197.59 1,198.52 2 0.07773 64.85 51 61 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSK K R 95.00% 52.6 39 2.49 2 599.7829 1,197.55 1,198.52 2 0.03614 30.15 51 61 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSK K R 95.00% 53.2 39 2.92 2 599.8097 1,197.60 1,198.52 2 0.08975 74.88 51 61 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSKR K G 95.00% 43.5 38.6 0 2 452.2983 1,353.87 1,354.62 3 0.2569 189.6 51 62 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSKR K G 95.00% 44.6 38.6 3.09 2 452.2983 1,353.87 1,354.62 3 0.2568 189.5 51 62 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSKR K G 95.00% 52 38.6 2.4 2 677.8075 1,353.60 1,354.62 2 -0.0157 -11.59 51 62 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSKR K G 95.00% 52.1 38.6 1.85 2 677.8184 1,353.62 1,354.62 2 0.006077 4.486 51 62 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSKR K G 95.00% 54.9 38.7 2.03 2 678.3697 1,354.72 1,354.62 2 1.109 78.22 51 62 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSKR K G 95.00% 82.8 38.6 4.21 2 677.8208 1,353.63 1,354.62 2 0.01088 8.031 51 62 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% DSYVGDEAQSKR K G 95.00% 96.6 38.6 3.47 2 677.8797 1,353.74 1,354.62 2 0.1286 94.91 51 62 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 94.40% 38.6 39.2 0 2 581.3313 1,160.65 1,161.62 2 0.03673 31.62 316 326 TRUE
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LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 36.8 39.2 1.2 2 581.3569 1,160.70 1,161.62 2 0.08789 75.66 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 37.3 39.2 1.09 2 581.3769 1,160.74 1,161.62 2 0.128 110.2 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 39.1 39.2 1.82 2 581.3752 1,160.74 1,161.62 2 0.1245 107.2 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 41 39.2 0 2 581.3618 1,160.71 1,161.62 2 0.09776 84.15 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 41.4 39.2 0 2 581.3521 1,160.69 1,161.62 2 0.07841 67.5 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 42.8 39.2 1.3 2 581.3578 1,160.70 1,161.62 2 0.0898 77.3 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 47.7 39.2 0 2 581.361 1,160.71 1,161.62 2 0.09627 82.86 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 50.4 39.2 0 2 581.3668 1,160.72 1,161.62 2 0.1079 92.85 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 51.3 39.2 1.35 2 581.3112 1,160.61 1,161.62 2 -0.003397 -2.924 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EITALAPSTMK K I 95.00% 52.7 39.2 1.01 2 581.3893 1,160.76 1,161.62 2 0.1527 131.4 316 326 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% EKLcYVALDFEQEMATAASSSSLEK K S 95.00% 64.5 35 2.92 2 c4: Carbamidomethyl (+57.02) 936.9002 2,807.68 2,807.31 3 1.374 132.4 214 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 21 39.4 1.51 2 566.8374 1,131.66 1,132.53 2 0.1406 124.1 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 31.2 39.4 2.6 2 566.836 1,131.66 1,132.53 2 0.1378 121.6 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 40.4 39.4 0 2 566.8214 1,131.63 1,132.53 2 0.1086 95.86 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 47.3 39.4 0 2 566.8353 1,131.66 1,132.53 2 0.1364 120.4 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 47.4 39.4 1 2 566.8303 1,131.65 1,132.53 2 0.1264 111.6 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 49.2 39.4 4.89 2 566.8378 1,131.66 1,132.53 2 0.1413 124.8 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 52 39.4 4.17 2 567.3488 1,132.68 1,132.53 2 1.163 141.8 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 57.8 39.4 4.2 2 566.8121 1,131.61 1,132.53 2 0.09006 79.51 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% GYSFTTTAER R E 95.00% 62.5 39.4 2 2 566.8259 1,131.64 1,132.53 2 0.1175 103.8 197 206 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% HQGVMVGMGQK R D 95.00% 36.4 39 3.74 2 586.3294 1,170.64 1,171.57 2 0.08021 68.46 40 50 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% HQGVMVGMGQK R D 95.00% 44.2 39 1.11 2 586.3703 1,170.73 1,171.57 2 0.1621 138.4 40 50 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% HQGVMVGMGQK R D 95.00% 46.7 39 5.89 2 586.3815 1,170.75 1,171.57 2 0.1844 157.4 40 50 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IKIIAPPER K K 95.00% 45.2 39.2 0 2 518.9323 1,035.85 1,036.65 2 0.2057 198.4 327 335 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IWHHTFYNELR K V 93.70% 24.1 38.3 0.854 2 506.0063 1,515.00 1,515.75 3 0.2553 168.4 85 95 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IWHHTFYNELR K V 95.00% 26.9 38.3 1.06 2 505.9841 1,514.93 1,515.75 3 0.1886 124.4 85 95 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IWHHTFYNELR K V 95.00% 30.8 38.3 1.11 2 506.0042 1,514.99 1,515.75 3 0.2489 164.1 85 95 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IWHHTFYNELR K V 95.00% 31.3 38.3 1.24 2 505.9787 1,514.91 1,515.75 3 0.1723 113.7 85 95 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IWHHTFYNELR K V 95.00% 39.3 38.3 0 2 506.0175 1,515.03 1,515.75 3 0.2889 190.6 85 95 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IWHHTFYNELR K V 95.00% 49.4 38.3 2.59 2 505.9869 1,514.94 1,515.75 3 0.197 130 85 95 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IWHHTFYNELR K V 95.00% 52 38.3 0 2 506.3134 1,515.92 1,515.75 3 1.177 114.6 85 95 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% IWHHTFYNELR K V 95.00% 64.2 38.3 1.33 2 758.4187 1,514.82 1,515.75 2 0.08097 53.42 85 95 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% KDLYANTVLSGGTTmYPGIADR R M 95.00% 42.4 36.3 0 2 m15: Oxidation (+15.99) 787.4472 2,359.32 2,359.16 3 1.167 69.6 291 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% KDLYANTVLSGGTTmYPGIADR R M 95.00% 55.2 36.3 0 2 m15: Oxidation (+15.99) 787.1156 2,358.33 2,359.16 3 0.1722 72.99 291 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% KDLYANTVLSGGTTMYPGIADR R M 95.00% 57.9 36 0 2 782.0889 2,343.25 2,343.17 3 1.087 35.95 291 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% KDLYANTVLSGGTTMYPGIADR R M 95.00% 63.5 36 0 2 782.1654 2,343.47 2,343.17 3 1.317 133.8 291 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% KDLYANTVLSGGTTmYPGIADR R M 95.00% 72 36.3 2.37 2 m15: Oxidation (+15.99) 787.465 2,359.37 2,359.16 3 1.22 92.13 291 312 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEMATAASSSSLEK K S 95.00% 44.8 35.3 0 2 c2: Carbamidomethyl (+57.02) 851.1909 2,550.55 2,550.17 3 1.384 149.6 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEMATAASSSSLEK K S 95.00% 47.8 35.3 1.24 2 c2: Carbamidomethyl (+57.02) 850.8002 2,549.38 2,550.17 3 0.2121 83.16 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEMATAASSSSLEK K S 95.00% 52.8 35.3 2.96 2 c2: Carbamidomethyl (+57.02) 851.1971 2,550.57 2,550.17 3 1.403 156.8 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEMATAASSSSLEK K S 95.00% 52.9 35.4 2.72 2 c2: Carbamidomethyl (+57.02) 851.2089 2,550.61 2,550.17 3 1.438 170.7 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEmATAASSSSLEK K S 95.00% 53.9 35.3 0.886 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 856.4589 2,566.36 2,566.17 3 1.193 74.28 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEMATAASSSSLEK K S 95.00% 54.4 35.3 0 2 c2: Carbamidomethyl (+57.02) 850.8402 2,549.50 2,550.17 3 0.3321 130.2 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEMATAASSSSLEK K S 95.00% 55.7 35.4 3.25 2 c2: Carbamidomethyl (+57.02) 851.1602 2,550.46 2,550.17 3 1.292 113.4 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEMATAASSSSLEK K S 95.00% 64.5 35.4 1.8 2 c2: Carbamidomethyl (+57.02) 851.1694 2,550.49 2,550.17 3 1.32 124.3 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% LcYVALDFEQEMATAASSSSLEK K S 95.00% 65.9 35.3 2.01 2 c2: Carbamidomethyl (+57.02) 850.7662 2,549.28 2,550.17 3 0.1101 43.17 216 238 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 26.7 38.3 2.15 2 506.3326 1,515.98 1,516.70 3 0.2805 184.9 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 29.3 38.3 2.28 2 506.3532 1,516.04 1,516.70 3 0.3423 225.6 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 40.6 38.3 0 2 506.3148 1,515.92 1,516.70 3 0.2272 149.8 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 40.8 38.3 3.64 2 506.3395 1,516.00 1,516.70 3 0.3013 198.6 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 41.3 38.3 1.96 2 506.3338 1,515.98 1,516.70 3 0.2841 187.2 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% qEYDESGPSIVHR K K 95.00% 0 0 3.89 2 n-term: Pyro-cmC (-17.03) 750.4161 1,498.82 1,499.68 2 0.1487 99.11 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 42.6 38.3 0 2 506.326 1,515.96 1,516.70 3 0.2607 171.8 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% qEYDESGPSIVHR K K 95.00% 0 0 4.68 2 n-term: Pyro-cmC (-17.03) 750.3853 1,498.76 1,499.68 2 0.08708 58.06 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% qEYDESGPSIVHR K K 95.00% 0 0 4.92 2 n-term: Pyro-cmC (-17.03) 750.3669 1,498.72 1,499.68 2 0.05041 33.61 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% qEYDESGPSIVHR K K 95.00% 0 0 6.48 2 n-term: Pyro-cmC (-17.03) 750.4 1,498.79 1,499.68 2 0.1164 77.63 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 49.3 38.3 1.59 2 506.3573 1,516.05 1,516.70 3 0.3547 233.8 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 50.2 38.3 0 2 506.3092 1,515.91 1,516.70 3 0.2102 138.6 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 57.6 38.3 3.11 2 506.303 1,515.89 1,516.70 3 0.1918 126.4 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 64.4 38.3 1.18 2 506.662 1,516.96 1,516.70 3 1.269 175.2 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 72.2 38.3 5.64 2 758.892 1,515.77 1,516.70 2 0.07401 48.79 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 82.7 38.3 7.8 2 758.9164 1,515.82 1,516.70 2 0.1228 80.95 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 86.3 38.3 2.42 2 759.4212 1,516.83 1,516.70 2 1.132 85.43 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 88.7 38.3 2.42 2 758.9298 1,515.85 1,516.70 2 0.1496 98.65 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 89.4 38.3 1.82 2 506.2888 1,515.84 1,516.70 3 0.149 98.21 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% QEYDESGPSIVHR K K 95.00% 111 38.3 1.23 2 506.322 1,515.94 1,516.70 3 0.2487 164 360 372 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 19.6 37.6 2.54 2 896.5697 1,791.12 1,790.89 2 1.24 132.4 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 31.8 37.5 0.854 2 896.0686 1,790.12 1,790.89 2 0.2378 132.7 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 34.8 37.5 1.41 2 896.018 1,790.02 1,790.89 2 0.1365 76.22 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 35.2 37.5 2.74 2 896.0246 1,790.03 1,790.89 2 0.1497 83.61 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 35.4 37.5 1.51 2 896.0188 1,790.02 1,790.89 2 0.1383 77.2 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 37.3 37.5 1.7 2 896.0556 1,790.10 1,790.89 2 0.2117 118.2 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 42.5 37.5 0 2 597.6688 1,789.98 1,790.89 3 0.09956 55.59 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 44.6 37.6 1.54 2 896.5666 1,791.12 1,790.89 2 1.234 129 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 48.3 37.6 0 2 598.0202 1,791.04 1,790.89 3 1.154 84.33 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 50.9 37.5 3.32 2 896.0632 1,790.11 1,790.89 2 0.227 126.7 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 51.7 37.6 0 2 598.0315 1,791.07 1,790.89 3 1.188 103.3 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 54.3 37.6 0 2 597.9902 1,790.95 1,790.89 3 1.064 34.11 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 56.7 37.6 0.796 2 597.9302 1,790.77 1,790.89 3 0.8839 -66.35 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 59.5 37.6 0 2 598.0179 1,791.03 1,790.89 3 1.147 80.47 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 62 37.5 4.35 2 896.0657 1,790.12 1,790.89 2 0.2321 129.6 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 67.3 37.5 5.52 2 896.072 1,790.13 1,790.89 2 0.2447 136.6 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 68.1 37.5 0 2 597.6948 1,790.06 1,790.89 3 0.1777 99.21 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 73 37.5 4.7 2 896.0547 1,790.09 1,790.89 2 0.2099 117.2 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 75 37.6 2.42 2 896.5428 1,791.07 1,790.89 2 1.186 102.3 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% SYELPDGQVITIGNER K F 95.00% 75.7 37.5 5.26 2 896.0682 1,790.12 1,790.89 2 0.237 132.3 239 254 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% TTGIVMDSGDGVTHTVPIYEGYALPHAILR R L 95.00% 0 0 2.89 2 1,062.64 3,184.88 3,183.61 3 2.276 85 148 177 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% TTGIVMDSGDGVTHTVPIYEGYALPHAILR R L 95.00% 40 33.8 1.24 2 1,062.31 3,183.90 3,183.61 3 1.288 89.45 148 177 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% VAPEEHPVLLTEAPLNPK R A 91.40% 33.9 37 0 2 652.0502 1,953.13 1,954.06 3 0.07135 36.51 96 113 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% VAPEEHPVLLTEAPLNPK R A 92.80% 34.7 37 0 2 652.0502 1,953.13 1,954.06 3 0.07135 36.51 96 113 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% VAPEEHPVLLTEAPLNPK R A 93.60% 35.2 37 0 2 652.0212 1,953.04 1,954.06 3 -0.01549 -7.927 96 113 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% VAPEEHPVLLTEAPLNPK R A 93.70% 35.3 37 0 2 652.0402 1,953.10 1,954.06 3 0.04135 21.16 96 113 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% VAPEEHPVLLTEAPLNPK R A 95.00% 19.6 37 2.51 2 977.6556 1,953.30 1,954.06 2 0.2394 122.5 96 113 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% VAPEEHPVLLTEAPLNPK R A 95.00% 29.2 37 1.27 2 652.3997 1,954.18 1,954.06 3 1.12 59.9 96 113 TRUE

LX-2 Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 19 25 137 65.30% VAPEEHPVLLTEAPLNPK R A 95.00% 47.1 37 1.46 2 977.6519 1,953.29 1,954.06 2 0.232 118.7 96 113 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% AALSALESFLK K Q 95.00% 64.2 39.1 2.37 2 575.3264 1,148.64 1,149.65 2 -0.005865 -5.102 311 321 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% EmKPVIFLDVFLPR R V 95.00% 47.1 37.8 1.46 2 m2: Oxidation (+15.99) 573.9839 1,718.93 1,719.95 3 -0.01341 -7.798 900 913 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% EmKPVIFLDVFLPR R V 95.00% 51.3 37.7 1.2 2 m2: Oxidation (+15.99) 574.2862 1,719.84 1,719.95 3 0.8935 -63.45 900 913 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% GLSSLLcNFTK K S 95.00% 33.4 38.5 1.62 2 c7: Carbamidomethyl (+57.02) 620.2888 1,238.56 1,239.64 2 -0.06988 -56.38 226 236 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% LGNPIVPLNIR K L 95.00% 22.7 39.2 1.62 2 603.3739 1,204.73 1,205.74 2 0.003899 3.234 2133 2143 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% LGNPIVPLNIR K L 95.00% 34 39.2 2.8 2 603.422 1,204.83 1,205.74 2 0.1002 83.06 2133 2143 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% LLALNSLYSPK R I 95.00% 41.7 39.1 0 2 609.9003 1,217.79 1,218.71 2 0.08393 68.86 2539 2549 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% LLALNSLYSPK R I 95.00% 78.7 39.1 1.32 2 609.9158 1,217.82 1,218.71 2 0.115 94.39 2539 2549 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% LPLISGFYK R L 92.10% 37 39.1 0 2 519.3224 1,036.63 1,037.60 2 0.03448 33.22 660 668 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% LQETLSAADR R C 93.40% 16.5 39.7 0.921 2 552.3272 1,102.64 1,103.57 2 0.07787 70.56 15 24 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% NcISTVVHQGLIR R I 95.00% 45 38.2 2.8 2 c2: Carbamidomethyl (+57.02) 499.9562 1,496.85 1,496.80 3 1.054 34.03 477 489 TRUE

LX-2 Repeat 3 PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337,IPI00376215,IPI00786995 469,077.50 100.00% 9 9 12 2.37% VcLDIIYK K M 92.10% 37 39.2 0 2 c2: Carbamidomethyl (+57.02) 512.3498 1,022.69 1,023.55 2 0.1378 134.6 2434 2441 TRUE

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50% EQIYDVYR K Y 95.00% 45.3 39.3 0.959 2 543.2491 1,084.48 1,085.53 2 -0.03532 -32.54 199 206 TRUE

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50% ETQALILAPTR R E 95.00% 62.9 38.6 0 2 606.8904 1,211.77 1,212.69 2 0.07868 64.88 106 116 TRUE

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50% KGVAINFVK R N 95.00% 53.8 40.1 0 2 488.3637 974.7128 975.5986 2 0.1214 124.5 374 382 TRUE

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50% KVDWLTEK R M 95.00% 32.9 39.9 1.4 2 509.8511 1,017.69 1,018.56 2 0.1379 135.4 289 296 TRUE

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50% LDYGQHVVAGTPGR K V 95.00% 38.6 38.6 0.959 2 491.0614 1,470.16 1,469.75 3 1.42 283.6 153 166 TRUE

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50% LDYGQHVVAGTPGR K V 95.00% 39.6 38.5 2.8 2 490.6563 1,468.95 1,469.75 3 0.2045 139.1 153 166 TRUE

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50% QFFVAVER K E 95.00% 37.9 38.9 0.854 2 498.3385 994.6625 995.5308 2 0.1389 139.5 253 260 TRUE

LX-2 Repeat 3 EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 46,854.40 100.00% 7 7 8 16.50% RDELTLEGIK K Q 95.00% 69.6 39.3 2.04 2 587.4016 1,172.79 1,173.65 2 0.1482 126.3 243 252 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% FcIWTESAFR R K 95.00% 22.1 38.8 1.12 2 c2: Carbamidomethyl (+57.02) 658.8285 1,315.64 1,316.61 2 0.04044 30.71 249 258 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% KLDELYGTWR R K 95.00% 43.2 38.5 0 2 641.3655 1,280.72 1,280.66 2 1.06 44.78 259 268 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% KLDELYGTWR R K 95.00% 56.1 38.6 3.33 2 640.8708 1,279.73 1,280.66 2 0.07088 55.34 259 268 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% NIPGITLLNVSK R L 95.00% 22.4 38.7 2.74 2 634.8844 1,267.75 1,268.76 2 0.004119 3.246 223 234 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% NIPGITLLNVSK R L 95.00% 42.8 38.7 1.8 2 634.8753 1,267.74 1,268.76 2 -0.01417 -11.17 223 234 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% NIPGITLLNVSK R L 95.00% 44.9 38.7 5.11 2 634.9403 1,267.87 1,268.76 2 0.1158 91.28 223 234 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% NIPGITLLNVSK R L 95.00% 45.5 38.7 2.19 2 635.4003 1,268.79 1,268.76 2 1.036 26.07 223 234 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% NIPGITLLNVSK R L 95.00% 46.7 38.7 1.96 2 635.3719 1,268.73 1,268.76 2 0.9792 -18.56 223 234 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% NIPGITLLNVSK R L 95.00% 50.4 38.7 4.4 2 634.909 1,267.80 1,268.76 2 0.05333 42.03 223 234 TRUE

LX-2 Repeat 3 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 100.00% 3 3 10 7.49% NIPGITLLNVSK R L 95.00% 50.7 38.7 3.96 2 634.9203 1,267.83 1,268.76 2 0.07583 59.76 223 234 TRUE

LX-2 Repeat 3 ENTPD4;LOXL2 Lysyl oxidase homolog 2 precursor IPI00294839,IPI00782994 86,705.10 99.80% 2 2 2 3.75% cSGTELSLAHcR K H 95.00% 40.1 38.6 0 2 c1: Carbamidomethyl (+57.02), c11: Carbamidomethyl (+57.02) 464.3241 1,389.95 1,390.62 3 0.3375 242.7 511 522 TRUE

LX-2 Repeat 3 ENTPD4;LOXL2 Lysyl oxidase homolog 2 precursor IPI00294839,IPI00782994 86,705.10 99.80% 2 2 2 3.75% FNAESQGcNHEEDAGVR K C 95.00% 26.3 37.3 2.04 2 c8: Carbamidomethyl (+57.02) 640.8489 1,919.53 1,919.79 3 0.7385 -137.6 407 423 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% AGAIAPcEVTVPAQNTGLGPEK R T 95.00% 44.5 36.6 1.68 2 c7: Carbamidomethyl (+57.02) 727.3802 2,179.12 2,180.10 3 0.0241 11.05 113 134 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% cFIVGADNVGSK K Q 95.00% 42.3 38.7 3.6 2 c1: Carbamidomethyl (+57.02) 633.8357 1,265.66 1,266.61 2 0.04924 38.88 27 38 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% GTIEILSDVQLIK R T 95.00% 38.6 38.6 1.17 2 714.9774 1,427.94 1,428.83 2 0.1164 81.47 150 162 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% GTIEILSDVQLIK R T 95.00% 43.6 38.5 2.8 2 715.4512 1,428.89 1,428.83 2 1.064 42.81 150 162 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% IIQLLDDYPK K C 95.00% 40.4 39.3 2.77 2 609.3263 1,216.64 1,217.68 2 -0.03267 -26.83 17 26 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% TSFFQALGITTK K I 95.00% 43 38.7 1.54 2 657.9273 1,313.84 1,313.71 2 1.137 102.2 135 146 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% TSFFQALGITTK K I 95.00% 43.5 38.6 0 2 657.3554 1,312.70 1,313.71 2 -0.006709 -5.107 135 146 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% TSFFQALGITTK K I 95.00% 47.4 38.6 1.31 2 657.4117 1,312.81 1,313.71 2 0.106 80.67 135 146 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% TSFFQALGITTK K I 95.00% 54.5 38.6 3.19 2 657.4178 1,312.82 1,313.71 2 0.1181 89.91 135 146 TRUE

LX-2 Repeat 3 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 5 5 10 21.80% TSFFQALGITTK K I 95.00% 72.2 38.6 3.25 2 657.4244 1,312.83 1,313.71 2 0.1314 100 135 146 TRUE

LX-2 Repeat 3 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 100.00% 2 2 5 21.20% ADRDESSPYAAMLAAQDVAQR K C 95.00% 61.6 36.2 2.54 2 756.1502 2,265.43 2,265.06 3 1.379 166.2 64 84 TRUE

LX-2 Repeat 3 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 100.00% 2 2 5 21.20% ADRDESSPYAAMLAAQDVAQR K C 95.00% 65.6 36.3 3.11 2 755.7302 2,264.17 2,265.06 3 0.1195 52.73 64 84 TRUE

LX-2 Repeat 3 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 100.00% 2 2 5 21.20% ADRDESSPYAAMLAAQDVAQR K C 95.00% 74.1 36.3 4.31 2 755.7502 2,264.23 2,265.06 3 0.1795 79.22 64 84 TRUE

LX-2 Repeat 3 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 100.00% 2 2 5 21.20% TPGPGAQSALR K A 95.00% 61.5 39 4.38 2 527.8842 1,053.75 1,054.56 2 0.1971 186.8 107 117 TRUE

LX-2 Repeat 3 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 100.00% 2 2 5 21.20% TPGPGAQSALR K A 95.00% 65.4 39 4.13 2 527.8529 1,053.69 1,054.56 2 0.1343 127.4 107 117 TRUE

LX-2 Repeat 3 MGST3 Microsomal glutathione S-transferase 3 IPI00024266,IPI00639812 16,498.60 100.00% 3 3 7 32.20% IASGLGLAWIVGR R V 95.00% 85.6 38.6 4.54 2 657.3723 1,312.73 1,312.77 2 0.9635 -29.84 85 97 TRUE

LX-2 Repeat 3 MGST3 Microsomal glutathione S-transferase 3 IPI00024266,IPI00639812 16,498.60 100.00% 3 3 7 32.20% IASGLGLAWIVGR R V 95.00% 92.8 38.6 3.66 2 656.9151 1,311.82 1,312.77 2 0.04913 37.42 85 97 TRUE

LX-2 Repeat 3 MGST3 Microsomal glutathione S-transferase 3 IPI00024266,IPI00639812 16,498.60 100.00% 3 3 7 32.20% VEYPIMYSTDPENGHIFNcIQR K A 95.00% 41.3 35.3 0 2 c19: Carbamidomethyl (+57.02) 895.4962 2,683.47 2,683.23 3 1.246 90.58 38 59 TRUE

LX-2 Repeat 3 MGST3 Microsomal glutathione S-transferase 3 IPI00024266,IPI00639812 16,498.60 100.00% 3 3 7 32.20% VLYAYGYYTGEPSK R R 95.00% 49.1 38.1 4.06 2 806.433 1,610.85 1,610.77 2 1.085 51.03 98 111 TRUE

LX-2 Repeat 3 MGST3 Microsomal glutathione S-transferase 3 IPI00024266,IPI00639812 16,498.60 100.00% 3 3 7 32.20% VLYAYGYYTGEPSK R R 95.00% 52.3 37.9 2.44 2 805.9597 1,609.90 1,610.77 2 0.1385 85.96 98 111 TRUE

LX-2 Repeat 3 MGST3 Microsomal glutathione S-transferase 3 IPI00024266,IPI00639812 16,498.60 100.00% 3 3 7 32.20% VLYAYGYYTGEPSK R R 95.00% 62.9 38.1 3.32 2 806.4903 1,610.97 1,610.77 2 1.2 122.1 98 111 TRUE

LX-2 Repeat 3 MGST3 Microsomal glutathione S-transferase 3 IPI00024266,IPI00639812 16,498.60 100.00% 3 3 7 32.20% VLYAYGYYTGEPSK R R 95.00% 79.2 38.1 3.02 2 806.4494 1,610.88 1,610.77 2 1.118 71.33 98 111 TRUE

LX-2 Repeat 3 SLC25A13 Mitochondrial aspartate-glutamate carrier protein IPI00007084 74,287.30 99.60% 2 2 2 2.51% MTLADIER R I 95.00% 28.9 39.8 0.959 2 474.8083 947.602 948.482 2 0.1272 134.1 285 292 TRUE

LX-2 Repeat 3 SLC25A13 Mitochondrial aspartate-glutamate carrier protein IPI00007084 74,287.30 99.60% 2 2 2 2.51% YEGFFGLYR R G 91.20% 12.6 39.1 0.824 2 575.8629 1,149.71 1,151.55 2 -0.8335 147 385 393 TRUE

LX-2 Repeat 3 PRDX1 Peroxiredoxin-1 IPI00000874,IPI00640741 22,092.90 99.80% 2 2 2 10.60% QITVNDLPVGR R S 95.00% 49.1 38.6 2.09 2 606.3537 1,210.69 1,211.67 2 0.02569 21.2 141 151 TRUE

LX-2 Repeat 3 PRDX1 Peroxiredoxin-1 IPI00000874,IPI00640741 22,092.90 99.80% 2 2 2 10.60% TIAQDYGVLK R A 95.00% 42.9 39.4 0 2 554.3886 1,106.76 1,107.60 2 0.1653 149.2 111 120 TRUE

LX-2 Repeat 3 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 3 3 4 9.71% LFVSGAcDASAK R L 95.00% 59.5 38.6 2.92 2 c7: Carbamidomethyl (+57.02) 613.2973 1,224.58 1,225.59 2 -0.0009728 -0.7938 198 209 TRUE

LX-2 Repeat 3 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 3 3 4 9.71% LIIWDSYTTNK K V 95.00% 58.7 38.6 2.44 2 677.3262 1,352.64 1,353.71 2 -0.06001 -44.33 79 89 TRUE

LX-2 Repeat 3 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 3 3 4 9.71% LIIWDSYTTNK K V 95.00% 70.9 38.6 2.32 2 677.3749 1,352.74 1,353.71 2 0.03746 27.67 79 89 TRUE

LX-2 Repeat 3 GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37,359.50 100.00% 3 3 4 9.71% LLVSASQDGK R L 95.00% 52 40 0 2 509.3475 1,016.68 1,017.56 2 0.13 127.8 69 78 TRUE

LX-2 Repeat 3 RPL38 60S ribosomal protein L38 IPI00215790,IPI00792410 8,200.50 99.40% 2 2 2 34.30% IEEIKDFLLTAR K R 94.40% 37.3 38.5 0 2 483.7678 1,448.28 1,447.82 3 1.473 324.7 5 16 TRUE

LX-2 Repeat 3 RPL38 60S ribosomal protein L38 IPI00215790,IPI00792410 8,200.50 99.40% 2 2 2 34.30% YLYTLVITDKEK R A 89.60% 34.7 38.6 0 2 496.0175 1,485.03 1,485.82 3 0.2177 146.5 41 52 TRUE

LX-2 Repeat 3 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 100.00% 4 4 6 6.80% DLLDLLVEAK K Q 94.30% 38.5 39.3 0 2 564.8543 1,127.69 1,128.65 2 0.04993 44.23 555 564 TRUE

LX-2 Repeat 3 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 100.00% 4 4 6 6.80% DLLDLLVEAK K Q 95.00% 46.5 39.3 0 2 564.8623 1,127.71 1,128.65 2 0.06593 58.41 555 564 TRUE

LX-2 Repeat 3 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 100.00% 4 4 6 6.80% DLLDLLVEAK K Q 95.00% 57 39.3 0 2 564.834 1,127.65 1,128.65 2 0.009295 8.235 555 564 TRUE

LX-2 Repeat 3 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 100.00% 4 4 6 6.80% MLDMGFEPQIR R R 95.00% 43.7 38.5 3.32 2 668.7969 1,335.58 1,336.64 2 -0.05244 -39.23 352 362 TRUE

LX-2 Repeat 3 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 100.00% 4 4 6 6.80% QYPISLVLAPTR K E 95.00% 28.5 38.8 0.959 2 679.3849 1,356.76 1,357.78 2 -0.02144 -15.79 265 276 TRUE

LX-2 Repeat 3 DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73,227.70 100.00% 4 4 6 6.80% SFLLDLLNATGK R D 95.00% 39.6 38.8 0 2 646.4403 1,290.87 1,291.73 2 0.1474 114.1 429 440 TRUE

LX-2 Repeat 3 RHOC Rho-related GTP-binding protein RhoC precursor IPI00027434,IPI00027500,IPI00478231,IPI00552834,IPI00643368,IPI00644425,IPI00647268,IPI00789202,IPI00789866,IPI00789934 21,988.70 99.50% 2 2 2 10.40% LVIVGDGAcGK K T 95.00% 48.8 39.7 2.11 2 c9: Carbamidomethyl (+57.02) 544.8271 1,087.64 1,088.58 2 0.06986 64.17 8 18 TRUE

LX-2 Repeat 3 RHOC Rho-related GTP-binding protein RhoC precursor IPI00027434,IPI00027500,IPI00478231,IPI00552834,IPI00643368,IPI00644425,IPI00647268,IPI00789202,IPI00789866,IPI00789934 21,988.70 99.50% 2 2 2 10.40% TcLLIVFSK K D 90.50% 36 39 0 2 c2: Carbamidomethyl (+57.02) 540.9049 1,079.80 1,080.61 2 0.1902 176 19 27 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGMEEGEFSEAR R E 95.00% 40.7 36.1 0.745 2 777.3802 2,329.12 2,330.02 3 0.1078 46.24 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGMEEGEFSEAR R E 95.00% 46.9 36 0 2 777.7571 2,330.25 2,330.02 3 1.239 101.1 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGmEEGEFSEAR R E 95.00% 60.2 36 2.36 2 m11: Oxidation (+15.99) 783.0669 2,346.18 2,346.01 3 1.173 72.47 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGMEEGEFSEAR R E 95.00% 63.6 36.1 1.85 2 777.3727 2,329.10 2,330.02 3 0.08525 36.59 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGmEEGEFSEAR R E 95.00% 68.3 36 0 2 m11: Oxidation (+15.99) 782.7669 2,345.28 2,346.01 3 0.2728 116.3 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGMEEGEFSEAR R E 95.00% 69.9 36.1 2.3 2 777.4202 2,329.24 2,330.02 3 0.2278 97.74 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGMEEGEFSEAR R E 95.00% 71.4 36 2 2 777.7223 2,330.15 2,330.02 3 1.134 56.39 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGMEEGEFSEAR R E 95.00% 74.5 36.1 2.59 2 777.3952 2,329.16 2,330.02 3 0.1528 65.55 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGMEEGEFSEAR R E 95.00% 81.2 36.1 1.46 2 777.4316 2,329.27 2,330.02 3 0.262 112.4 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGmEEGEFSEAR R E 95.00% 83.8 36 1.8 2 m11: Oxidation (+15.99) 782.7002 2,345.08 2,346.01 3 0.07284 31.05 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AFVHWYVGEGMEEGEFSEAR R E 95.00% 89.9 36 2.46 2 777.7131 2,330.12 2,330.02 3 1.107 44.55 403 422 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVcMLSNTTAIAEAWAR R L 95.00% 39.1 37.5 1.8 2 c3: Carbamidomethyl (+57.02) 622.3559 1,864.05 1,864.90 3 0.1487 79.7 374 390 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVcMLSNTTAIAEAWAR R L 95.00% 40.7 37.5 0 2 c3: Carbamidomethyl (+57.02) 622.3588 1,864.05 1,864.90 3 0.1575 84.42 374 390 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVcMLSNTTAIAEAWAR R L 95.00% 42 37.5 1.72 2 c3: Carbamidomethyl (+57.02) 622.3459 1,864.02 1,864.90 3 0.1187 63.67 374 390 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVcMLSNTTAIAEAWAR R L 95.00% 48.4 37.4 0 2 c3: Carbamidomethyl (+57.02) 622.6802 1,865.02 1,864.90 3 1.122 63.7 374 390 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVcMLSNTTAIAEAWAR R L 95.00% 57.6 37.5 2.01 2 c3: Carbamidomethyl (+57.02) 622.4127 1,864.22 1,864.90 3 0.3191 171.1 374 390 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVcMLSNTTAIAEAWAR R L 95.00% 60.6 37.4 4.17 2 c3: Carbamidomethyl (+57.02) 933.5553 1,865.10 1,864.90 2 1.199 105.1 374 390 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVcMLSNTTAIAEAWAR R L 95.00% 78.6 37.5 7.46 2 c3: Carbamidomethyl (+57.02) 933.0003 1,863.99 1,864.90 2 0.08887 47.65 374 390 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVcMLSNTTAIAEAWAR R L 95.00% 86.5 37.4 3.04 2 c3: Carbamidomethyl (+57.02) 933.439 1,864.86 1,864.90 2 0.9664 -19.48 374 390 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 34 37.8 5.82 2 851.5526 1,701.09 1,701.91 2 0.192 112.8 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 45.2 37.8 2.96 2 851.5167 1,701.02 1,701.91 2 0.1203 70.66 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 45.8 37.7 3.09 2 852.0326 1,702.05 1,701.91 2 1.152 87.62 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 47.3 37.8 2.21 2 851.5671 1,701.12 1,701.91 2 0.2211 129.9 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 49.4 37.7 1.74 2 852.0279 1,702.04 1,701.91 2 1.143 82.09 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 49.8 37.8 3.77 2 851.5362 1,701.06 1,701.91 2 0.1591 93.47 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 51.7 37.8 3.74 2 851.4803 1,700.95 1,701.91 2 0.04733 27.81 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 53 37.7 3 2 852.0553 1,702.10 1,701.91 2 1.197 114.3 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 57.9 37.8 4.3 2 851.5359 1,701.06 1,701.91 2 0.1586 93.2 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 60.9 37.7 2.85 2 852.0829 1,702.15 1,701.91 2 1.253 146.7 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 63.1 37.8 3.7 2 851.5575 1,701.10 1,701.91 2 0.2017 118.5 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 63.6 37.8 0 2 568.0202 1,701.04 1,701.91 3 0.1401 82.28 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 64.4 37.8 3.72 2 568.0202 1,701.04 1,701.91 3 0.1401 82.28 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 65.3 37.8 4.31 2 851.5528 1,701.09 1,701.91 2 0.1923 113 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 68.7 37.8 3.4 2 851.5713 1,701.13 1,701.91 2 0.2293 134.7 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 70.2 37.8 2.72 2 851.5203 1,701.03 1,701.91 2 0.1273 74.81 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 72.9 37.8 3.96 2 851.4903 1,700.97 1,701.91 2 0.06733 39.56 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 77.4 37.8 3.52 2 568.0241 1,701.05 1,701.91 3 0.1518 89.18 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AVFVDLEPTVIDEVR R T 95.00% 81.9 37.8 1.42 2 568.0079 1,701.00 1,701.91 3 0.1032 60.65 65 79 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQMVK K C 93.20% 33 35.1 0 2 c15: Carbamidomethyl (+57.02) 917.8439 2,750.51 2,750.29 3 1.226 81.05 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 33.1 34.9 1.74 2 c15: Carbamidomethyl (+57.02) 917.5288 2,749.56 2,750.29 3 0.2804 101.9 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 34 34.9 0.77 2 c15: Carbamidomethyl (+57.02) 917.5442 2,749.61 2,750.29 3 0.3267 118.8 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQmVK K C 95.00% 39.4 35 0 2 c15: Carbamidomethyl (+57.02), m22: Oxidation (+15.99) 923.1805 2,766.52 2,766.29 3 1.241 86.01 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 41.6 35.1 1.28 2 c15: Carbamidomethyl (+57.02) 917.8235 2,750.45 2,750.29 3 1.165 58.87 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 42.7 35.1 1.77 2 c15: Carbamidomethyl (+57.02) 917.8667 2,750.58 2,750.29 3 1.294 105.9 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 58.6 35.1 4.11 2 c15: Carbamidomethyl (+57.02) 917.8877 2,750.64 2,750.29 3 1.357 128.8 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 60.4 35.1 2.21 2 c15: Carbamidomethyl (+57.02) 917.8802 2,750.62 2,750.29 3 1.335 120.6 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% AYHEQLSVAEITNAcFEPANQMVK K C 95.00% 60.7 35.1 2.4 2 c15: Carbamidomethyl (+57.02) 917.8202 2,750.44 2,750.29 3 1.155 55.23 281 304 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% DVNAAIATIK K T 90.20% 36.8 39.9 0 2 508.3296 1,014.64 1,015.58 2 0.0735 72.37 327 336 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% DVNAAIATIK K T 95.00% 33.6 39.9 2.08 2 508.3546 1,014.69 1,015.58 2 0.1235 121.6 327 336 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% DVNAAIATIK K T 95.00% 39.5 39.9 1.42 2 508.346 1,014.68 1,015.58 2 0.1064 104.8 327 336 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% DVNAAIATIK K T 95.00% 49 39.9 1.34 2 508.3248 1,014.64 1,015.58 2 0.06393 62.94 327 336 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% DVNAAIATIK K T 95.00% 49.4 39.9 1.64 2 508.3503 1,014.69 1,015.58 2 0.1149 113.2 327 336 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 42.6 39.3 0 2 543.3635 1,084.71 1,085.62 2 0.0993 91.46 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 42.9 39.3 0 2 543.3932 1,084.77 1,085.62 2 0.1588 146.3 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 43.7 39.3 0 2 543.3703 1,084.73 1,085.62 2 0.1129 104 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 48.5 39.3 0 2 543.3722 1,084.73 1,085.62 2 0.1168 107.6 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 51.2 39.3 0 2 543.3621 1,084.71 1,085.62 2 0.09656 88.94 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 53.7 39.3 0 2 543.3499 1,084.69 1,085.62 2 0.07211 66.42 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 54.9 39.6 0.796 2 543.864 1,085.71 1,085.62 2 1.1 89.78 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 56.1 39.3 0 2 543.378 1,084.74 1,085.62 2 0.1284 118.3 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 58.8 39.3 0 2 543.3744 1,084.73 1,085.62 2 0.1212 111.6 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 58.9 39.3 0 2 543.37 1,084.73 1,085.62 2 0.1123 103.5 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 59.8 39.3 0 2 543.3785 1,084.74 1,085.62 2 0.1293 119.1 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 64.2 39.3 1.06 2 543.3491 1,084.68 1,085.62 2 0.07067 65.09 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 66.7 39.3 0 2 543.3558 1,084.70 1,085.62 2 0.08407 77.43 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 66.8 39.3 0 2 543.3761 1,084.74 1,085.62 2 0.1245 114.7 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 69.6 39.3 0.886 2 543.3585 1,084.70 1,085.62 2 0.0894 82.34 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% EIIDLVLDR K I 95.00% 72.6 39.3 0 2 543.3366 1,084.66 1,085.62 2 0.04556 41.96 113 121 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% FDGALNVDLTEFQTNLVPYPR R I 95.00% 36.2 35.8 1.34 2 804.1202 2,409.34 2,409.21 3 1.137 55.81 244 264 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% IHFPLATYAPVISAEK R A 90.80% 0 0 2.19 2 880.0663 1,758.12 1,756.96 2 2.162 89 265 280 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% IHFPLATYAPVISAEK R A 95.00% 29.5 37.5 3.47 2 879.5553 1,757.10 1,756.96 2 1.14 78.04 265 280 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% IHFPLATYAPVISAEK R A 95.00% 34.5 37.5 3.21 2 879.0603 1,756.11 1,756.96 2 0.1499 85.33 265 280 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% IHFPLATYAPVISAEK R A 95.00% 47.5 37.5 2.4 2 879.0903 1,756.17 1,756.96 2 0.2099 119.5 265 280 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% IHFPLATYAPVISAEK R A 95.00% 53.3 37.5 6.23 2 879.0817 1,756.15 1,756.96 2 0.1928 109.7 265 280 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% IHFPLATYAPVISAEK R A 95.00% 54.6 37.5 3.29 2 879.1285 1,756.24 1,756.96 2 0.2863 162.9 265 280 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% IHFPLATYAPVISAEK R A 95.00% 64 37.5 4.85 2 879.1012 1,756.19 1,756.96 2 0.2317 131.9 265 280 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LDHKFDLMYAK R R 95.00% 31.7 38.7 2.7 2 460.9608 1,379.86 1,380.70 3 0.1695 122.8 391 401 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LDHKFDLMYAK R R 95.00% 38.3 38.6 1.49 2 461.3293 1,380.97 1,380.70 3 1.275 197 391 401 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LDHKFDLMYAK R R 95.00% 42 38.7 0.745 2 461.0019 1,379.98 1,380.70 3 0.2928 212 391 401 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 38.4 38.2 0.854 2 496.9802 1,487.92 1,487.88 3 1.047 29.57 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 43.7 38.2 0 2 497.0402 1,488.10 1,487.88 3 1.227 150.4 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 46.6 38.3 1.82 2 744.4203 1,486.83 1,487.88 2 -0.04597 -30.9 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 49.9 38.3 0 2 744.504 1,486.99 1,487.88 2 0.1214 81.58 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 53.9 38.2 1.28 2 744.9695 1,487.92 1,487.88 2 1.052 33.42 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 55.2 38.2 1.19 2 744.9303 1,487.85 1,487.88 2 0.974 -19.28 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 56.1 38.3 1.89 2 496.6772 1,487.01 1,487.88 3 0.1378 92.57 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 58.4 38.2 4.42 2 745.0136 1,488.01 1,487.88 2 1.141 92.65 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 58.9 38.3 3.25 2 496.706 1,487.10 1,487.88 3 0.2242 150.7 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 59.4 38.3 3.51 2 744.4503 1,486.89 1,487.88 2 0.01403 9.427 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 59.7 38.2 1.72 2 496.971 1,487.89 1,487.88 3 1.019 10.97 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 62.3 38.3 2.89 2 744.4614 1,486.91 1,487.88 2 0.03625 24.36 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 62.6 38.3 2.11 2 744.4411 1,486.87 1,487.88 2 -0.004233 -2.845 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 63 38.2 4.51 2 744.9778 1,487.94 1,487.88 2 1.069 44.53 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 65.3 38.3 1.68 2 496.663 1,486.97 1,487.88 3 0.09532 64.06 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 67.4 38.2 2.17 2 497.0237 1,488.05 1,487.88 3 1.177 117.2 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 69.1 38.3 1.82 2 744.3903 1,486.77 1,487.88 2 -0.106 -71.23 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 69.5 38.3 2.68 2 744.503 1,486.99 1,487.88 2 0.1194 80.27 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 73.7 38.3 2.43 2 744.5703 1,487.13 1,487.88 2 0.254 170.7 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% LISQIVSSITASLR R F 95.00% 75.8 38.3 2.59 2 496.647 1,486.92 1,487.88 3 0.04728 31.77 230 243 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% NLDIERPTYTNLNR R L 93.90% 36.2 37.8 0 2 573.6997 1,718.08 1,718.88 3 0.2025 117.8 216 229 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% NLDIERPTYTNLNR R L 95.00% 24.3 37.8 2.07 2 860.0167 1,718.02 1,718.88 2 0.144 83.76 216 229 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% NLDIERPTYTNLNR R L 95.00% 26.2 37.8 0.796 2 860.082 1,718.15 1,718.88 2 0.2746 159.7 216 229 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% NLDIERPTYTNLNR R L 95.00% 32.4 37.8 0.824 2 860.0178 1,718.02 1,718.88 2 0.1461 85.01 216 229 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% NLDIERPTYTNLNR R L 95.00% 35.9 37.8 2.01 2 860.0349 1,718.06 1,718.88 2 0.1804 104.9 216 229 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% qLFHPEQLITGK R E 94.00% 0 0 2.43 2 n-term: Pyro-cmC (-17.03) 697.8574 1,393.70 1,393.75 2 0.9599 -30.74 85 96 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% QLFHPEQLITGK R E 95.00% 28.7 38.3 2.09 2 706.4644 1,410.91 1,410.77 2 1.147 102.4 85 96 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% qLFHPEQLITGK R E 95.00% 0 0 2.64 2 n-term: Pyro-cmC (-17.03) 697.4008 1,392.79 1,393.75 2 0.04655 33.4 85 96 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% qLFHPEQLITGK R E 95.00% 0 0 2.82 2 n-term: Pyro-cmC (-17.03) 697.4103 1,392.81 1,393.75 2 0.06558 47.05 85 96 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% qLFHPEQLITGK R E 95.00% 0 0 4 2 n-term: Pyro-cmC (-17.03) 697.399 1,392.78 1,393.75 2 0.04308 30.91 85 96 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% QLFHPEQLITGKEDAANNYAR R G 95.00% 35.7 36.1 0.824 2 805.8619 2,414.56 2,415.21 3 0.3659 151.5 85 105 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% QLFHPEQLITGKEDAANNYAR R G 95.00% 39.5 36 4.22 2 806.0962 2,415.27 2,415.21 3 1.069 27.28 85 105 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% qLFHPEQLITGKEDAANNYAR R G 95.00% 0 0 5.85 2 n-term: Pyro-cmC (-17.03) 800.4738 2,398.40 2,398.18 3 1.228 93.93 85 105 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% QLFHPEQLITGKEDAANNYAR R G 95.00% 45.1 36 1.68 2 806.1382 2,415.39 2,415.21 3 1.195 79.42 85 105 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% QLFHPEQLITGKEDAANNYAR R G 95.00% 46.2 36 3.55 2 806.1491 2,415.43 2,415.21 3 1.227 92.94 85 105 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 39.2 38 2.96 2 c8: Carbamidomethyl (+57.02) 793.0069 1,584.00 1,584.75 2 0.2549 160.8 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 39.9 38 3.8 2 c8: Carbamidomethyl (+57.02) 792.9617 1,583.91 1,584.75 2 0.1645 103.8 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 40.3 38 3.6 2 c8: Carbamidomethyl (+57.02) 792.9643 1,583.91 1,584.75 2 0.1696 107 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 43.6 38 3.85 2 c8: Carbamidomethyl (+57.02) 792.9903 1,583.97 1,584.75 2 0.2216 139.8 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 45.3 38 3 2 c8: Carbamidomethyl (+57.02) 792.9872 1,583.96 1,584.75 2 0.2154 135.9 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 51.3 38 1.64 2 c8: Carbamidomethyl (+57.02) 792.9575 1,583.90 1,584.75 2 0.1559 98.4 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 51.8 38.1 1.92 2 c8: Carbamidomethyl (+57.02) 793.4871 1,584.96 1,584.75 2 1.215 134 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 52 38 3.68 2 c8: Carbamidomethyl (+57.02) 792.8794 1,583.74 1,584.75 2 -0.0002448 -0.1545 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 53.3 38 2.28 2 c8: Carbamidomethyl (+57.02) 792.9535 1,583.89 1,584.75 2 0.1481 93.42 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 54 38 3.92 2 c8: Carbamidomethyl (+57.02) 792.9703 1,583.93 1,584.75 2 0.1816 114.6 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 66 38.1 3.62 2 c8: Carbamidomethyl (+57.02) 793.3841 1,584.75 1,584.75 2 1.009 4.154 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% SIQFVDWcPTGFK R V 95.00% 67.2 38 4.12 2 c8: Carbamidomethyl (+57.02) 792.933 1,583.85 1,584.75 2 0.107 67.53 340 352 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% TIGGGDDSFNTFFSETGAGK K H 95.00% 51.6 36.9 4.46 2 1,005.12 2,008.24 2,007.89 2 1.349 172.4 41 60 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% TIGGGDDSFNTFFSETGAGK K H 95.00% 52.3 36.8 2.68 2 1,004.59 2,007.17 2,007.89 2 0.2802 139.5 41 60 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% TIGGGDDSFNTFFSETGAGK K H 95.00% 90.7 36.8 4.57 2 1,004.57 2,007.12 2,007.89 2 0.2337 116.4 41 60 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 92.20% 35.2 37.3 0 2 913.1392 1,824.26 1,824.99 2 0.2854 156.3 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 93.00% 24.4 37.3 0.854 2 913.0803 1,824.15 1,824.99 2 0.1675 91.79 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 10.5 37.3 2.12 2 913.1103 1,824.21 1,824.99 2 0.2275 124.7 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 14.8 37.3 2.54 2 913.1199 1,824.23 1,824.99 2 0.2467 135.2 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 17.3 37.3 1.77 2 913.1061 1,824.20 1,824.99 2 0.2192 120.1 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 18.9 37.3 4.57 2 913.1163 1,824.22 1,824.99 2 0.2395 131.2 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 19.4 37.5 1.89 2 608.6762 1,823.01 1,824.99 3 -0.9717 16.98 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 19.3 37.3 2.31 2 913.0809 1,824.15 1,824.99 2 0.1687 92.44 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 21.8 37.3 1.74 2 913.0803 1,824.15 1,824.99 2 0.1675 91.79 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 24.5 37.3 2.72 2 913.621 1,825.23 1,824.99 2 1.249 134.8 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 25.4 37.3 2.89 2 609.3779 1,825.11 1,824.99 3 1.133 71.57 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 26.9 37.3 1.64 2 609.3987 1,825.17 1,824.99 3 1.196 105.7 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 31.1 37.3 1.57 2 609.0581 1,824.15 1,824.99 3 0.174 95.36 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 31.8 37.3 1.52 2 913.1171 1,824.22 1,824.99 2 0.2411 132.1 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 33.2 37.3 3.27 2 913.1089 1,824.20 1,824.99 2 0.2247 123.1 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 35.7 37.3 0.959 2 609.0549 1,824.14 1,824.99 3 0.1644 90.06 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% VGINYQPPTVVPGGDLAK K V 95.00% 50.4 37.3 1.15 2 609.3398 1,825.00 1,824.99 3 1.019 8.939 353 370 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YmAccLLYR K G 95.00% 29.8 38.8 2 2 m2: Oxidation (+15.99), c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 633.3546 1,264.69 1,265.55 2 0.1543 121.9 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YmAccLLYR K G 95.00% 40.2 38.7 1.44 2 m2: Oxidation (+15.99), c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 633.804 1,265.59 1,265.55 2 1.053 39.75 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 41.4 38.8 1.68 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.8303 1,249.65 1,249.55 2 1.101 78.27 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 43.1 38.8 1.68 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3282 1,248.64 1,249.55 2 0.09646 77.19 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YmAccLLYR K G 95.00% 44.6 38.8 1.38 2 m2: Oxidation (+15.99), c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 633.3015 1,264.59 1,265.55 2 0.0481 38.01 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 46.1 38.8 0.886 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.31 1,248.61 1,249.55 2 0.05999 48.01 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 48.7 38.8 4.6 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.314 1,248.61 1,249.55 2 0.06815 54.54 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 49.5 38.8 2.22 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3311 1,248.65 1,249.55 2 0.1023 81.85 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 51.3 38.8 3.57 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3413 1,248.67 1,249.55 2 0.1226 98.12 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 51.8 38.8 3.59 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3267 1,248.64 1,249.55 2 0.09348 74.8 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 53.6 38.8 4.26 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.2762 1,248.54 1,249.55 2 -0.007505 -6.006 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 59.4 38.8 3.32 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3209 1,248.63 1,249.55 2 0.08193 65.56 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 60.4 38.8 1.72 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.3461 1,248.68 1,249.55 2 0.1323 105.9 312 320 TRUE

LX-2 Repeat 3 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 17 22 160 55.90% YMAccLLYR K G 95.00% 64 38.8 3.24 2 c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02) 625.279 1,248.54 1,249.55 2 -0.001881 -1.505 312 320 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 40.6 39.9 0 2 472.856 943.6974 944.5313 2 0.1733 183.4 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 40.7 39.9 0 2 472.8401 943.6656 944.5313 2 0.1415 149.8 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 43.3 39.9 0 2 472.8065 943.5985 944.5313 2 0.07443 78.79 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 44.7 39.9 0 2 472.8031 943.5916 944.5313 2 0.06757 71.53 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 45.3 39.9 1 2 472.8623 943.7101 944.5313 2 0.186 196.9 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 48.7 39.9 0 2 472.8706 943.7266 944.5313 2 0.2026 214.4 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 50.5 40.2 0 2 473.3148 944.6151 944.5313 2 1.091 93.41 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 53.7 39.9 0.959 2 472.8331 943.6517 944.5313 2 0.1276 135.1 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 53.8 39.9 1.07 2 472.8698 943.7251 944.5313 2 0.201 212.7 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 54.6 39.9 1.82 2 472.8048 943.595 944.5313 2 0.07088 75.04 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 56 40.2 0 2 473.3057 944.5968 944.5313 2 1.073 73.99 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 56.7 39.9 1.41 2 472.8453 943.676 944.5313 2 0.1519 160.8 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 57.7 39.9 0.959 2 472.8407 943.6668 944.5313 2 0.1427 151 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 60.5 39.9 0 2 472.8311 943.6476 944.5313 2 0.1236 130.8 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% AGLQFPVGR R V 95.00% 64 39.9 2.06 2 472.8328 943.6511 944.5313 2 0.127 134.5 22 30 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% NDEELNKLLGK R V 92.60% 37 38.9 0 2 637.3863 1,272.76 1,272.68 2 1.086 65.08 90 100 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% NDEELNKLLGK R V 95.00% 41.1 38.9 3.96 2 636.8965 1,271.78 1,272.68 2 0.1061 83.38 90 100 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% NDEELNKLLGK R V 95.00% 42.1 38.9 0 2 637.4012 1,272.79 1,272.68 2 1.115 88.49 90 100 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% NDEELNKLLGK R V 95.00% 46.4 38.9 2.25 2 636.8936 1,271.77 1,272.68 2 0.1003 78.8 90 100 TRUE
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LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% NDEELNKLLGK R V 95.00% 52.8 38.9 3.48 2 636.8979 1,271.78 1,272.68 2 0.1089 85.58 90 100 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% NDEELNKLLGK R V 95.00% 53 38.9 1.18 2 636.9118 1,271.81 1,272.68 2 0.1367 107.4 90 100 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% NDEELNKLLGK R V 95.00% 53.2 38.9 2.96 2 636.8842 1,271.75 1,272.68 2 0.08153 64.06 90 100 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 94.00% 35.9 37.4 0 2 644.4302 1,930.27 1,931.17 3 0.1069 55.33 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 20.4 37.4 1.6 2 966.722 1,931.43 1,931.17 2 1.268 137.1 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 31.1 37.4 1.37 2 644.4143 1,930.22 1,931.17 3 0.05921 30.66 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 39 37.4 1.54 2 644.7568 1,931.25 1,931.17 3 1.087 43.39 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 41.4 37.4 1.13 2 644.7752 1,931.30 1,931.17 3 1.142 72 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 42.1 37.4 2.47 2 644.4729 1,930.40 1,931.17 3 0.235 121.7 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 44.4 37.4 0.959 2 644.7404 1,931.20 1,931.17 3 1.038 18.01 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 47 37.4 1.77 2 644.8065 1,931.40 1,931.17 3 1.236 120.7 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 58.9 37.4 0 2 644.4752 1,930.40 1,931.17 3 0.2419 125.2 101 119 TRUE

LX-2 Repeat 3 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 3 4 32 30.50% VTIAQGGVLPNIQAVLLPK K K 95.00% 60 37.4 5.77 2 644.4476 1,930.32 1,931.17 3 0.1591 82.4 101 119 TRUE

LX-2 Repeat 3 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 7 23.60% GPGLFFILPcTDSFIK K V 95.00% 12 37.4 1.82 2 c10: Carbamidomethyl (+57.02) 907.0634 1,812.11 1,811.94 2 1.179 97.29 78 93 TRUE

LX-2 Repeat 3 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 7 23.60% GPGLFFILPcTDSFIK K V 95.00% 14.1 37.3 1.33 2 c10: Carbamidomethyl (+57.02) 906.5743 1,811.13 1,811.94 2 0.2009 110.8 78 93 TRUE

LX-2 Repeat 3 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 7 23.60% GPGLFFILPcTDSFIK K V 95.00% 31.4 37.3 4.21 2 c10: Carbamidomethyl (+57.02) 906.5324 1,811.05 1,811.94 2 0.1171 64.61 78 93 TRUE

LX-2 Repeat 3 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 7 23.60% LLAQTTLR R N 95.00% 57.4 39.9 0 2 458.358 914.7015 915.5623 2 0.1464 159.9 145 152 TRUE

LX-2 Repeat 3 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 7 23.60% NSTIVFPLPIDmLQGIIGAK K H 95.00% 46.3 36.6 0 2 m12: Oxidation (+15.99) 715.0777 2,142.21 2,143.18 3 0.03494 16.3 264 283 TRUE

LX-2 Repeat 3 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 7 23.60% VIAAEGEMNASR K A 95.00% 86.6 38.9 3.17 2 624.8077 1,247.60 1,247.60 2 1.003 0.4456 221 232 TRUE

LX-2 Repeat 3 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 7 23.60% YLQTLTTIAAEK R N 95.00% 55.7 38.6 2.19 2 676.4403 1,350.87 1,351.75 2 0.1263 93.45 252 263 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% EQIVPKPEEEVAQK K K 90.30% 16.8 38 0.745 2 542.3041 1,623.89 1,623.86 3 1.039 22.15 154 167 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% GLDVDSLVIEHIQVNK K A 95.00% 38.3 37.6 0.745 2 593.6914 1,778.05 1,778.96 3 0.09458 53.16 106 121 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% GLDVDSLVIEHIQVNK K A 95.00% 65 37.6 0 2 593.7248 1,778.15 1,778.96 3 0.195 109.6 106 121 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% GLDVDSLVIEHIQVNK K A 95.00% 68.9 37.7 0 2 594.0545 1,779.14 1,778.96 3 1.184 101.8 106 121 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% GLDVDSLVIEHIQVNK K A 95.00% 80.7 37.6 3.6 2 890.0188 1,778.02 1,778.96 2 0.06547 36.8 106 121 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% QWGWTQGR K W 90.40% 21.6 39.8 0.796 2 510.2909 1,018.57 1,018.49 2 1.089 84.69 75 82 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% QWGWTQGR K W 95.00% 33.6 39.8 1.21 2 510.3235 1,018.63 1,018.49 2 1.154 148.6 75 82 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% SAEFLLHMLK K N 95.00% 33.7 39.2 0.854 2 594.8664 1,187.72 1,188.64 2 0.08094 68.09 87 96 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% YLKDVTLQK K Q 95.00% 39.5 39.4 1.03 2 554.358 1,106.70 1,107.64 2 0.06775 61.17 47 55 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% YSLDPENPTK R S 95.00% 49.5 39.2 4.13 2 582.3378 1,162.66 1,163.56 2 0.1102 94.72 4 13 TRUE

LX-2 Repeat 3 RPL17 60S ribosomal protein L17 IPI00413324,IPI00478208,IPI00514874 21,379.40 100.00% 6 7 11 36.40% YSLDPENPTK R S 95.00% 52.8 39.2 1.82 2 582.3425 1,162.67 1,163.56 2 0.1197 102.8 4 13 TRUE

LX-2 Repeat 3 COL4A2 Collagen alpha-2(IV) chain precursor IPI00306322,IPI00477950,IPI00853342 167,539.60 99.80% 2 2 3 1.34% IAVQPGTVGPQGR K R 95.00% 43.4 38.6 1.96 2 640.4257 1,278.84 1,279.71 2 0.1322 103.3 1397 1409 TRUE

LX-2 Repeat 3 COL4A2 Collagen alpha-2(IV) chain precursor IPI00306322,IPI00477950,IPI00853342 167,539.60 99.80% 2 2 3 1.34% SVSIGYLLVK R H 92.00% 37.2 39.5 0 2 539.9356 1,077.86 1,078.65 2 0.2132 197.6 1485 1494 TRUE

LX-2 Repeat 3 COL4A2 Collagen alpha-2(IV) chain precursor IPI00306322,IPI00477950,IPI00853342 167,539.60 99.80% 2 2 3 1.34% SVSIGYLLVK R H 95.00% 35.3 39.5 1.07 2 539.8969 1,077.78 1,078.65 2 0.1359 125.9 1485 1494 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% DADIGVAEAER R D 95.00% 41.8 39.3 2.1 2 573.3382 1,144.66 1,145.54 2 0.1258 109.8 178 188 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% DVYDKVDYLSSLGK K T 95.00% 68.3 38 2.25 2 534.6873 1,601.04 1,601.81 3 0.2413 150.6 156 169 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% DVYDKVDYLSSLGK K T 95.00% 74.7 38 3.39 2 801.504 1,600.99 1,601.81 2 0.1947 121.5 156 169 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% IGEAEAAVIEAMGK K A 95.00% 68.2 38.7 4.1 2 694.8995 1,387.78 1,388.71 2 0.08259 59.47 322 335 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% IMTEKELLAVAcEQFLGK K N 95.00% 43.4 37 2.26 2 c12: Carbamidomethyl (+57.02) 694.3394 2,080.00 2,080.08 3 0.9216 -38.99 77 94 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% IRQEEIEIEVVQR K K 95.00% 52.5 37.8 1.36 2 547.7062 1,640.10 1,640.90 3 0.2073 126.3 252 264 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% IRQEEIEIEVVQR K K 95.00% 62.2 37.8 2.8 2 548.0181 1,641.03 1,640.90 3 1.143 85.39 252 264 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% ISLEIMTLQPR R C 95.00% 70.5 38.7 2.27 2 650.8803 1,299.75 1,300.73 2 0.02373 18.24 45 55 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% LLAELPASVHALTGVDLSK R I 95.00% 51.5 37.4 0 2 645.7269 1,934.16 1,934.10 3 1.07 34.79 398 416 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% MALVLEALPQIAAK K I 95.00% 52.4 38.1 0 2 734.4478 1,466.88 1,467.86 2 0.02773 18.89 357 370 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% mALVLEALPQIAAK K I 95.00% 71.9 38.2 3.29 2 m1: Oxidation (+15.99) 742.4403 1,482.87 1,483.86 2 0.01781 12 357 370 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% MGIEILSFTIK R D 95.00% 37.4 38.8 1.92 2 626.3374 1,250.66 1,251.70 2 -0.03439 -27.47 145 155 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% mGIEILSFTIK R D 95.00% 56.5 38.7 2.32 2 m1: Oxidation (+15.99) 634.391 1,266.77 1,267.70 2 0.07784 61.4 145 155 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% MGIEILSFTIK R D 95.00% 75.2 38.8 2.15 2 626.8906 1,251.77 1,251.70 2 1.072 55.26 145 155 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% NVVLQTLEGHLR K S 95.00% 62.3 38.7 3.08 2 690.3626 1,378.71 1,378.78 2 0.9377 -47.11 101 112 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% QIAVEAQEILR K T 95.00% 57.5 38.7 1.49 2 635.381 1,268.75 1,269.72 2 0.03857 30.37 267 277 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% QVLLAQAEAEK K I 95.00% 51.5 39.1 1.89 2 600.3981 1,198.78 1,199.66 2 0.1257 104.8 308 318 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% SAFSEEVNIK K T 95.00% 31 39.2 2.36 2 561.8682 1,121.72 1,123.56 2 -0.8338 150.5 224 233 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% SAFSEEVNIK K T 95.00% 64.8 39.1 1.54 2 562.3242 1,122.63 1,123.56 2 0.07825 69.64 224 233 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% SILGTLTVEQIYQDR R D 95.00% 49.7 37.7 2 2 868.9457 1,735.88 1,735.92 2 0.9614 -23.77 113 127 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% SILGTLTVEQIYQDR R D 95.00% 74.1 37.7 5.54 2 868.5715 1,735.13 1,735.92 2 0.213 122.7 113 127 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% TAEAQLAYELQGAR K E 95.00% 85.1 38.3 4.6 2 760.9342 1,519.85 1,520.77 2 0.09069 59.63 234 247 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% VDEIVVLSGDNSK K V 95.00% 14.1 38.7 1.6 2 688.3978 1,374.78 1,374.71 2 1.077 54 378 390 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% VDEIVVLSGDNSK K V 95.00% 54.7 38.7 0 2 688.3909 1,374.77 1,374.71 2 1.063 43.96 378 390 TRUE

LX-2 Repeat 3 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 16 17 25 49.30% VDEIVVLSGDNSK K V 95.00% 59.7 38.7 4.48 2 687.8041 1,373.59 1,374.71 2 -0.1104 -80.3 378 390 TRUE

LX-2 Repeat 3 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 100.00% 4 4 4 12.90% DTQSGSLLFIGR R L 95.00% 66.4 38.7 3.17 2 647.8803 1,293.75 1,293.68 2 1.073 54.53 394 405 TRUE

LX-2 Repeat 3 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 100.00% 4 4 4 12.90% LFYADHPFIFLVR K D 95.00% 39.2 37.7 2.04 2 547.0112 1,638.01 1,637.88 3 1.135 80.73 381 393 TRUE

LX-2 Repeat 3 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 100.00% 4 4 4 12.90% LYGPSSVSFADDFVR R S 95.00% 73.2 37.9 6.41 2 830.9736 1,659.93 1,659.80 2 1.139 81.8 134 148 TRUE

LX-2 Repeat 3 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 100.00% 4 4 4 12.90% SAGLAFSLYQAMAK R D 95.00% 48.4 38.3 1.96 2 729.4366 1,456.86 1,457.75 2 0.1203 82.49 47 60 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% AFLEVLVK R S 95.00% 42.8 40.3 0.854 2 459.9804 917.9463 918.5659 2 0.3876 421.8 461 468 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% AFLEVLVK R S 95.00% 45.4 40.2 0 2 459.8447 917.6748 918.5659 2 0.1162 126.4 461 468 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 30.4 38.8 4.04 2 570.3594 1,138.70 1,139.69 2 0.02194 19.25 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 30.7 39 3.22 2 569.8724 1,137.73 1,139.69 2 -0.952 44.53 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 30.6 38.8 1.6 2 570.4385 1,138.86 1,139.69 2 0.1801 158 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 34.8 39 2.82 2 569.8688 1,137.72 1,139.69 2 -0.9594 38.09 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 39.8 38.8 0 2 570.8878 1,139.76 1,139.69 2 1.079 66.53 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 52.2 38.8 2.31 2 570.4104 1,138.81 1,139.69 2 0.1238 108.6 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 58.3 38.8 3.89 2 570.4506 1,138.89 1,139.69 2 0.2042 179.2 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 64.2 38.8 2.35 2 570.3811 1,138.75 1,139.69 2 0.06522 57.22 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ALALGALQNIR K Y 95.00% 76 39 2.92 2 569.8623 1,137.71 1,139.69 2 -0.9724 26.66 2385 2395 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% AYVPPKDLSFSEVTSYGFK K T 95.00% 56.1 36.8 5.49 2 712.4344 2,134.28 2,135.07 3 0.219 102.6 631 649 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% DLSADTEYQISVSAMK R G 95.00% 49.9 37.5 1.54 2 879.439 1,756.86 1,757.83 2 0.04443 25.27 393 408 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% DLSFSEVTSYGFK K T 95.00% 82 38.2 3.07 2 740.4267 1,478.84 1,479.70 2 0.1458 98.54 637 649 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% DLSFSEVTSYGFK K T 95.00% 82.5 38.2 2.66 2 740.4412 1,478.87 1,479.70 2 0.1748 118.1 637 649 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% DVTHSTMNVFWEPVPGK R V 95.00% 45.7 37.1 3.77 2 648.7356 1,943.19 1,943.93 3 0.2601 133.8 1576 1592 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% FTKVEDIIEAINTFPYR K G 95.00% 39.5 36.7 2.52 2 686.0715 2,055.19 2,056.08 3 0.1249 60.75 497 513 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% FTKVEDIIEAINTFPYR K G 95.00% 63.4 36.7 2.25 2 686.3702 2,056.09 2,056.08 3 1.021 8.81 497 513 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GDTTNTVLQGLK R E 95.00% 60.1 39 1.46 2 623.8836 1,245.75 1,246.66 2 0.09589 76.91 863 874 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GDTTNTVLQGLK R E 95.00% 61.1 39 2 2 623.8482 1,245.68 1,246.66 2 0.02503 20.07 863 874 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GDTTNTVLQGLK R E 95.00% 65.8 39 2.28 2 624.3873 1,246.76 1,246.66 2 1.103 80.54 863 874 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GEVQTVTFDTEEVK R T 95.00% 36.6 37.8 3.68 2 791.512 1,581.01 1,581.76 2 0.2522 159.4 2628 2641 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GGNTLTGMALNFIR K Q 91.20% 20.2 38.2 0.824 2 732.9525 1,463.89 1,464.76 2 0.1348 92.01 1273 1286 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GGNTLTGMALNFIR K Q 95.00% 13.4 38.2 1.6 2 732.9622 1,463.91 1,464.76 2 0.1542 105.3 1273 1286 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GGNTLTGMALNFIR K Q 95.00% 20.4 38.2 2.34 2 733.0374 1,464.06 1,464.76 2 0.3046 207.9 1273 1286 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GGNTLTGmALNFIR K Q 95.00% 37.9 38.1 1.18 2 m8: Oxidation (+15.99) 741.4876 1,480.96 1,480.76 2 1.21 139.9 1273 1286 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GGNTLTGMALNFIR K Q 95.00% 41.6 38.1 4.09 2 733.3978 1,464.78 1,464.76 2 1.025 15.42 1273 1286 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GGNTLTGmALNFIR K Q 95.00% 65.8 38.2 0 2 m8: Oxidation (+15.99) 740.5456 1,479.08 1,480.76 2 -0.6739 222.2 1273 1286 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GGNTMTGDAIDYLVK K N 95.00% 52.2 38 4.82 2 777.9552 1,553.90 1,554.75 2 0.156 100.3 214 228 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GPGDLEAPSNLVISER K T 95.00% 11.1 37.9 2.36 2 827.5409 1,653.07 1,653.84 2 0.2301 139.1 1381 1396 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GPGDLEAPSNLVISER K T 95.00% 39.1 37.9 3.02 2 827.57 1,653.13 1,653.84 2 0.2883 174.3 1381 1396 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% GPGDLEAPSNLVISER K T 95.00% 55.7 37.9 7 2 827.5475 1,653.08 1,653.84 2 0.2432 147 1381 1396 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ISVFATYSSGEGEPLTGDATTELSQDSK R T 95.00% 72.7 34.6 5.35 2 964.274 2,889.80 2,890.35 3 0.4596 159 973 1000 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ITEVTSEGFR K G 95.00% 64.4 39 1.55 2 569.848 1,137.68 1,138.57 2 0.1149 100.9 1663 1672 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ITEVTSEGFR K G 95.00% 65.3 39 0 2 569.8537 1,137.69 1,138.57 2 0.1261 110.7 1663 1672 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ITWAPFGSSDK R M 95.00% 35.1 38.9 4.25 2 604.8685 1,207.72 1,208.59 2 0.135 111.7 1687 1697 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ITWAPFGSSDK R M 95.00% 35.8 38.9 1 2 604.8432 1,207.67 1,208.59 2 0.08445 69.87 1687 1697 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% ITWTQAPGR K V 95.00% 51.2 39.5 2.2 2 515.3637 1,028.71 1,029.55 2 0.1724 167.4 741 749 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IVDDLTINLcNSVK R G 95.00% 77.7 38.2 3.92 2 c10: Carbamidomethyl (+57.02) 802.5224 1,603.03 1,603.84 2 0.2014 125.5 1367 1380 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IVEVFDIGPK R R 95.00% 44.1 39.5 2 2 559.3448 1,116.68 1,116.63 2 1.052 44.28 1225 1234 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IVEVFDIGPK R R 95.00% 60.6 39.4 1.85 2 558.8824 1,115.75 1,116.63 2 0.1273 114 1225 1234 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IVEVFDIGPK R R 95.00% 61.6 39.4 2.77 2 558.8253 1,115.64 1,116.63 2 0.01313 11.76 1225 1234 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IVEVFDIGPK R R 95.00% 62.3 39.4 2.62 2 558.8865 1,115.76 1,116.63 2 0.1355 121.3 1225 1234 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IVEVFDIGPK R R 95.00% 64.6 39.4 1.15 2 558.9264 1,115.84 1,116.63 2 0.2154 192.8 1225 1234 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IVEVFDIGPK R R 95.00% 69.3 39.4 2.23 2 558.9043 1,115.79 1,116.63 2 0.1713 153.3 1225 1234 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IYIDcYEIIEK K D 95.00% 44.7 38.6 2.08 2 c5: Carbamidomethyl (+57.02) 730.3463 1,458.68 1,458.72 2 0.9666 -24.77 2662 2672 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% IYIDcYEIIEK K D 95.00% 55.4 38.5 3.3 2 c5: Carbamidomethyl (+57.02) 729.9452 1,457.88 1,458.72 2 0.1643 112.6 2662 2672 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LFYAPAAGGPEELVPIPGNTNYAILR K N 95.00% 10.7 35.1 1.34 2 915.2902 2,742.85 2,743.45 3 0.4104 149.6 1876 1901 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LFYAPAAGGPEELVPIPGNTNYAILR K N 95.00% 12.4 35.2 1.92 2 915.3194 2,742.94 2,743.45 3 0.498 181.5 1876 1901 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LFYAPAAGGPEELVPIPGNTNYAILR K N 95.00% 27.6 35 1.72 2 915.2702 2,742.79 2,743.45 3 0.3504 127.7 1876 1901 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LFYAPAAGGPEELVPIPGNTNYAILR K N 95.00% 34.5 35.1 0 2 915.6471 2,743.92 2,743.45 3 1.481 174.2 1876 1901 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LGELVVGPYDNTVVLEELR R A 95.00% 50.1 36.6 3.01 2 705.8193 2,114.44 2,115.13 3 0.3099 146.5 1130 1148 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LGELVVGPYDNTVVLEELR R A 95.00% 60.2 36.7 0 2 705.8052 2,114.39 2,115.13 3 0.2676 126.5 1130 1148 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LGELVVGPYDNTVVLEELR R A 95.00% 65.3 36.6 2.6 2 1,058.24 2,114.47 2,115.13 2 0.3452 163.2 1130 1148 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LGELVVGPYDNTVVLEELR R A 95.00% 71.4 36.7 1.85 2 705.7202 2,114.14 2,115.13 3 0.01255 5.934 1130 1148 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LIPDTLYSVNLVALYSDGEGNPSPAQGR R T 95.00% 22.6 34.7 1.85 2 983.2888 2,946.84 2,946.48 3 1.367 123.6 1994 2021 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKDEGVELFAIGIK K N 95.00% 40.6 38.2 2.64 2 766.4861 1,530.96 1,531.87 2 0.09151 59.73 1323 1336 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKDEGVELFAIGIK K N 95.00% 41.5 38.2 0 2 511.3654 1,531.07 1,531.87 3 0.2083 136 1323 1336 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKDEGVELFAIGIK K N 95.00% 52 38.2 0.77 2 511.3532 1,531.04 1,531.87 3 0.1717 112 1323 1336 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKDEGVELFAIGIK K N 95.00% 55 38.2 0 2 511.4091 1,531.21 1,531.87 3 0.3394 221.5 1323 1336 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKDEGVELFAIGIK K N 95.00% 58 38.2 1.59 2 511.4243 1,531.25 1,531.87 3 0.385 251.3 1323 1336 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKDEGVELFAIGIK K N 95.00% 65.8 38.2 1.25 2 511.4106 1,531.21 1,531.87 3 0.3438 224.4 1323 1336 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKDEGVELFAIGIK K N 95.00% 76.2 38.2 4 2 766.5533 1,531.09 1,531.87 2 0.226 147.5 1323 1336 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKPDTPYTITVSSLYPDGEGGR K M 94.40% 34.9 36.1 0 2 789.488 2,365.44 2,366.19 3 0.2616 110.6 1813 1834 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 30.5 36 2.77 2 789.7958 2,366.37 2,366.19 3 1.185 77.04 1813 1834 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 36.8 36 1.57 2 789.5358 2,365.59 2,366.19 3 0.4051 171.2 1813 1834 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 41.4 36.1 0 2 789.5134 2,365.52 2,366.19 3 0.3379 142.8 1813 1834 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 41.7 36 0 2 789.8225 2,366.45 2,366.19 3 1.265 110.9 1813 1834 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 52.1 36.1 0 2 789.4957 2,365.47 2,366.19 3 0.2847 120.3 1813 1834 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LLPETPSDPFAIWQITDR R D 95.00% 38.6 36.7 6.96 2 700.4615 2,098.36 2,099.08 3 0.2887 137.5 2585 2602 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LLPETPSDPFAIWQITDR R D 95.00% 40.4 36.7 2.32 2 700.4005 2,098.18 2,099.08 3 0.1057 50.37 2585 2602 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LLPETPSDPFAIWQITDR R D 95.00% 47 36.7 4.29 2 700.4702 2,098.39 2,099.08 3 0.3149 150 2585 2602 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LNWNPSPSPVTGYK K V 95.00% 55.3 38.2 3.38 2 780.5022 1,558.99 1,559.79 2 0.2118 135.8 352 365 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LQPQTTYDITVLPIYK R M 95.00% 29.8 37.4 1.07 2 947.1857 1,892.36 1,893.04 2 0.3269 172.7 1055 1070 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LQPQTTYDITVLPIYK R M 95.00% 30 37.4 1.96 2 947.6325 1,893.25 1,893.04 2 1.221 115 1055 1070 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% LQPQTTYDITVLPIYK R M 95.00% 34.7 37.4 2.96 2 947.2161 1,892.42 1,893.04 2 0.3878 204.8 1055 1070 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% MIATDPDDTHAYNVADFESLSR K I 95.00% 12.6 36.1 1.72 2 823.5236 2,467.55 2,468.10 3 0.4526 183.3 1345 1366 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% MIATDPDDTHAYNVADFESLSR K I 95.00% 40.4 35.9 2.19 2 823.8089 2,468.41 2,468.10 3 1.309 123.9 1345 1366 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NFASVQGVSLESGSFPSYSAYR K I 95.00% 41.3 35.8 2.82 2 785.511 2,353.51 2,353.11 3 1.409 172.5 2533 2554 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NFASVQGVSLESGSFPSYSAYR K I 95.00% 49.2 35.8 1.37 2 785.4357 2,353.29 2,353.11 3 1.183 76.71 2533 2554 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NNVILQPLQPDTPYK R I 95.00% 42.3 37.5 3.06 2 871.0503 1,740.09 1,739.93 2 1.16 90.52 2078 2092 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NNVILQPLQPDTPYK R I 95.00% 71.6 37.7 4.11 2 870.6064 1,739.20 1,739.93 2 0.2725 156.6 2078 2092 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NSDVEIFAVGVK R D 95.00% 51.4 39 2.13 2 639.427 1,276.84 1,277.67 2 0.173 135.4 566 577 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NSDVEIFAVGVK R D 95.00% 60.5 39 2.85 2 639.3873 1,276.76 1,277.67 2 0.0937 73.33 566 577 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NSDVEIFAVGVK R D 95.00% 65.9 39 1.85 2 639.4359 1,276.86 1,277.67 2 0.1908 149.3 566 577 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NSDVEIFAVGVK R D 95.00% 74.9 39 3.44 2 639.42 1,276.83 1,277.67 2 0.1591 124.5 566 577 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NTFTESAGAR K V 95.00% 48.7 38.9 0 2 527.3358 1,052.66 1,053.50 2 0.1684 159.8 229 238 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NVGVEVFSLGIK R A 95.00% 38.9 39 4.21 2 631.4601 1,260.91 1,261.72 2 0.1977 156.7 266 277 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NVGVEVFSLGIK R A 95.00% 39.5 38.9 1.96 2 631.8817 1,261.75 1,261.72 2 1.041 30.3 266 277 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NVGVEVFSLGIK R A 95.00% 40.4 38.9 1.82 2 631.8649 1,261.72 1,261.72 2 1.007 3.665 266 277 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NVGVEVFSLGIK R A 95.00% 42.1 39 1.66 2 631.4223 1,260.83 1,261.72 2 0.1221 96.79 266 277 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NVGVEVFSLGIK R A 95.00% 43.1 38.9 0 2 631.9203 1,261.83 1,261.72 2 1.118 91.38 266 277 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NVGVEVFSLGIK R A 95.00% 44 39 1.72 2 631.4125 1,260.81 1,261.72 2 0.1026 81.29 266 277 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% NVGVEVFSLGIK R A 95.00% 53.4 39 2.1 2 631.4028 1,260.79 1,261.72 2 0.08313 65.88 266 277 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% QHALSVGPQTTTLSVR R D 95.00% 78.1 37.6 2.05 2 565.7087 1,694.10 1,694.92 3 0.193 113.8 377 392 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% SELEAIASPPAETHVFTVEDFDAFQR R I 90.80% 0 0 2.48 2 969.975 2,906.90 2,906.38 3 1.526 -164.9 582 607 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% SELEAIASPPAETHVFTVEDFDAFQR R I 95.00% 25.7 34.5 1.19 2 969.5984 2,905.77 2,906.38 3 0.3962 136.3 582 607 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% SLLQAVANLPYK K G 95.00% 41.2 38.8 2.08 2 658.946 1,315.88 1,316.76 2 0.1275 96.78 1261 1272 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% SLLQAVANLPYK K G 95.00% 54 38.8 2.43 2 658.9821 1,315.95 1,316.76 2 0.1995 151.5 1261 1272 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% SLLQAVANLPYK K G 95.00% 56.3 38.8 2.25 2 658.9119 1,315.81 1,316.76 2 0.05926 45 1261 1272 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% SLYDDVDTGEK K N 95.00% 61.8 38.7 2.62 2 621.3857 1,240.76 1,241.55 2 0.2107 169.7 941 951 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% SQDEVEIPAR K E 95.00% 50.5 39.5 0 2 572.3173 1,142.62 1,143.56 2 0.06315 55.22 253 262 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% SQDEVEIPAR K E 95.00% 51.5 39.5 1.64 2 572.3741 1,142.73 1,143.56 2 0.1769 154.6 253 262 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TEFNLNQYYQR R D 95.00% 69.2 38.6 2.6 2 738.419 1,474.82 1,475.69 2 0.1394 94.48 190 200 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TEFNLNQYYQRDELLAAIK R K 95.00% 38.5 36.3 2.16 2 777.1532 2,328.44 2,329.18 3 0.2626 112.7 190 208 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TNWSPAGENVFSYHITYK K E 95.00% 39.6 36.7 0 2 705.743 2,114.21 2,114.00 3 1.217 101.1 650 667 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TSDPTMSSFR K V 95.00% 51.5 39.3 3.41 2 564.841 1,127.67 1,128.50 2 0.1757 155.6 1095 1104 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TSDPTmSSFR K V 95.00% 61.2 39.5 2.44 2 m6: Oxidation (+15.99) 572.827 1,143.64 1,144.49 2 0.1528 133.5 1095 1104 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TSDPTMSSFR K V 95.00% 69.3 39.3 3.25 2 564.7966 1,127.58 1,128.50 2 0.0868 76.91 1095 1104 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TVGLLPPQNIHISDEWYTR R F 95.00% 35.9 36.5 0 2 747.4545 2,239.34 2,239.15 3 1.198 87.17 2113 2131 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TYQIGWDTFcVK K W 95.00% 49.6 38.3 2.64 2 c10: Carbamidomethyl (+57.02) 759.3769 1,516.74 1,517.71 2 0.03711 24.45 2212 2223 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TYQIGWDTFcVK K W 95.00% 50.8 38.3 3.25 2 c10: Carbamidomethyl (+57.02) 759.4625 1,516.91 1,517.71 2 0.2082 137.1 2212 2223 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% TYQIGWDTFcVK K W 95.00% 59.7 38.3 4.21 2 c10: Carbamidomethyl (+57.02) 759.465 1,516.92 1,517.71 2 0.2132 140.5 2212 2223 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VAIIITDGK K S 95.00% 64.9 39.7 1.7 2 465.3669 928.7192 929.5668 2 0.1597 171.7 244 252 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VAIIITDGKSQDEVEIPAR K E 95.00% 32 36.7 2.24 2 685.3992 2,053.18 2,054.11 3 0.06977 33.97 244 262 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VAIIITDGKSQDEVEIPAR K E 95.00% 38 36.7 1.8 2 685.7795 2,054.32 2,054.11 3 1.211 101.2 244 262 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VAIIITDGKSQDEVEIPAR K E 95.00% 57.7 36.7 3.36 2 685.4468 2,053.32 2,054.11 3 0.2127 103.5 244 262 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VEDIIEAINTFPYR K G 95.00% 33.5 37.7 0.824 2 560.4602 1,678.36 1,679.86 3 -0.498 -296.6 500 513 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VEDIIEAINTFPYR K G 95.00% 34 37.7 1.14 2 560.9352 1,679.78 1,679.86 3 0.927 -45.08 500 513 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VEDIIEAINTFPYR K G 95.00% 36.2 37.9 1.24 2 560.3672 1,678.08 1,679.86 3 -0.7771 134.4 500 513 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VEDIIEAINTFPYR K G 95.00% 39.4 37.9 0 2 560.3758 1,678.11 1,679.86 3 -0.7512 149.8 500 513 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VEDIIEAINTFPYR K G 95.00% 48.2 37.7 0 2 560.8269 1,679.46 1,679.86 3 0.602 -238.5 500 513 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VFGETTNSLSVAWDHADGPVQQYR R I 95.00% 27.1 35 1.85 2 893.2486 2,676.72 2,677.26 3 0.4669 174.4 2033 2056 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VFGETTNSLSVAWDHADGPVQQYR R I 95.00% 31.2 35 2.34 2 893.253 2,676.74 2,677.26 3 0.4802 179.3 2033 2056 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VFGETTNSLSVAWDHADGPVQQYR R I 95.00% 43.2 35 0.886 2 893.2108 2,676.61 2,677.26 3 0.3536 132.1 2033 2056 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VGVVQYSSDTR R T 95.00% 36.3 38.6 0.886 2 605.8091 1,209.60 1,210.61 2 0.004741 3.916 179 189 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VGVVQYSSDTR R T 95.00% 57.2 38.6 3.21 2 605.8865 1,209.76 1,210.61 2 0.1594 131.7 179 189 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VGVVQYSSDTR R T 95.00% 69.3 38.6 3.72 2 605.9023 1,209.79 1,210.61 2 0.191 157.8 179 189 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VILTPMTAGSR K Q 95.00% 28.5 39.3 2.25 2 573.3856 1,144.76 1,145.63 2 0.1291 112.6 366 376 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VKQYLVTYTPVAGGETQEVTVR K G 95.00% 53.7 35.8 3 2 813.536 2,437.59 2,438.29 3 0.3008 123.4 841 862 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VLTWESGMR K K 95.00% 42.6 39.5 1.62 2 539.8725 1,077.73 1,078.54 2 0.2027 187.9 2414 2422 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VLTWESGMR K K 95.00% 55.6 39.5 2.62 2 539.8701 1,077.73 1,078.54 2 0.1979 183.5 2414 2422 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VMILITDGK K S 95.00% 59.2 40 1.7 2 495.3572 988.6998 989.5702 2 0.1369 138.3 544 552 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VPPTVTSTVLK K R 95.00% 28.2 39 1.62 2 571.4098 1,140.81 1,141.68 2 0.1295 113.4 1043 1053 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VPPTVTSTVLK K R 95.00% 34.2 39 1.43 2 571.4163 1,140.82 1,141.68 2 0.1424 124.7 1043 1053 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VPPTVTSTVLK K R 95.00% 51.4 39 4.28 2 571.4157 1,140.82 1,141.68 2 0.1413 123.8 1043 1053 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VPPTVTSTVLK K R 95.00% 59.1 39 2.18 2 571.4086 1,140.80 1,141.68 2 0.127 111.2 1043 1053 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VQIALAQYSGDPR R T 95.00% 58.6 38.5 2.38 2 709.4762 1,416.94 1,417.74 2 0.2015 142.1 1236 1248 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VQISLVQYSR R D 95.00% 40.2 39 0 2 596.9105 1,191.81 1,192.67 2 0.1452 121.8 477 486 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VQISLVQYSR R D 95.00% 42.6 38.9 1.72 2 597.3911 1,192.77 1,192.67 2 1.107 86.98 477 486 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VSDPTTSTMK R L 95.00% 62.1 39.1 2.32 2 533.8418 1,065.67 1,066.51 2 0.1677 157.2 822 831 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VSWDPSPSPVLGYK R I 95.00% 19.6 38.2 2 2 766.5412 1,531.07 1,531.78 2 0.2959 193.2 2134 2147 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VSWDPSPSPVLGYK R I 95.00% 23.2 38.2 1.1 2 766.4494 1,530.88 1,531.78 2 0.1123 73.3 2134 2147 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VSWDPSPSPVLGYK R I 95.00% 35.5 38.2 1.85 2 766.9647 1,531.91 1,531.78 2 1.143 91.45 2134 2147 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VSWTPPSDSVDR R Y 95.00% 46.8 38.9 1.18 2 673.4057 1,344.80 1,345.64 2 0.1658 123.2 1403 1414 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VTDETTDSFK K I 95.00% 45.3 39.2 0.921 2 571.807 1,141.60 1,142.52 2 0.08545 74.78 731 740 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VTDETTDSFK K I 95.00% 52.1 39.2 0.886 2 571.8122 1,141.61 1,142.52 2 0.09585 83.89 731 740 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VTDETTDSFK K I 95.00% 77.4 39.2 2.33 2 571.8531 1,141.69 1,142.52 2 0.1776 155.5 731 740 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VTWEPAPGEVK R G 95.00% 31 38.6 1.12 2 606.8797 1,211.74 1,212.63 2 0.1261 104 1105 1115 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VTWEPAPGEVK R G 95.00% 34.7 38.6 1.48 2 606.8593 1,211.70 1,212.63 2 0.08519 70.25 1105 1115 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VVYSPVDGTRPSESIVVPGNTR R M 95.00% 27 36 1.05 2 777.5298 2,329.57 2,329.21 3 1.36 153.4 1966 1987 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VVYSPVDGTRPSESIVVPGNTR R M 95.00% 27.1 36 3.54 2 777.5239 2,329.55 2,329.21 3 1.343 145.8 1966 1987 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VVYSPVDGTRPSESIVVPGNTR R M 95.00% 30.7 36.2 1.68 2 777.1942 2,328.56 2,329.21 3 0.3532 151.6 1966 1987 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VVYSPVDGTRPSESIVVPGNTR R M 95.00% 34.9 36 3.23 2 777.4941 2,329.46 2,329.21 3 1.253 107.5 1966 1987 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% VYDPSTSTLNVR R W 95.00% 67.6 38.6 3.59 2 676.3905 1,350.77 1,351.69 2 0.08839 65.39 1852 1863 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% WDPAPGPVLQYR R V 95.00% 21.9 38.5 1.1 2 700.4103 1,398.81 1,398.72 2 1.097 67.08 1954 1965 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% WDPAPGPVLQYR R V 95.00% 39.3 38.5 1.89 2 699.9421 1,397.87 1,398.72 2 0.1602 114.5 1954 1965 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% WDPAPGPVLQYR R V 95.00% 53.7 38.5 4.21 2 699.9131 1,397.81 1,398.72 2 0.1023 73.16 1954 1965 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% WDPAPGPVLQYR R V 95.00% 57.8 38.5 2.17 2 699.926 1,397.84 1,398.72 2 0.1281 91.55 1954 1965 TRUE

LX-2 Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 65 67 160 29.40% YKVEYYPVSGGK R R 95.00% 37.9 38.6 4.2 2 695.9478 1,389.88 1,389.70 2 1.183 129.8 1415 1426 TRUE

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77% QLYPASAFPEDFSILTTVK K A 95.00% 25 36.5 1.16 2 710.1363 2,127.39 2,127.10 3 1.293 136.5 89 107 TRUE

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77% QLYPASAFPEDFSILTTVK K A 95.00% 41.1 36.4 2.89 2 709.8202 2,126.44 2,127.10 3 0.345 162.1 89 107 TRUE

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77% QLYPASAFPEDFSILTTVK K A 95.00% 57.3 36.5 1.64 2 709.7662 2,126.28 2,127.10 3 0.183 86 89 107 TRUE

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77% QLYPASAFPEDFSILTTVK K A 95.00% 59 36.5 4.11 2 710.1412 2,127.40 2,127.10 3 1.308 143.4 89 107 TRUE

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77% TGPIGPQGAPGKPGPDGLR K G 95.00% 20.8 37.7 1.57 2 591.4232 1,771.25 1,771.95 3 0.3096 174.7 1422 1440 TRUE

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77% TGPIGPQGAPGKPGPDGLR K G 95.00% 40 37.7 2.31 2 591.4261 1,771.26 1,771.95 3 0.3182 179.6 1422 1440 TRUE

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77% VLDFHNLPDGITK K T 95.00% 33.9 38.3 1.15 2 490.3512 1,468.03 1,468.78 3 0.2592 176.4 45 57 TRUE

LX-2 Repeat 3 COL5A1 Collagen alpha-1(V) chain precursor IPI00477611,IPI00844090 183,544.70 100.00% 3 3 8 2.77% VLDFHNLPDGITK K T 95.00% 41.5 38.3 1.03 2 490.3991 1,468.18 1,468.78 3 0.4031 274.4 45 57 TRUE

LX-2 Repeat 3 ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor IPI00395769,IPI00478410 32,980.00 100.00% 4 4 4 14.80% HLLIGVSSDR K G 95.00% 48.7 38.8 1.96 2 548.8772 1,095.74 1,096.61 2 0.1361 124.1 91 100 TRUE

LX-2 Repeat 3 ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor IPI00395769,IPI00478410 32,980.00 100.00% 4 4 4 14.80% IYGLGSLALYEK R A 95.00% 69.3 38.6 3.7 2 663.9171 1,325.82 1,326.73 2 0.09633 72.6 68 79 TRUE

LX-2 Repeat 3 ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor IPI00395769,IPI00478410 32,980.00 100.00% 4 4 4 14.80% SEVATLTAAGK K E 95.00% 48.3 39.7 4.28 2 524.3421 1,046.67 1,047.57 2 0.1089 103.9 116 126 TRUE

LX-2 Repeat 3 ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor IPI00395769,IPI00478410 32,980.00 100.00% 4 4 4 14.80% THSDQFLVAFK R E 95.00% 58.3 38.9 3.8 2 646.9046 1,291.79 1,292.66 2 0.1385 107.1 144 154 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGIMNSFVNDIFER K I 95.00% 33.3 37.7 2.13 2 m2: Oxidation (+15.99) 881.0264 1,760.04 1,759.81 2 1.231 129.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 35.4 37.7 3.05 2 872.9664 1,743.92 1,743.82 2 1.106 59.29 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 36.4 37.7 2.37 2 873.0203 1,744.03 1,743.82 2 1.214 121 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 41.7 37.7 3 2 873.0183 1,744.02 1,743.82 2 1.21 118.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGIMNSFVNDIFER K I 95.00% 0 0 4.48 2 m2: Oxidation (+15.99) 881.5631 1,761.11 1,759.81 2 2.305 169.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 42.3 37.7 2.03 2 872.9363 1,743.86 1,743.82 2 1.046 24.76 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 42.5 37.7 0 2 582.3173 1,743.93 1,743.82 3 1.118 66.11 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGImNSFVNDIFER K I 95.00% 46.5 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5509 1,775.09 1,775.81 2 0.2854 160.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 47.3 37.7 3.92 2 873.0378 1,744.06 1,743.82 2 1.249 141.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 47.5 37.7 4.51 2 872.9932 1,743.97 1,743.82 2 1.16 90.02 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGImNSFVNDIFER K I 95.00% 49.3 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.9883 1,775.94 1,775.81 3 1.141 77.87 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 49.7 37.7 4 2 873.0125 1,744.01 1,743.82 2 1.198 112.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 50.3 37.7 0 2 582.322 1,743.94 1,743.82 3 1.132 74.14 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGImNSFVNDIFER K I 95.00% 53.8 37.7 2.89 2 m5: Oxidation (+15.99) 881.0278 1,760.04 1,759.81 2 1.234 131.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 53.7 37.5 1.96 2 872.5224 1,743.03 1,743.82 2 0.2183 125.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 54.5 37.7 0.824 2 582.3697 1,744.09 1,743.82 3 1.275 156.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGImNSFVNDIFER K I 95.00% 60.9 37.6 3.41 2 m5: Oxidation (+15.99) 880.5265 1,759.04 1,759.81 2 0.2314 131.5 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGIMNSFVNDIFER K I 95.00% 61.1 37.6 1.68 2 m2: Oxidation (+15.99) 880.539 1,759.06 1,759.81 2 0.2565 145.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 61.6 37.7 5.06 2 873.0153 1,744.02 1,743.82 2 1.204 115.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGImNSFVNDIFER K I 95.00% 62.2 37.6 2.62 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9003 1,775.79 1,775.81 2 0.9841 -10.49 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGImNSFVNDIFER K I 95.00% 64.9 37.7 1.24 2 m5: Oxidation (+15.99) 881.0403 1,760.07 1,759.81 2 1.259 145.5 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 65.8 37.5 3.41 2 872.4349 1,742.86 1,743.82 2 0.04316 24.75 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGImNSFVNDIFER K I 95.00% 66.3 37.6 2.96 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0263 1,776.04 1,775.81 2 1.236 131.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGIMNSFVNDIFER K I 95.00% 70 37.6 6.57 2 m2: Oxidation (+15.99) 880.479 1,758.94 1,759.81 2 0.1364 77.52 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGIMNSFVNDIFER K I 95.00% 70.4 37.6 4.42 2 m2: Oxidation (+15.99) 880.4867 1,758.96 1,759.81 2 0.1519 86.32 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 72.8 37.7 4.2 2 872.904 1,743.79 1,743.82 2 0.9813 -12.28 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 74.6 37.7 0 2 873.0774 1,744.14 1,743.82 2 1.328 186.5 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 76.1 37.5 3.85 2 872.5136 1,743.01 1,743.82 2 0.2005 115 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGIMNSFVNDIFER K I 95.00% 76.5 37.7 6.59 2 m2: Oxidation (+15.99) 881.0151 1,760.02 1,759.81 2 1.209 117 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGImNSFVNDIFER K I 95.00% 78.2 37.6 5.24 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.519 1,775.02 1,775.81 2 0.2216 124.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGIMNSFVNDIFER K I 95.00% 78.2 37.6 2.82 2 m2: Oxidation (+15.99) 880.5769 1,759.14 1,759.81 2 0.3323 188.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 80.2 37.7 2.33 2 873.0153 1,744.02 1,743.82 2 1.204 115.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGImNSFVNDIFER K I 95.00% 81.1 37.6 7.04 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4883 1,774.96 1,775.81 2 0.1601 90.15 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGImNSFVNDIFER K I 95.00% 82.8 37.6 3.77 2 m5: Oxidation (+15.99) 880.5067 1,759.00 1,759.81 2 0.1919 109 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 82.7 37.5 2.57 2 581.9362 1,742.79 1,743.82 3 -0.02535 -14.54 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 83 37.5 7 2 872.5266 1,743.04 1,743.82 2 0.2266 129.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGImNSFVNDIFER K I 95.00% 83.2 37.6 4.51 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5648 1,775.12 1,775.81 2 0.3132 176.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 83.4 37.5 5.39 2 872.5142 1,743.01 1,743.82 2 0.2017 115.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGImNSFVNDIFER K I 95.00% 84.4 37.6 4.7 2 m5: Oxidation (+15.99) 880.5256 1,759.04 1,759.81 2 0.2296 130.5 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGImNSFVNDIFER K I 95.00% 85.3 37.6 6.89 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4936 1,774.97 1,775.81 2 0.1708 96.15 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 88.8 37.7 4.41 2 873.0063 1,744.00 1,743.82 2 1.186 105 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AmGIMNSFVNDIFER K I 95.00% 93.5 37.6 6.05 2 m2: Oxidation (+15.99) 880.5223 1,759.03 1,759.81 2 0.223 126.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGImNSFVNDIFER K I 95.00% 93.9 37.6 7 2 m5: Oxidation (+15.99) 880.5303 1,759.05 1,759.81 2 0.239 135.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% AMGIMNSFVNDIFER K I 95.00% 95.7 37.5 2.54 2 582.0252 1,743.05 1,743.82 3 0.2417 138.6 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% ESYSIYVYK K V 95.00% 39.1 38.9 0 2 576.3403 1,150.67 1,151.56 2 0.1115 96.82 36 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% ESYSIYVYK K V 95.00% 45.7 38.9 0 2 576.3431 1,150.67 1,151.56 2 0.1171 101.7 36 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% ESYSIYVYK K V 95.00% 46 38.9 0 2 576.341 1,150.67 1,151.56 2 0.1129 97.99 36 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% ESYSIYVYK K V 95.00% 62.9 38.9 1.34 2 576.3181 1,150.62 1,151.56 2 0.06698 58.16 36 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% ESYSIYVYK K V 95.00% 63.4 38.9 1.18 2 576.3109 1,150.61 1,151.56 2 0.05274 45.79 36 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% KESYSIYVYK R V 95.00% 29.9 38.6 0.854 2 640.4146 1,278.81 1,279.66 2 0.165 129 35 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% KESYSIYVYK R V 95.00% 36.5 38.6 1.06 2 640.4172 1,278.82 1,279.66 2 0.1703 133 35 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% KESYSIYVYK R V 95.00% 48.3 38.6 3.43 2 640.3443 1,278.67 1,279.66 2 0.02443 19.09 35 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% KESYSIYVYK R V 95.00% 50.8 38.6 3.77 2 640.3757 1,278.74 1,279.66 2 0.08723 68.16 35 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% KESYSIYVYK R V 95.00% 52.6 38.6 4.85 2 640.4037 1,278.79 1,279.66 2 0.1433 112 35 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% KESYSIYVYK R V 95.00% 60.2 38.6 3.92 2 640.3923 1,278.77 1,279.66 2 0.1205 94.19 35 44 TRUE

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% VLKQVHPDTGISSK K A 90.30% 21.5 38.2 0.745 2 503.6956 1,508.07 1,508.84 3 0.229 151.8 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 31.00% VLKQVHPDTGISSK K A 95.00% 63.2 38.2 1.82 2 503.6916 1,508.05 1,508.84 3 0.2169 143.8 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% AGKFPSLLTHNENmVAK K V 95.00% 14.4 37.4 1.2 2 m14: Oxidation (+15.99) 625.0671 1,872.18 1,872.96 3 0.2231 119.1 131 147 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% AGKFPSLLTHNENMVAK K V 95.00% 38.6 37.4 1.46 2 619.6633 1,855.97 1,856.97 3 0.006526 3.514 131 147 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% AVDIPHMDIEALK K K 95.00% 22.8 38.1 1.42 2 484.6167 1,450.83 1,451.76 3 0.07886 54.32 79 91 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% DTLYEAVR R E 91.30% 36.6 39.2 0 2 483.8275 965.6404 966.4891 2 0.1585 163.9 8 15 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% FPSLLTHNENMVAK K V 95.00% 40.6 38 1 2 534.6629 1,600.97 1,600.82 3 1.159 97.41 134 147 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% FPSLLTHNENMVAK K V 95.00% 51.1 38 4 2 801.5014 1,600.99 1,600.82 2 1.18 110.8 134 147 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% FPSLLTHNENMVAK K V 95.00% 58.7 38 4.39 2 800.9803 1,599.95 1,600.82 2 0.138 86.22 134 147 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% FSVcVLGDQQHcDEAK K A 95.00% 23.2 37.4 1.17 2 c4: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 631.6956 1,892.06 1,892.83 3 0.2454 129.6 63 78 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% FSVcVLGDQQHcDEAK K A 95.00% 29.8 37.4 1.85 2 c4: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02) 631.6852 1,892.03 1,892.83 3 0.2144 113.3 63 78 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% KVLcLAVAVGHVK K M 95.00% 51 38.3 0 2 c4: Carbamidomethyl (+57.02) 465.6569 1,393.95 1,393.83 3 1.121 84.86 161 173 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% KYDAFLASESLIK K Q 95.00% 71.2 38.4 5.13 2 742.9758 1,483.94 1,484.80 2 0.1446 97.4 106 118 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% KYDAFLASESLIK K Q 95.00% 78.4 38.4 5.72 2 742.975 1,483.94 1,484.80 2 0.143 96.33 106 118 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% YDAFLASESLIK K Q 95.00% 51.6 38.8 2.01 2 678.8781 1,355.74 1,356.70 2 0.04428 32.64 107 118 TRUE

LX-2 Repeat 3 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 100.00% 8 9 14 36.90% YDAFLASESLIK K Q 95.00% 53.4 38.8 1.4 2 679.4103 1,356.81 1,356.70 2 1.109 77.99 107 118 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 90.90% 36.3 39.1 0 2 533.8503 1,065.69 1,067.62 2 -0.9276 70.46 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 91.20% 36.4 39.1 0 2 534.3903 1,066.77 1,067.62 2 0.1524 142.8 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 39.5 38.9 0 2 534.9903 1,067.97 1,067.62 2 1.352 327.1 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 43.2 38.9 0 2 534.8648 1,067.72 1,067.62 2 1.102 92.44 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 47.1 39.1 0 2 534.4093 1,066.80 1,067.62 2 0.1904 178.3 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 51.9 39.1 2.11 2 534.408 1,066.80 1,067.62 2 0.1878 175.9 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 52.6 39.1 0 2 533.7938 1,065.57 1,067.62 2 -1.041 -35.43 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 58.8 39.1 0 2 534.3852 1,066.76 1,067.62 2 0.1423 133.2 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 60.3 39.1 1.3 2 534.3779 1,066.74 1,067.62 2 0.1277 119.6 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 64.5 39.1 2.96 2 534.3718 1,066.73 1,067.62 2 0.1155 108.2 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 65.1 39.1 1.74 2 534.376 1,066.74 1,067.62 2 0.1239 116.1 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% ESTLHLVLR K L 95.00% 66.2 39.1 2.07 2 534.361 1,066.71 1,067.62 2 0.09397 88.01 64 72 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 89.70% 34.3 38.2 0 2 508.6588 1,522.95 1,523.78 3 0.1801 118.2 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 94.90% 37.3 38.2 0 2 509.0335 1,524.08 1,523.78 3 1.304 197.8 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 25.5 38.2 1.57 2 508.6398 1,522.90 1,523.78 3 0.1233 80.92 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 31.6 38.2 1.96 2 763.0012 1,523.99 1,523.78 2 1.213 138.2 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 38 38.2 0 2 508.6723 1,523.00 1,523.78 3 0.2208 144.9 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 38.9 38.2 0 2 509.0277 1,524.06 1,523.78 3 1.287 186.3 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 44 38.2 0 2 509.0102 1,524.01 1,523.78 3 1.234 151.9 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 47.5 38.2 0 2 508.6606 1,522.96 1,523.78 3 0.1857 121.8 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 55.4 38.2 0 2 508.6605 1,522.96 1,523.78 3 0.1854 121.6 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 59 38.2 4.18 2 762.4533 1,522.89 1,523.78 2 0.1176 77.19 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% IQDKEGIPPDQQR K L 95.00% 65.5 38.2 4.3 2 762.4563 1,522.90 1,523.78 2 0.1236 81.13 30 42 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TITLEVEPSDTIENVK K A 94.20% 36.3 37.6 0 2 597.044 1,788.11 1,787.93 3 1.19 104.7 12 27 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TITLEVEPSDTIENVK K A 95.00% 14.2 37.6 1.57 2 895.0353 1,788.06 1,787.93 2 1.136 74.34 12 27 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TITLEVEPSDTIENVK K A 95.00% 27.8 37.6 1.22 2 895.0163 1,788.02 1,787.93 2 1.098 53.1 12 27 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TITLEVEPSDTIENVK K A 95.00% 34.6 37.7 1.96 2 894.5583 1,787.10 1,787.93 2 0.1817 101.6 12 27 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TITLEVEPSDTIENVK K A 95.00% 36.8 37.6 1.6 2 895.0579 1,788.10 1,787.93 2 1.181 99.62 12 27 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TITLEVEPSDTIENVK K A 95.00% 41.2 37.7 0.886 2 894.5608 1,787.11 1,787.93 2 0.1868 104.5 12 27 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TITLEVEPSDTIENVK K A 95.00% 42 37.6 1.82 2 895.0771 1,788.14 1,787.93 2 1.219 121.1 12 27 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TITLEVEPSDTIENVK K A 95.00% 68.3 37.7 1.85 2 894.5595 1,787.10 1,787.93 2 0.1841 103 12 27 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TLSDYNIQK R E 93.60% 37.7 38.9 0 2 541.3685 1,080.72 1,081.55 2 0.1771 163.8 55 63 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TLSDYNIQK R E 93.80% 37.8 38.9 0 2 541.3278 1,080.64 1,081.55 2 0.09573 88.5 55 63 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TLSDYNIQK R E 95.00% 39.8 38.9 0 2 541.3329 1,080.65 1,081.55 2 0.1061 98.05 55 63 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TLSDYNIQK R E 95.00% 46.7 38.9 0 2 541.3353 1,080.66 1,081.55 2 0.1107 102.4 55 63 TRUE

LX-2 Repeat 3 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 5 7 36 30.10% TLSDYNIQKESTLHLVLR R L 95.00% 47.2 36.6 2.42 2 711.1233 2,130.35 2,130.16 3 1.2 92.52 55 72 TRUE

LX-2 Repeat 3 UPF1 Isoform 1 of Regulator of nonsense transcripts 1 IPI00034049,IPI00399170 124,328.90 99.80% 2 2 2 1.86% ADSVVVLLcR K Q 95.00% 25.3 39.4 1.12 2 c9: Carbamidomethyl (+57.02) 566.7903 1,131.57 1,131.62 2 0.9542 -42.87 201 210 TRUE

LX-2 Repeat 3 UPF1 Isoform 1 of Regulator of nonsense transcripts 1 IPI00034049,IPI00399170 124,328.90 99.80% 2 2 2 1.86% NVFLLGFIPAK R A 95.00% 39.2 39.1 1.21 2 609.979 1,217.94 1,218.72 2 0.2261 185.5 190 200 TRUE

LX-2 Repeat 3 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 3 3 3 20.50% FPLTTESAmK K K 90.40% 23.9 38.8 0.796 2 m9: Oxidation (+15.99) 570.8103 1,139.61 1,140.56 2 0.05261 46.13 79 88 TRUE

LX-2 Repeat 3 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 3 3 3 20.50% KLYDIDVAK K V 95.00% 38.7 39.3 2.51 2 532.873 1,063.73 1,064.60 2 0.1399 131.4 115 123 TRUE
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LX-2 Repeat 3 RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266,IPI00176755,IPI00789159,IPI00793523,IPI00794894 17,678.20 100.00% 3 3 3 20.50% LAPDYDALDVANK R I 95.00% 72.6 38.4 4.27 2 702.8477 1,403.68 1,404.70 2 -0.0127 -9.043 140 152 TRUE

LX-2 Repeat 3 CFL1 Cofilin-1 IPI00012011 18,485.10 99.80% 2 2 5 15.10% LGGSAVISLEGKPL K - 95.00% 29.2 38.6 1.46 2 670.9704 1,339.93 1,340.78 2 0.155 115.6 153 166 TRUE

LX-2 Repeat 3 CFL1 Cofilin-1 IPI00012011 18,485.10 99.80% 2 2 5 15.10% LGGSAVISLEGKPL K - 95.00% 58.2 38.6 2.6 2 670.9132 1,339.81 1,340.78 2 0.04046 30.18 153 166 TRUE

LX-2 Repeat 3 CFL1 Cofilin-1 IPI00012011 18,485.10 99.80% 2 2 5 15.10% YALYDATYETK R E 95.00% 46.8 38.5 1.21 2 669.8328 1,337.65 1,337.63 2 1.032 22.04 82 92 TRUE

LX-2 Repeat 3 CFL1 Cofilin-1 IPI00012011 18,485.10 99.80% 2 2 5 15.10% YALYDATYETK R E 95.00% 62.3 38.5 2.92 2 669.8403 1,337.67 1,337.63 2 1.047 33.24 82 92 TRUE

LX-2 Repeat 3 CFL1 Cofilin-1 IPI00012011 18,485.10 99.80% 2 2 5 15.10% YALYDATYETK R E 95.00% 63.1 38.6 7.19 2 669.3169 1,336.62 1,337.63 2 0.000561 0.4194 82 92 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% AEFVEVTK K L 95.00% 42.6 39.4 0 2 461.8333 921.6521 922.488 2 0.1713 185.6 249 256 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% AEFVEVTK K L 95.00% 56.5 39.4 1.21 2 461.7878 921.5611 922.488 2 0.08032 87.06 249 256 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% ccAADDKEAcFAVEGPK K L 95.00% 38.6 37 4.28 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02), c10: Carbamidomethyl (+57.02) 643.3154 1,926.92 1,927.80 3 0.1331 69.03 581 597 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% ccTESLVNR K R 95.00% 51.1 39 2.3 2 c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02) 569.8074 1,137.60 1,138.50 2 0.1095 96.15 499 507 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% DAFLGSFLYEYSR K R 93.50% 36.9 38.2 0 2 785.0103 1,568.01 1,567.74 2 1.271 170.7 347 359 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% DAFLGSFLYEYSR K R 95.00% 41.3 38.2 1.32 2 783.889 1,565.76 1,567.74 2 -0.972 19.63 347 359 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% DAFLGSFLYEYSR K R 95.00% 41.4 38.2 0 2 784.8903 1,567.77 1,567.74 2 1.031 17.72 347 359 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% DAFLGSFLYEYSR K R 95.00% 45.3 38.2 2.29 2 784.9503 1,567.89 1,567.74 2 1.151 94.21 347 359 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% DAFLGSFLYEYSR K R 95.00% 54.8 38.1 1.49 2 784.4324 1,566.85 1,567.74 2 0.1149 73.27 347 359 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% DAFLGSFLYEYSR K R 95.00% 59 38.1 2.38 2 784.4353 1,566.86 1,567.74 2 0.1205 76.87 347 359 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% DAFLGSFLYEYSR K R 95.00% 61.7 38.1 3.05 2 784.5603 1,567.11 1,567.74 2 0.3705 236.3 347 359 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% HLVDEPQNLIK K Q 95.00% 32.4 38.7 1.92 2 653.385 1,304.76 1,305.72 2 0.04634 35.49 402 412 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% HLVDEPQNLIK K Q 95.00% 47.5 38.7 5.36 2 653.3767 1,304.74 1,305.72 2 0.02973 22.77 402 412 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% HLVDEPQNLIK K Q 95.00% 51.3 38.7 5.77 2 653.4129 1,304.81 1,305.72 2 0.1022 78.26 402 412 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% HPYFYAPELLYYANK R Y 95.00% 28.8 37.2 1.32 2 945.5426 1,889.07 1,888.93 2 1.151 78.47 169 183 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% HPYFYAPELLYYANK R Y 95.00% 35.7 37.2 2.66 2 945.0636 1,888.11 1,888.93 2 0.193 102.2 169 183 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% HPYFYAPELLYYANK R Y 95.00% 38.7 37.2 0 2 630.3264 1,887.96 1,888.93 3 0.0379 20.06 169 183 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% HPYFYAPELLYYANK R Y 95.00% 52.9 37.2 2.3 2 630.6924 1,889.06 1,888.93 3 1.136 70.41 169 183 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KQTALVELLK K H 95.00% 75.4 39.2 3.59 2 571.9174 1,141.82 1,142.71 2 0.113 98.87 548 557 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 38.2 37.7 0 2 547.3369 1,638.99 1,639.94 3 0.05815 35.46 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 41.8 37.7 2.54 2 547.3527 1,639.04 1,639.94 3 0.1058 64.52 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 49.5 37.8 2.29 2 547.7975 1,640.37 1,639.94 3 1.44 266.4 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 49.6 37.7 1.85 2 547.348 1,639.02 1,639.94 3 0.09149 55.78 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 51.8 37.7 2.25 2 547.2962 1,638.87 1,639.94 3 -0.06385 -38.94 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 54.1 37.7 0 2 547.3769 1,639.11 1,639.94 3 0.1784 108.8 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 54.8 37.7 2.46 2 820.5609 1,639.11 1,639.94 2 0.1766 107.7 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 59 37.8 0 2 547.6535 1,639.94 1,639.94 3 1.008 3.304 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 61.9 37.7 3.72 2 820.5266 1,639.04 1,639.94 2 0.1082 65.95 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% KVPQVSTPTLVEVSR R S 95.00% 82.4 37.7 4.7 2 547.3077 1,638.90 1,639.94 3 -0.02935 -17.9 437 451 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LGEYGFQNALIVR K Y 95.00% 45.8 38.2 1.55 2 740.5203 1,479.03 1,479.80 2 0.2377 160.6 421 433 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LGEYGFQNALIVR K Y 95.00% 59.1 38.2 3.01 2 740.4665 1,478.92 1,479.80 2 0.1301 87.94 421 433 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LGEYGFQNALIVR K Y 95.00% 75.5 38.2 4.05 2 740.481 1,478.95 1,479.80 2 0.1593 107.6 421 433 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LGEYGFQNALIVR K Y 95.00% 78.2 38.2 4 2 740.457 1,478.90 1,479.80 2 0.1112 75.17 421 433 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LGEYGFQNALIVR K Y 95.00% 79.6 38.2 5 2 740.4327 1,478.85 1,479.80 2 0.06253 42.25 421 433 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LGEYGFQNALIVR K Y 95.00% 84.4 38.2 4.74 2 740.4866 1,478.96 1,479.80 2 0.1705 115.2 421 433 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LGEYGFQNALIVR K Y 95.00% 102 38.2 4.44 2 740.4142 1,478.81 1,479.80 2 0.02563 17.32 421 433 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LVNELTEFAK K T 95.00% 45.3 39.2 1 2 582.3384 1,162.66 1,163.63 2 0.03878 33.32 66 75 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% LVNELTEFAK K T 95.00% 57.3 39.2 3.09 2 582.3255 1,162.64 1,163.63 2 0.01293 11.11 66 75 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% QTALVELLK K H 95.00% 55 39.4 0 2 507.8136 1,013.61 1,014.62 2 0.000393 0.3874 549 557 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% QTALVELLK K H 95.00% 68.7 39.4 0 2 507.8675 1,013.72 1,014.62 2 0.1081 106.6 549 557 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% RHPEYAVSVLLR R L 95.00% 54.1 38.1 3.16 2 480.9716 1,439.89 1,439.81 3 1.089 59.55 360 371 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% RHPEYAVSVLLR R L 95.00% 66.3 38.2 2.54 2 480.6723 1,439.00 1,439.81 3 0.1907 132.5 360 371 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% RHPEYAVSVLLR R L 95.00% 67 38.2 4.27 2 480.6951 1,439.06 1,439.81 3 0.2589 179.8 360 371 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% RPcFSALTPDETYVPK R A 95.00% 28.4 37.3 1.28 2 c3: Carbamidomethyl (+57.02) 627.6816 1,880.02 1,880.92 3 0.109 57.94 508 523 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% SLHTLFGDELcK K V 95.00% 38.1 38.5 0 2 c11: Carbamidomethyl (+57.02) 473.9702 1,418.89 1,419.69 3 0.2021 142.3 89 100 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% SLHTLFGDELcK K V 95.00% 41.4 38.5 1.82 2 c11: Carbamidomethyl (+57.02) 474.0019 1,418.98 1,419.69 3 0.2971 209.2 89 100 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% TVMENFVAFVDK K C 95.00% 93.9 38.5 2.06 2 700.3227 1,398.63 1,399.69 2 -0.05447 -38.92 569 580 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% YIcDNQDTISSK K L 95.00% 52.3 38.5 2.55 2 c3: Carbamidomethyl (+57.02) 722.3844 1,442.75 1,443.64 2 0.1194 82.71 286 297 TRUE

LX-2 Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 17 19 49 31.60% YLYEIAR K R 95.00% 44.5 39.1 0 2 464.3105 926.6064 927.4934 2 0.1202 129.6 161 167 TRUE

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 6 6 8 11.00% ASVSQVEADLK K M 95.00% 35.3 39.2 1.02 2 573.842 1,145.67 1,146.60 2 0.07651 66.72 541 551 TRUE

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 6 6 8 11.00% IETNENNLESAK K G 95.00% 40.3 38.8 0 2 681.355 1,360.70 1,361.65 2 0.04831 35.48 567 578 TRUE

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 6 6 8 11.00% LALQALTEK R L 94.80% 39.2 39.6 0 2 493.8631 985.7116 986.5882 2 0.1306 132.4 347 355 TRUE

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 6 6 8 11.00% LALQALTEK R L 95.00% 56.2 39.6 0 2 493.821 985.6275 986.5882 2 0.04657 47.2 347 355 TRUE

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 6 6 8 11.00% LALQALTEK R L 95.00% 58.7 39.6 0.921 2 493.8659 985.7172 986.5882 2 0.1362 138.1 347 355 TRUE

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 6 6 8 11.00% LPPQDFLDR R L 95.00% 40.4 39.4 0 2 550.8376 1,099.66 1,100.57 2 0.09408 85.48 524 532 TRUE

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 6 6 8 11.00% QTESLESLLSK R S 95.00% 55.6 39 1 2 618.3603 1,234.71 1,234.65 2 1.061 46.85 430 440 TRUE

LX-2 Repeat 3 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 6 6 8 11.00% SVGELPSTVESLQK R V 95.00% 47.5 38.5 2.85 2 737.8588 1,473.70 1,473.78 2 0.9308 -48.8 492 505 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% AELNEFLTR K E 95.00% 40 39.3 0 2 546.8403 1,091.67 1,092.57 2 0.1048 95.94 19 27 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% AELNEFLTR K E 95.00% 51.6 39.3 0 2 546.8478 1,091.68 1,092.57 2 0.12 109.8 19 27 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% AELNEFLTR K E 95.00% 53.4 39.3 0 2 546.8326 1,091.65 1,092.57 2 0.08944 81.86 19 27 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% ELAEDGYSGVEVR R V 95.00% 67.1 38.4 4.33 2 712.9074 1,423.80 1,423.67 2 1.138 94.6 28 40 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% FGFPEGSVELYAEK R V 95.00% 55.5 38.3 1.74 2 787.4621 1,572.91 1,572.76 2 1.159 99.21 77 90 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% FGFPEGSVELYAEK R V 95.00% 57.4 38.2 3.27 2 786.9828 1,571.95 1,572.76 2 0.2001 127.2 77 90 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% FGFPEGSVELYAEK R V 95.00% 67.1 38.2 2.77 2 786.8788 1,571.74 1,572.76 2 -0.007731 -4.916 77 90 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% FVDGLMIHSGDPVNYYVDTAVR K H 95.00% 27.7 36.1 2.01 2 823.4794 2,467.42 2,468.19 3 0.232 94 152 173 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% FVDGLMIHSGDPVNYYVDTAVR K H 95.00% 38.2 36.1 5.38 2 823.4988 2,467.47 2,468.19 3 0.2901 117.5 152 173 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% FVDGLmIHSGDPVNYYVDTAVR K H 95.00% 42.1 35.6 0 2 m6: Oxidation (+15.99) 829.1702 2,484.49 2,484.19 3 1.309 123.4 152 173 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% FVDGLMIHSGDPVNYYVDTAVR K H 95.00% 44 36.1 5.32 2 823.5176 2,467.53 2,468.19 3 0.3465 140.3 152 173 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% FVDGLmIHSGDPVNYYVDTAVR K H 95.00% 51.8 35.9 0 2 m6: Oxidation (+15.99) 828.8202 2,483.44 2,484.19 3 0.2594 104.4 152 173 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% GGKPEPPAMPQPVPTA K - 95.00% 32.8 38.3 3.82 2 787.4569 1,572.90 1,573.80 2 0.1018 64.69 228 243 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% GLcAIAQAESLR R Y 95.00% 51 38.9 2.32 2 c3: Carbamidomethyl (+57.02) 644.8911 1,287.77 1,288.67 2 0.107 83 95 106 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% GLcAIAQAESLR R Y 95.00% 53.8 38.9 2.28 2 c3: Carbamidomethyl (+57.02) 644.4303 1,286.85 1,288.67 2 -0.8146 146.1 95 106 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% IMLPWDPTGK K I 95.00% 44.2 39.3 1.68 2 579.3848 1,156.76 1,157.60 2 0.1597 138 188 197 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% IMLPWDPTGK K I 95.00% 47.4 39.3 1.55 2 579.319 1,156.62 1,157.60 2 0.02813 24.3 188 197 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% IMLPWDPTGK K I 95.00% 47.4 39.3 1.96 2 579.3326 1,156.65 1,157.60 2 0.05526 47.73 188 197 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% IMLPWDPTGK K I 95.00% 47.5 39.3 1.96 2 579.3366 1,156.66 1,157.60 2 0.06326 54.64 188 197 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% TEIIILATR R T 95.00% 42.4 39.7 0 2 515.869 1,029.72 1,029.63 2 1.1 94.69 46 54 TRUE

LX-2 Repeat 3 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 8 8 21 43.20% TEIIILATR R T 95.00% 50.5 39.5 1.51 2 515.3518 1,028.69 1,029.63 2 0.0659 64 46 54 TRUE

LX-2 Repeat 3 MPHOSPH1 Isoform 1 of M-phase phosphoprotein 1 IPI00044751,IPI00412862,IPI00644494,IPI00827503 210,671.10 99.60% 2 2 2 1.15% ELINIIDQK K E 92.30% 37.2 39.3 0 2 543.3804 1,084.75 1,085.62 2 0.1332 122.7 768 776 TRUE

LX-2 Repeat 3 MPHOSPH1 Isoform 1 of M-phase phosphoprotein 1 IPI00044751,IPI00412862,IPI00644494,IPI00827503 210,671.10 99.60% 2 2 2 1.15% IKELETILETQK K V 94.30% 37.1 38.5 0 2 482.3087 1,443.90 1,444.83 3 0.08559 59.23 1163 1174 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% ADFcIIHYAGK K V 94.80% 38.4 38.7 0 2 c4: Carbamidomethyl (+57.02) 647.8148 1,293.62 1,294.63 2 -0.002637 -2.037 573 583 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% ADFcIIHYAGK K V 95.00% 15.8 38.9 1.82 2 c4: Carbamidomethyl (+57.02) 647.3274 1,292.64 1,294.63 2 -0.9774 19.55 573 583 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% AGVLAHLEEER R D 94.80% 13.7 39 1 2 611.6863 1,221.36 1,223.64 2 -1.273 -220.8 772 782 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% AGVLAHLEEER R D 95.00% 49.2 38.8 1.59 2 612.4013 1,222.79 1,223.64 2 0.1573 128.5 772 782 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% AGVLAHLEEER R D 95.00% 56.7 38.8 2.05 2 612.3769 1,222.74 1,223.64 2 0.1085 88.65 772 782 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% AGVLAHLEEER R D 95.00% 64 38.8 2.72 2 612.3834 1,222.75 1,223.64 2 0.1216 99.35 772 782 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% ALEEALEAKEEFER R Q 93.20% 35.8 37.9 0 2 555.6923 1,664.06 1,663.82 3 1.245 145.5 1491 1504 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% ALELDPNLYR R I 95.00% 25.9 39.3 1.85 2 601.7069 1,201.40 1,203.64 2 -1.23 -189.3 753 762 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% ALELDPNLYR R I 95.00% 30.9 39.3 1 2 602.3978 1,202.78 1,203.64 2 0.1514 125.8 753 762 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% ALELDPNLYR R I 95.00% 50.6 39.3 1.54 2 602.3655 1,202.72 1,203.64 2 0.08673 72.05 753 762 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% cNGVLEGIR R I 95.00% 40.2 40 0 2 c1: Carbamidomethyl (+57.02) 509.3406 1,016.67 1,017.51 2 0.1592 156.5 701 709 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% cNGVLEGIR R I 95.00% 44.5 40 0 2 c1: Carbamidomethyl (+57.02) 509.348 1,016.68 1,017.51 2 0.174 171 701 709 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% cNGVLEGIR R I 95.00% 52.3 40 1.03 2 c1: Carbamidomethyl (+57.02) 509.3115 1,016.61 1,017.51 2 0.1011 99.32 701 709 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% cNGVLEGIR R I 95.00% 54.2 40 0 2 c1: Carbamidomethyl (+57.02) 509.3789 1,016.74 1,017.51 2 0.2358 231.7 701 709 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% cNGVLEGIR R I 95.00% 56.3 40 2.14 2 c1: Carbamidomethyl (+57.02) 509.3294 1,016.64 1,017.51 2 0.1368 134.4 701 709 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% cNGVLEGIR R I 95.00% 69.9 40 2.57 2 c1: Carbamidomethyl (+57.02) 509.3204 1,016.63 1,017.51 2 0.1189 116.8 701 709 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% DAASLESQLQDTQELLQEETR K Q 91.00% 0 0 2.49 2 802.5602 2,404.66 2,404.15 3 1.518 -202.5 1309 1329 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% DAASLESQLQDTQELLQEETR K Q 95.00% 48.8 36.1 0 2 802.4889 2,404.45 2,404.15 3 1.305 125.5 1309 1329 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% DKADFcIIHYAGK K V 95.00% 43.5 38.1 0 2 c6: Carbamidomethyl (+57.02) 513.3179 1,536.93 1,537.75 3 0.1922 125 571 583 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% DKADFcIIHYAGK K V 95.00% 51.8 38.1 3.51 2 c6: Carbamidomethyl (+57.02) 513.344 1,537.01 1,537.75 3 0.2705 175.9 571 583 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% EDQSILcTGESGAGK R T 95.00% 55.9 38.2 2.92 2 c7: Carbamidomethyl (+57.02) 776.4515 1,550.89 1,551.70 2 0.2 128.9 170 184 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% FDQLLAEEK K S 94.50% 38.7 39.3 0 2 546.8441 1,091.67 1,092.56 2 0.1237 113.2 1453 1461 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% FDQLLAEEK K S 95.00% 41 39.3 0 2 546.8538 1,091.69 1,092.56 2 0.1429 130.8 1453 1461 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% FDQLLAEEK K S 95.00% 49.9 39 2.16 2 547.3619 1,092.71 1,092.56 2 1.159 143 1453 1461 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% HATALEELSEQLEQAK R R 95.00% 53.7 37.4 6.17 2 599.7192 1,796.14 1,796.90 3 0.2404 133.7 1201 1216 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% HGFEAASIKEER R G 95.00% 53.3 38.7 1.33 2 458.787 1,373.34 1,373.68 3 0.6657 -245.2 43 54 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% IAQLEEELEEEQSNMELLNDR R F 95.00% 86.3 35.5 5.77 2 844.8531 2,531.54 2,532.18 3 0.3676 145.1 1738 1758 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% IGQLEEQLEQEAK K E 95.00% 43.3 38.2 2.37 2 757.9681 1,513.92 1,514.77 2 0.1589 104.9 1823 1835 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KFDQLLAEEK K S 95.00% 31 39 0.886 2 610.8524 1,219.69 1,220.65 2 0.04528 37.09 1452 1461 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KFDQLLAEEK K S 95.00% 46.1 39 1.39 2 610.8742 1,219.73 1,220.65 2 0.08879 72.73 1452 1461 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KFDQLLAEEK K S 95.00% 49.6 39 0 2 610.881 1,219.75 1,220.65 2 0.1023 83.82 1452 1461 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KFDQLLAEEK K S 95.00% 49.8 39 1.24 2 610.8786 1,219.74 1,220.65 2 0.09768 80.01 1452 1461 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KLDGETTDLQDQIAELQAQIDELK R L 95.00% 88.5 35.1 0.959 2 905.9238 2,714.75 2,714.37 3 1.383 140.1 1059 1082 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KQELEEILHDLESR K V 95.00% 45.9 37.5 0 2 580.3716 1,738.09 1,738.90 3 0.203 116.7 917 930 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KQELEEILHDLESR K V 95.00% 54.6 37.5 2.46 2 580.3659 1,738.08 1,738.90 3 0.1859 106.9 917 930 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KQELEEILHDLESR K V 95.00% 61.1 37.5 1.43 2 580.3975 1,738.17 1,738.90 3 0.2806 161.3 917 930 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% KQELEEILHDLESR K V 95.00% 77.7 37.5 2.38 2 580.3612 1,738.06 1,738.90 3 0.1718 98.79 917 930 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LDPHLVLDQLR K C 95.00% 25.6 39 2 2 660.4895 1,318.96 1,318.75 2 1.224 167.4 690 700 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LDPHLVLDQLR K C 95.00% 40.9 39 1.96 2 659.9093 1,317.80 1,318.75 2 0.06323 47.94 690 700 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LDPHLVLDQLR K C 95.00% 41.2 39 1.85 2 659.9555 1,317.90 1,318.75 2 0.1556 118 690 700 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LDPHLVLDQLR K C 95.00% 42.3 39 1.15 2 659.9298 1,317.85 1,318.75 2 0.1042 79.03 690 700 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LDPHLVLDQLR K C 95.00% 43.4 39 1.11 2 659.9324 1,317.85 1,318.75 2 0.1095 83.04 690 700 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LDPHLVLDQLR K C 95.00% 47.6 39 1.89 2 659.9085 1,317.80 1,318.75 2 0.0617 46.78 690 700 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQNELDNVSTLLEEAEKK K G 95.00% 45.3 36.5 1.51 2 691.6622 2,071.96 2,073.07 3 -0.09925 -47.88 1285 1302 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQNELDNVSTLLEEAEKK K G 95.00% 49.8 36.5 1.24 2 691.7333 2,072.18 2,073.07 3 0.1141 55.05 1285 1302 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQNELDNVSTLLEEAEKK K G 95.00% 53.1 36.5 0 2 691.7651 2,072.27 2,073.07 3 0.2094 101 1285 1302 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQNELDNVSTLLEEAEKK K G 95.00% 72.2 36.7 2.82 2 692.0421 2,073.10 2,073.07 3 1.041 18.24 1285 1302 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQELDDLTVDLDHQR R Q 95.00% 47.2 37.1 0 2 647.045 1,938.11 1,937.96 3 1.164 82.99 1425 1440 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQELDDLTVDLDHQR R Q 95.00% 59.8 37.1 1.25 2 647.031 1,938.07 1,937.96 3 1.122 61.28 1425 1440 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 93.10% 34 36.1 0 2 823.5302 2,467.57 2,467.21 3 1.368 148.1 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 25.4 35.8 0.824 2 823.0989 2,466.28 2,467.21 3 0.0746 30.24 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 35.8 35.8 0 2 823.1567 2,466.45 2,467.21 3 0.2479 100.4 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 37.9 35.8 0 2 823.1362 2,466.39 2,467.21 3 0.1864 75.53 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 43.5 36.1 0 2 823.5063 2,467.50 2,467.21 3 1.297 119.1 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 44.6 36.1 1.54 2 823.4402 2,467.30 2,467.21 3 1.098 38.74 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 45.6 35.8 1.17 2 823.1702 2,466.49 2,467.21 3 0.2884 116.9 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 47.5 35.8 0 2 823.1802 2,466.52 2,467.21 3 0.3184 129 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 52.9 36.1 2.33 2 823.5342 2,467.58 2,467.21 3 1.38 153 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTmFILEQEEYQR K E 95.00% 56.1 35.9 0 2 m9: Oxidation (+15.99) 828.8152 2,483.42 2,483.20 3 1.228 90.85 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTmFILEQEEYQR K E 95.00% 58.5 35.9 1.51 2 m9: Oxidation (+15.99) 828.8402 2,483.50 2,483.20 3 1.303 121 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTmFILEQEEYQR K E 95.00% 58.9 35.8 0 2 m9: Oxidation (+15.99) 828.4973 2,482.47 2,483.20 3 0.2749 110.7 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 67.4 36.1 1.85 2 823.4402 2,467.30 2,467.21 3 1.098 38.74 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 70.8 35.8 0 2 823.1354 2,466.38 2,467.21 3 0.184 74.55 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% LQQLFNHTMFILEQEEYQR K E 95.00% 71.8 36.1 0 2 823.4702 2,467.39 2,467.21 3 1.188 75.2 483 501 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% NTNPNFVR R C 95.00% 41.7 39.9 0.824 2 481.3412 960.6678 961.4849 2 0.1902 197.7 670 677 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% QLLQANPILESFGNAK R T 95.00% 54.5 37.4 3.66 2 872.0303 1,742.05 1,742.94 2 0.1095 62.84 217 232 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% SLEAEILQLQEELASSER K A 95.00% 72.7 37 2.92 2 682.6802 2,045.02 2,045.04 3 0.9862 -8.102 1684 1701 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% SLEAEILQLQEELASSER K A 95.00% 74.4 37 4 2 682.7402 2,045.20 2,045.04 3 1.166 79.87 1684 1701 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TGLEDPER R Y 95.00% 37.1 40.2 1 2 458.7871 915.5597 916.4372 2 0.1297 141.5 5 12 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TGLEDPER R Y 95.00% 53.9 40.2 2.3 2 458.8008 915.5871 916.4372 2 0.1571 171.4 5 12 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TQLEELEDELQATEDAK R L 95.00% 45.4 37.1 0 2 654.6648 1,960.97 1,961.92 3 0.0609 31.04 1546 1562 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TQLEELEDELQATEDAK R L 95.00% 52.3 37.1 3.57 2 982.0957 1,962.18 1,961.92 2 1.265 133.7 1546 1562 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TQLEELEDELQATEDAK R L 95.00% 62.8 37.1 0 2 654.6994 1,961.08 1,961.92 3 0.1647 83.96 1546 1562 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TQLEELEDELQATEDAK R L 95.00% 63.5 37.1 0.921 2 655.0202 1,962.04 1,961.92 3 1.127 63.33 1546 1562 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TQLEELEDELQATEDAK R L 95.00% 63.9 37.1 0 2 654.6902 1,961.05 1,961.92 3 0.1371 69.85 1546 1562 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TQLEELEDELQATEDAK R L 95.00% 69 37.1 8.35 2 981.5703 1,961.13 1,961.92 2 0.2143 109.2 1546 1562 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TQLEELEDELQATEDAK R L 95.00% 73.2 37.1 5.27 2 981.6388 1,961.26 1,961.92 2 0.3515 179.1 1546 1562 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% TTLQVDTLNAELAAER K S 95.00% 54.8 37.7 2.27 2 873.064 1,744.11 1,744.91 2 0.213 122.1 1762 1777 TRUE

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VDYKADEWLMK K N 95.00% 43.4 38.5 0 2 466.5902 1,396.75 1,397.68 3 0.07885 56.41 584 594 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VDYKADEWLMK K N 95.00% 50.7 38.4 1.07 2 466.6191 1,396.84 1,397.68 3 0.1656 118.5 584 594 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VEDmAELTcLNEASVLHNLK K D 95.00% 41 36.1 0 2 m4: Oxidation (+15.99), c9: Carbamidomethyl (+57.02) 768.455 2,302.34 2,302.11 3 1.245 105.1 87 106 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VEDMAELTcLNEASVLHNLK K D 95.00% 47.3 36.1 1 2 c9: Carbamidomethyl (+57.02) 762.7564 2,285.25 2,286.11 3 0.1441 63.05 87 106 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VEDMAELTcLNEASVLHNLK K D 95.00% 52.3 36.4 0 2 c9: Carbamidomethyl (+57.02) 763.048 2,286.12 2,286.11 3 1.019 6.997 87 106 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VEDMAELTcLNEASVLHNLK K D 95.00% 54.9 36.4 0 2 c9: Carbamidomethyl (+57.02) 763.0888 2,286.24 2,286.11 3 1.141 60.5 87 106 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VEDmAELTcLNEASVLHNLK K D 95.00% 54.8 36 0 2 m4: Oxidation (+15.99), c9: Carbamidomethyl (+57.02) 768.1422 2,301.40 2,302.11 3 0.3065 133.1 87 106 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VEDMAELTcLNEASVLHNLK K D 95.00% 63.3 36.1 2.06 2 c9: Carbamidomethyl (+57.02) 762.7459 2,285.22 2,286.11 3 0.1125 49.22 87 106 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VEDMAELTcLNEASVLHNLK K D 95.00% 66.3 36.4 0.796 2 c9: Carbamidomethyl (+57.02) 763.1402 2,286.40 2,286.11 3 1.295 127.9 87 106 FALSE IPI00019502

LX-2 Repeat 3 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 15 15 27 19.30% VEDMAELTcLNEASVLHNLK K D 95.00% 82.9 36.4 0 2 c9: Carbamidomethyl (+57.02) 763.0802 2,286.22 2,286.11 3 1.115 49.26 87 106 FALSE IPI00019502

LX-2 Repeat 3 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 3 3 5 2.35% ELILFSNSDNER K S 95.00% 41.8 38.4 0 2 718.9018 1,435.79 1,436.70 2 0.0947 65.91 786 797 TRUE

LX-2 Repeat 3 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 3 3 5 2.35% FLEEFITPIVK R V 95.00% 41.2 38.5 1.19 2 668.869 1,335.72 1,335.76 2 0.9747 -20.95 653 663 TRUE

LX-2 Repeat 3 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 3 3 5 2.35% FLEEFITPIVK R V 95.00% 46.4 38.7 0 2 668.419 1,334.82 1,335.76 2 0.07473 55.94 653 663 TRUE

LX-2 Repeat 3 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 3 3 5 2.35% FLEEFITPIVK R V 95.00% 54.3 38.7 0.886 2 668.4003 1,334.79 1,335.76 2 0.03723 27.87 653 663 TRUE

LX-2 Repeat 3 TOP2A DNA topoisomerase 2 IPI00178667,IPI00218753,IPI00218754,IPI00414101,IPI00478232 183,280.20 100.00% 3 3 5 2.35% GFQQISFVNSIATSK K G 95.00% 43.1 37.9 3 2 814.0503 1,626.09 1,626.85 2 0.2446 150.3 309 323 TRUE

LX-2 Repeat 3 TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 IPI00003505 48,534.10 100.00% 3 3 3 11.60% HNIVFGDYTWTEFDEPFLTR R N 95.00% 92.1 35.8 6 2 830.1477 2,487.42 2,487.16 3 1.267 106.1 49 68 TRUE

LX-2 Repeat 3 TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 IPI00003505 48,534.10 100.00% 3 3 3 11.60% SHLLDYVMTTLLFSDK K N 95.00% 65.3 37.3 3.82 2 628.7702 1,883.29 1,882.96 3 1.334 175.7 147 162 TRUE

LX-2 Repeat 3 TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 IPI00003505 48,534.10 100.00% 3 3 3 11.60% VVNAVLTQIDQIKR R H 95.00% 47.4 37.9 2.6 2 533.0144 1,596.02 1,596.94 3 0.08521 53.35 276 289 TRUE

LX-2 Repeat 3 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 3 5 31.30% DISEASVFDAYVLPK R L 95.00% 45 37.7 1.85 2 828.0478 1,654.08 1,653.84 2 1.251 150.1 52 66 TRUE

LX-2 Repeat 3 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 3 5 31.30% DISEASVFDAYVLPK R L 95.00% 54.7 37.9 1.77 2 827.5396 1,653.06 1,653.84 2 0.2347 141.9 52 66 TRUE

LX-2 Repeat 3 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 3 5 31.30% LHYcVScAIHSK K V 95.00% 39.8 38.5 0 2 c4: Carbamidomethyl (+57.02), c7: Carbamidomethyl (+57.02) 492.3302 1,473.97 1,474.69 3 0.283 191.9 71 82 TRUE

LX-2 Repeat 3 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 3 5 31.30% NIVEAAAVR R D 95.00% 34.8 39.1 0.886 2 471.815 941.6155 942.5366 2 0.0861 91.34 43 51 TRUE

LX-2 Repeat 3 RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00186712,IPI00655650 12,997.50 100.00% 3 3 5 31.30% NIVEAAAVR R D 95.00% 43.7 39.1 0 2 471.832 941.6494 942.5366 2 0.1201 127.4 43 51 TRUE

LX-2 Repeat 3 H2BFS Histone H2B IPI00646240,IPI00745513,IPI00745769,IPI00747989,IPI00748038,IPI00748726,IPI00787441 7,648.20 99.70% 2 2 2 20.30% GIMNSFVNDIFER M I 95.00% 56.8 38.2 0 2 771.324 1,540.63 1,541.74 2 -0.1011 -65.58 2 14 TRUE

LX-2 Repeat 3 H2BFS Histone H2B IPI00646240,IPI00745513,IPI00745769,IPI00747989,IPI00748038,IPI00748726,IPI00787441 7,648.20 99.70% 2 2 2 20.30% MGImNSFVNDIFER - I 94.00% 36.3 37.8 0 2 m4: Oxidation (+15.99) 563.7949 1,688.36 1,688.78 3 0.5929 -242.6 1 14 TRUE

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70% AEPEDHYFLLTEPPLNTPENR R E 95.00% 42.6 35.8 0 2 828.4689 2,482.39 2,482.19 3 1.204 80.85 103 123 TRUE

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70% DITYFIQQLLR R D 95.00% 62.7 38.3 2.82 2 705.4174 1,408.82 1,409.78 2 0.04861 34.48 199 209 TRUE

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70% EFSIDVGYER K F 95.00% 37.4 39 0.886 2 607.7951 1,213.58 1,214.57 2 0.01414 11.64 266 275 TRUE

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70% FMEQVIFK R Y 95.00% 50.1 39.2 1.22 2 521.3301 1,040.65 1,041.54 2 0.1091 104.7 92 99 TRUE

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70% GVDDLDFFIGDEAIEKPTYATK K W 92.90% 33.7 35.9 0 2 815.7875 2,444.34 2,444.19 3 1.161 64.62 54 75 TRUE

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70% GVDDLDFFIGDEAIEKPTYATK K W 95.00% 32.1 35.9 1 2 815.8138 2,444.42 2,444.19 3 1.24 96.89 54 75 TRUE

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70% LPAcVVDcGTGYTK R L 95.00% 54.9 38.2 4.68 2 c4: Carbamidomethyl (+57.02), c8: Carbamidomethyl (+57.02) 770.9227 1,539.83 1,540.71 2 0.1244 80.77 5 18 TRUE

LX-2 Repeat 3 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 100.00% 7 7 8 22.70% LSEELSGGR K L 95.00% 39.9 39.9 1 2 474.3266 946.6385 947.4793 2 0.1665 175.7 349 357 TRUE

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 47.8 40.1 1.33 2 488.8374 975.6602 976.4484 2 0.2191 224.3 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 54.3 40.1 1.03 2 488.8692 975.7239 976.4484 2 0.2827 289.4 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 56 40.1 1.85 2 488.8803 975.746 976.4484 2 0.3048 312.1 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 59.6 40.1 3.09 2 488.8094 975.6042 976.4484 2 0.163 166.9 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 60.7 40.1 2.36 2 488.7979 975.5812 976.4484 2 0.14 143.4 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 62.4 40.1 2.57 2 488.8053 975.596 976.4484 2 0.1548 158.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 62.8 40.1 2.26 2 488.7864 975.5583 976.4484 2 0.1171 119.9 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 64.9 40.1 3.19 2 488.7838 975.553 976.4484 2 0.1118 114.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 66.2 40.1 1.7 2 488.7966 975.5786 976.4484 2 0.1374 140.7 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AGFAGDDAPR K A 95.00% 81.3 40.1 1.66 2 488.7941 975.5736 976.4484 2 0.1324 135.6 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% AVFPSIVGRPR R H 95.00% 54.8 39 0 2 599.8927 1,197.77 1,198.71 2 0.07259 60.55 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DLTDYLMK R I 89.80% 35.7 39 0 2 499.8105 997.6064 998.4865 2 0.1272 127.3 186 193 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DLTDYLMK R I 92.70% 37.1 39 0 2 499.7968 997.5791 998.4865 2 0.09984 99.98 186 193 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSK K R 95.00% 39.1 39 4.14 2 599.8233 1,197.63 1,198.52 2 0.117 97.61 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSK K R 95.00% 41 39 0 2 599.8154 1,197.62 1,198.52 2 0.1012 84.47 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSK K R 95.00% 42.7 39 1.82 2 599.796 1,197.58 1,198.52 2 0.06247 52.12 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSK K R 95.00% 43.7 39.1 4.55 2 600.3188 1,198.62 1,198.52 2 1.108 87.81 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSK K R 95.00% 47.2 39 1.24 2 599.8037 1,197.59 1,198.52 2 0.07773 64.85 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSK K R 95.00% 52.6 39 2.49 2 599.7829 1,197.55 1,198.52 2 0.03614 30.15 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSK K R 95.00% 53.2 39 2.92 2 599.8097 1,197.60 1,198.52 2 0.08975 74.88 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSKR K G 95.00% 43.5 38.6 0 2 452.2983 1,353.87 1,354.62 3 0.2569 189.6 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSKR K G 95.00% 44.6 38.6 3.09 2 452.2983 1,353.87 1,354.62 3 0.2568 189.5 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSKR K G 95.00% 52 38.6 2.4 2 677.8075 1,353.60 1,354.62 2 -0.0157 -11.59 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSKR K G 95.00% 52.1 38.6 1.85 2 677.8184 1,353.62 1,354.62 2 0.006077 4.486 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSKR K G 95.00% 54.9 38.7 2.03 2 678.3697 1,354.72 1,354.62 2 1.109 78.22 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSKR K G 95.00% 82.8 38.6 4.21 2 677.8208 1,353.63 1,354.62 2 0.01088 8.031 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% DSYVGDEAQSKR K G 95.00% 96.6 38.6 3.47 2 677.8797 1,353.74 1,354.62 2 0.1286 94.91 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 94.40% 38.6 39.2 0 2 581.3313 1,160.65 1,161.62 2 0.03673 31.62 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 36.8 39.2 1.2 2 581.3569 1,160.70 1,161.62 2 0.08789 75.66 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 37.3 39.2 1.09 2 581.3769 1,160.74 1,161.62 2 0.128 110.2 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 39.1 39.2 1.82 2 581.3752 1,160.74 1,161.62 2 0.1245 107.2 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 41 39.2 0 2 581.3618 1,160.71 1,161.62 2 0.09776 84.15 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 41.4 39.2 0 2 581.3521 1,160.69 1,161.62 2 0.07841 67.5 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 42.8 39.2 1.3 2 581.3578 1,160.70 1,161.62 2 0.0898 77.3 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 47.7 39.2 0 2 581.361 1,160.71 1,161.62 2 0.09627 82.86 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 50.4 39.2 0 2 581.3668 1,160.72 1,161.62 2 0.1079 92.85 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 51.3 39.2 1.35 2 581.3112 1,160.61 1,161.62 2 -0.003397 -2.924 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EITALAPSTMK K I 95.00% 52.7 39.2 1.01 2 581.3893 1,160.76 1,161.62 2 0.1527 131.4 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% EKLcYVALDFENEmATAASSSSLEK K S 95.00% 54.2 34.9 0 2 c4: Carbamidomethyl (+57.02), m14: Oxidation (+15.99) 937.1962 2,808.57 2,809.29 3 0.2833 100.8 216 240 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% HQGVMVGMGQK R D 95.00% 36.4 39 3.74 2 586.3294 1,170.64 1,171.57 2 0.08021 68.46 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% HQGVMVGMGQK R D 95.00% 44.2 39 1.11 2 586.3703 1,170.73 1,171.57 2 0.1621 138.4 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% HQGVMVGMGQK R D 95.00% 46.7 39 5.89 2 586.3815 1,170.75 1,171.57 2 0.1844 157.4 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IKIIAPPER K K 95.00% 45.2 39.2 0 2 518.9323 1,035.85 1,036.65 2 0.2057 198.4 329 337 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IWHHTFYNELR K V 93.70% 24.1 38.3 0.854 2 506.0063 1,515.00 1,515.75 3 0.2553 168.4 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IWHHTFYNELR K V 95.00% 26.9 38.3 1.06 2 505.9841 1,514.93 1,515.75 3 0.1886 124.4 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IWHHTFYNELR K V 95.00% 30.8 38.3 1.11 2 506.0042 1,514.99 1,515.75 3 0.2489 164.1 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IWHHTFYNELR K V 95.00% 31.3 38.3 1.24 2 505.9787 1,514.91 1,515.75 3 0.1723 113.7 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IWHHTFYNELR K V 95.00% 39.3 38.3 0 2 506.0175 1,515.03 1,515.75 3 0.2889 190.6 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IWHHTFYNELR K V 95.00% 49.4 38.3 2.59 2 505.9869 1,514.94 1,515.75 3 0.197 130 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IWHHTFYNELR K V 95.00% 52 38.3 0 2 506.3134 1,515.92 1,515.75 3 1.177 114.6 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% IWHHTFYNELR K V 95.00% 64.2 38.3 1.33 2 758.4187 1,514.82 1,515.75 2 0.08097 53.42 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% LcYVALDFENEmATAASSSSLEK K S 95.00% 37.5 35.4 1.05 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 851.5008 2,551.48 2,552.15 3 0.3346 131.1 218 240 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% LcYVALDFENEmATAASSSSLEK K S 95.00% 53.9 35.4 0 2 c2: Carbamidomethyl (+57.02), m12: Oxidation (+15.99) 851.512 2,551.51 2,552.15 3 0.3683 144.3 218 240 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% QEYDEAGPSIVHR K K 95.00% 50 38.2 0 2 750.8497 1,499.68 1,500.71 2 -0.01562 -10.41 362 374 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 19.6 37.6 2.54 2 896.5697 1,791.12 1,790.89 2 1.24 132.4 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 31.8 37.5 0.854 2 896.0686 1,790.12 1,790.89 2 0.2378 132.7 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 34.8 37.5 1.41 2 896.018 1,790.02 1,790.89 2 0.1365 76.22 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 35.2 37.5 2.74 2 896.0246 1,790.03 1,790.89 2 0.1497 83.61 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 35.4 37.5 1.51 2 896.0188 1,790.02 1,790.89 2 0.1383 77.2 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 37.3 37.5 1.7 2 896.0556 1,790.10 1,790.89 2 0.2117 118.2 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 42.5 37.5 0 2 597.6688 1,789.98 1,790.89 3 0.09956 55.59 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 44.6 37.6 1.54 2 896.5666 1,791.12 1,790.89 2 1.234 129 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 48.3 37.6 0 2 598.0202 1,791.04 1,790.89 3 1.154 84.33 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 50.9 37.5 3.32 2 896.0632 1,790.11 1,790.89 2 0.227 126.7 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 51.7 37.6 0 2 598.0315 1,791.07 1,790.89 3 1.188 103.3 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 54.3 37.6 0 2 597.9902 1,790.95 1,790.89 3 1.064 34.11 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 56.7 37.6 0.796 2 597.9302 1,790.77 1,790.89 3 0.8839 -66.35 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 59.5 37.6 0 2 598.0179 1,791.03 1,790.89 3 1.147 80.47 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 62 37.5 4.35 2 896.0657 1,790.12 1,790.89 2 0.2321 129.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 67.3 37.5 5.52 2 896.072 1,790.13 1,790.89 2 0.2447 136.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 68.1 37.5 0 2 597.6948 1,790.06 1,790.89 3 0.1777 99.21 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 73 37.5 4.7 2 896.0547 1,790.09 1,790.89 2 0.2099 117.2 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 75 37.6 2.42 2 896.5428 1,791.07 1,790.89 2 1.186 102.3 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% SYELPDGQVITIGNER K F 95.00% 75.7 37.5 5.26 2 896.0682 1,790.12 1,790.89 2 0.237 132.3 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% VAPEEHPTLLTEAPLNPK R A 95.00% 21.4 37 1.85 2 652.3903 1,954.15 1,956.04 3 -0.8876 58.87 98 115 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% YPIEHGIITNWDDMEK K I 90.30% 16 37.1 0.745 2 654.3755 1,960.10 1,960.91 3 0.2007 102.3 71 86 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% YPIEHGIITNWDDMEK K I 94.70% 19.5 37.1 1 2 654.3602 1,960.06 1,960.91 3 0.1548 78.91 71 86 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% YPIEHGIITNWDDMEK K I 95.00% 13.3 37.1 1.68 2 654.375 1,960.10 1,960.91 3 0.1993 101.6 71 86 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% YPIEHGIITNWDDMEK K I 95.00% 23.5 37.1 1.68 2 654.3687 1,960.08 1,960.91 3 0.1804 91.99 71 86 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% YPIEHGIITNWDDMEK K I 95.00% 27.5 37.1 2.03 2 654.3467 1,960.02 1,960.91 3 0.1144 58.34 71 86 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% YPIEHGIITNWDDMEK K I 95.00% 28.6 37.1 2.96 2 981.5806 1,961.15 1,960.91 2 1.243 122.2 71 86 FALSE IPI00021428

LX-2 Repeat 3 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 9 38.70% YPIEHGIITNWDDMEK K I 95.00% 28.7 37.1 2.8 2 654.3341 1,959.98 1,960.91 3 0.07636 38.94 71 86 FALSE IPI00021428

LX-2 Repeat 3 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 3 3 4 13.00% GGPNIITLADIVKDPVSR R T 95.00% 37 37.5 1.82 2 622.4062 1,864.20 1,865.05 3 0.1546 82.86 90 107 TRUE

LX-2 Repeat 3 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 3 3 4 13.00% GGPNIITLADIVKDPVSR R T 95.00% 47.1 37.5 1.54 2 622.4267 1,864.26 1,865.05 3 0.2162 115.9 90 107 TRUE

LX-2 Repeat 3 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 3 3 4 13.00% QLYQTLTDYDIR K F 95.00% 51 38.1 1.96 2 764.9558 1,527.90 1,528.76 2 0.1399 91.53 123 134 TRUE

LX-2 Repeat 3 CSNK2A1 Casein kinase II subunit alpha IPI00016613,IPI00744507 45,126.50 100.00% 3 3 4 13.00% VLGTEDLYDYIDKYNIELDPR K F 95.00% 32.8 35.7 1.02 2 848.8772 2,543.61 2,544.25 3 0.3662 143.9 248 268 TRUE

LX-2 Repeat 3 HSPD1 60 kDa heat shock protein, mitochondrial precursor IPI00472102,IPI00784154 61,037.70 100.00% 3 3 3 6.63% cEFQDAYVLLSEKK K I 95.00% 49.4 37.6 0 2 c1: Carbamidomethyl (+57.02) 576.9602 1,727.86 1,729.85 3 -0.9807 12.74 237 250 TRUE

LX-2 Repeat 3 HSPD1 60 kDa heat shock protein, mitochondrial precursor IPI00472102,IPI00784154 61,037.70 100.00% 3 3 3 6.63% GYISPYFINTSK R G 95.00% 35.1 38.8 2.96 2 695.4378 1,388.86 1,389.70 2 0.1633 117.5 222 233 TRUE

LX-2 Repeat 3 HSPD1 60 kDa heat shock protein, mitochondrial precursor IPI00472102,IPI00784154 61,037.70 100.00% 3 3 3 6.63% VGGTSDVEVNEK K K 95.00% 66.7 39 3.89 2 617.3306 1,232.65 1,233.60 2 0.05802 47.03 406 417 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% AMADELSEK K Q 95.00% 60.8 39.5 0 2 497.3189 992.6232 993.4558 2 0.1746 175.7 20 28 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% ASFTTFTVTK K Y 90.60% 36.8 39.7 0 2 552.332 1,102.65 1,102.58 2 1.079 68.89 76 85 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% ASFTTFTVTK K Y 95.00% 47.8 39.7 0 2 551.8466 1,101.68 1,102.58 2 0.1081 97.99 76 85 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% ASFTTFTVTK K Y 95.00% 64.1 39.7 1.07 2 551.8265 1,101.64 1,102.58 2 0.06774 61.43 76 85 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% IDFEDVIAEPEGTHSFDGIWK K A 95.00% 22.8 36 2.25 2 802.8643 2,405.57 2,405.13 3 1.448 185.2 55 75 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% IDFEDVIAEPEGTHSFDGIWK K A 95.00% 27.9 36.1 0.959 2 802.5686 2,404.68 2,405.13 3 0.5612 -183.5 55 75 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% IDFEDVIAEPEGTHSFDGIWK K A 95.00% 28.4 36.1 0.854 2 802.4992 2,404.48 2,405.13 3 0.3532 146.8 55 75 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% IDFEDVIAEPEGTHSFDGIWK K A 95.00% 34.8 36.1 1.74 2 802.4945 2,404.46 2,405.13 3 0.339 140.9 55 75 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% IDFEDVIAEPEGTHSFDGIWK K A 95.00% 40.1 36.1 3.42 2 802.4897 2,404.45 2,405.13 3 0.3247 135 55 75 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% SFLIEIQcISR K V 95.00% 59.6 38.6 3 2 c8: Carbamidomethyl (+57.02) 683.3536 1,364.69 1,365.72 2 -0.01966 -14.4 125 135 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% SFLIEIQcISR K V 95.00% 59.7 38.6 0 2 c8: Carbamidomethyl (+57.02) 683.3507 1,364.69 1,365.72 2 -0.02546 -18.64 125 135 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% VYSIYVHTVcDPLFEAVGK R I 95.00% 39.9 36.2 1.8 2 c10: Carbamidomethyl (+57.02) 733.1265 2,196.36 2,197.10 3 0.2652 120.7 136 154 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% VYSIYVHTVcDPLFEAVGK R I 95.00% 42 36.2 2.01 2 c10: Carbamidomethyl (+57.02) 733.4402 2,197.30 2,197.10 3 1.206 92.51 136 154 TRUE

LX-2 Repeat 3 CAV1 Caveolin IPI00009236,IPI00853146 19,159.80 100.00% 5 5 14 41.90% VYSIYVHTVcDPLFEAVGK R I 95.00% 59.5 36.2 0 2 c10: Carbamidomethyl (+57.02) 733.4102 2,197.21 2,197.10 3 1.116 51.57 136 154 TRUE

LX-2 Repeat 3 RPL9 60S ribosomal protein L9 IPI00031691,IPI00795717 21,845.70 100.00% 3 3 4 13.50% DFNHINVELSLLGK R K 95.00% 44.6 38 2.32 2 533.9954 1,598.96 1,598.85 3 1.118 71.89 37 50 TRUE

LX-2 Repeat 3 RPL9 60S ribosomal protein L9 IPI00031691,IPI00795717 21,845.70 100.00% 3 3 4 13.50% DFNHINVELSLLGK R K 95.00% 58.3 38 0 2 533.6852 1,598.03 1,598.85 3 0.1872 117 37 50 TRUE

LX-2 Repeat 3 RPL9 60S ribosomal protein L9 IPI00031691,IPI00795717 21,845.70 100.00% 3 3 4 13.50% DFNHINVELSLLGKK R K 95.00% 53.5 37.5 0.886 2 576.6902 1,727.05 1,726.95 3 1.107 60.43 37 51 TRUE

LX-2 Repeat 3 RPL9 60S ribosomal protein L9 IPI00031691,IPI00795717 21,845.70 100.00% 3 3 4 13.50% TIcSHVQNMIK R G 95.00% 52.2 38.7 1.92 2 c3: Carbamidomethyl (+57.02) 665.8503 1,329.69 1,330.66 2 0.03257 24.48 72 82 TRUE

LX-2 Repeat 3 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47% LASDLLEWIR K R 95.00% 58.2 39.2 0 2 608.3786 1,214.74 1,215.67 2 0.07659 63 282 291 TRUE

LX-2 Repeat 3 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47% VGWEQLLTTIAR R T 95.00% 44.8 38.5 0 2 693.9176 1,385.82 1,386.77 2 0.05374 38.75 715 726 TRUE

LX-2 Repeat 3 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47% VGWEQLLTTIAR R T 95.00% 49.8 38.6 0 2 694.3765 1,386.74 1,386.77 2 0.9716 -22.41 715 726 TRUE

LX-2 Repeat 3 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 4 2.47% VGWEQLLTTIAR R T 95.00% 50.4 38.5 0 2 693.9603 1,385.91 1,386.77 2 0.1391 100.3 715 726 TRUE

LX-2 Repeat 3 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 5 5 5 11.80% ETHSLFFR R S 95.00% 53.4 39.2 0 2 518.7971 1,035.58 1,036.52 2 0.06586 63.54 58 65 TRUE

LX-2 Repeat 3 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 5 5 5 11.80% LPDVYGVFQFK K V 95.00% 43.5 38.6 3.14 2 656.8854 1,311.76 1,312.69 2 0.0698 53.17 381 391 TRUE

LX-2 Repeat 3 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 5 5 5 11.80% SSLNPILFR K G 95.00% 54.8 39.7 1.48 2 523.843 1,045.67 1,046.60 2 0.07931 75.77 190 198 TRUE

LX-2 Repeat 3 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 5 5 5 11.80% TLVLLDNLNVR R E 95.00% 59.6 38.7 2 2 635.4008 1,268.79 1,269.75 2 0.04166 32.81 47 57 TRUE

LX-2 Repeat 3 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 100.00% 5 5 5 11.80% WVPFDGDDIQLEFVR K I 95.00% 43.4 37.8 1.85 2 918.6081 1,835.20 1,835.90 2 0.3124 170.1 345 359 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AAGVPSATITWR R K 95.00% 31.9 39.2 3.25 2 615.3831 1,228.75 1,229.66 2 0.09513 77.35 1979 1990 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AAGVPSATITWR R K 95.00% 47 39.2 2.57 2 615.3865 1,228.76 1,229.66 2 0.1021 83 1979 1990 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AAGVPSATITWR R K 95.00% 68.2 39.2 2.52 2 615.3958 1,228.78 1,229.66 2 0.1206 98.1 1979 1990 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AGFFGDAMK K A 95.00% 54.5 39.5 0 2 472.2776 942.5407 943.4343 2 0.1136 120.4 797 805 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AmDFNGILTIR R N 91.50% 37.2 38.7 0 2 m2: Oxidation (+15.99) 634.3636 1,266.71 1,266.65 2 1.069 52.02 1818 1828 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AMDFNGILTIR R N 95.00% 24.2 38.8 1.57 2 626.355 1,250.70 1,250.66 2 1.046 34.8 1818 1828 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AmDFNGILTIR R N 95.00% 35.5 38.7 2.08 2 m2: Oxidation (+15.99) 634.3864 1,266.76 1,266.65 2 1.114 88.02 1818 1828 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AmDFNGILTIR R N 95.00% 40.8 38.7 1.06 2 m2: Oxidation (+15.99) 633.7836 1,265.55 1,266.65 2 -0.09132 -72.1 1818 1828 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AmDFNGILTIR R N 95.00% 65.1 38.7 4.06 2 m2: Oxidation (+15.99) 633.8425 1,265.67 1,266.65 2 0.02646 20.89 1818 1828 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% AmDFNGILTIR R N 95.00% 66.8 38.7 2.19 2 m2: Oxidation (+15.99) 633.8785 1,265.74 1,266.65 2 0.09838 77.66 1818 1828 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% ASYAQQPAESR R V 95.00% 20.4 39.1 0.886 2 604.2774 1,206.54 1,207.57 2 -0.02259 -18.7 1091 1101 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% ASYAQQPAESR R V 95.00% 28.9 39.1 2.6 2 604.3197 1,206.62 1,207.57 2 0.062 51.34 1091 1101 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% ASYAQQPAESR R V 95.00% 47.2 39.1 2.24 2 604.3215 1,206.63 1,207.57 2 0.06561 54.33 1091 1101 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% ASYAQQPAESR R V 95.00% 74.4 39.1 4.39 2 604.309 1,206.60 1,207.57 2 0.04063 33.64 1091 1101 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% ASYAQQPAESR R V 95.00% 77 39.1 4.03 2 604.3485 1,206.68 1,207.57 2 0.1196 99.06 1091 1101 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EFREVSEAVVDTLESEYLK R I 95.00% 37.1 36.2 1.72 2 748.7488 2,243.22 2,243.11 3 1.124 53.98 107 125 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EGGQLPPGHSVQDGVLR K I 95.00% 44.7 37.5 0 2 582.6433 1,744.91 1,745.89 3 0.02213 12.67 3436 3452 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EHLLmALADLDELLIR R A 95.00% 30.6 37.3 2.7 2 m5: Oxidation (+15.99) 627.4184 1,879.23 1,881.02 3 -0.7747 121.3 1479 1494 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EHLLmALADLDELLIR R A 95.00% 85.9 37.3 6.21 2 m5: Oxidation (+15.99) 628.0894 1,881.25 1,881.02 3 1.238 125.2 1479 1494 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EHLLMALAGIDTLLIR R A 95.00% 33.3 37.7 1.8 2 890.6159 1,779.22 1,779.02 2 1.204 113.3 1075 1090 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EHLLmALAGIDTLLIR R A 95.00% 57.4 37.7 1.54 2 m5: Oxidation (+15.99) 599.0772 1,794.21 1,795.02 3 0.2022 112.6 1075 1090 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EHLLmALAGIDTLLIR R A 95.00% 74.6 37.7 6.41 2 m5: Oxidation (+15.99) 898.1183 1,794.22 1,795.02 2 0.2144 119.4 1075 1090 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EHLLMALAGIDTLLIR R A 95.00% 75.8 37.6 3.38 2 593.6702 1,777.99 1,779.02 3 -0.02405 -13.52 1075 1090 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EHLLmALAGIDTLLIR R A 95.00% 76.8 37.5 3.7 2 m5: Oxidation (+15.99) 599.2502 1,794.73 1,795.02 3 0.721 -156.9 1075 1090 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EQAWQRPDGQPATR R E 95.00% 33.9 37.7 1.18 2 547.3225 1,638.95 1,639.79 3 0.1592 97.06 1061 1074 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EVSEAVVDTLESEYLK R I 95.00% 20.1 37.3 0.854 2 906.5714 1,811.13 1,810.90 2 1.24 130.8 110 125 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% EVSEAVVDTLESEYLK R I 95.00% 54.1 37.3 5.11 2 906.065 1,810.12 1,810.90 2 0.227 125.3 110 125 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FDAGSGmATIR R H 95.00% 65.9 39 2.49 2 m7: Oxidation (+15.99) 571.2603 1,140.51 1,141.53 2 -0.01749 -15.32 3737 3747 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FDAGSGMATIR R H 95.00% 67.9 38.8 3.34 2 563.3188 1,124.62 1,125.54 2 0.09443 83.89 3737 3747 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FDAGSGmATIR R H 95.00% 77.1 39 3.68 2 m7: Oxidation (+15.99) 571.3138 1,140.61 1,141.53 2 0.08965 78.53 3737 3747 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FDAGSGMATIR R H 95.00% 77.4 38.8 4.72 2 563.3182 1,124.62 1,125.54 2 0.09325 82.84 3737 3747 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FDAGSGMATIR R H 95.00% 78.1 38.8 4.74 2 563.3703 1,124.73 1,125.54 2 0.1974 175.4 3737 3747 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FLGDKVTSYGGELR R F 95.00% 29.7 38.2 2.24 2 771.5103 1,541.01 1,541.80 2 0.2172 140.9 997 1010 TRUE
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HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FLGDKVTSYGGELR R F 95.00% 37.9 38.2 2.23 2 514.6762 1,541.01 1,541.80 3 0.2181 141.5 997 1010 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FLGDKVTSYGGELR R F 95.00% 41.6 38.2 0 2 514.655 1,540.94 1,541.80 3 0.1544 100.1 997 1010 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FLGDKVTSYGGELR R F 95.00% 42.5 38.2 1.6 2 514.6802 1,541.02 1,541.80 3 0.23 149.1 997 1010 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FLGDKVTSYGGELR R F 95.00% 47.3 38.2 0 2 514.6704 1,540.99 1,541.80 3 0.2006 130.1 997 1010 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FLGDKVTSYGGELR R F 95.00% 56 38.1 2.6 2 515.0218 1,542.04 1,541.80 3 1.255 163.3 997 1010 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FLGDKVTSYGGELR R F 95.00% 64.3 38.2 4.77 2 771.5024 1,540.99 1,541.80 2 0.2014 130.6 997 1010 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% FLVHDSFWALPEQFLGNK R V 95.00% 43.3 36.5 0 2 717.0682 2,148.18 2,148.09 3 1.099 44.59 589 606 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% GGSLPPHTQVHGSR R L 95.00% 42.3 38.6 0.721 2 477.6602 1,429.96 1,429.73 3 1.236 163.3 2088 2101 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% GHTPTQPGALNQR R Q 95.00% 32.5 38.7 1.77 2 688.821 1,375.63 1,376.70 2 -0.06833 -49.64 648 660 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% GHTPTQPGALNQR R Q 95.00% 41.2 38.7 2.64 2 459.6271 1,375.86 1,376.70 3 0.1635 118.8 648 660 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% GHTPTQPGALNQR R Q 95.00% 48 38.7 0 2 459.662 1,375.96 1,376.70 3 0.2683 194.9 648 660 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% GHTPTQPGALNQR R Q 95.00% 50.6 38.7 2.72 2 459.6309 1,375.87 1,376.70 3 0.1751 127.2 648 660 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% GmLEPVQRPDVVLVGAGYR R L 95.00% 33.9 36.5 2.3 2 m2: Oxidation (+15.99) 691.7309 2,072.17 2,072.10 3 1.082 38.29 625 643 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% GMVFGIPDGVLELVPQR R G 95.00% 30.9 37.3 1.05 2 610.1188 1,827.33 1,826.98 3 1.358 194.3 486 502 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% GMVFGIPDGVLELVPQR R G 95.00% 87.8 37.3 4.92 2 914.0988 1,826.18 1,826.98 2 0.2066 113.1 486 502 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% HLISTHFAPGDFQGFALVNPQR R N 95.00% 37.3 35.8 0.959 2 818.4932 2,452.46 2,452.25 3 1.213 85.6 1342 1363 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% IQVVVLSASDASPPPVK R I 95.00% 119 37.6 7.11 2 854.0512 1,706.09 1,706.97 2 0.1262 73.95 2038 2054 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LDGSLPPDSR K L 95.00% 48.8 39.2 1.22 2 528.8063 1,055.60 1,056.53 2 0.07303 69.11 3611 3620 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LDVEFKPLAPDGVLLFSGGK R S 94.90% 0 0 2.46 2 702.0052 2,102.99 2,102.15 3 1.847 -75.15 3953 3972 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LDVEFKPLAPDGVLLFSGGK R S 95.00% 56.8 36.6 2.96 2 701.7771 2,102.31 2,102.15 3 1.163 76.19 3953 3972 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LDVEFKPLAPDGVLLFSGGK R S 95.00% 62.1 36.7 6.62 2 701.4602 2,101.36 2,102.15 3 0.2124 101 3953 3972 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LDVEFKPLAPDGVLLFSGGK R S 95.00% 64.5 36.7 2.4 2 701.3973 2,101.17 2,102.15 3 0.02378 11.31 3953 3972 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LEGDTLIIPR R V 95.00% 44.5 38.9 1.08 2 563.8534 1,125.69 1,126.65 2 0.05264 46.72 3258 3267 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LEGDTLIIPR R V 95.00% 76 38.9 3.46 2 563.8774 1,125.74 1,126.65 2 0.1006 89.3 3258 3267 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LEGDTLIIPR R V 95.00% 76.4 38.9 3.3 2 563.8824 1,125.75 1,126.65 2 0.1106 98.17 3258 3267 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LEGDTLIIPR R V 95.00% 84.1 38.9 2.89 2 563.9113 1,125.81 1,126.65 2 0.1683 149.4 3258 3267 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LEGDTLIIPR R V 95.00% 84.1 38.9 1.96 2 563.8455 1,125.68 1,126.65 2 0.03673 32.6 3258 3267 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LEGDTLIIPR R V 95.00% 84.2 38.9 2.17 2 563.9 1,125.79 1,126.65 2 0.1458 129.4 3258 3267 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LGTVPQFPR R A 95.00% 37.9 39.4 1.49 2 507.8509 1,013.69 1,014.57 2 0.1212 119.5 189 197 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LGTVPQFPR R A 95.00% 59.2 39.4 2.48 2 507.8572 1,013.70 1,014.57 2 0.1339 131.9 189 197 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LLSGPYFWSLPSR R F 95.00% 32.1 38.2 0.658 2 762.4803 1,522.95 1,522.81 2 1.148 95.28 984 996 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LLSGPYFWSLPSR R F 95.00% 39.2 38.2 2.27 2 762.4503 1,522.89 1,522.81 2 1.088 55.91 984 996 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LLSGPYFWSLPSR R F 95.00% 46.1 38.2 1.85 2 761.9897 1,521.96 1,522.81 2 0.1668 109.5 984 996 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LLSGPYFWSLPSR R F 95.00% 49.8 38.2 3.3 2 761.9842 1,521.95 1,522.81 2 0.1558 102.3 984 996 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LLSGPYFWSLPSR R F 95.00% 60.4 38.2 1.12 2 761.9923 1,521.97 1,522.81 2 0.1719 112.9 984 996 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LLSGPYFWSLPSR R F 95.00% 65.8 38.2 2.21 2 761.9466 1,521.88 1,522.81 2 0.08056 52.9 984 996 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LSGSHSQGVAYPVR R I 95.00% 53.1 38.3 1 2 486.625 1,456.85 1,457.75 3 0.1108 76 2524 2537 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LSGSHSQGVAYPVR R I 95.00% 54.9 38.3 1.77 2 486.6789 1,457.02 1,457.75 3 0.2727 187 2524 2537 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LSGSHSQGVAYPVR R I 95.00% 75.4 38.5 0 2 486.9062 1,457.70 1,457.75 3 0.9545 -33.1 2524 2537 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% LSGSHSQGVAYPVR R I 95.00% 84.3 38.3 2.96 2 486.6586 1,456.95 1,457.75 3 0.2116 145.1 2524 2537 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% MASVGLSDIAMDTTVTHATSHGR K A 95.00% 45.5 36.2 0 2 786.8062 2,357.40 2,358.12 3 0.2862 121.3 702 724 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% QPDFISFGLVGGRPEFR R F 90.30% 34 37.1 0 2 641.4002 1,921.18 1,921.99 3 0.1939 100.8 3720 3736 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% QPQAIITWYK R R 95.00% 39.5 39 2.52 2 624.3336 1,246.65 1,247.68 2 -0.01851 -14.83 2656 2665 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% QPQAIITWYK R R 95.00% 39.9 39 1.7 2 624.3977 1,246.78 1,247.68 2 0.1097 87.89 2656 2665 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% QPQAIITWYK R R 95.00% 42.7 39 1.82 2 624.4026 1,246.79 1,247.68 2 0.1195 95.74 2656 2665 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% QPQAIITWYK R R 95.00% 42.8 38.9 1.42 2 624.9003 1,247.79 1,247.68 2 1.115 89.77 2656 2665 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% QPQAIITWYK R R 95.00% 46.6 39 2.08 2 624.3521 1,246.69 1,247.68 2 0.01846 14.8 2656 2665 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SAEPLALGR R W 95.00% 41.9 39.1 1.24 2 457.3353 912.656 913.5102 2 0.153 167.5 4004 4012 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SAEPLALGR R W 95.00% 47.7 39.1 1.11 2 457.3475 912.6805 913.5102 2 0.1776 194.3 4004 4012 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SAEPLALGR R W 95.00% 48.2 39.1 0 2 457.3255 912.6365 913.5102 2 0.1336 146.2 4004 4012 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SIEYSPQLEDAGSR R E 95.00% 57.5 38.2 3.05 2 776.4436 1,550.87 1,551.73 2 0.1513 97.49 93 106 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SIEYSPQLEDAGSR R E 95.00% 66.2 38.2 5.66 2 776.4534 1,550.89 1,551.73 2 0.1709 110.2 93 106 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SIEYSPQLEDAGSREFR R E 95.00% 42.1 37.2 1.74 2 662.3212 1,983.94 1,983.94 3 1.008 2.862 93 109 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SPAYTLVWTR K L 92.80% 13.5 38.8 0.699 2 597.8436 1,193.67 1,193.63 2 1.049 38.39 1799 1808 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SPAYTLVWTR K L 95.00% 34.7 38.8 0.796 2 597.8303 1,193.65 1,193.63 2 1.022 16.07 1799 1808 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SPAYTLVWTR K L 95.00% 53.7 38.9 2.57 2 597.3771 1,192.74 1,193.63 2 0.1155 96.78 1799 1808 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SPAYTLVWTR K L 95.00% 63.1 38.9 2.23 2 597.3213 1,192.63 1,193.63 2 0.003927 3.29 1799 1808 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SPAYTLVWTR K L 95.00% 63.5 38.9 2.92 2 597.385 1,192.76 1,193.63 2 0.1314 110.1 1799 1808 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SPAYTLVWTR K L 95.00% 71.2 38.9 3.17 2 597.3269 1,192.64 1,193.63 2 0.01526 12.79 1799 1808 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% SPAYTLVWTR K L 95.00% 71.3 38.9 2.48 2 597.3644 1,192.71 1,193.63 2 0.09012 75.5 1799 1808 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VAEGQTLDLK R C 95.00% 45 39.9 1.25 2 537.3661 1,072.72 1,073.58 2 0.1409 131.3 2838 2847 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VAEGQTLDLK R C 95.00% 45.2 39.9 0.745 2 537.3769 1,072.74 1,073.58 2 0.1627 151.5 2838 2847 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VAEGQTLDLK R C 95.00% 65.1 39.9 1.12 2 537.3523 1,072.69 1,073.58 2 0.1133 105.5 2838 2847 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VAEGQTLDLK R C 95.00% 65.8 39.9 2.89 2 537.361 1,072.71 1,073.58 2 0.1308 121.8 2838 2847 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VAEGQTLDLK R C 95.00% 71.8 39.9 2.23 2 537.3446 1,072.67 1,073.58 2 0.0979 91.18 2838 2847 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VGGHLRPGIVQSGGVVR K I 95.00% 39.9 37.8 2.92 2 563.3896 1,687.15 1,687.97 3 0.1826 108.2 3525 3541 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VGGHLRPGIVQSGGVVR K I 95.00% 40.8 37.8 1.7 2 563.3852 1,687.13 1,687.97 3 0.1694 100.3 3525 3541 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VGGHLRPGIVQSGGVVR K I 95.00% 61.4 37.8 0.796 2 563.729 1,688.17 1,687.97 3 1.201 117.3 3525 3541 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VGGHLRPGIVQSGGVVR K I 95.00% 62 37.8 2.96 2 563.3792 1,687.12 1,687.97 3 0.1513 89.62 3525 3541 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VISSGSVASYVTSPQGFQFR R R 95.00% 52.6 36.9 1.12 2 706.7569 2,117.25 2,117.07 3 1.19 88.34 168 187 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VPGSPTNLANR R Q 95.00% 72.7 38.8 4.22 2 563.3479 1,124.68 1,125.60 2 0.0874 77.64 3709 3719 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VPGSPTNLANR R Q 95.00% 73.8 38.8 5.64 2 563.3593 1,124.70 1,125.60 2 0.1103 97.95 3709 3719 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VPGSPTNLANR R Q 95.00% 81.5 38.8 4.21 2 563.3703 1,124.73 1,125.60 2 0.1321 117.4 3709 3719 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VTSYGGELR K F 95.00% 43.7 39 0.959 2 491.3133 980.612 981.5 2 0.1192 121.5 1002 1010 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% VVPYFTQTPYSFLPLPTIK R D 92.30% 15.8 36.4 0.796 2 737.7302 2,210.17 2,211.21 3 -0.03425 -15.49 3662 3680 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% YELGSGLAVLR R S 95.00% 69.6 39.3 2.51 2 589.3536 1,176.69 1,177.66 2 0.04229 35.91 3993 4003 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% YELGSGLAVLR R S 95.00% 73.4 39.3 3.04 2 589.3753 1,176.74 1,177.66 2 0.08563 72.7 3993 4003 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% YELGSGLAVLR R S 95.00% 73.8 39.3 2.92 2 589.3619 1,176.71 1,177.66 2 0.05896 50.06 3993 4003 TRUE

HFF Repeat 1 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 39 43 112 11.80% YELGSGLAVLR R S 95.00% 79.7 39.3 2.72 2 589.3713 1,176.73 1,177.66 2 0.07763 65.91 3993 4003 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% LRVDPVNFK K L 95.00% 26.4 39.8 1.02 2 544.3663 1,086.72 1,087.63 2 0.09933 91.32 92 100 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% mFLSFPTTK R T 90.50% 37.7 39.8 0 2 m1: Oxidation (+15.99) 544.3314 1,086.65 1,087.55 2 0.1062 97.68 33 41 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% MFLSFPTTK R T 92.40% 38.6 39.6 0 2 536.318 1,070.62 1,071.55 2 0.07422 69.25 33 41 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% MFLSFPTTK R T 92.50% 38.6 39.6 0 2 536.3243 1,070.63 1,071.55 2 0.08687 81.06 33 41 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% MFLSFPTTK R T 95.00% 25.9 39.6 1.01 2 536.341 1,070.67 1,071.55 2 0.1202 112.2 33 41 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% MFLSFPTTK R T 95.00% 35.5 39.6 1.39 2 536.3095 1,070.60 1,071.55 2 0.05721 53.38 33 41 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% MFLSFPTTK R T 95.00% 39.5 39.6 1.77 2 536.3013 1,070.59 1,071.55 2 0.04083 38.1 33 41 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% mFLSFPTTK R T 95.00% 41.5 39.8 2.47 2 m1: Oxidation (+15.99) 544.3196 1,086.62 1,087.55 2 0.08258 75.92 33 41 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% MFLSFPTTK R T 95.00% 58.1 39.8 1.17 2 536.8105 1,071.61 1,071.55 2 1.059 52.68 33 41 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% VGAHAGEYGAEALER K M 95.00% 44.7 38.2 1.17 2 510.7202 1,529.14 1,529.73 3 0.4117 269 18 32 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% VGAHAGEYGAEALER K M 95.00% 62.6 38.2 1.89 2 510.6298 1,528.87 1,529.73 3 0.1404 91.74 18 32 TRUE

HFF Repeat 1 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 12 23.20% VGAHAGEYGAEALER K M 95.00% 64.3 38.3 0.921 2 510.9559 1,529.85 1,529.73 3 1.119 75.82 18 32 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% AAVFHEKDYDSLAQPGFFDR R F 95.00% 52.1 36.1 1.18 2 771.8033 2,312.39 2,313.09 3 0.3016 130.4 994 1013 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% DIASTPHELYR R N 95.00% 58.7 38.7 3.37 2 651.3705 1,300.73 1,301.65 2 0.08511 65.38 203 213 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% DYDSLAQPGFFDR K F 95.00% 67.4 38.3 7.41 2 765.9303 1,529.85 1,530.69 2 0.1671 109.2 1001 1013 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% EQGLRDIASTPHELYR K N 95.00% 24.6 37.2 1.24 2 629.346 1,885.02 1,884.96 3 1.067 34.06 198 213 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% GPQGALGEPGK R Q 95.00% 39.8 38.9 0.678 2 505.844 1,009.67 1,010.53 2 0.1539 152.3 475 485 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% GPQGALGEPGK R Q 95.00% 42.1 38.9 1.54 2 505.8123 1,009.61 1,010.53 2 0.09043 89.48 475 485 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% GPQGALGEPGKQGSR R G 95.00% 44 38.2 3.17 2 480.6738 1,439.00 1,438.74 3 1.267 183.4 475 489 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% LFAVAPNQNLK R E 95.00% 29.2 39 1.66 2 607.8909 1,213.77 1,214.69 2 0.0853 70.22 187 197 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% LFAVAPNQNLK R E 95.00% 42.5 39.2 3.02 2 608.4319 1,214.85 1,214.69 2 1.167 135.4 187 197 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% LFAVAPNQNLK R E 95.00% 51.5 39 2.85 2 607.8688 1,213.72 1,214.69 2 0.04109 33.82 187 197 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% LFAVAPNQNLK R E 95.00% 62.2 39 2.85 2 607.8828 1,213.75 1,214.69 2 0.06903 56.82 187 197 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% LFAVAPNQNLKEQGLR R D 95.00% 29.4 37.3 1.27 2 600.1182 1,797.33 1,798.00 3 0.3429 190.6 187 202 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% NDYATMLPDSTEIDQDTINR R I 95.00% 46.3 36.1 1.16 2 771.7424 2,312.21 2,312.04 3 1.177 75.54 214 233 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% NFVINVVNR K L 95.00% 32 39.8 0.824 2 537.8443 1,073.67 1,074.61 2 0.07593 70.65 636 644 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% NLEWIAGGTWTPSALK K F 95.00% 37.7 37.5 1.6 2 872.509 1,743.00 1,743.91 2 0.1041 59.71 693 708 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% NLEWIAGGTWTPSALK K F 95.00% 62.3 37.5 1.62 2 872.5478 1,743.08 1,743.91 2 0.1816 104.1 693 708 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% NLQGISSFR K R 95.00% 39.2 39.5 1.03 2 511.3751 1,020.74 1,021.54 2 0.2004 196.1 121 129 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% NLQGISSFR K R 95.00% 45.9 39.5 1.47 2 511.3203 1,020.63 1,021.54 2 0.09073 88.81 121 129 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% RDDDPLNAR R V 95.00% 41 39.6 3.47 2 536.2503 1,070.49 1,071.52 2 -0.02467 -23.03 868 876 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% RDDDPLNAR R V 95.00% 60.1 39.6 2.8 2 536.3185 1,070.62 1,071.52 2 0.1118 104.3 868 876 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% RFVEQVAR R R 93.20% 39.2 39.7 0 2 502.8017 1,003.59 1,004.56 2 0.03265 32.5 854 861 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% RFVEQVAR R R 95.00% 33 39.7 2.25 2 502.8748 1,003.74 1,004.56 2 0.1788 178 854 861 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% VFAVVITDGR R H 95.00% 37 39.6 2 2 538.8036 1,075.59 1,076.61 2 -0.01001 -9.295 725 734 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% VFAVVITDGR R H 95.00% 56.2 39.6 2.62 2 538.8748 1,075.74 1,076.61 2 0.1324 122.9 725 734 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% YGGLHFSDQVEVFSPPGSDR R A 90.50% 33.5 36.5 0 2 731.9402 2,192.80 2,194.02 3 -0.2141 -97.62 96 115 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% YGGLHFSDQVEVFSPPGSDR R A 95.00% 37.2 36.4 0.854 2 732.4307 2,194.27 2,194.02 3 1.257 116 96 115 TRUE

HFF Repeat 1 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 16 16 27 16.00% YGGLHFSDQVEVFSPPGSDR R A 95.00% 45.2 36.5 1.74 2 732.0902 2,193.25 2,194.02 3 0.2359 107.5 96 115 TRUE

HFF Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 7 15.50% HVLFGTVGVPEHTYR K S 95.00% 26.7 37.7 1.54 2 571.3908 1,711.15 1,711.89 3 0.2663 155.5 61 75 TRUE

HFF Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 7 15.50% HVLFGTVGVPEHTYR K S 95.00% 28.7 37.7 1.77 2 571.325 1,710.95 1,711.89 3 0.06885 40.22 61 75 TRUE

HFF Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 7 15.50% HVLFGTVGVPEHTYR K S 95.00% 40.2 37.6 0 2 571.6682 1,711.98 1,711.89 3 1.098 55.88 61 75 TRUE

HFF Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 7 15.50% HVLFGTVGVPEHTYR K S 95.00% 52.5 37.6 2.8 2 571.7044 1,712.09 1,711.89 3 1.207 119.3 61 75 TRUE

HFF Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 7 15.50% HVLFGTVGVPEHTYR K S 95.00% 57.6 37.7 5.82 2 571.3807 1,711.12 1,711.89 3 0.2361 137.9 61 75 TRUE

HFF Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 7 15.50% VLYLSAFTSK K D 95.00% 52.5 39.3 1.12 2 564.8624 1,127.71 1,128.63 2 0.08754 77.55 88 97 TRUE

HFF Repeat 1 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 7 15.50% VLYLSAFTSK K D 95.00% 53.8 39.3 0.886 2 564.8472 1,127.68 1,128.63 2 0.0571 50.59 88 97 TRUE

HFF Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 5 5 7 8.28% EGDLIAAQAR K L 95.00% 47.2 39.5 1.72 2 522.3464 1,042.68 1,043.55 2 0.1374 131.7 124 133 TRUE

HFF Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 5 5 7 8.28% ITESEEVVSR R E 95.00% 81.2 39.1 4.04 2 575.3149 1,148.62 1,148.58 2 1.043 35.17 63 72 TRUE

HFF Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 5 5 7 8.28% LADALQELR R A 95.00% 36.1 39.3 1.52 2 514.8726 1,027.73 1,028.57 2 0.1643 159.7 241 249 TRUE

HFF Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 5 5 7 8.28% NSNLVGAAHEELQQSR R I 95.00% 58.4 37.6 2.62 2 585.34 1,753.00 1,752.86 3 1.143 79.97 281 296 TRUE

HFF Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 5 5 7 8.28% NSNLVGAAHEELQQSR R I 95.00% 88 37.6 2.52 2 585.3712 1,753.09 1,752.86 3 1.237 133.4 281 296 TRUE

HFF Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 5 5 7 8.28% SLETENAGLR R L 94.80% 40.3 39.6 0 2 545.3818 1,088.75 1,089.55 2 0.2028 186.1 51 60 TRUE

HFF Repeat 1 LMNA Isoform A of Lamin-A/C IPI00021405,IPI00216952,IPI00216953,IPI00514204,IPI00644087,IPI00655812 74,122.60 100.00% 5 5 7 8.28% SLETENAGLR R L 95.00% 58.9 39.6 0 2 545.8039 1,089.59 1,089.55 2 1.047 40.59 51 60 TRUE

HFF Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 99.80% 2 2 3 8.66% GALQNIIPASTGAAK R A 95.00% 31 38.3 1.14 2 706.4253 1,410.84 1,411.79 2 0.05273 37.35 201 215 TRUE

HFF Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 99.80% 2 2 3 8.66% LISWYDNEFGYSNR K V 95.00% 25.9 37.9 1.74 2 882.9521 1,763.89 1,763.80 2 1.095 52.03 310 323 TRUE

HFF Repeat 1 GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018,IPI00795257 36,035.30 99.80% 2 2 3 8.66% LISWYDNEFGYSNR K V 95.00% 38 37.9 1.64 2 883.0288 1,764.04 1,763.80 2 1.248 139 310 323 TRUE

HFF Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 6 1.17% GYVLQEDGK R T 89.80% 36.8 39.2 0 2 504.7971 1,007.58 1,008.50 2 0.08718 86.43 2520 2528 TRUE

HFF Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 6 1.17% GYVLQEDGK R T 95.00% 36.7 39.2 1.12 2 504.8217 1,007.63 1,008.50 2 0.1364 135.2 2520 2528 TRUE

HFF Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 6 1.17% GYVLQEDGK R T 95.00% 36.8 39.2 1.33 2 504.7947 1,007.57 1,008.50 2 0.08223 81.53 2520 2528 TRUE

HFF Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 6 1.17% SATAGSEGGFLAPEYREEGAAVASR R V 95.00% 23.6 35.9 1.02 2 828.8035 2,483.39 2,483.18 3 1.216 85.94 49 73 TRUE

HFF Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 6 1.17% SATAGSEGGFLAPEYREEGAAVASR R V 95.00% 35 35.8 1.47 2 828.4913 2,482.45 2,483.18 3 0.2796 112.6 49 73 TRUE

HFF Repeat 1 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 6 1.17% SATAGSEGGFLAPEYREEGAAVASR R V 95.00% 37.4 35.9 1.96 2 828.8069 2,483.40 2,483.18 3 1.227 90.08 49 73 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% EGVYTVFAPTNEAFR R A 95.00% 23.1 37.8 1.05 2 851.4983 1,700.98 1,700.83 2 1.161 93.24 534 548 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% EGVYTVFAPTNEAFR R A 95.00% 30.4 37.7 2.68 2 851.0244 1,700.03 1,700.83 2 0.2137 125.6 534 548 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% GDELADSALEIFK R Q 95.00% 70.2 38.3 3.62 2 704.3896 1,406.76 1,407.70 2 0.0715 50.79 643 655 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% GDELADSALEIFK R Q 95.00% 73 38.3 3.82 2 704.393 1,406.77 1,407.70 2 0.07828 55.61 643 655 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% IPSETLNR K I 95.00% 47.1 39.7 0.796 2 465.3273 928.6401 929.5051 2 0.1423 153 288 295 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% IPSETLNR K I 95.00% 47.8 39.7 1.92 2 465.3329 928.6512 929.5051 2 0.1533 164.9 288 295 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% LLGDAKELANILK R Y 95.00% 43.8 38.4 2.17 2 699.4203 1,396.83 1,397.84 2 -0.003273 -2.341 558 570 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% LTLLAPLNSVFK R D 95.00% 37.2 38.8 1 2 658.879 1,315.74 1,315.80 2 0.9522 -38.35 410 421 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% LTLLAPLNSVFK R D 95.00% 38.7 38.7 1.27 2 658.4728 1,314.93 1,315.80 2 0.1397 106.2 410 421 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% LTLLAPLNSVFK R D 95.00% 55.8 38.7 2.82 2 658.4391 1,314.86 1,315.80 2 0.07241 55.02 410 421 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% NHIIKDQLASK R Y 95.00% 57.9 38.7 2 2 633.8759 1,265.74 1,266.72 2 0.02779 21.94 437 447 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% VLTPPMGTVMDVLK R G 95.00% 33.8 38.2 2.34 2 750.9303 1,499.85 1,500.82 2 0.03653 24.34 497 510 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% YGTLFTMDR R V 95.00% 38.4 39.7 1.19 2 552.7893 1,103.56 1,103.52 2 1.052 44.72 488 496 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% YGTLFTMDR R V 95.00% 46.4 39.7 2.42 2 552.3476 1,102.68 1,103.52 2 0.1689 153 488 496 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% YGTLFTMDR R V 95.00% 50.1 39.7 2.54 2 552.2883 1,102.56 1,103.52 2 0.05013 45.42 488 496 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% YGTLFTmDR R V 95.00% 51.7 39.6 0.959 2 m7: Oxidation (+15.99) 560.2977 1,118.58 1,119.51 2 0.07401 66.11 488 496 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% YGTLFTmDR R V 95.00% 54.6 39.6 1.57 2 m7: Oxidation (+15.99) 560.3718 1,118.73 1,119.51 2 0.2222 198.5 488 496 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% YLYHGQTLETLGGK K K 95.00% 51.6 37.8 2.96 2 527.3575 1,579.05 1,579.81 3 0.2461 155.8 448 461 TRUE

HFF Repeat 1 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 10 10 19 16.10% YLYHGQTLETLGGKK K L 95.00% 38.5 37.7 2.02 2 570.0331 1,707.08 1,707.91 3 0.178 104.2 448 462 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 31.7 37.6 1.48 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4897 1,774.96 1,775.81 2 0.163 91.79 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 35.2 37.6 0.678 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4463 1,774.88 1,775.81 2 0.0761 42.85 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 36 37.6 2 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0203 1,776.03 1,775.81 2 1.224 124.6 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 38 37.6 1.21 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0369 1,776.06 1,775.81 2 1.257 143.3 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AMGIMNSFVNDIFER K I 95.00% 41.2 37.7 0 2 873.0285 1,744.04 1,743.82 2 1.23 130.4 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AMGIMNSFVNDIFER K I 95.00% 0 0 4.37 2 873.4678 1,744.92 1,743.82 2 2.109 59.26 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 45.5 37.6 2.8 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5225 1,775.03 1,775.81 2 0.2286 128.7 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 46.8 37.6 2.28 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4593 1,774.90 1,775.81 2 0.1021 57.49 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 50.8 37.6 2.92 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0153 1,776.02 1,775.81 2 1.214 118.9 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 53.2 37.6 3.49 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4971 1,774.98 1,775.81 2 0.1778 100.1 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 56.9 37.6 3.74 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0269 1,776.04 1,775.81 2 1.237 132.1 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 57.4 37.6 2.8 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.011 1,776.01 1,775.81 2 1.206 114.2 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 58.5 37.6 4.05 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5231 1,775.03 1,775.81 2 0.2298 129.4 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 58.9 37.6 3.92 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5149 1,775.02 1,775.81 2 0.2133 120.1 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 65.8 37.6 3.96 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5231 1,775.03 1,775.81 2 0.2298 129.4 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AMGIMNSFVNDIFER K I 95.00% 67.9 37.5 4.23 2 872.4625 1,742.91 1,743.82 2 0.09837 56.41 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 73.2 37.6 5.05 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9603 1,775.91 1,775.81 2 1.104 57.05 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 73.8 37.6 5.85 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5133 1,775.01 1,775.81 2 0.2101 118.3 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGIMNSFVNDIFER K I 95.00% 74.6 37.6 7.39 2 m2: Oxidation (+15.99) 880.5415 1,759.07 1,759.81 2 0.2615 148.6 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 76.1 37.6 5.44 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4823 1,774.95 1,775.81 2 0.1481 83.39 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 76.6 37.6 5.46 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0031 1,775.99 1,775.81 2 1.19 105.3 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 79.1 37.6 3.08 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5203 1,775.03 1,775.81 2 0.2241 126.2 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 81.2 37.6 7.46 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5323 1,775.05 1,775.81 2 0.2482 139.7 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 81.8 37.6 5.96 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5125 1,775.01 1,775.81 2 0.2085 117.4 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 82.1 37.6 8.28 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5313 1,775.05 1,775.81 2 0.2461 138.6 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 82.3 37.6 4 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5152 1,775.02 1,775.81 2 0.214 120.5 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 82.9 37.6 6.08 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5047 1,774.99 1,775.81 2 0.193 108.7 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AMGIMNSFVNDIFER K I 95.00% 83.2 37.5 6.77 2 872.548 1,743.08 1,743.82 2 0.2693 154.4 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGImNSFVNDIFER K I 95.00% 83.5 37.6 5.23 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4978 1,774.98 1,775.81 2 0.1791 100.8 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGIMNSFVNDIFER K I 95.00% 84.9 37.6 7.82 2 m2: Oxidation (+15.99) 880.5441 1,759.07 1,759.81 2 0.2667 151.5 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AMGImNSFVNDIFER K I 95.00% 88.2 37.6 5.22 2 m5: Oxidation (+15.99) 880.4746 1,758.93 1,759.81 2 0.1276 72.49 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AmGIMNSFVNDIFER K I 95.00% 93.3 37.6 6.7 2 m2: Oxidation (+15.99) 880.5291 1,759.04 1,759.81 2 0.2366 134.4 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AMGImNSFVNDIFER K I 95.00% 95.1 37.6 5.03 2 m5: Oxidation (+15.99) 880.5054 1,759.00 1,759.81 2 0.1894 107.6 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% AMGImNSFVNDIFER K I 95.00% 108 37.6 4.85 2 m5: Oxidation (+15.99) 880.4495 1,758.88 1,759.81 2 0.07747 44.02 59 73 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% EIQTAVRLLLPGELAK R H 94.20% 24.8 37.7 0.824 2 584.7619 1,751.26 1,751.04 3 1.228 128.6 94 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% EIQTAVRLLLPGELAK R H 95.00% 24.2 37.8 1.37 2 876.1253 1,750.24 1,751.04 2 0.2004 114.4 94 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% EIQTAVRLLLPGELAK R H 95.00% 32 37.8 3.47 2 876.1045 1,750.19 1,751.04 2 0.1588 90.71 94 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 38.8 39.1 1.21 2 569.2663 1,136.52 1,137.55 2 -0.02087 -18.35 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 44.5 39 1.72 2 569.756 1,137.50 1,137.55 2 0.9586 -38.8 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 45.5 39.1 0.721 2 569.3433 1,136.67 1,137.55 2 0.1331 117 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 47.9 39.1 2.26 2 569.3296 1,136.64 1,137.55 2 0.1057 92.95 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 47.9 39.1 2.04 2 569.3025 1,136.59 1,137.55 2 0.05164 45.4 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 61.7 39.1 1.16 2 569.3195 1,136.62 1,137.55 2 0.0855 75.15 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 63.4 39.1 2.1 2 569.3366 1,136.66 1,137.55 2 0.1199 105.4 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 64.5 39.1 1.49 2 569.3192 1,136.62 1,137.55 2 0.08499 74.7 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYK K V 95.00% 64.8 39.1 1.34 2 569.3204 1,136.63 1,137.55 2 0.08731 76.75 36 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYKVLK K Q 91.10% 24.6 38.5 0.62 2 739.4757 1,476.94 1,477.79 2 0.1505 101.9 36 47 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYKVLK K Q 95.00% 21.8 38.5 1.24 2 739.4821 1,476.95 1,477.79 2 0.1632 110.4 36 47 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% ESYSVYVYKVLK K Q 95.00% 34.8 38.5 1.72 2 739.4829 1,476.95 1,477.79 2 0.1649 111.6 36 47 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 32.1 38.8 2.41 2 633.3895 1,264.76 1,265.64 2 0.1305 103.1 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 35.1 38.8 2.41 2 633.3153 1,264.62 1,265.64 2 -0.01787 -14.12 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 45.8 38.8 1.72 2 633.3591 1,264.70 1,265.64 2 0.06978 55.13 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 51.5 38.8 4.49 2 633.3764 1,264.74 1,265.64 2 0.1043 82.42 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 51.7 38.8 4.02 2 633.3866 1,264.76 1,265.64 2 0.1248 98.61 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 51.7 38.8 3.03 2 633.4009 1,264.79 1,265.64 2 0.1534 121.2 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 52.7 38.8 2.4 2 633.3377 1,264.66 1,265.64 2 0.02697 21.31 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 54.2 38.8 3.57 2 633.3684 1,264.72 1,265.64 2 0.08847 69.89 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 62.4 38.8 3.35 2 633.3537 1,264.69 1,265.64 2 0.05888 46.52 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYK R V 95.00% 66.1 38.8 2.92 2 633.3652 1,264.72 1,265.64 2 0.08201 64.8 35 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% KESYSVYVYKVLK R Q 92.30% 0 0 2.23 2 536.0652 1,605.17 1,605.89 3 0.2924 182 35 47 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAK R H 90.60% 17.9 38.8 0.62 2 477.3582 952.7018 953.6032 2 0.1058 110.9 101 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAK R H 95.00% 40.3 38.8 0 2 477.3716 952.7286 953.6032 2 0.1326 139.1 101 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAK R H 95.00% 40.4 38.8 0 2 477.3846 952.7547 953.6032 2 0.1587 166.4 101 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAK R H 95.00% 40.6 38.8 0 2 477.3522 952.6898 953.6032 2 0.09387 98.43 101 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAK R H 95.00% 40.9 38.8 0 2 477.3876 952.7607 953.6032 2 0.1647 172.7 101 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAK R H 95.00% 41.2 38.8 0 2 477.3303 952.646 953.6032 2 0.05003 52.46 101 109 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAKHAVSEGTK R A 95.00% 37.6 37.8 3.74 2 588.3864 1,762.14 1,763.01 3 0.1383 78.44 101 117 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAKHAVSEGTK R A 95.00% 41.7 37.8 4.17 2 588.395 1,762.16 1,763.01 3 0.164 92.99 101 117 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAKHAVSEGTK R A 95.00% 43.5 37.8 1.77 2 588.7124 1,763.12 1,763.01 3 1.116 64.33 101 117 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAKHAVSEGTK R A 95.00% 49.3 37.8 1.59 2 588.7099 1,763.11 1,763.01 3 1.109 60.14 101 117 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% LLLPGELAKHAVSEGTK R A 95.00% 54.5 37.8 1.46 2 588.3969 1,762.17 1,763.01 3 0.1696 96.16 101 117 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% qVHPDTGISSK K A 95.00% 0 0 1.96 2 n-term: Pyro-cmC (-17.03) 576.3566 1,150.70 1,151.57 2 0.1367 118.7 48 58 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% qVHPDTGISSK K A 95.00% 0 0 2 2 n-term: Pyro-cmC (-17.03) 576.35 1,150.69 1,151.57 2 0.1235 107.3 48 58 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% qVHPDTGISSK K A 95.00% 0 0 2.11 2 n-term: Pyro-cmC (-17.03) 576.3269 1,150.64 1,151.57 2 0.07722 67.05 48 58 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% qVHPDTGISSK K A 95.00% 0 0 2.23 2 n-term: Pyro-cmC (-17.03) 576.3403 1,150.67 1,151.57 2 0.104 90.28 48 58 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% SRKESYSVYVYK R V 95.00% 0 0 2.55 2 503.9751 1,508.90 1,508.77 3 1.136 88.53 33 44 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% STITSREIQTAVR R L 95.00% 38.8 38.5 1.85 2 731.4613 1,460.91 1,461.80 2 0.1132 77.43 88 100 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% STITSREIQTAVR R L 95.00% 43.7 38.5 2.66 2 487.9664 1,460.88 1,461.80 3 0.0827 56.57 88 100 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% STITSREIQTAVR R L 95.00% 44.1 38.5 1.66 2 731.4754 1,460.94 1,461.80 2 0.1416 96.84 88 100 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% STITSREIQTAVR R L 95.00% 44.6 38.5 1.96 2 731.4264 1,460.84 1,461.80 2 0.04349 29.75 88 100 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% STITSREIQTAVR R L 95.00% 51.7 38.5 3.14 2 731.4728 1,460.93 1,461.80 2 0.1362 93.18 88 100 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% STITSREIQTAVR R L 95.00% 56.3 38.5 2.57 2 731.4037 1,460.79 1,461.80 2 -0.001849 -1.265 88 100 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% STITSREIQTAVR R L 95.00% 67 38.5 3.66 2 731.4427 1,460.87 1,461.80 2 0.07606 52.03 88 100 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% VLKQVHPDTGISSK K A 95.00% 19.5 38.2 2 2 503.6936 1,508.06 1,508.84 3 0.2228 147.6 45 58 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% VLKQVHPDTGISSK K A 95.00% 32 38.2 1.59 2 503.7339 1,508.18 1,508.84 3 0.3438 227.8 45 58 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% VLKQVHPDTGISSK K A 95.00% 38.2 38.2 1.38 2 503.7249 1,508.15 1,508.84 3 0.3169 210 45 58 TRUE

HFF Repeat 1 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 12 14 87 56.30% VLKQVHPDTGISSK K A 95.00% 44.6 38.2 3.21 2 503.7028 1,508.09 1,508.84 3 0.2504 165.9 45 58 TRUE

HFF Repeat 1 ATP5O ATP synthase subunit O, mitochondrial precursor IPI00007611 23,259.40 99.80% 2 2 2 10.80% TDPSILGGMIVR K I 95.00% 43.3 38.9 2.92 2 629.8653 1,257.72 1,258.68 2 0.04063 32.28 177 188 TRUE

HFF Repeat 1 ATP5O ATP synthase subunit O, mitochondrial precursor IPI00007611 23,259.40 99.80% 2 2 2 10.80% VAASVLNPYVK K R 95.00% 47.7 39.3 2.39 2 580.8903 1,159.77 1,160.67 2 0.1059 91.26 74 84 TRUE

HFF Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 4 4 6 14.00% FFLSSGLIDKVDNFK R S 95.00% 68.4 37.7 2.25 2 577.3844 1,729.13 1,729.92 3 0.2224 128.5 190 204 TRUE

HFF Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 4 4 6 14.00% FFLSSGLIDKVDNFK R S 95.00% 72.5 37.7 4.49 2 577.3306 1,728.97 1,729.92 3 0.06116 35.35 190 204 TRUE

HFF Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 4 4 6 14.00% LLSDPNYGVHLPAVK K L 95.00% 33.2 37.8 0.745 2 542.008 1,623.00 1,622.89 3 1.119 71.65 100 114 TRUE

HFF Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 4 4 6 14.00% SLSLSKLEDPHVDIIR K R 95.00% 28.4 37.7 1.23 2 608.348 1,822.02 1,822.01 3 1.022 10.75 205 220 TRUE

HFF Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 4 4 6 14.00% TSSQPGFLER K L 95.00% 37.3 39.5 1.92 2 561.351 1,120.69 1,121.56 2 0.1362 121.4 19 28 TRUE

HFF Repeat 1 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 4 4 6 14.00% TSSQPGFLER K L 95.00% 58.4 39.5 2.21 2 561.375 1,120.74 1,121.56 2 0.184 164.1 19 28 TRUE

HFF Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 7 14.50% LTLSALLDGK K N 95.00% 58.1 39.7 1.96 2 515.8323 1,029.65 1,030.61 2 0.04273 41.46 257 266 TRUE

HFF Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 7 14.50% LTLSALLDGK K N 95.00% 59.9 39.8 1.72 2 516.3926 1,030.77 1,030.61 2 1.163 155.7 257 266 TRUE

HFF Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 7 14.50% LTLSALLDGK K N 95.00% 60.6 39.7 1.55 2 515.8629 1,029.71 1,030.61 2 0.1039 100.8 257 266 TRUE

HFF Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 7 14.50% LTLSALLDGK K N 95.00% 78.6 39.7 2.14 2 515.8542 1,029.69 1,030.61 2 0.08662 84.04 257 266 TRUE

HFF Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 7 14.50% LTLSALLDGKNVNAGGHK K L 95.00% 64.8 37.7 2.72 2 603.7638 1,808.27 1,808.00 3 1.274 150 257 274 TRUE

HFF Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 7 14.50% VTQSNFAVGYK R T 95.00% 59.8 38.8 3.29 2 607.3509 1,212.69 1,213.62 2 0.07343 60.5 164 174 TRUE

HFF Repeat 1 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 7 14.50% YQIDPDAcFSAK K V 95.00% 36.1 38.5 3.96 2 c8: Carbamidomethyl (+57.02) 708.35 1,414.69 1,414.63 2 1.062 41.73 225 236 TRUE

HFF Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 4 4 7 14.40% LTLSALVDGK K S 95.00% 78.9 39.9 1.59 2 508.8673 1,015.72 1,016.60 2 0.1285 126.4 283 292 TRUE

HFF Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 4 4 7 14.40% NNFAVGYR R T 91.00% 37 38.8 0 2 470.8038 939.593 940.4634 2 0.1368 145.4 193 200 TRUE

HFF Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 4 4 7 14.40% VNNSSLIGVGYTQTLRPGVK K L 95.00% 50 36.6 1.96 2 701.7458 2,102.22 2,103.16 3 0.06711 31.91 263 282 TRUE

HFF Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 4 4 7 14.40% YQLDPTASISAK K V 95.00% 39.3 38.9 1.85 2 647.4169 1,292.82 1,293.67 2 0.158 122.1 251 262 TRUE

HFF Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 4 4 7 14.40% YQLDPTASISAK K V 95.00% 43 38.9 3.06 2 647.3887 1,292.76 1,293.67 2 0.1016 78.49 251 262 TRUE

HFF Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 4 4 7 14.40% YQLDPTASISAK K V 95.00% 60.6 38.7 5.06 2 647.7574 1,293.50 1,293.67 2 0.8389 -126.5 251 262 TRUE

HFF Repeat 1 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 4 4 7 14.40% YQLDPTASISAK K V 95.00% 92.3 38.9 2.92 2 647.3458 1,292.68 1,293.67 2 0.01572 12.15 251 262 TRUE

HFF Repeat 1 POSTN Isoform 1 of Periostin precursor IPI00007960,IPI00218585,IPI00410241,IPI00641231 93,300.00 100.00% 3 3 3 4.43% AAAITSDILEALGR R D 95.00% 71.3 38.5 5.21 2 700.9233 1,399.83 1,400.77 2 0.06473 46.21 252 265 TRUE

HFF Repeat 1 POSTN Isoform 1 of Periostin precursor IPI00007960,IPI00218585,IPI00410241,IPI00641231 93,300.00 100.00% 3 3 3 4.43% GFEPGVTNILK K T 95.00% 19.3 39.3 1.44 2 587.8623 1,173.71 1,174.65 2 0.07043 59.95 576 586 TRUE

HFF Repeat 1 POSTN Isoform 1 of Periostin precursor IPI00007960,IPI00218585,IPI00410241,IPI00641231 93,300.00 100.00% 3 3 3 4.43% GMTSEEKEILIR K D 91.20% 35.6 38.3 0 2 469.6938 1,406.06 1,405.74 3 1.331 233.4 543 554 TRUE

HFF Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.90% 2 2 7 7.08% ISEIEDAAFLAR K E 95.00% 60.4 38.7 2.05 2 667.8194 1,333.62 1,334.70 2 -0.06369 -47.72 242 253 TRUE

HFF Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.90% 2 2 7 7.08% ISEIEDAAFLAR K E 95.00% 66.2 38.7 2.37 2 667.8903 1,333.77 1,334.70 2 0.07813 58.53 242 253 TRUE

HFF Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.90% 2 2 7 7.08% ISEIEDAAFLAR K E 95.00% 66.3 38.7 4.11 2 667.9583 1,333.90 1,334.70 2 0.2141 160.4 242 253 TRUE

HFF Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.90% 2 2 7 7.08% ISEIEDAAFLAR K E 95.00% 70.6 38.7 2.33 2 667.8786 1,333.74 1,334.70 2 0.05479 41.05 242 253 TRUE

HFF Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.90% 2 2 7 7.08% ISEIEDAAFLAR K E 95.00% 70.7 38.7 3.44 2 667.8903 1,333.77 1,334.70 2 0.07813 58.53 242 253 TRUE

HFF Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.90% 2 2 7 7.08% SVQTTLQTDEVK K N 95.00% 35.5 39.1 1.14 2 675.4225 1,348.83 1,348.70 2 1.142 103.2 61 72 TRUE

HFF Repeat 1 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.90% 2 2 7 7.08% SVQTTLQTDEVK K N 95.00% 57.1 39.1 3.06 2 674.8666 1,347.72 1,348.70 2 0.03036 22.51 61 72 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% AQITGYRLTVGLTR R R 95.00% 45.7 38.2 0 2 517.3469 1,549.02 1,548.89 3 1.14 88.66 1022 1035 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DDKESVPISDTIIPAVPPPTDLR K F 94.20% 34.8 35.7 0 2 826.177 2,475.51 2,475.30 3 1.218 87.06 1252 1274 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 21.8 35.7 1.25 2 825.8377 2,474.49 2,475.30 3 0.2003 80.89 1252 1274 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 27.3 35.7 1.47 2 826.1732 2,475.50 2,475.30 3 1.207 82.38 1252 1274 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 31.1 35.8 1 2 825.8811 2,474.62 2,475.30 3 0.3305 133.5 1252 1274 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 34 35.8 1.25 2 826.2239 2,475.65 2,475.30 3 1.359 143.8 1252 1274 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 36 35.7 0 2 826.1788 2,475.51 2,475.30 3 1.223 89.13 1252 1274 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DGQERDAPIVNK R V 95.00% 28 38.7 0.921 2 671.3785 1,340.74 1,341.68 2 0.07373 54.95 1158 1169 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 94.50% 39.4 38.9 0 2 646.89 1,291.77 1,292.67 2 0.09933 76.83 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 95.00% 38 38.9 1.68 2 646.8003 1,291.59 1,292.67 2 -0.08017 -62.02 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 95.00% 40.7 38.9 2.72 2 646.8683 1,291.72 1,292.67 2 0.05591 43.25 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 95.00% 43.2 38.9 4.34 2 646.914 1,291.81 1,292.67 2 0.1473 114 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 95.00% 46.6 38.9 2.26 2 647.3539 1,292.69 1,292.67 2 1.027 18.84 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 95.00% 47.5 38.9 2.66 2 646.8558 1,291.70 1,292.67 2 0.03078 23.81 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 95.00% 50.4 38.9 3 2 646.8994 1,291.78 1,292.67 2 0.118 91.28 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 95.00% 52.8 38.9 3.09 2 646.8343 1,291.65 1,292.67 2 -0.01217 -9.417 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DLQFVEVTDVK R V 95.00% 54.1 38.9 1.15 2 646.8567 1,291.70 1,292.67 2 0.03273 25.32 912 922 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DTLTSRPAQGVVTTLENVSPPR K R 95.00% 0 0 4.4 2 780.8194 2,339.44 2,338.24 3 2.207 86.26 1797 1818 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% DTLTSRPAQGVVTTLENVSPPR K R 95.00% 62.9 36.3 4.46 2 780.4089 2,338.21 2,338.24 3 0.9759 -11.47 1797 1818 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% EATIPGHLNSYTIK K G 91.40% 35.7 38.3 0 2 515.7216 1,544.14 1,543.81 3 1.339 217.4 656 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% EATIPGHLNSYTIK K G 92.80% 17.8 38.3 0.699 2 772.9521 1,543.89 1,543.81 2 1.085 53.39 656 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% EATIPGHLNSYTIK K G 95.00% 20.2 38.3 0.921 2 772.4957 1,542.98 1,543.81 2 0.1724 111.7 656 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% eATIPGHLNSYTIK K G 95.00% 0 0 2.2 2 e1: Pyro_glu (-18.01) 763.4403 1,524.87 1,525.80 2 0.07219 47.31 656 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% eATIPGHLNSYTIK K G 95.00% 0 0 2.31 2 e1: Pyro_glu (-18.01) 763.4384 1,524.86 1,525.80 2 0.06844 44.85 656 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% EESPLLIGQQSTVSDVPR R D 95.00% 37.8 37 3.74 2 978.6029 1,955.19 1,955.01 2 1.19 95.86 1435 1452 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 92.80% 18.7 37.1 0.699 2 964.6803 1,927.35 1,927.04 2 1.31 159.1 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 94.80% 18.5 37 0.796 2 964.1199 1,926.23 1,927.04 2 0.1888 97.97 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 15.5 37 2.43 2 964.1476 1,926.28 1,927.04 2 0.2442 126.7 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 26.3 37 0.824 2 964.6503 1,927.29 1,927.04 2 1.25 128 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 27.6 37 1 2 964.6484 1,927.28 1,927.04 2 1.246 126 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 29.1 37.1 1.23 2 964.1733 1,926.33 1,927.04 2 0.2955 153.3 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 35.3 37 1.29 2 643.0179 1,926.03 1,927.04 3 -0.004673 -2.425 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 36.2 37 3.42 2 964.1513 1,926.29 1,927.04 2 0.2516 130.5 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 36.9 37 1.28 2 643.2502 1,926.73 1,927.04 3 0.6923 -161.1 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 37.9 37 0 2 643.4073 1,927.20 1,927.04 3 1.164 83.47 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 38.2 37 0.824 2 643.0335 1,926.08 1,927.04 3 0.04225 21.92 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 38.4 37 0.699 2 643.3648 1,927.07 1,927.04 3 1.036 17.27 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 0 0 2.12 2 965.1349 1,928.26 1,927.04 2 2.219 110.6 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 40.8 37 0 2 643.0802 1,926.22 1,927.04 3 0.1823 94.57 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 42.1 37 1.6 2 643.0322 1,926.07 1,927.04 3 0.03825 19.85 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 42.7 37 0 2 643.0669 1,926.18 1,927.04 3 0.1423 73.81 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 43.9 37 0 2 643.3089 1,926.91 1,927.04 3 0.8685 -69.62 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 44.1 37 0 2 643.3894 1,927.15 1,927.04 3 1.11 55.61 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 45.4 37 3.07 2 964.076 1,926.14 1,927.04 2 0.101 52.39 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 45.8 37 0 2 643.0897 1,926.25 1,927.04 3 0.2109 109.4 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 46.1 37 1.48 2 643.3702 1,927.09 1,927.04 3 1.052 25.68 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 48.5 37 0 2 643.3548 1,927.04 1,927.04 3 1.006 1.747 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 48.7 37 0.77 2 643.0452 1,926.11 1,927.04 3 0.07725 40.09 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 49.8 37 1.64 2 643.0638 1,926.17 1,927.04 3 0.1332 69.1 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 50.1 37 1.47 2 643.3882 1,927.14 1,927.04 3 1.106 53.69 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 50.2 37 2.31 2 964.1061 1,926.20 1,927.04 2 0.1613 83.67 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 54 37.1 4.06 2 964.6943 1,927.37 1,927.04 2 1.338 173.6 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 54.3 37 5.21 2 964.1303 1,926.25 1,927.04 2 0.2095 108.7 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 54.4 37 0 2 643.0423 1,926.11 1,927.04 3 0.06872 35.66 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 54.5 37 2.82 2 964.5894 1,927.16 1,927.04 2 1.128 64.87 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 55.7 37 4.85 2 964.1568 1,926.30 1,927.04 2 0.2626 136.3 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 55.8 37 0 2 643.3371 1,926.99 1,927.04 3 0.9529 -25.86 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 56.5 37 0 2 643.3962 1,927.17 1,927.04 3 1.13 66.14 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 58.7 37 1.72 2 643.4102 1,927.21 1,927.04 3 1.172 87.92 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 58.9 37 2.92 2 964.6128 1,927.21 1,927.04 2 1.175 89.1 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 59.1 37 3.47 2 964.1527 1,926.29 1,927.04 2 0.2544 132 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 59.3 37 0 2 643.3982 1,927.17 1,927.04 3 1.136 69.25 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 60.4 37 5.85 2 964.4914 1,926.97 1,927.04 2 0.9317 -36.82 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 63.5 37 0.745 2 643.3689 1,927.09 1,927.04 3 1.049 23.74 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 63.5 37 1.12 2 643.3288 1,926.96 1,927.04 3 0.928 -38.78 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 64.2 37 0 2 643.0888 1,926.24 1,927.04 3 0.208 107.9 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 64.9 37.1 2.77 2 964.6698 1,927.33 1,927.04 2 1.289 148.3 1911 1927 TRUE
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HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 66.3 37 1.89 2 643.0855 1,926.23 1,927.04 3 0.1981 102.8 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 67.2 37 2.22 2 643.3802 1,927.12 1,927.04 3 1.082 41.21 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 70.2 37 3.51 2 964.161 1,926.31 1,927.04 2 0.2709 140.6 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 70.9 37 4.32 2 964.1427 1,926.27 1,927.04 2 0.2343 121.6 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 71.3 37 2.85 2 643.3489 1,927.02 1,927.04 3 0.9883 -7.463 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 71.5 37 2.1 2 643.0422 1,926.10 1,927.04 3 0.06825 35.42 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 73.1 37 7.11 2 964.2038 1,926.39 1,927.04 2 0.3566 185 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 73.9 37 4.62 2 643.063 1,926.17 1,927.04 3 0.1308 67.88 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 77.6 37 1 2 643.093 1,926.26 1,927.04 3 0.2208 114.6 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 84.5 37 4.36 2 964.1453 1,926.28 1,927.04 2 0.2395 124.3 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 85.6 37 7.05 2 964.0717 1,926.13 1,927.04 2 0.09239 47.94 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FLATTPNSLLVSWQPPR R A 95.00% 87.8 37 5.03 2 964.1375 1,926.26 1,927.04 2 0.2241 116.3 1911 1927 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 94.30% 39.1 38.8 0 2 m9: Oxidation (+15.99) 584.3012 1,166.59 1,167.55 2 0.04863 41.65 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 95.00% 30.1 38.8 1.7 2 m9: Oxidation (+15.99) 584.3204 1,166.63 1,167.55 2 0.08704 74.54 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 95.00% 31.8 38.8 1.42 2 m9: Oxidation (+15.99) 584.2873 1,166.56 1,167.55 2 0.02077 17.79 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 37.6 38.9 1.7 2 576.3328 1,150.65 1,151.55 2 0.1067 92.67 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 95.00% 38.8 38.8 1.62 2 m9: Oxidation (+15.99) 584.3357 1,166.66 1,167.55 2 0.1177 100.8 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 95.00% 39.9 38.8 2.19 2 m9: Oxidation (+15.99) 584.3205 1,166.63 1,167.55 2 0.08729 74.76 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 43 38.9 0.854 2 576.348 1,150.68 1,151.55 2 0.1371 119.1 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 95.00% 43.1 38.8 1.82 2 m9: Oxidation (+15.99) 584.3369 1,166.66 1,167.55 2 0.12 102.7 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 47 38.9 2.01 2 576.3531 1,150.69 1,151.55 2 0.1473 127.9 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 47.3 38.9 0.854 2 576.3317 1,150.65 1,151.55 2 0.1046 90.81 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 48.2 38.9 2.6 2 576.349 1,150.68 1,151.55 2 0.1392 120.9 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 95.00% 48.8 38.8 1.52 2 m9: Oxidation (+15.99) 584.3214 1,166.63 1,167.55 2 0.08897 76.2 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 49.5 38.9 2 2 576.3206 1,150.63 1,151.55 2 0.08239 71.54 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 95.00% 49.7 38.8 1.38 2 m9: Oxidation (+15.99) 584.3398 1,166.67 1,167.55 2 0.1258 107.8 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 51.7 38.9 1.59 2 576.3628 1,150.71 1,151.55 2 0.1668 144.8 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 54.5 38.9 2.92 2 576.3295 1,150.64 1,151.55 2 0.1002 87.03 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 62.7 38.9 2.27 2 576.3269 1,150.64 1,151.55 2 0.09506 82.54 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 63.3 38.9 1.82 2 576.3237 1,150.63 1,151.55 2 0.08858 76.91 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTmR R V 95.00% 63.3 38.8 1.85 2 m9: Oxidation (+15.99) 584.3459 1,166.68 1,167.55 2 0.138 118.2 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTNIGPDTMR R V 95.00% 72.8 38.9 2.21 2 576.3229 1,150.63 1,151.55 2 0.08703 75.57 1275 1284 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 23.9 35.2 1 2 898.5602 2,692.66 2,692.37 3 1.293 107.7 1730 1753 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 28.3 35.2 0.854 2 898.6202 2,692.84 2,692.37 3 1.473 174.5 1730 1753 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 31.9 35.1 1.64 2 898.2152 2,691.62 2,692.37 3 0.2579 95.76 1730 1753 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 33.7 35.1 1.74 2 898.2371 2,691.69 2,692.37 3 0.3237 120.2 1730 1753 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 36 35.2 3.8 2 1,347.34 2,692.66 2,692.37 2 1.295 108.6 1730 1753 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALK R D 95.00% 39.9 38.8 0 2 646.3914 1,290.77 1,291.73 2 0.04981 38.56 2109 2120 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 91.20% 34.9 37.6 0 2 607.0506 1,818.13 1,818.97 3 0.1662 91.38 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 92.20% 35.6 37.8 0 2 607.3559 1,819.05 1,818.97 3 1.082 43.68 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 93.40% 36.3 37.8 0 2 607.3684 1,819.08 1,818.97 3 1.119 64.16 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 40 37.8 0 2 910.6464 1,819.28 1,818.97 2 1.314 171.2 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 40.2 37.6 0 2 607.0478 1,818.12 1,818.97 3 0.1579 86.8 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 40.4 37.8 0 2 607.3502 1,819.03 1,818.97 3 1.065 34.19 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 40.8 37.8 0 2 910.6446 1,819.27 1,818.97 2 1.311 169.2 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 44.4 37.8 2.29 2 607.2677 1,818.78 1,818.97 3 0.8175 -101.8 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 45.3 37.6 1.01 2 607.0197 1,818.04 1,818.97 3 0.07345 40.38 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 46.5 37.6 3.57 2 607.047 1,818.12 1,818.97 3 0.1555 85.46 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 46.9 37.6 2.27 2 910.1703 1,818.33 1,818.97 2 0.3622 199.1 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 49.8 37.9 3.54 2 910.6755 1,819.34 1,818.97 2 1.373 203.2 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 51.8 37.8 1.51 2 607.3802 1,819.12 1,818.97 3 1.155 83.63 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 53.2 37.6 3.24 2 910.1185 1,818.22 1,818.97 2 0.2586 142.1 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 53.7 37.8 2.02 2 607.3693 1,819.09 1,818.97 3 1.122 65.65 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 53.7 37.6 2.85 2 910.0371 1,818.06 1,818.97 2 0.09598 52.76 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 53.8 37.6 4.92 2 910.1331 1,818.25 1,818.97 2 0.2878 158.2 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 54.2 37.6 1.06 2 607.0451 1,818.11 1,818.97 3 0.1496 82.21 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 57.8 37.8 3.24 2 910.5303 1,819.05 1,818.97 2 1.082 43.68 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 58.2 37.6 3.18 2 910.1127 1,818.21 1,818.97 2 0.247 135.8 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 59.9 37.6 2.92 2 910.0969 1,818.18 1,818.97 2 0.2156 118.5 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 62 37.8 1.01 2 910.5981 1,819.18 1,818.97 2 1.218 118.2 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 62.7 37.8 3.05 2 910.6264 1,819.24 1,818.97 2 1.274 149.3 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 65.9 37.8 1.23 2 910.6023 1,819.19 1,818.97 2 1.226 122.8 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 70.4 37.6 4.49 2 910.1103 1,818.21 1,818.97 2 0.2422 133.1 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 73.6 37.6 3.8 2 910.1011 1,818.19 1,818.97 2 0.224 123.1 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 73.6 37.6 5.85 2 910.0953 1,818.18 1,818.97 2 0.2122 116.7 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 78.8 37.6 4.42 2 910.1146 1,818.21 1,818.97 2 0.2508 137.9 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 78.8 37.6 2.7 2 910.1063 1,818.20 1,818.97 2 0.2342 128.8 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GATYNIIVEALKDQQR R H 95.00% 86.2 37.6 4.92 2 910.0997 1,818.18 1,818.97 2 0.2211 121.5 2109 2124 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GDSPASSKPISINYR R T 93.80% 36.7 37.9 0 2 531.3583 1,591.05 1,591.81 3 0.2528 158.8 1525 1539 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GDSPASSKPISINYR R T 95.00% 37.7 38 0 2 531.6662 1,591.98 1,591.81 3 1.177 109.1 1525 1539 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GDSPASSKPISINYR R T 95.00% 24 37.9 1.68 2 531.3527 1,591.04 1,591.81 3 0.236 148.2 1525 1539 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GDSPASSKPISINYR R T 95.00% 30 37.9 1.14 2 531.3302 1,590.97 1,591.81 3 0.1685 105.8 1525 1539 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GDSPASSKPISINYR R T 95.00% 38.1 37.9 0 2 531.3701 1,591.09 1,591.81 3 0.2882 181 1525 1539 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GDSPASSKPISINYR R T 95.00% 53.1 37.9 2.21 2 531.3563 1,591.05 1,591.81 3 0.2468 155 1525 1539 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GDSPASSKPISINYR R T 95.00% 59 38 2.44 2 531.6702 1,591.99 1,591.81 3 1.188 116.6 1525 1539 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 27.8 38.7 2 2 690.3961 1,378.78 1,379.71 2 0.07932 57.49 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 30.5 38.7 1.04 2 690.8509 1,379.69 1,379.71 2 0.9889 -10.01 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 51.7 38.7 1.47 2 690.3974 1,378.78 1,379.71 2 0.08201 59.43 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 55.3 38.7 1.96 2 690.3556 1,378.70 1,379.71 2 -0.001575 -1.142 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 56.5 38.7 1.6 2 690.4005 1,378.79 1,379.71 2 0.08815 63.88 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 67.2 38.7 3.07 2 690.3344 1,378.65 1,379.71 2 -0.044 -31.89 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 68.5 38.7 2.8 2 690.3663 1,378.72 1,379.71 2 0.01973 14.3 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 70.3 38.7 3.96 2 690.3793 1,378.74 1,379.71 2 0.04569 33.11 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 75.3 38.7 2.92 2 690.3916 1,378.77 1,379.71 2 0.07039 51.02 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 75.4 38.7 2.96 2 690.3991 1,378.78 1,379.71 2 0.08529 61.81 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 84.1 38.7 3.3 2 690.3003 1,378.59 1,379.71 2 -0.1123 -81.38 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 88.2 38.7 3.77 2 690.3858 1,378.76 1,379.71 2 0.05877 42.59 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 88.6 38.7 3.18 2 690.3881 1,378.76 1,379.71 2 0.06332 45.89 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIK K I 95.00% 101 38.7 3.33 2 690.3571 1,378.70 1,379.71 2 0.001411 1.023 1637 1649 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLAFTDVDVDSIKIAWESPQGQVSR K Y 95.00% 51.3 35.2 1.48 2 907.2302 2,718.67 2,718.37 3 1.302 110.2 1637 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLKPGVVYEGQLISIQQYGHQEVTR K F 91.80% 11.5 35 0.77 2 933.9325 2,798.78 2,799.48 3 0.3038 108.5 670 694 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLKPGVVYEGQLISIQQYGHQEVTR K F 95.00% 23.3 35 0.796 2 933.9398 2,798.80 2,799.48 3 0.3258 116.4 670 694 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLKPGVVYEGQLISIQQYGHQEVTR K F 95.00% 27.3 35 1.12 2 933.9636 2,798.87 2,799.48 3 0.3972 141.9 670 694 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% GLKPGVVYEGQLISIQQYGHQEVTR K F 95.00% 38.1 35 0 2 933.9475 2,798.82 2,799.48 3 0.3488 124.6 670 694 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 92.10% 0 0 2.21 2 622.6424 1,864.91 1,863.88 3 2.029 12.76 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 40.8 37.4 0.824 2 622.0202 1,863.04 1,863.88 3 0.1628 87.31 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 43.4 37.4 5.41 2 622.0017 1,862.98 1,863.88 3 0.1074 57.6 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 48.8 37.4 2.52 2 622.0046 1,862.99 1,863.88 3 0.1161 62.3 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 51.1 37.4 4.96 2 622.0159 1,863.03 1,863.88 3 0.1499 80.41 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 54.8 37.4 4.85 2 622.0141 1,863.02 1,863.88 3 0.1444 77.48 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 57.4 37.4 5.85 2 932.5991 1,863.18 1,863.88 2 0.3077 165.1 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 57.8 37.4 4.85 2 621.9529 1,862.84 1,863.88 3 -0.03897 -20.91 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 60.4 37.4 4.92 2 621.9935 1,862.96 1,863.88 3 0.08282 44.43 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 63.2 37.4 3.46 2 622.0199 1,863.04 1,863.88 3 0.1619 86.86 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 64.6 37.4 5.52 2 622.0157 1,863.03 1,863.88 3 0.1494 80.16 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 66.9 37.4 1.34 2 622.0225 1,863.05 1,863.88 3 0.1698 91.11 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 71.3 37.5 3.54 2 622.3582 1,864.05 1,863.88 3 1.177 93.31 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 71.9 37.4 4.82 2 622.0125 1,863.02 1,863.88 3 0.1398 75.02 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 73.1 37.4 6.8 2 622.0102 1,863.01 1,863.88 3 0.1328 71.22 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 76.5 37.5 7.96 2 622.3302 1,863.97 1,863.88 3 1.093 48.27 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 77.5 37.4 2.7 2 622.003 1,862.99 1,863.88 3 0.1113 59.72 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 77.9 37.5 5.39 2 622.3431 1,864.01 1,863.88 3 1.132 69.09 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 78.8 37.4 3.05 2 622.0121 1,863.01 1,863.88 3 0.1386 74.36 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 82 37.4 4.92 2 622.0061 1,863.00 1,863.88 3 0.1204 64.59 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 83.2 37.5 2.09 2 622.343 1,864.01 1,863.88 3 1.131 68.82 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 86.3 37.4 6.08 2 622.0298 1,863.07 1,863.88 3 0.1917 102.8 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 90 37.4 5.12 2 622.0117 1,863.01 1,863.88 3 0.1374 73.73 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 94.9 37.5 4.34 2 622.3273 1,863.96 1,863.88 3 1.084 43.67 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 102 37.5 3.85 2 622.2862 1,863.84 1,863.88 3 0.9608 -22.51 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 103 37.5 3.6 2 622.3215 1,863.94 1,863.88 3 1.067 34.24 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 106 37.5 3.7 2 622.3202 1,863.94 1,863.88 3 1.063 32.18 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HTSVQTTSSGSGPFTDVR R A 95.00% 111 37.5 5.17 2 622.3225 1,863.95 1,863.88 3 1.07 35.9 273 290 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 94.90% 38.1 38.5 0 2 467.9135 1,400.72 1,401.67 3 0.06015 42.91 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 24.8 38.5 1.29 2 701.8549 1,401.70 1,401.67 2 1.037 24.19 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 41.3 38.5 0 2 467.9945 1,400.96 1,401.67 3 0.303 216.1 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 41.4 38.5 0 2 467.9289 1,400.77 1,401.67 3 0.1064 75.9 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 42.9 38.5 0.959 2 467.9757 1,400.91 1,401.67 3 0.2468 176 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 43.9 38.5 0 2 468.2573 1,401.75 1,401.67 3 1.092 63.34 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 44.3 38.5 3.74 2 701.8749 1,401.74 1,401.67 2 1.077 52.74 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 44.5 38.5 2.96 2 701.8803 1,401.75 1,401.67 2 1.087 60.38 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 51.7 38.5 4.09 2 701.3725 1,400.73 1,401.67 2 0.07179 51.22 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 51.8 38.5 4.85 2 701.3115 1,400.61 1,401.67 2 -0.05007 -35.73 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% HYQINQQWER K T 95.00% 52.6 38.5 2.52 2 701.3478 1,400.68 1,401.67 2 0.02243 16 58 67 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 89.50% 36.3 38.8 0 2 679.3411 1,356.67 1,357.69 2 -0.01098 -8.087 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 30.5 38.9 0.824 2 679.8903 1,357.77 1,357.69 2 1.087 62.26 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 32.8 38.8 1.43 2 679.3651 1,356.72 1,357.69 2 0.03701 27.26 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 34.3 38.9 0.824 2 679.8373 1,357.66 1,357.69 2 0.9814 -15.67 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 47.5 38.8 2.29 2 679.3964 1,356.78 1,357.69 2 0.09964 73.38 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 50.1 38.8 1.15 2 679.3203 1,356.63 1,357.69 2 -0.05267 -38.8 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 50.6 38.8 2 2 679.3525 1,356.69 1,357.69 2 0.01172 8.63 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 51.1 38.8 0 2 679.4225 1,356.83 1,357.69 2 0.1517 111.8 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 54.5 38.9 1.36 2 679.8916 1,357.77 1,357.69 2 1.09 64.27 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 56.4 38.8 2.8 2 679.391 1,356.77 1,357.69 2 0.0887 65.33 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 60.9 38.8 2.54 2 679.3918 1,356.77 1,357.69 2 0.0904 66.58 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 64.2 38.8 3.25 2 679.3419 1,356.67 1,357.69 2 -0.009457 -6.966 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IAWESPQGQVSR K Y 95.00% 70.9 38.8 2.74 2 679.3853 1,356.76 1,357.69 2 0.07733 56.95 1650 1661 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IGDQWDKQHDMGHMMR R C 95.00% 72 37.3 1.89 2 662.6462 1,984.92 1,984.86 3 1.066 31.94 480 495 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IGDTWSK R K 95.00% 35.8 40.1 2.03 2 806.4859 805.4786 806.4044 1 0.08144 101 242 248 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IGEKWDR K Q 95.00% 42.4 40.4 0 2 452.3066 902.5986 903.4684 2 0.1374 152.1 2204 2210 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IGEKWDR K Q 95.00% 42.2 40.1 0.658 2 452.8668 903.7191 903.4684 2 1.258 282.1 2204 2210 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IGEKWDR K Q 95.00% 58.2 40.4 0 2 452.2978 902.581 903.4684 2 0.1198 132.6 2204 2210 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IGEKWDR K Q 95.00% 60.9 40.4 0 2 452.3126 902.6106 903.4684 2 0.1494 165.4 2204 2210 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 91.10% 38.3 40 0 2 c3: Carbamidomethyl (+57.02) 467.8124 933.6103 934.4775 2 0.1401 149.9 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 94.70% 40.6 40 0 2 c3: Carbamidomethyl (+57.02) 467.783 933.5515 934.4775 2 0.08123 86.91 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 36.9 40 0.854 2 c3: Carbamidomethyl (+57.02) 467.7964 933.5782 934.4775 2 0.1079 115.5 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 38.7 40 0.854 2 c3: Carbamidomethyl (+57.02) 467.0778 932.141 934.4775 2 -1.329 -349.9 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 40.6 40 1.66 2 c3: Carbamidomethyl (+57.02) 467.0867 932.1589 934.4775 2 -1.311 -330.7 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 41.3 40 0 2 c3: Carbamidomethyl (+57.02) 467.7663 933.518 934.4775 2 0.04777 51.12 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 42.2 40 0 2 c3: Carbamidomethyl (+57.02) 467.3118 932.609 934.4775 2 -0.8612 151.6 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 44.4 40 0 2 c3: Carbamidomethyl (+57.02) 467.0633 932.112 934.4775 2 -1.358 -380.9 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 48.4 40 0.77 2 c3: Carbamidomethyl (+57.02) 467.8243 933.6341 934.4775 2 0.1638 175.3 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 57.3 40 1.51 2 c3: Carbamidomethyl (+57.02) 467.8 933.5855 934.4775 2 0.1153 123.4 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IScTIANR R C 95.00% 64.4 40 1.48 2 c3: Carbamidomethyl (+57.02) 467.8329 933.6513 934.4775 2 0.181 193.7 133 140 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 92.90% 23.3 37.6 0.824 2 607.0347 1,818.08 1,819.01 3 0.07809 42.93 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 23.3 37.8 1.34 2 607.3862 1,819.14 1,819.01 3 1.132 71.27 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 29.9 37.6 3.96 2 607.0506 1,818.13 1,819.01 3 0.1258 69.14 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 32.9 37.6 2.27 2 607.0393 1,818.10 1,819.01 3 0.09172 50.42 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 36.1 37.6 0.824 2 607.0764 1,818.21 1,819.01 3 0.2032 111.7 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 39.8 37.6 3.18 2 607.081 1,818.22 1,819.01 3 0.2168 119.1 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 43.1 37.6 1.31 2 607.0532 1,818.14 1,819.01 3 0.1335 73.36 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 43.3 37.6 3.89 2 607.0527 1,818.14 1,819.01 3 0.132 72.53 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 44.3 37.8 4.77 2 607.3979 1,819.17 1,819.01 3 1.168 90.54 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 45.4 37.6 4.22 2 607.031 1,818.07 1,819.01 3 0.06693 36.79 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 47 37.6 3.52 2 607.0612 1,818.16 1,819.01 3 0.1574 86.53 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 49 37.8 3.33 2 607.3966 1,819.17 1,819.01 3 1.164 88.46 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 48.9 37.6 6.26 2 607.0677 1,818.18 1,819.01 3 0.1771 97.37 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 49.7 37.8 2.7 2 607.3936 1,819.16 1,819.01 3 1.155 83.5 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 50 37.8 1.25 2 607.4171 1,819.23 1,819.01 3 1.225 122.2 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 50.2 37.6 4.04 2 607.0696 1,818.19 1,819.01 3 0.1827 100.4 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 51.7 37.6 5.23 2 607.0776 1,818.21 1,819.01 3 0.2067 113.6 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 55.2 37.6 5.89 2 607.0539 1,818.14 1,819.01 3 0.1357 74.6 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 56.3 37.8 3.16 2 607.3854 1,819.13 1,819.01 3 1.13 69.98 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITGYIIKYEKPGSPPR R E 95.00% 68.9 37.8 2.62 2 607.3902 1,819.15 1,819.01 3 1.144 77.86 1930 1945 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 90.00% 33.2 36.5 0 2 723.4502 2,167.33 2,168.05 3 0.2852 131.5 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 91.50% 22.7 36.4 0.638 2 1,085.16 2,168.30 2,168.05 2 1.253 115.3 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 12.6 36.5 1.52 2 1,084.66 2,167.31 2,168.05 2 0.2633 121.4 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 21.5 36.4 1.26 2 1,085.14 2,168.26 2,168.05 2 1.216 98.2 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 22.1 36.5 1.92 2 1,084.68 2,167.34 2,168.05 2 0.2958 136.4 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 26.5 36.5 0.959 2 1,084.70 2,167.38 2,168.05 2 0.3348 154.4 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 33 36.5 1.96 2 1,084.65 2,167.29 2,168.05 2 0.2459 113.4 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 37.5 36.5 0 2 723.3452 2,167.01 2,168.05 3 -0.02985 -13.77 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 37.7 36.5 1.41 2 1,084.59 2,167.16 2,168.05 2 0.1158 53.39 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 38.4 36.5 1.55 2 1,084.66 2,167.30 2,168.05 2 0.2572 118.6 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 39 36.4 0 2 723.7188 2,168.13 2,168.05 3 1.091 40.68 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 39.2 36.5 0 2 723.41 2,167.21 2,168.05 3 0.1645 75.87 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 46.6 36.5 0 2 723.437 2,167.29 2,168.05 3 0.2456 113.3 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% ITYGETGGNSPVQEFTVPGSK R S 95.00% 50.6 36.4 0 2 723.7502 2,168.23 2,168.05 3 1.185 84.1 1480 1500 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 31.6 38.7 0.638 2 678.3943 1,354.77 1,355.70 2 0.08584 63.31 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 46.4 38.8 0 2 678.9264 1,355.84 1,355.70 2 1.15 108.6 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 47.1 38.7 0 2 678.4286 1,354.84 1,355.70 2 0.1544 113.9 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 52.4 38.7 0 2 678.3884 1,354.76 1,355.70 2 0.07408 54.64 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 53.3 38.8 0 2 678.8703 1,355.73 1,355.70 2 1.038 25.87 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 53.5 38.7 0.921 2 678.3503 1,354.69 1,355.70 2 -0.002173 -1.603 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 60 38.7 1.48 2 678.3973 1,354.78 1,355.70 2 0.09195 67.82 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 70.1 38.7 2.52 2 678.3896 1,354.76 1,355.70 2 0.07643 56.37 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 72.3 38.7 2.89 2 678.3706 1,354.73 1,355.70 2 0.03853 28.42 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 75.2 38.7 1.59 2 678.3736 1,354.73 1,355.70 2 0.04449 32.82 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 75.2 38.7 3.44 2 678.3958 1,354.78 1,355.70 2 0.0889 65.57 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 75.4 38.8 2.59 2 678.8703 1,355.73 1,355.70 2 1.038 25.87 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 75.5 38.7 1.72 2 678.3741 1,354.73 1,355.70 2 0.04552 33.58 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 78.5 38.7 3.11 2 678.3576 1,354.70 1,355.70 2 0.01253 9.245 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 83.5 38.7 2.92 2 678.3814 1,354.75 1,355.70 2 0.06005 44.29 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 87 38.8 1.8 2 678.8581 1,355.70 1,355.70 2 1.013 7.905 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% IYLYTLNDNAR K S 95.00% 88.6 38.7 4 2 678.3974 1,354.78 1,355.70 2 0.09211 67.94 1881 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% LGVRPSQGGEAPR K E 95.00% 27 38.4 1.85 2 662.3841 1,322.75 1,323.71 2 0.04803 36.28 1117 1129 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% LGVRPSQGGEAPR K E 95.00% 28.9 38.4 1.16 2 662.4314 1,322.85 1,323.71 2 0.1426 107.7 1117 1129 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% LGVRPSQGGEAPR K E 95.00% 34.1 38.4 0.721 2 662.3966 1,322.78 1,323.71 2 0.07289 55.06 1117 1129 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% LGVRPSQGGEAPR K E 95.00% 39.2 38.4 1.51 2 662.3979 1,322.78 1,323.71 2 0.07556 57.08 1117 1129 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% LGVRPSQGGEAPR K E 95.00% 44.9 38.4 3.74 2 662.4039 1,322.79 1,323.71 2 0.08756 66.14 1117 1129 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% LGVRPSQGGEAPR K E 95.00% 54.6 38.4 2.47 2 662.3915 1,322.77 1,323.71 2 0.06274 47.39 1117 1129 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 21 37.6 1.08 2 867.0963 1,732.18 1,732.95 2 0.2372 136.9 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 24.5 37.6 1.14 2 867.5134 1,733.01 1,732.95 2 1.072 39.68 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 28.8 37.6 1.82 2 867.5403 1,733.07 1,732.95 2 1.125 70.64 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 30 37.6 1.33 2 867.0605 1,732.11 1,732.95 2 0.1657 95.6 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 34.5 37.6 3.28 2 867.0575 1,732.10 1,732.95 2 0.1598 92.19 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 39 37.6 1.48 2 867.0878 1,732.16 1,732.95 2 0.2202 127 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 0 0 3.47 2 867.1091 1,732.20 1,732.95 2 0.2628 151.6 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 44.4 37.6 1.96 2 867.0398 1,732.07 1,732.95 2 0.1243 71.73 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 45.8 37.6 0 2 578.3855 1,732.13 1,732.95 3 0.1938 111.8 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 46.4 37.6 5.06 2 867.064 1,732.11 1,732.95 2 0.1726 99.59 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 49.8 37.6 0 2 578.3548 1,732.04 1,732.95 3 0.1017 58.7 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 55.9 37.6 3.48 2 578.3735 1,732.10 1,732.95 3 0.158 91.14 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 64.1 37.6 3.96 2 867.0911 1,732.17 1,732.95 2 0.2269 130.9 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIK R G 95.00% 72.1 37.6 1.6 2 578.3702 1,732.09 1,732.95 3 0.148 85.37 1055 1070 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 93.60% 34.4 35.8 0 2 825.5102 2,473.51 2,473.29 3 1.223 88.83 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 14.4 35.7 2.08 2 825.2285 2,472.66 2,473.29 3 0.3774 152.6 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 24 35.8 1.44 2 825.5327 2,473.58 2,473.29 3 1.29 116.1 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 28.2 35.7 1 2 825.1611 2,472.46 2,473.29 3 0.1753 70.86 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 32.8 35.7 1.51 2 825.2146 2,472.62 2,473.29 3 0.3358 135.7 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 34.5 35.8 3.64 2 825.5179 2,473.53 2,473.29 3 1.246 98.19 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 36.9 35.8 0 2 825.508 2,473.50 2,473.29 3 1.216 86.24 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 38.1 35.8 0 2 825.5252 2,473.55 2,473.29 3 1.268 107 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 39.5 35.7 2.89 2 825.2072 2,472.60 2,473.29 3 0.3136 126.8 1055 1077 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 35.5 37 1.85 2 997.6457 1,993.28 1,993.99 2 0.2935 147.2 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 37.4 37 2.77 2 997.6141 1,993.21 1,993.99 2 0.2303 115.5 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 39.6 37 0 2 997.6158 1,993.22 1,993.99 2 0.2336 117.1 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 44.1 37 3 2 997.4578 1,992.90 1,993.99 2 -0.08237 -41.31 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 46.8 37 4.19 2 998.1199 1,994.23 1,993.99 2 1.242 119.8 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 50.1 37 0.824 2 665.3535 1,993.04 1,993.99 3 0.05535 27.76 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 51.7 37 1.47 2 998.0778 1,994.14 1,993.99 2 1.158 77.64 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 54.3 37 6.26 2 998.0909 1,994.17 1,993.99 2 1.184 90.75 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 55 37 4.92 2 997.6163 1,993.22 1,993.99 2 0.2346 117.7 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 65.9 37 0.921 2 998.058 1,994.10 1,993.99 2 1.118 57.8 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 68.6 37 3.49 2 997.5879 1,993.16 1,993.99 2 0.1779 89.22 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% NTFAEVTGLSPGVTYYFK R V 95.00% 81.3 37 5.92 2 998.0931 1,994.17 1,993.99 2 1.188 92.97 959 976 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSK R Y 95.00% 32.4 39.5 1.59 2 539.8558 1,077.70 1,078.55 2 0.1515 140.5 1041 1050 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSK R Y 95.00% 33.2 39.5 0.77 2 539.8398 1,077.67 1,078.55 2 0.1196 110.9 1041 1050 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSK R Y 95.00% 36.5 39.5 1.26 2 539.8359 1,077.66 1,078.55 2 0.1118 103.6 1041 1050 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSK R Y 95.00% 42 39.5 0 2 539.8536 1,077.69 1,078.55 2 0.1471 136.4 1041 1050 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSK R Y 95.00% 42.6 39.5 0 2 539.8524 1,077.69 1,078.55 2 0.1449 134.3 1041 1050 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSK R Y 95.00% 48 39.5 1.32 2 539.8453 1,077.68 1,078.55 2 0.1307 121.1 1041 1050 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSK R Y 95.00% 48.1 39.5 0 2 539.8551 1,077.70 1,078.55 2 0.1501 139.1 1041 1050 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSK R Y 95.00% 49.9 39.5 1.22 2 539.8669 1,077.72 1,078.55 2 0.1738 161.1 1041 1050 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 37.7 37.8 0.796 2 536.2869 1,605.84 1,607.85 3 -1.008 -3.31 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 39 37.9 2.74 2 536.6964 1,607.07 1,607.85 3 0.2207 137.2 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 2.96 2 n-term: Pyro-cmC (-17.03) 796.5474 1,591.08 1,590.83 2 1.26 161.6 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 3.15 2 n-term: Pyro-cmC (-17.03) 796.5603 1,591.11 1,590.83 2 1.286 177.8 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 3.96 2 n-term: Pyro-cmC (-17.03) 796.5736 1,591.13 1,590.83 2 1.312 194.5 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 4.57 2 n-term: Pyro-cmC (-17.03) 796.0003 1,589.99 1,590.83 2 0.1658 104.2 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 4.59 2 n-term: Pyro-cmC (-17.03) 796.5003 1,590.99 1,590.83 2 1.166 102.4 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 4.82 2 n-term: Pyro-cmC (-17.03) 796.0353 1,590.06 1,590.83 2 0.2358 148.2 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 5.72 2 n-term: Pyro-cmC (-17.03) 796.0079 1,590.00 1,590.83 2 0.1811 113.8 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 6.57 2 n-term: Pyro-cmC (-17.03) 795.983 1,589.95 1,590.83 2 0.1313 82.52 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 6.82 2 n-term: Pyro-cmC (-17.03) 795.9917 1,589.97 1,590.83 2 0.1487 93.47 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 44.8 37.9 3.21 2 536.7075 1,607.10 1,607.85 3 0.254 157.9 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% qYNVGPSVSKYPLR R N 95.00% 0 0 7.82 2 n-term: Pyro-cmC (-17.03) 796.0258 1,590.04 1,590.83 2 0.2168 136.3 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 48.3 38.1 2.8 2 805.0399 1,608.07 1,607.85 2 1.218 134.1 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 49.1 37.9 0 2 536.6989 1,607.08 1,607.85 3 0.2282 141.9 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 49.2 38 1.1 2 536.7518 1,607.23 1,607.85 3 0.3867 240.4 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 52.5 38.1 1.21 2 537.0323 1,608.08 1,607.85 3 1.228 140.2 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 53.2 37.9 1.37 2 536.6686 1,606.98 1,607.85 3 0.1372 85.33 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 54.2 37.9 1.59 2 536.6963 1,607.07 1,607.85 3 0.2204 137.1 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 54.8 37.9 4.1 2 536.6884 1,607.04 1,607.85 3 0.1966 122.3 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 54.9 37.9 0 2 536.704 1,607.09 1,607.85 3 0.2435 151.4 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 55.2 38.1 2.47 2 537.0161 1,608.03 1,607.85 3 1.18 110 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 55.3 38.1 0 2 537.003 1,607.99 1,607.85 3 1.141 85.64 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 55.4 37.9 3.24 2 536.6879 1,607.04 1,607.85 3 0.195 121.3 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 57 37.9 1.07 2 536.7116 1,607.11 1,607.85 3 0.2662 165.5 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 57.5 37.9 3.15 2 536.6573 1,606.95 1,607.85 3 0.1034 64.29 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 59.9 37.9 0 2 536.7034 1,607.09 1,607.85 3 0.2415 150.2 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 62.2 37.9 0 2 536.6694 1,606.99 1,607.85 3 0.1396 86.84 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 62.8 37.9 3.74 2 536.6418 1,606.90 1,607.85 3 0.05669 35.26 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% QYNVGPSVSKYPLR R N 95.00% 69.4 37.9 3.14 2 536.7192 1,607.14 1,607.85 3 0.289 179.7 1041 1054 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 89.70% 0 0 2.07 2 800.4497 2,398.33 2,396.09 3 3.248 100.1 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 0 0 3.68 2 800.1002 2,397.28 2,396.09 3 2.2 80.97 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 0 0 3.82 2 800.0769 2,397.21 2,396.09 3 2.13 51.79 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 43.5 35.9 3.37 2 799.5002 2,395.48 2,396.09 3 0.3997 166.8 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 51.5 35.9 3.62 2 799.7702 2,396.29 2,396.09 3 1.21 86.31 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 56 35.9 5.1 2 799.8002 2,396.38 2,396.09 3 1.3 123.9 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 57.1 35.9 2.66 2 799.8034 2,396.39 2,396.09 3 1.309 127.9 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 66.4 35.9 6.29 2 799.4192 2,395.24 2,396.09 3 0.1567 65.37 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 83.9 35.9 4.06 2 799.8049 2,396.39 2,396.09 3 1.314 129.7 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 91.8 35.9 8.38 2 799.434 2,395.28 2,396.09 3 0.201 83.89 2279 2300 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 92.40% 35.1 37.2 0 2 638.373 1,912.10 1,913.00 3 0.107 55.94 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 92.40% 35.1 37.2 0 2 638.3313 1,911.97 1,913.00 3 -0.01822 -9.522 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 94.90% 38 37.2 0 2 957.5894 1,913.16 1,913.00 2 1.174 89.43 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 94.90% 36.8 37.2 0 2 638.3252 1,911.95 1,913.00 3 -0.03655 -19.11 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 15.8 37.2 1.35 2 957.114 1,912.21 1,913.00 2 0.2232 116.6 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 19.3 37.2 1.59 2 957.6395 1,913.26 1,913.00 2 1.274 141.8 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 23.4 37.2 1.85 2 957.6603 1,913.31 1,913.00 2 1.316 163.5 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 23.6 37.2 1.26 2 957.1149 1,912.22 1,913.00 2 0.2249 117.6 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 33.6 37.2 4.09 2 957.1181 1,912.22 1,913.00 2 0.2314 120.9 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 37 37.2 0 2 638.3765 1,912.11 1,913.00 3 0.1174 61.37 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 37.7 37.2 1.1 2 638.7028 1,913.09 1,913.00 3 1.096 48.87 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 42 37.2 1.42 2 638.3517 1,912.03 1,913.00 3 0.04307 22.51 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 42.5 37.2 1.72 2 638.3402 1,912.00 1,913.00 3 0.008451 4.418 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 42.6 37.2 0 2 638.3563 1,912.05 1,913.00 3 0.05691 29.75 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 43.8 37.2 0 2 638.7052 1,913.09 1,913.00 3 1.103 52.62 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 44 37.2 2.77 2 957.1151 1,912.22 1,913.00 2 0.2254 117.8 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 44.5 37.2 4.42 2 957.0756 1,912.14 1,913.00 2 0.1465 76.56 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 45.4 37.2 3.77 2 957.0263 1,912.04 1,913.00 2 0.04773 24.95 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 45.8 37.1 0 2 638.4246 1,912.25 1,913.00 3 0.2616 136.7 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 46.5 37.2 1.52 2 957.6056 1,913.20 1,913.00 2 1.206 106.4 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 46.8 37.2 0 2 638.4104 1,912.21 1,913.00 3 0.219 114.5 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 48.4 37.2 0 2 638.6871 1,913.04 1,913.00 3 1.049 24.21 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 48.7 37.1 4.68 2 957.1308 1,912.25 1,913.00 2 0.2568 134.2 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 49 37.1 4.02 2 957.1624 1,912.31 1,913.00 2 0.3199 167.2 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 49.8 37.2 3.96 2 957.0712 1,912.13 1,913.00 2 0.1375 71.9 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 51.4 37.2 3.96 2 957.1097 1,912.20 1,913.00 2 0.2147 112.2 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 51.6 37.2 3.08 2 957.6143 1,913.21 1,913.00 2 1.224 115.5 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 52 37.2 1.04 2 638.7222 1,913.14 1,913.00 3 1.154 79.26 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 55.5 37.2 2.85 2 957.5863 1,913.16 1,913.00 2 1.168 86.25 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 56 37.2 1.92 2 638.737 1,913.19 1,913.00 3 1.199 102.5 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 56.1 37.2 2.57 2 638.7002 1,913.08 1,913.00 3 1.088 44.79 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 60.6 37.2 0 2 638.3805 1,912.12 1,913.00 3 0.1293 67.59 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 60.9 37.2 4.96 2 957.1179 1,912.22 1,913.00 2 0.231 120.7 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 64.5 37.2 4.23 2 957.5846 1,913.15 1,913.00 2 1.164 84.47 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 67.3 37.2 6.35 2 957.5743 1,913.13 1,913.00 2 1.144 73.73 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 68 37.2 4.54 2 957.0753 1,912.14 1,913.00 2 0.1457 76.17 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SSPVVIDASTAIDAPSNLR R F 95.00% 72.5 37.2 1.11 2 638.3556 1,912.04 1,913.00 3 0.05461 28.54 1892 1910 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STATISGLKPGVDYTITVYAVTGR K G 95.00% 35 35.9 1.49 2 824.1302 2,469.37 2,470.32 3 0.05695 23.05 1501 1524 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STATISGLKPGVDYTITVYAVTGR K G 95.00% 44.2 35.4 0 2 824.5661 2,470.68 2,470.32 3 1.365 146.4 1501 1524 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STATISGLKPGVDYTITVYAVTGR K G 95.00% 48.3 35.9 0 2 824.1173 2,469.33 2,470.32 3 0.01838 7.44 1501 1524 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 93.70% 38.5 38.8 0 2 555.8343 1,109.65 1,110.54 2 0.1186 106.8 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 33.4 38.8 0.62 2 555.3051 1,108.60 1,110.54 2 -0.9399 56.65 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 37.3 38.8 1.34 2 555.3115 1,108.61 1,110.54 2 -0.927 68.27 1198 1207 TRUE
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HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 38.4 38.8 0.824 2 555.3388 1,108.66 1,110.54 2 -0.8723 117.5 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 38.5 38.8 2.42 2 555.8142 1,109.61 1,110.54 2 0.07832 70.52 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 39.7 38.8 0 2 555.8308 1,109.65 1,110.54 2 0.1116 100.5 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 40.4 38.7 0 2 556.2349 1,110.46 1,110.54 2 0.9198 -74.65 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 41 38.8 2.23 2 555.8614 1,109.71 1,110.54 2 0.1727 155.5 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 41.1 38.8 1.64 2 555.8287 1,109.64 1,110.54 2 0.1073 96.61 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 42 38.8 0 2 555.8155 1,109.62 1,110.54 2 0.08105 72.98 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 42 38.8 0 2 555.8546 1,109.69 1,110.54 2 0.1591 143.3 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 42.3 38.8 0.62 2 555.8311 1,109.65 1,110.54 2 0.1123 101.1 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 46.3 38.8 2.38 2 555.8532 1,109.69 1,110.54 2 0.1564 140.8 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% STTPDITGYR R I 95.00% 51 38.8 0 2 555.3056 1,108.60 1,110.54 2 -0.9389 57.54 1198 1207 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 11.4 38.3 1.09 2 772.4814 1,542.95 1,543.76 2 0.1913 123.9 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 29 38.3 2.43 2 772.4862 1,542.96 1,543.76 2 0.201 130.2 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 37.5 38.3 2.48 2 772.4338 1,542.85 1,543.76 2 0.09608 62.24 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 38.5 38.3 1.72 2 772.4781 1,542.94 1,543.76 2 0.1847 119.6 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 41.5 38.3 3.08 2 772.9503 1,543.89 1,543.76 2 1.129 81.82 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 46.6 38.3 6.89 2 772.4406 1,542.87 1,543.76 2 0.1098 71.09 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 47 38.3 0.921 2 772.9245 1,543.83 1,543.76 2 1.077 48.4 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 52.7 38.3 4.92 2 772.4375 1,542.86 1,543.76 2 0.1037 67.15 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 54 38.3 3.82 2 772.4243 1,542.83 1,543.76 2 0.07713 49.96 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 54.4 38.3 2.92 2 772.4591 1,542.90 1,543.76 2 0.1467 95.02 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 57.5 38.3 4.85 2 772.446 1,542.88 1,543.76 2 0.1206 78.13 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 57.7 38.3 4.19 2 772.4765 1,542.94 1,543.76 2 0.1815 117.6 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 57.9 38.3 5.72 2 772.4712 1,542.93 1,543.76 2 0.171 110.8 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 62.8 38.3 4.82 2 772.443 1,542.87 1,543.76 2 0.1146 74.22 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYK R I 95.00% 63.4 38.3 0 2 772.4504 1,542.89 1,543.76 2 0.1295 83.86 1867 1880 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYKIYLYTLNDNAR R S 95.00% 37.7 35.2 0 2 961.2152 2,880.62 2,880.44 3 1.189 64.73 1867 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% SYTITGLQPGTDYKIYLYTLNDNAR R S 95.00% 43.5 35.1 4.52 2 961.2594 2,880.76 2,880.44 3 1.322 110.8 1867 1891 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 94.80% 35.5 36.1 0 2 821.8512 2,462.53 2,462.21 3 1.331 133.2 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 18.1 36.1 1.52 2 821.7813 2,462.32 2,462.21 3 1.121 48.05 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 24.9 36 1.14 2 821.5252 2,461.55 2,462.21 3 0.3528 143.2 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 35.7 36 1 2 m9: Oxidation (+15.99) 826.8563 2,477.55 2,478.20 3 0.3512 141.7 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 37.1 36.1 0 2 m9: Oxidation (+15.99) 827.1955 2,478.56 2,478.20 3 1.369 147.7 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 38.5 36 0 2 m9: Oxidation (+15.99) 826.852 2,477.53 2,478.20 3 0.3383 136.5 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 39.4 36 0 2 821.5216 2,461.54 2,462.21 3 0.342 138.9 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 39.6 36 0.796 2 821.53 2,461.57 2,462.21 3 0.3673 149.2 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 41.3 36 2.12 2 821.8064 2,462.40 2,462.21 3 1.197 78.66 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 43.7 36.1 0.959 2 m9: Oxidation (+15.99) 827.1702 2,478.49 2,478.20 3 1.293 117 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 44.1 36 4.28 2 821.5002 2,461.48 2,462.21 3 0.2778 112.8 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 45.8 36 0 2 m9: Oxidation (+15.99) 826.8418 2,477.50 2,478.20 3 0.3076 124.1 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 46.9 36 0 2 821.5023 2,461.49 2,462.21 3 0.2841 115.4 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 49.8 36 2.7 2 m9: Oxidation (+15.99) 826.8281 2,477.46 2,478.20 3 0.2667 107.6 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 50.3 36 2.51 2 m9: Oxidation (+15.99) 826.8377 2,477.49 2,478.20 3 0.2953 119.2 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 52.6 36.1 2.12 2 m9: Oxidation (+15.99) 827.1038 2,478.29 2,478.20 3 1.094 36.67 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 54.2 36.1 0.699 2 m9: Oxidation (+15.99) 827.1765 2,478.51 2,478.20 3 1.312 124.7 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 54.5 36.1 1.77 2 m9: Oxidation (+15.99) 827.1669 2,478.48 2,478.20 3 1.283 113 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 60.2 36 1.52 2 821.5 2,461.48 2,462.21 3 0.2771 112.5 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 60.5 36.1 3.52 2 m9: Oxidation (+15.99) 827.1128 2,478.32 2,478.20 3 1.121 47.59 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 61.7 36 3.21 2 821.4539 2,461.34 2,462.21 3 0.1388 56.37 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 74.3 36 3.74 2 821.4937 2,461.46 2,462.21 3 0.2582 104.8 1540 1561 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TFYScTTEGR R Q 95.00% 47.7 39.1 1.68 2 c5: Carbamidomethyl (+57.02) 611.315 1,220.62 1,221.52 2 0.1022 83.7 370 379 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TFYScTTEGR R Q 95.00% 55.6 39.1 0.745 2 c5: Carbamidomethyl (+57.02) 611.3346 1,220.65 1,221.52 2 0.1415 115.8 370 379 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TKTETITGFQVDAVPANGQTPIQR R T 92.10% 33.3 35.5 0 2 858.2327 2,571.68 2,572.34 3 0.3466 134.7 1836 1859 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TKTETITGFQVDAVPANGQTPIQR R T 93.30% 33.9 35.4 0 2 858.5565 2,572.65 2,572.34 3 1.318 122.6 1836 1859 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 19.6 35.4 1.08 2 858.5572 2,572.65 2,572.34 3 1.32 123.3 1836 1859 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 37 35.5 0 2 858.1802 2,571.52 2,572.34 3 0.1891 73.49 1836 1859 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 38.5 35.4 0 2 858.5292 2,572.57 2,572.34 3 1.236 90.66 1836 1859 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 45 35.5 0 2 858.2186 2,571.63 2,572.34 3 0.3044 118.3 1836 1859 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 50.2 35.5 0 2 858.2022 2,571.58 2,572.34 3 0.2552 99.21 1836 1859 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 23 38 1.51 2 544.0532 1,629.14 1,629.87 3 0.274 168.1 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 28.7 38 2.57 2 544.0422 1,629.10 1,629.87 3 0.2411 147.9 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 30.2 38 1.14 2 544.0802 1,629.22 1,629.87 3 0.3551 217.8 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 31.6 38.1 1.74 2 544.3622 1,630.06 1,629.87 3 1.201 121.6 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 33 38 1.8 2 544.0089 1,629.01 1,629.87 3 0.1413 86.69 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 36 38.1 1.19 2 544.3338 1,629.98 1,629.87 3 1.116 69.35 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 37.7 38 3.8 2 544.0206 1,629.04 1,629.87 3 0.1764 108.2 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 41.3 38 3.89 2 543.9995 1,628.98 1,629.87 3 0.1131 69.36 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 44.8 38 2.11 2 815.5318 1,629.05 1,629.87 2 0.1855 113.8 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 45.5 38 2.52 2 544.0061 1,629.00 1,629.87 3 0.1329 81.55 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 47 38 1.96 2 544.0183 1,629.03 1,629.87 3 0.1693 103.9 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VDVIPVNLPGEHGQR R L 95.00% 53.3 38 3.6 2 544.0346 1,629.08 1,629.87 3 0.2184 134 939 953 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 28.9 38.5 3.11 2 731.4454 1,460.88 1,461.79 2 0.09257 63.32 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 43 38.5 4.66 2 731.4508 1,460.89 1,461.79 2 0.1034 70.72 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 48.2 38.5 2.85 2 731.4534 1,460.89 1,461.79 2 0.1087 74.33 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 50 38.3 4.54 2 731.9444 1,461.87 1,461.79 2 1.091 60.11 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 51.4 38.3 5.72 2 731.9308 1,461.85 1,461.79 2 1.063 41.46 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 58.5 38.5 3.96 2 731.4028 1,460.79 1,461.79 2 0.007327 5.012 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 61.5 38.5 6.06 2 731.4831 1,460.95 1,461.79 2 0.1679 114.9 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 62.3 38.5 3.52 2 731.4661 1,460.92 1,461.79 2 0.134 91.69 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 62.4 38.5 5.7 2 731.4285 1,460.84 1,461.79 2 0.0588 40.22 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 66.1 38.5 6.26 2 731.4599 1,460.91 1,461.79 2 0.1215 83.1 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 68.6 38.5 7.52 2 731.4273 1,460.84 1,461.79 2 0.05633 38.53 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 71.2 38.5 8 2 731.4587 1,460.90 1,461.79 2 0.1191 81.46 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 72.8 38.3 5.21 2 732.0208 1,462.03 1,461.79 2 1.243 164.5 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 74.2 38.5 5.8 2 731.4891 1,460.96 1,461.79 2 0.1799 123.1 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 74.5 38.5 9.33 2 731.4633 1,460.91 1,461.79 2 0.1283 87.78 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 75.3 38.5 5.96 2 731.4634 1,460.91 1,461.79 2 0.1286 88 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 76.4 38.5 5.32 2 731.4329 1,460.85 1,461.79 2 0.0676 46.24 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 78 38.5 8.72 2 731.4563 1,460.90 1,461.79 2 0.1143 78.2 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 78.4 38.5 4.32 2 731.4578 1,460.90 1,461.79 2 0.1173 80.26 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 80.1 38.5 7.07 2 731.4687 1,460.92 1,461.79 2 0.1391 95.15 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 80.6 38.5 5.36 2 731.4641 1,460.91 1,461.79 2 0.13 88.94 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 84.6 38.5 4.27 2 731.462 1,460.91 1,461.79 2 0.1259 86.09 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 85 38.5 7.43 2 731.4631 1,460.91 1,461.79 2 0.1279 87.48 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 94.2 38.5 4.85 2 731.459 1,460.90 1,461.79 2 0.1197 81.89 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 94.8 38.5 6.89 2 731.4494 1,460.88 1,461.79 2 0.1007 68.86 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 95.9 38.5 6.48 2 731.4348 1,460.86 1,461.79 2 0.07131 48.78 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 99.8 38.5 6.8 2 731.4587 1,460.90 1,461.79 2 0.1192 81.55 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VPGTSTSATLTGLTR R G 95.00% 101 38.5 7.36 2 731.4717 1,460.93 1,461.79 2 0.1452 99.31 2094 2108 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTIMWTPPESAVTGYR K V 94.30% 25.2 37.7 0.77 2 904.9888 1,807.96 1,807.90 2 1.066 34.74 923 938 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTIMWTPPESAVTGYR K V 95.00% 30.5 37.7 0.959 2 904.514 1,807.01 1,807.90 2 0.1159 64.08 923 938 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTIMWTPPESAVTGYR K V 95.00% 30.5 37.7 1.01 2 904.5257 1,807.04 1,807.90 2 0.1392 76.99 923 938 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTIMWTPPESAVTGYR K V 95.00% 31.3 37.7 2.33 2 904.5763 1,807.14 1,807.90 2 0.2404 133 923 938 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTIMWTPPESAVTGYR K V 95.00% 38.7 37.7 2.92 2 905.0533 1,808.09 1,807.90 2 1.194 106 923 938 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTIMWTPPESAVTGYR K V 95.00% 50.9 37.7 2.43 2 904.5083 1,807.00 1,807.90 2 0.1044 57.76 923 938 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTImWTPPESAVTGYR K V 95.00% 57.4 37.3 3.59 2 m4: Oxidation (+15.99) 913.0203 1,824.03 1,823.90 2 1.134 71.66 923 938 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 21.4 37.2 0.854 2 963.6327 1,925.25 1,926.05 2 0.2095 108.8 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 25 37.1 3.17 2 963.7203 1,925.43 1,926.05 2 0.3847 199.7 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 25.3 37.2 2.85 2 963.6136 1,925.21 1,926.05 2 0.1715 89.01 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 40.5 37.2 0 2 642.7973 1,925.37 1,926.05 3 0.3289 170.7 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 42.9 37 2.74 2 964.1231 1,926.23 1,926.05 2 1.19 97.4 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 43.8 37.2 3.85 2 963.6542 1,925.29 1,926.05 2 0.2525 131.1 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 46.1 37.2 0 2 642.7234 1,925.15 1,926.05 3 0.1071 55.6 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 49.2 37 4.8 2 643.0089 1,926.01 1,926.05 3 0.9637 -20.25 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 49.8 37 2.51 2 643.0537 1,926.14 1,926.05 3 1.098 49.39 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 50.1 37.2 2.77 2 963.6462 1,925.28 1,926.05 2 0.2367 122.9 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 52.3 37.2 2.62 2 963.6205 1,925.23 1,926.05 2 0.1853 96.18 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 53.1 37.2 4.62 2 963.6072 1,925.20 1,926.05 2 0.1586 82.36 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 56.7 37 3.64 2 643.0389 1,926.10 1,926.05 3 1.054 26.45 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 61.6 37.2 3.38 2 963.6479 1,925.28 1,926.05 2 0.2399 124.5 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 69.3 37.2 2.74 2 642.7384 1,925.19 1,926.05 3 0.1522 79.03 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 76.4 37.2 1.08 2 642.7363 1,925.19 1,926.05 3 0.1458 75.72 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VTWAPPPSIDLTNFLVR R Y 95.00% 84.3 37.2 4.77 2 642.7154 1,925.12 1,926.05 3 0.08305 43.12 1285 1301 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VVTPLSPPTNLHLEANPDTGVLTVSWER K S 95.00% 24.8 34.3 1.92 2 1,015.29 3,042.85 3,042.59 3 1.266 86.58 1170 1197 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VVTPLSPPTNLHLEANPDTGVLTVSWER K S 95.00% 31.2 34.3 4.25 2 1,015.29 3,042.84 3,042.59 3 1.253 82.27 1170 1197 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VVTPLSPPTNLHLEANPDTGVLTVSWER K S 95.00% 0 0 3.64 2 1,015.67 3,043.98 3,042.59 3 2.402 130.2 1170 1197 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% VVTPLSPPTNLHLEANPDTGVLTVSWER K S 95.00% 39.8 34.3 4.43 2 1,014.96 3,041.86 3,042.59 3 0.2763 90.79 1170 1197 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WKEATIPGHLNSYTIK R G 95.00% 18.2 37.6 1.17 2 620.0694 1,857.19 1,857.99 3 0.2076 111.7 654 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WKEATIPGHLNSYTIK R G 95.00% 31.5 37.6 0.959 2 620.0635 1,857.17 1,857.99 3 0.1899 102.2 654 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WKEATIPGHLNSYTIK R G 95.00% 35.7 37.6 1.32 2 620.064 1,857.17 1,857.99 3 0.1916 103.1 654 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WKEATIPGHLNSYTIK R G 95.00% 38.2 37.6 1.82 2 620.0839 1,857.23 1,857.99 3 0.2513 135.2 654 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WKEATIPGHLNSYTIK R G 95.00% 41.9 37.6 0 2 620.0708 1,857.19 1,857.99 3 0.212 114.1 654 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WKEATIPGHLNSYTIK R G 95.00% 45.5 37.5 2.92 2 620.3983 1,858.17 1,857.99 3 1.194 103.1 654 669 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 20.9 39.1 1.38 2 675.3699 1,348.73 1,349.68 2 0.04762 35.28 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 35.2 38.8 1.05 2 675.7974 1,349.58 1,349.68 2 0.9027 -74.05 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 38.6 39.1 4.14 2 675.3585 1,348.70 1,349.68 2 0.02479 18.37 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 39 38.8 2.68 2 675.7203 1,349.43 1,349.68 2 0.7484 -188.3 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 41.6 39.1 4.18 2 675.3217 1,348.63 1,349.68 2 -0.04871 -36.09 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 43.3 39.1 3.43 2 675.3494 1,348.68 1,349.68 2 0.006725 4.983 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 43.4 39.1 2.34 2 675.3255 1,348.64 1,349.68 2 -0.04117 -30.51 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 44.3 38.8 3.02 2 675.8469 1,349.68 1,349.68 2 1.002 -0.7164 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 45.2 38.8 2.85 2 675.8803 1,349.75 1,349.68 2 1.068 48.64 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 46.2 39.1 0 2 675.356 1,348.70 1,349.68 2 0.01986 14.71 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 47.1 38.8 2.39 2 675.8171 1,349.62 1,349.68 2 0.9421 -44.86 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 48.5 38.8 3.44 2 675.8403 1,349.67 1,349.68 2 0.9884 -10.59 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 50.6 38.8 2.89 2 675.8931 1,349.77 1,349.68 2 1.094 67.67 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 57 38.8 2.55 2 675.8526 1,349.69 1,349.68 2 1.013 7.736 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 68.3 39.1 2.92 2 675.3778 1,348.74 1,349.68 2 0.06343 46.99 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 68.7 39.1 2.51 2 675.3573 1,348.70 1,349.68 2 0.02243 16.62 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 69.3 39.1 3.01 2 675.3339 1,348.65 1,349.68 2 -0.02427 -17.99 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 69.4 39.1 3.18 2 675.3461 1,348.68 1,349.68 2 0.000125 0.09263 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WLPSSSPVTGYR K V 95.00% 69.5 39.1 2.62 2 675.3706 1,348.73 1,349.68 2 0.04903 36.33 1562 1573 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 93.90% 37.3 38.5 0 2 477.9927 1,430.96 1,431.75 3 0.2143 149.7 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 18.9 38.5 1.51 2 477.9772 1,430.91 1,431.75 3 0.1678 117.2 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 24 38.5 3.68 2 716.4394 1,430.86 1,431.75 2 0.1223 85.38 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 24.9 38.5 1.21 2 478.0226 1,431.05 1,431.75 3 0.304 212.3 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 26.2 38.5 3.04 2 716.4548 1,430.90 1,431.75 2 0.153 106.9 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 28.8 38.5 2.47 2 478.0302 1,431.07 1,431.75 3 0.3268 228.2 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 32 38.5 0.886 2 716.4198 1,430.83 1,431.75 2 0.08303 57.99 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 37.2 38.5 2.04 2 478.0119 1,431.01 1,431.75 3 0.272 189.9 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 41.1 38.4 0 2 478.0382 1,431.09 1,431.75 3 0.3507 244.9 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 42.2 38.5 1.44 2 477.9917 1,430.95 1,431.75 3 0.2112 147.5 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 43.2 38.5 1.38 2 477.9871 1,430.94 1,431.75 3 0.1975 137.9 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 43.9 38.5 1.85 2 478.3139 1,431.92 1,431.75 3 1.178 122.2 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 45.1 38.5 1.38 2 477.9855 1,430.93 1,431.75 3 0.1926 134.5 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 45.2 38.5 2.72 2 478.0154 1,431.02 1,431.75 3 0.2825 197.3 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 45.7 38.5 4.01 2 478.0225 1,431.05 1,431.75 3 0.3036 212 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 48.1 38.5 3.59 2 477.9822 1,430.92 1,431.75 3 0.1828 127.6 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% WSRPQAPITGYR R I 95.00% 49.5 38.5 2.92 2 477.9981 1,430.97 1,431.75 3 0.2306 161 831 842 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% YEVSVYALK K D 95.00% 26 39.6 1.77 2 536.2732 1,070.53 1,071.57 2 -0.03289 -30.7 1788 1796 TRUE

HFF Repeat 1 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 50 64 584 30.00% YEVSVYALK K D 95.00% 33 39.6 3.2 2 536.3445 1,070.67 1,071.57 2 0.1097 102.3 1788 1796 TRUE

HFF Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 6 3.82% AILFLPmSAK K - 95.00% 23.4 39.6 1.82 2 m7: Oxidation (+15.99) 553.873 1,105.73 1,106.63 2 0.1108 100.1 278 287 TRUE

HFF Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 6 3.82% AILFLPMSAK K - 95.00% 40.2 39.6 0.921 2 545.8599 1,089.71 1,090.63 2 0.07947 72.86 278 287 TRUE

HFF Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 6 3.82% AILFLPmSAK K - 95.00% 40.9 39.6 0 2 m7: Oxidation (+15.99) 553.8395 1,105.66 1,106.63 2 0.04377 39.55 278 287 TRUE

HFF Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 6 3.82% AILFLPmSAKS K - 95.00% 23.5 38.9 0.824 2 m7: Oxidation (+15.99) 597.3403 1,192.67 1,193.66 2 0.01331 11.15 278 288 TRUE

HFF Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 6 3.82% AILFLPMSAKS K - 95.00% 24.3 39.3 3.24 2 589.3744 1,176.73 1,177.67 2 0.07649 64.94 278 288 TRUE

HFF Repeat 1 FGF2 fibroblast growth factor 2 IPI00154603 30,752.70 99.80% 2 2 6 3.82% AILFLPMSAKS K - 95.00% 26.5 39.3 0.921 2 589.378 1,176.74 1,177.67 2 0.0837 71.07 278 288 TRUE

HFF Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 99.80% 2 2 4 1.45% MVYWTDVAGR R T 95.00% 44.3 38.9 0.959 2 599.3478 1,196.68 1,197.57 2 0.1161 96.96 1155 1164 TRUE

HFF Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 99.80% 2 2 4 1.45% MVYWTDVAGR R T 95.00% 56.8 38.9 2.08 2 599.3403 1,196.67 1,197.57 2 0.1011 84.44 1155 1164 TRUE

HFF Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 99.80% 2 2 4 1.45% VFALYNDEER R V 95.00% 31.2 38.8 2.96 2 628.0455 1,254.08 1,255.60 2 -0.5117 391.3 729 738 TRUE

HFF Repeat 1 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 99.80% 2 2 4 1.45% VFALYNDEER R V 95.00% 62.7 38.9 3.04 2 628.2649 1,254.52 1,255.60 2 -0.07284 -58.02 729 738 TRUE

HFF Repeat 1 EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor IPI00296058,IPI00556657 49,386.10 99.80% 2 2 4 4.29% AGNSQGDFYIR R Q 95.00% 41.6 39 1.64 2 614.3179 1,226.62 1,227.58 2 0.05325 43.37 380 390 TRUE

HFF Repeat 1 EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor IPI00296058,IPI00556657 49,386.10 99.80% 2 2 4 4.29% AGNSQGDFYIR R Q 95.00% 80.5 39 2.37 2 614.339 1,226.66 1,227.58 2 0.09537 77.69 380 390 TRUE

HFF Repeat 1 EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor IPI00296058,IPI00556657 49,386.10 99.80% 2 2 4 4.29% YMTITSER R S 90.90% 37.8 39.7 0 2 500.7825 999.5505 1,000.48 2 0.08094 80.9 347 354 TRUE

HFF Repeat 1 EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor IPI00296058,IPI00556657 49,386.10 99.80% 2 2 4 4.29% YMTITSER R S 95.00% 43.3 39.7 1.26 2 500.8075 999.6005 1,000.48 2 0.1309 130.8 347 354 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% APTAQVESFR R I 95.00% 63.3 39.6 2.11 2 553.3345 1,104.65 1,105.56 2 0.09805 88.68 1732 1741 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% AVDIPGLEAATPYR R V 95.00% 60 38.4 4.4 2 736.9294 1,471.84 1,472.77 2 0.07699 52.27 1401 1414 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% AVDIPGLEAATPYR R V 95.00% 66.8 38.4 3.74 2 736.9192 1,471.82 1,472.77 2 0.05652 38.38 1401 1414 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% DLTATEVQSETALLTWRPPR R A 95.00% 44.6 36.1 0 2 762.153 2,283.44 2,284.19 3 0.2511 109.9 1892 1911 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% FTTDLDSPR K D 95.00% 38.7 39.2 1.3 2 526.3748 1,050.74 1,051.51 2 0.2367 225.1 1883 1891 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% FTTDLDSPR K D 95.00% 72.7 39.2 1.24 2 526.3227 1,050.63 1,051.51 2 0.1325 126 1883 1891 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% GLEPGQEYNVLLTAEK R G 95.00% 40.7 37.6 3 2 881.541 1,761.07 1,760.91 2 1.168 93.83 1042 1057 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% GLEPGQEYNVLLTAEK R G 95.00% 50.3 37.7 2.66 2 881.0436 1,760.07 1,760.91 2 0.1732 98.34 1042 1057 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% GLEPGQEYNVLLTAEK R G 95.00% 56.3 37.7 4.06 2 881.0756 1,760.14 1,760.91 2 0.2372 134.7 1042 1057 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% GLEPGQEYNVLLTAEKGR R H 95.00% 39.3 36.9 0 2 659.0589 1,974.16 1,974.03 3 1.133 65.9 1042 1059 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% IQALNGPLR K S 95.00% 45.4 39 1.01 2 491.362 980.7094 981.5841 2 0.1325 135 1955 1963 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% IQALNGPLR K S 95.00% 58.1 39 1.39 2 491.332 980.6494 981.5841 2 0.07258 73.93 1955 1963 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% IQALNGPLR K S 95.00% 60.8 39 0.77 2 491.3554 980.6963 981.5841 2 0.1195 121.7 1955 1963 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% ITAQGQYELR K V 95.00% 58.2 39.2 0.796 2 589.8474 1,177.68 1,178.62 2 0.07101 60.25 2064 2073 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% KQSEPLEITLLAPER K T 95.00% 65.9 37.7 1.24 2 575.3573 1,723.05 1,723.96 3 0.09828 57.01 1659 1673 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% LEELENLVSSLR R E 95.00% 58.7 38.5 2.12 2 701.3877 1,400.76 1,401.76 2 0.009711 6.928 126 137 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% LEELENLVSSLR R E 95.00% 62.8 38.5 2.7 2 701.3923 1,400.77 1,401.76 2 0.01883 13.43 126 137 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% LIPGVEYLVSIIAMK K G 95.00% 59.5 37.9 3.15 2 823.5993 1,645.18 1,645.96 2 0.2313 140.5 1769 1783 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% NMNKEDEGEITK R S 95.00% 35.6 38.2 1 2 470.2773 1,407.81 1,407.64 3 1.175 122.4 748 759 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% NMNKEDEGEITK R S 95.00% 38.5 38.3 1.14 2 469.9929 1,406.96 1,407.64 3 0.3218 228.6 748 759 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% NMNKEDEGEITK R S 95.00% 46 38.3 0 2 469.9473 1,406.82 1,407.64 3 0.185 131.4 748 759 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% NMNKEDEGEITK R S 95.00% 59.6 38.2 1.7 2 470.2784 1,407.81 1,407.64 3 1.178 124.7 748 759 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% QSEPLEITLLAPER K T 95.00% 43.8 37.9 1.66 2 798.4536 1,594.89 1,595.86 2 0.03579 22.43 1660 1673 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% QSEPLEITLLAPER K T 95.00% 51.2 37.9 3.96 2 798.5403 1,595.07 1,595.86 2 0.2091 131 1660 1673 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% TAHISGLPPSTDFIVYLSGLAPSIR R T 95.00% 56 35.1 1.39 2 871.8867 2,612.64 2,612.41 3 1.237 89.58 1492 1516 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% TVSGNTVEYALTDLEPATEYTLR R I 92.70% 33.8 35.7 0 2 848.8202 2,543.44 2,543.25 3 1.195 75.43 1844 1866 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 25.3 35.7 3.51 2 1,272.74 2,543.47 2,543.25 2 1.223 86.64 1844 1866 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 54.3 35.7 2.39 2 848.5502 2,542.63 2,543.25 3 0.3847 151.2 1844 1866 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 64.1 35.7 2.08 2 848.8202 2,543.44 2,543.25 3 1.195 75.43 1844 1866 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% VATYLPAPEGLK R F 95.00% 40.2 38.9 0 2 629.8961 1,257.78 1,258.70 2 0.08061 64.04 708 719 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% VATYLPAPEGLK R F 95.00% 41.6 38.9 0.678 2 629.8698 1,257.73 1,258.70 2 0.02793 22.19 708 719 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% VATYLPAPEGLK R F 95.00% 47.7 38.9 1.27 2 629.8503 1,257.69 1,258.70 2 -0.01107 -8.797 708 719 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% VATYLPAPEGLK R F 95.00% 54.8 38.9 1.12 2 629.9034 1,257.79 1,258.70 2 0.09513 75.57 708 719 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 45.9 35.6 2.29 2 831.4552 2,491.34 2,491.27 3 1.079 30.66 670 691 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% VPGDQTSTIIQELEPGVEYFIR R V 95.00% 54.8 35.6 2.3 2 831.5027 2,491.49 2,491.27 3 1.222 87.83 670 691 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% VSIYGVIR R G 95.00% 46.4 39.9 0.658 2 453.8375 905.6605 906.5407 2 0.127 140.1 1415 1422 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% VSQTDNSITLEWR R N 95.00% 92.5 38.2 5.16 2 774.9551 1,547.90 1,548.77 2 0.1375 88.77 902 914 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 41.6 34.8 0.921 2 941.9889 2,822.95 2,823.46 3 0.4957 175.5 1819 1843 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 46.3 34.8 1.8 2 942.2383 2,823.69 2,823.46 3 1.244 85.35 1819 1843 TRUE

HFF Repeat 1 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 20 21 40 12.40% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 55.2 34.6 4.25 2 942.3064 2,823.90 2,823.46 3 1.448 157.6 1819 1843 TRUE

HFF Repeat 1 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 4 24.90% AQLGGPEAAKSDETAAK R - 95.00% 37.9 37.9 1.92 2 548.6872 1,643.04 1,643.82 3 0.2233 135.8 189 205 TRUE

HFF Repeat 1 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 4 24.90% LFDQAFGLPR R L 95.00% 63.4 39.2 3.08 2 582.3719 1,162.73 1,163.62 2 0.1156 99.29 28 37 TRUE

HFF Repeat 1 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 4 24.90% RVPFSLLR R G 95.00% 36.8 39.9 1.62 2 494.3945 986.7744 987.6098 2 0.1719 174 5 12 TRUE

HFF Repeat 1 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 4 24.90% VSLDVNHFAPDELTVK R T 92.60% 35.8 37.7 0 2 595.7102 1,784.11 1,783.92 3 1.193 106.8 97 112 TRUE

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% ADTLTDEINFLR K A 95.00% 54.4 38.2 2.4 2 704.749 1,407.48 1,407.71 2 0.7791 -158.8 288 299 TRUE

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% AQYEEIAQR K S 95.00% 38 39.4 1.28 2 554.3446 1,106.67 1,107.54 2 0.1391 125.6 339 347 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% AQYEEIAQR K S 95.00% 46.6 39.4 2.77 2 554.2863 1,106.56 1,107.54 2 0.02245 20.27 339 347 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% NLDLDSIIAEVK R A 95.00% 27.9 38.7 1.47 2 665.844 1,329.67 1,329.73 2 0.9544 -36.32 327 338 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% NLDLDSIIAEVK R A 95.00% 33.9 38.7 1.32 2 665.359 1,328.70 1,329.73 2 -0.01547 -11.64 327 338 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% NLDLDSIIAEVK R A 95.00% 42.5 38.7 1.46 2 665.8684 1,329.72 1,329.73 2 1.003 0.4827 327 338 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% NLDLDSIIAEVK R A 95.00% 50.5 38.7 1.96 2 665.4053 1,328.80 1,329.73 2 0.07703 57.92 327 338 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% NLDLDSIIAEVK R A 95.00% 52.7 38.7 2.04 2 665.4114 1,328.81 1,329.73 2 0.08931 67.16 327 338 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% NLDLDSIIAEVK R A 95.00% 53.8 38.7 1.66 2 665.4043 1,328.79 1,329.73 2 0.0751 56.48 327 338 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% NLDLDSIIAEVK R A 95.00% 54.5 38.7 2.8 2 665.4226 1,328.83 1,329.73 2 0.1116 83.92 327 338 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% NLDLDSIIAEVK R A 95.00% 57.8 38.7 2.92 2 665.3841 1,328.75 1,329.73 2 0.03472 26.11 327 338 FALSE IPI00021304

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% SGFSSVSVSR R S 95.00% 33.1 38.9 0.658 2 506.8623 1,011.71 1,012.51 2 0.2116 209 31 40 TRUE

HFF Repeat 1 KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60,028.40 99.80% 2 2 3 7.62% SGFSSVSVSR R S 95.00% 38.8 38.9 1.85 2 506.7993 1,011.58 1,012.51 2 0.08563 84.56 31 40 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% AQYEEIAQR K S 95.00% 38 39.4 1.28 2 554.3446 1,106.67 1,107.54 2 0.1391 125.6 360 368 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% AQYEEIAQR K S 95.00% 46.6 39.4 2.77 2 554.2863 1,106.56 1,107.54 2 0.02245 20.27 360 368 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% FLEQQNQVLQTK R W 95.00% 30.7 38.6 0.796 2 738.9474 1,475.88 1,475.79 2 1.102 67.29 204 215 FALSE IPI00220327

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% FLEQQNQVLQTK R W 95.00% 36.2 38.6 1.18 2 738.9003 1,475.79 1,475.79 2 1.008 3.452 204 215 FALSE IPI00220327

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% FLEQQNQVLQTK R W 95.00% 40.1 38.6 0 2 738.799 1,475.58 1,475.79 2 0.8053 -133.7 204 215 FALSE IPI00220327

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% FLEQQNQVLQTK R W 95.00% 44 38.6 0.886 2 738.4396 1,474.86 1,475.79 2 0.08647 58.59 204 215 FALSE IPI00220327

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% FLEQQNQVLQTK R W 95.00% 56.7 38.6 1.06 2 738.4256 1,474.84 1,475.79 2 0.05854 39.67 204 215 FALSE IPI00220327

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% FLEQQNQVLQTK R W 95.00% 58.7 38.6 1.09 2 738.4323 1,474.85 1,475.79 2 0.07183 48.67 204 215 FALSE IPI00220327

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% FLEQQNQVLQTK R W 95.00% 64.6 38.6 1.54 2 738.414 1,474.81 1,475.79 2 0.0352 23.85 204 215 FALSE IPI00220327

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% GFSSGSAVVSGGSR R R 95.00% 56 38.9 4.72 2 628.3503 1,254.69 1,254.61 2 1.086 66.34 21 34 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% GSSSGGGYSSGSSSYGSGGR R Q 95.00% 52.5 37.5 4.29 2 870.9949 1,739.98 1,740.71 2 0.2771 159.1 531 550 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% NLDLDSIIAEVK R A 95.00% 27.9 38.7 1.47 2 665.844 1,329.67 1,329.73 2 0.9544 -36.32 348 359 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% NLDLDSIIAEVK R A 95.00% 33.9 38.7 1.32 2 665.359 1,328.70 1,329.73 2 -0.01547 -11.64 348 359 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% NLDLDSIIAEVK R A 95.00% 42.5 38.7 1.46 2 665.8684 1,329.72 1,329.73 2 1.003 0.4827 348 359 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% NLDLDSIIAEVK R A 95.00% 50.5 38.7 1.96 2 665.4053 1,328.80 1,329.73 2 0.07703 57.92 348 359 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% NLDLDSIIAEVK R A 95.00% 52.7 38.7 2.04 2 665.4114 1,328.81 1,329.73 2 0.08931 67.16 348 359 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% NLDLDSIIAEVK R A 95.00% 53.8 38.7 1.66 2 665.4043 1,328.79 1,329.73 2 0.0751 56.48 348 359 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% NLDLDSIIAEVK R A 95.00% 54.5 38.7 2.8 2 665.4226 1,328.83 1,329.73 2 0.1116 83.92 348 359 TRUE

HFF Repeat 1 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 4 4 12 10.40% NLDLDSIIAEVK R A 95.00% 57.8 38.7 2.92 2 665.3841 1,328.75 1,329.73 2 0.03472 26.11 348 359 TRUE

HFF Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 3 3 5 18.50% GLAPDLPEDLYHLIK K K 95.00% 18.1 37.6 1.59 2 565.6739 1,694.00 1,693.92 3 1.091 51.9 79 93 TRUE

HFF Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 3 3 5 18.50% GLTPSQIGVILR K D 95.00% 54.1 38.8 0.886 2 627.919 1,253.82 1,253.76 2 1.073 55.94 44 55 TRUE

HFF Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 3 3 5 18.50% GLTPSQIGVILR K D 95.00% 59.3 38.8 1.28 2 627.4378 1,252.86 1,253.76 2 0.1104 88.07 44 55 TRUE

HFF Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 3 3 5 18.50% GLTPSQIGVILR K D 95.00% 68.7 38.8 1.74 2 627.4151 1,252.82 1,253.76 2 0.06499 51.84 44 55 TRUE

HFF Repeat 1 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 100.00% 3 3 5 18.50% KGLTPSQIGVILR K D 95.00% 42.1 38.6 0 2 461.1902 1,380.55 1,381.85 3 -0.2968 -214.9 43 55 TRUE

HFF Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 3 12.90% LFEGNALLR R R 95.00% 57.3 39.8 0.796 2 516.8819 1,031.75 1,032.58 2 0.1729 167.4 71 79 TRUE

HFF Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 3 12.90% LIGEYGLR K N 90.80% 37.9 39.8 0 2 460.8363 919.658 920.5201 2 0.1451 157.6 31 38 TRUE

HFF Repeat 1 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 3 12.90% RLQTQVFK R L 95.00% 25.4 39.8 1.04 2 510.3588 1,018.70 1,019.60 2 0.1105 108.4 109 116 TRUE

HFF Repeat 1 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 99.70% 2 2 2 18.60% LNRLPAAGVGDMVMATVK R K 95.00% 35.2 37.4 1.48 2 615.4058 1,843.20 1,842.99 3 1.21 112.3 49 66 TRUE

HFF Repeat 1 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 99.70% 2 2 2 18.60% NLYIISVK K G 93.30% 25.7 39.7 0.721 2 475.2903 948.566 949.5717 2 0.001527 1.608 36 43 TRUE

HFF Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 6 11.70% AIAELGIYPAVDPLDSTSR R I 95.00% 52 37 4.89 2 994.5887 1,987.16 1,988.03 2 0.1363 68.55 388 406 TRUE

HFF Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 6 11.70% FTQAGSEVSALLGR R I 95.00% 40.1 38.4 0.62 2 718.4043 1,434.79 1,435.75 2 0.04723 32.89 311 324 TRUE

HFF Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 6 11.70% VLDSGAPIKIPVGPETLGR K I 95.00% 15 37.3 1.19 2 640.719 1,919.14 1,919.10 3 1.046 22.48 125 143 TRUE

HFF Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 6 11.70% VLDSGAPIKIPVGPETLGR K I 95.00% 20.9 37.3 2.1 2 640.7485 1,919.22 1,919.10 3 1.135 68.65 125 143 TRUE

HFF Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 6 11.70% VLDSGAPIKIPVGPETLGR K I 95.00% 48.6 37.4 7.85 2 640.3871 1,918.14 1,919.10 3 0.05032 26.22 125 143 TRUE

HFF Repeat 1 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 6 11.70% VVDLLAPYAK K G 95.00% 67.3 39.7 2.62 2 544.881 1,087.75 1,088.64 2 0.1197 109.9 189 198 TRUE

HFF Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 7 33.60% EIKDILIQYDR K T 95.00% 43.6 38.4 0.77 2 703.4321 1,404.85 1,405.77 2 0.08806 62.64 107 117 TRUE

HFF Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 7 33.60% LLEPVLLLGK K E 95.00% 49.9 38.9 1.55 2 548.4474 1,094.88 1,094.72 2 1.169 151.6 51 60 TRUE

HFF Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 7 33.60% LLEPVLLLGKER K F 95.00% 39 38.7 0.921 2 460.6665 1,378.98 1,379.86 3 0.1227 88.95 51 62 TRUE

HFF Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 7 33.60% LLEPVLLLGKER K F 95.00% 45.4 38.7 2.46 2 460.9902 1,379.95 1,379.86 3 1.094 65.84 51 62 TRUE

HFF Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 7 33.60% LLEPVLLLGKER K F 95.00% 50.8 38.7 2.59 2 460.7295 1,379.17 1,379.86 3 0.3115 225.7 51 62 TRUE

HFF Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 7 33.60% VKGGGHVAQIYAIR R Q 95.00% 31.2 38.3 1.85 2 490.3089 1,467.91 1,468.84 3 0.0738 50.24 72 85 TRUE

HFF Repeat 1 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 100.00% 5 5 7 33.60% VNGRPLEMIEPR K T 95.00% 32.6 38.3 1.33 2 471.2942 1,410.86 1,410.75 3 1.116 79.98 34 45 TRUE

HFF Repeat 1 PRKCDBP protein kinase C, delta binding protein IPI00056334 27,682.80 99.50% 2 2 2 10.70% IQSGLGALSR R S 95.00% 59.2 39.9 0 2 501.329 1,000.64 1,001.57 2 0.07683 76.7 60 69 TRUE

HFF Repeat 1 PRKCDBP protein kinase C, delta binding protein IPI00056334 27,682.80 99.50% 2 2 2 10.70% SHDTTSNTLAQLLAKAER R V 89.70% 33.5 36.8 0 2 653.0302 1,956.07 1,956.01 3 1.061 29.95 70 87 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% FLEQQNQVLQTK R W 95.00% 30.7 38.6 0.796 2 738.9474 1,475.88 1,475.79 2 1.102 67.29 200 211 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% FLEQQNQVLQTK R W 95.00% 36.2 38.6 1.18 2 738.9003 1,475.79 1,475.79 2 1.008 3.452 200 211 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% FLEQQNQVLQTK R W 95.00% 40.1 38.6 0 2 738.799 1,475.58 1,475.79 2 0.8053 -133.7 200 211 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% FLEQQNQVLQTK R W 95.00% 44 38.6 0.886 2 738.4396 1,474.86 1,475.79 2 0.08647 58.59 200 211 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% FLEQQNQVLQTK R W 95.00% 56.7 38.6 1.06 2 738.4256 1,474.84 1,475.79 2 0.05854 39.67 200 211 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% FLEQQNQVLQTK R W 95.00% 58.7 38.6 1.09 2 738.4323 1,474.85 1,475.79 2 0.07183 48.67 200 211 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% FLEQQNQVLQTK R W 95.00% 64.6 38.6 1.54 2 738.414 1,474.81 1,475.79 2 0.0352 23.85 200 211 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR R G 95.00% 38.6 36.2 1.59 2 795.4132 2,383.22 2,383.95 3 0.2727 114.4 519 549 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR R G 95.00% 56.2 36.2 3.51 2 795.406 2,383.20 2,383.95 3 0.251 105.3 519 549 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% NKLNDLEDALQQAKEDLAR K L 95.00% 0 0 3.28 2 729.1277 2,184.36 2,184.13 3 1.243 109.8 442 460 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% NKLNDLEDALQQAKEDLAR K L 95.00% 0 0 3.33 2 729.119 2,184.34 2,184.13 3 1.217 97.91 442 460 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% NKLNDLEDALQQAKEDLAR K L 95.00% 0 0 3.89 2 728.7902 2,183.35 2,184.13 3 0.2302 105.4 442 460 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 31.2 38.7 1.89 2 651.8995 1,301.78 1,302.72 2 0.07637 58.62 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 40 38.8 0 2 652.3717 1,302.73 1,302.72 2 1.021 13.85 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 40.5 38.7 1.37 2 651.8844 1,301.75 1,302.72 2 0.04612 35.4 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 41.5 38.8 1.64 2 652.4103 1,302.81 1,302.72 2 1.098 73.02 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 50.7 38.7 1.77 2 651.8924 1,301.77 1,302.72 2 0.06228 47.8 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 54 38.7 1.18 2 651.8403 1,301.67 1,302.72 2 -0.04207 -32.3 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 54.5 38.7 3.07 2 651.9199 1,301.83 1,302.72 2 0.1171 89.89 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 54.8 38.7 2.74 2 651.8956 1,301.78 1,302.72 2 0.06853 52.6 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 55.4 38.7 2.92 2 651.8882 1,301.76 1,302.72 2 0.0537 41.22 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 56.1 38.7 2.4 2 651.8703 1,301.73 1,302.72 2 0.01793 13.76 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 57.4 38.7 1.96 2 651.8925 1,301.77 1,302.72 2 0.06244 47.93 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 58 38.7 2.51 2 651.9062 1,301.80 1,302.72 2 0.08978 68.91 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 59.4 38.7 2.62 2 651.9236 1,301.83 1,302.72 2 0.1246 95.63 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 61 38.7 3.19 2 651.8962 1,301.78 1,302.72 2 0.06979 53.57 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 61.4 38.7 2.44 2 651.8984 1,301.78 1,302.72 2 0.07425 57 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 61.6 38.8 2.74 2 652.3765 1,302.74 1,302.72 2 1.03 21.25 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 63.9 38.7 3.07 2 651.9462 1,301.88 1,302.72 2 0.1698 130.3 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 66.8 38.7 3.89 2 651.9057 1,301.80 1,302.72 2 0.08884 68.19 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLDLDSIIAEVK R A 95.00% 67.3 38.7 2.44 2 651.9197 1,301.82 1,302.72 2 0.1168 89.61 344 355 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 37.9 37.7 0 2 546.9698 1,637.89 1,638.86 3 0.03495 21.33 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 43.4 37.7 0 2 547.0555 1,638.14 1,638.86 3 0.2922 178.2 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 45.7 37.7 1.13 2 547.0311 1,638.07 1,638.86 3 0.2189 133.5 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 47.3 37.7 1.06 2 547.2902 1,638.85 1,638.86 3 0.9962 -4.011 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 47.5 37.7 2.15 2 547.3647 1,639.07 1,638.86 3 1.22 132.4 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 49.3 37.7 0 2 547.0095 1,638.01 1,638.86 3 0.154 93.96 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 51.8 37.7 2.51 2 546.9626 1,637.87 1,638.86 3 0.01335 8.146 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 52.2 37.7 2.25 2 547.3502 1,639.03 1,638.86 3 1.176 105.7 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 53.3 37.7 2.72 2 546.995 1,637.96 1,638.86 3 0.1106 67.45 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 57.3 37.7 1.01 2 547.0211 1,638.04 1,638.86 3 0.1888 115.2 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 57.8 37.7 2.01 2 547.3277 1,638.96 1,638.86 3 1.109 64.59 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 58.7 37.7 0.721 2 547.0239 1,638.05 1,638.86 3 0.1974 120.4 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 59.4 37.7 1.16 2 547.3661 1,639.08 1,638.86 3 1.224 134.8 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 61.7 37.7 1 2 547.0347 1,638.08 1,638.86 3 0.2296 140.1 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 67.8 37.7 1 2 547.3239 1,638.95 1,638.86 3 1.097 57.73 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 71.5 37.7 1.72 2 547.0135 1,638.02 1,638.86 3 0.1662 101.4 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% SLNNQFASFIDKVR K F 95.00% 80.5 37.7 1.7 2 547.0191 1,638.04 1,638.86 3 0.183 111.6 186 199 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% THNLEPYFESFINNLR R R 91.30% 0 0 2.16 2 665.9639 1,994.87 1,993.98 3 1.9 -52.64 224 239 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% THNLEPYFESFINNLR R R 95.00% 42.7 37 1.49 2 665.6339 1,993.88 1,993.98 3 0.9104 -46.28 224 239 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% THNLEPYFESFINNLR R R 95.00% 43.8 37 0 2 665.3784 1,993.11 1,993.98 3 0.1439 72.16 224 239 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% THNLEPYFESFINNLR R R 95.00% 48.8 37 3.08 2 665.6788 1,994.01 1,993.98 3 1.045 21.22 224 239 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% THNLEPYFESFINNLR R R 95.00% 52.5 37 0 2 665.7002 1,994.08 1,993.98 3 1.109 53.44 224 239 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% THNLEPYFESFINNLR R R 95.00% 75.8 37 2.7 2 665.3552 1,993.04 1,993.98 3 0.07435 37.29 224 239 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% THNLEPYFESFINNLR R R 95.00% 76.6 37 3.01 2 665.7114 1,994.11 1,993.98 3 1.143 70.36 224 239 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 93.80% 39.7 39.8 0 2 516.8067 1,031.60 1,033.52 2 -0.9099 89.87 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 42.1 39.8 0 2 517.3124 1,032.61 1,033.52 2 0.1015 98.17 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 42.8 39.8 0.824 2 517.3342 1,032.65 1,033.52 2 0.145 140.3 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 44 39.8 0 2 517.3203 1,032.63 1,033.52 2 0.1171 113.3 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 44 39.8 1.22 2 517.3236 1,032.63 1,033.52 2 0.1238 119.8 484 492 TRUE
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HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 47 39.8 0 2 517.2778 1,032.54 1,033.52 2 0.03213 31.08 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 52 39.8 0 2 517.3097 1,032.60 1,033.52 2 0.096 92.88 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 53.6 39.6 0 2 517.8263 1,033.64 1,033.52 2 1.129 122.2 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 56.4 39.8 0 2 517.3455 1,032.68 1,033.52 2 0.1676 162.1 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 58.7 39.8 0 2 517.3093 1,032.60 1,033.52 2 0.09519 92.1 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 59 39.8 1.28 2 517.3396 1,032.66 1,033.52 2 0.1558 150.8 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 65.3 39.8 1.48 2 517.3203 1,032.63 1,033.52 2 0.1171 113.3 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 78.8 39.8 1.77 2 517.3328 1,032.65 1,033.52 2 0.1422 137.6 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TLLEGEESR R M 95.00% 79.6 39.8 1.37 2 517.3005 1,032.59 1,033.52 2 0.07752 75 484 492 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TNAENEFVTIK R K 95.00% 58.2 38.8 2.54 2 633.3401 1,264.67 1,265.64 2 0.03562 28.14 278 288 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TNAENEFVTIKK R D 95.00% 39 38.4 0 2 465.3324 1,392.98 1,393.73 3 0.2504 179.6 278 289 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TNAENEFVTIKK R D 95.00% 40.1 38.4 0 2 465.3222 1,392.94 1,393.73 3 0.2198 157.6 278 289 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TNAENEFVTIKK R D 95.00% 44.9 38.4 0 2 465.3348 1,392.98 1,393.73 3 0.2576 184.8 278 289 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TNAENEFVTIKK R D 95.00% 49.2 38.4 0 2 465.2802 1,392.82 1,393.73 3 0.09375 67.26 278 289 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TNAENEFVTIKK R D 95.00% 49.9 38.3 0.721 2 465.6671 1,393.98 1,393.73 3 1.255 180.5 278 289 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TNAENEFVTIKK R D 95.00% 50.4 38.3 0 2 465.6482 1,393.92 1,393.73 3 1.198 139.8 278 289 TRUE

HFF Repeat 1 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 9 77 19.40% TNAENEFVTIKK R D 95.00% 51.5 38.4 0 2 465.3073 1,392.90 1,393.73 3 0.1751 125.6 278 289 TRUE

HFF Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 4 2.95% FAGVFHVEK R N 95.00% 48.7 39.8 2.96 2 517.303 1,032.59 1,033.55 2 0.05223 50.53 30 38 TRUE

HFF Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 4 2.95% YGFIEGHVVIPR R I 95.00% 43.6 38.5 0 2 463.0094 1,386.01 1,386.75 3 0.2607 187.9 79 90 TRUE

HFF Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 4 2.95% YGFIEGHVVIPR R I 95.00% 66.3 38.5 2.7 2 463.0077 1,386.00 1,386.75 3 0.2556 184.2 79 90 TRUE

HFF Repeat 1 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 4 2.95% YGFIEGHVVIPR R I 95.00% 79.8 38.6 3.51 2 463.3427 1,387.01 1,386.75 3 1.261 185.7 79 90 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% EVPAGKYPFIVTSDDGR K K 95.00% 49.3 37.3 2.37 2 618.0302 1,851.07 1,850.93 3 1.147 78.14 257 273 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% EVPAGKYPFIVTSDDGR K K 95.00% 54 37.5 1.03 2 617.6659 1,849.98 1,850.93 3 0.05459 29.49 257 273 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% FPILSANIK K A 95.00% 30.4 39.8 1.17 2 501.9048 1,001.80 1,002.60 2 0.204 203.4 137 145 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% FPILSANIK K A 95.00% 30.5 39.8 1.74 2 501.842 1,001.67 1,002.60 2 0.07832 78.11 137 145 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% GPLASQISGLYLPYK K V 92.30% 19.7 37.8 0.678 2 804.068 1,606.12 1,606.88 2 0.2445 152.1 148 162 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% GPLASQISGLYLPYK K V 95.00% 26.3 37.9 1.19 2 804.5427 1,607.07 1,606.88 2 1.194 118.9 148 162 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% GPLASQISGLYLPYK K V 95.00% 38.1 37.8 2.22 2 804.0112 1,606.01 1,606.88 2 0.131 81.54 148 162 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% GPLASQISGLYLPYK K V 95.00% 50.6 37.9 2.39 2 804.4812 1,606.95 1,606.88 2 1.071 42.46 148 162 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% KVPVVQAYAFGK R Y 95.00% 21.5 38.7 1.28 2 653.8803 1,305.75 1,306.75 2 0.001427 1.092 274 285 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% VIYPAVEGR K I 95.00% 58.5 39.8 1.77 2 502.3285 1,002.64 1,003.56 2 0.09249 92.15 537 545 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% VLPVGDEVVGIVGYTSK K E 95.00% 25.2 37.6 2.26 2 867.0562 1,732.10 1,731.95 2 1.152 86.21 163 179 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% VLPVGDEVVGIVGYTSK K E 95.00% 34 37.6 3.46 2 867.0444 1,732.07 1,731.95 2 1.129 72.61 163 179 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% VLPVGDEVVGIVGYTSK K E 95.00% 41 37.8 1.52 2 577.9848 1,730.93 1,731.95 3 -0.0131 -7.566 163 179 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% VLPVGDEVVGIVGYTSK K E 95.00% 44.9 37.6 0 2 578.3702 1,732.09 1,731.95 3 1.143 80.97 163 179 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% VLPVGDEVVGIVGYTSK K E 95.00% 63.7 37.8 5.42 2 866.5628 1,731.11 1,731.95 2 0.1653 95.45 163 179 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% YPFIVTSDDGR K K 95.00% 36.9 38.7 2.68 2 635.3363 1,268.66 1,269.61 2 0.05413 42.63 263 273 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% YPFIVTSDDGR K K 95.00% 49.1 38.7 1.35 2 635.3957 1,268.78 1,269.61 2 0.1729 136.2 263 273 TRUE

HFF Repeat 1 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 7 8 18 13.80% YPFIVTSDDGR K K 95.00% 68.2 38.7 3.64 2 635.3103 1,268.61 1,269.61 2 0.002127 1.675 263 273 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 42.6 39 2.8 2 618.2874 1,234.56 1,235.53 2 0.03891 31.49 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 45.8 39 2 2 618.3127 1,234.61 1,235.53 2 0.08955 72.47 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 59.6 39 5.34 2 618.3244 1,234.63 1,235.53 2 0.1129 91.33 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 59.7 39 4.36 2 618.3138 1,234.61 1,235.53 2 0.09177 74.27 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 60.4 39 3.06 2 618.31 1,234.61 1,235.53 2 0.08415 68.11 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 66 39 3.77 2 618.3073 1,234.60 1,235.53 2 0.07875 63.73 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 66.1 39 5.33 2 618.2578 1,234.50 1,235.53 2 -0.02042 -16.53 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 67.2 39 4.51 2 618.2776 1,234.54 1,235.53 2 0.01936 15.67 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 69.4 39 2.52 2 618.2989 1,234.58 1,235.53 2 0.0618 50.02 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 72.1 39 4.82 2 618.3336 1,234.65 1,235.53 2 0.1313 106.3 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 75.3 39 3.35 2 618.3124 1,234.61 1,235.53 2 0.08892 71.96 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 76 39 5.07 2 618.2979 1,234.58 1,235.53 2 0.05983 48.42 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% FSSSSGYGGGSSR R V 95.00% 82.7 39 4.25 2 618.2948 1,234.58 1,235.53 2 0.05376 43.51 47 59 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 32.1 37.6 1.92 2 896.5493 1,791.08 1,791.73 2 0.3632 202.7 491 513 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 39.9 37.6 2.66 2 896.5349 1,791.06 1,791.73 2 0.3344 186.6 491 513 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% HGVQELEIELQSQLSKK R A 95.00% 25.9 37 0.886 2 656.4394 1,966.30 1,966.06 3 1.243 122.2 375 391 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% HGVQELEIELQSQLSKK R A 95.00% 71.6 37 4.66 2 656.4489 1,966.33 1,966.06 3 1.272 136.7 375 391 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% QGVDADINGLR R Q 95.00% 62.8 39.3 3.77 2 579.3303 1,156.65 1,157.59 2 0.06213 53.67 251 261 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% SGGGGGGGLGSGGSIR R S 95.00% 22 39.1 2.28 2 616.8552 1,231.70 1,232.60 2 0.1051 85.22 14 29 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% SGGGGGGGLGSGGSIR R S 95.00% 55.5 39.1 4.03 2 616.8313 1,231.65 1,232.60 2 0.05713 46.34 14 29 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% SGGGGGGGLGSGGSIR R S 95.00% 69.5 39.1 6.55 2 616.851 1,231.69 1,232.60 2 0.09667 78.42 14 29 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% SGGGGGGGLGSGGSIR R S 95.00% 74.1 39.1 5.46 2 616.8783 1,231.74 1,232.60 2 0.1513 122.7 14 29 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% SGGGGGGGLGSGGSIR R S 95.00% 83.1 39.1 6.89 2 616.8702 1,231.73 1,232.60 2 0.135 109.5 14 29 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% SGGGGGGGLGSGGSIR R S 95.00% 84.4 39.1 7.46 2 616.8399 1,231.67 1,232.60 2 0.07445 60.4 14 29 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% SGGGGGGGLGSGGSIR R S 95.00% 89.7 39.1 4.57 2 616.8842 1,231.75 1,232.60 2 0.1629 132.1 14 29 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 94.10% 39.3 39.2 0 2 533.2757 1,064.54 1,065.50 2 0.0447 41.95 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 20.3 39.2 1.22 2 533.3214 1,064.63 1,065.50 2 0.1362 127.8 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 20.4 39.2 1.32 2 533.3963 1,064.78 1,065.50 2 0.2859 268.3 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 30.2 39.2 1.68 2 533.2944 1,064.57 1,065.50 2 0.08226 77.2 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 34.3 39.2 1.23 2 533.3513 1,064.69 1,065.50 2 0.196 183.9 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 34.7 39.2 1.66 2 533.3008 1,064.59 1,065.50 2 0.09488 89.04 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 34.8 39.1 0.959 2 533.8053 1,065.60 1,065.50 2 1.104 94.88 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 38.2 39.2 1 2 533.3621 1,064.71 1,065.50 2 0.2176 204.1 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 41.6 39.2 1.49 2 533.3049 1,064.60 1,065.50 2 0.1032 96.81 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 41.7 39.2 0 2 533.3024 1,064.59 1,065.50 2 0.09814 92.1 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 43.1 39.2 1.6 2 533.3046 1,064.59 1,065.50 2 0.1026 96.29 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 49.4 39.2 1.17 2 533.3135 1,064.61 1,065.50 2 0.1204 113 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 50.1 39.2 1.68 2 533.3013 1,064.59 1,065.50 2 0.09593 90.02 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 51.5 39.2 1.46 2 533.3017 1,064.59 1,065.50 2 0.09688 90.91 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% STMQELNSR K L 95.00% 54.7 39.2 2.21 2 533.326 1,064.64 1,065.50 2 0.1454 136.4 155 163 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% TLLDIDNTR K M 95.00% 44.2 39.6 0 2 530.8318 1,059.65 1,060.56 2 0.0928 87.5 225 233 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% TLLDIDNTR K M 95.00% 47 39.6 0 2 530.7988 1,059.58 1,060.56 2 0.02687 25.33 225 233 TRUE

HFF Repeat 1 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 8 43 18.10% TLNDMRQEYEQLIAK K N 95.00% 44.3 37.3 0 2 618.0322 1,851.07 1,851.93 3 0.1549 83.61 322 336 TRUE

HFF Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 3 3 3 7.05% AVDSLVPIGR K G 95.00% 35.8 38.9 2.55 2 513.8403 1,025.67 1,026.59 2 0.07893 76.88 195 204 TRUE

HFF Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 3 3 3 7.05% HALIIYDDLSK K Q 95.00% 67.2 38.9 5.49 2 644.3853 1,286.76 1,287.69 2 0.06873 53.37 306 316 TRUE

HFF Repeat 1 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 3 3 3 7.05% VVDALGNAIDGKGPIGSK R T 95.00% 61.9 37.6 2.74 2 571.0569 1,710.15 1,710.94 3 0.2172 126.9 150 167 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% AMEKLLASVEER R Q 91.70% 36.3 38.7 0 2 458.782 1,373.32 1,375.73 3 -1.394 -284.4 325 336 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% APAPASAPPGPSEELLR R Q 95.00% 28.5 37.9 3.07 2 831.0428 1,660.07 1,659.87 2 1.208 123.6 276 292 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% APAPASAPPGPSEELLR R Q 95.00% 31.1 37.8 3.06 2 830.5503 1,659.09 1,659.87 2 0.223 134.3 276 292 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% APAPASAPPGPSEELLR R Q 95.00% 44.2 37.8 4.89 2 830.5424 1,659.07 1,659.87 2 0.2072 124.8 276 292 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% APAPASAPPGPSEELLR R Q 95.00% 54.5 37.8 8.68 2 830.5363 1,659.06 1,659.87 2 0.1951 117.6 276 292 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% APAPASAPPGPSEELLR R Q 95.00% 64.6 37.8 7.03 2 830.502 1,658.99 1,659.87 2 0.1265 76.21 276 292 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% GPGAGPGVGGPSR R G 95.00% 38.2 39.2 4.28 2 533.3413 1,064.67 1,065.54 2 0.1315 123.4 611 623 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LDTVAGGLQGLR R E 90.40% 37 39.1 0 2 600.3267 1,198.64 1,199.67 2 -0.02833 -23.62 737 748 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LDTVAGGLQGLR R E 95.00% 41.4 39.1 0.77 2 600.3158 1,198.62 1,199.67 2 -0.05016 -41.81 737 748 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LLASVEER K Q 95.00% 42.8 39.9 0 2 458.3073 914.6 916.5098 2 -0.9026 109.4 329 336 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LLASVEER K Q 95.00% 43.9 40.2 0 2 458.7821 915.5496 916.5098 2 0.04706 51.35 329 336 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LLASVEER K Q 95.00% 45.5 40.2 0.886 2 458.833 915.6515 916.5098 2 0.1489 162.4 329 336 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LLASVEER K Q 95.00% 53.3 40.2 0.796 2 458.6753 915.336 916.5098 2 -0.1666 -181.8 329 336 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LLASVEER K Q 95.00% 56.1 40.2 0 2 458.8072 915.5998 916.5098 2 0.0972 106 329 336 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LQQEATEHATESEER R F 95.00% 36.2 37.5 0.886 2 586.6383 1,756.89 1,757.79 3 0.1066 60.66 692 706 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LQQEATEHATESEER R F 95.00% 39.2 37.5 1.19 2 586.7225 1,757.15 1,757.79 3 0.3593 204.4 692 706 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LQQEATEHATESEER R F 95.00% 45.1 37.5 0 2 586.6393 1,756.90 1,757.79 3 0.1097 62.43 692 706 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LVGGQAGLGR K R 95.00% 57.5 39.1 3.72 2 464.3034 926.5922 927.5372 2 0.06223 67.09 779 788 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LVGSGLHTVEAAGEAR R Q 95.00% 38 38 1.8 2 522.667 1,564.98 1,566.82 3 -0.837 105.8 513 528 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LVGSGLHTVEAAGEAR R Q 95.00% 45.9 38.1 2.54 2 523.0305 1,566.07 1,566.82 3 0.2535 161.8 513 528 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LVGSGLHTVEAAGEAR R Q 95.00% 47.5 38.2 2.43 2 522.999 1,565.98 1,566.82 3 0.1589 101.4 513 528 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% LVGSGLHTVEAAGEAR R Q 95.00% 52.3 38.2 3 2 523.0431 1,566.11 1,566.82 3 0.2913 185.9 513 528 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% QATLEGLQEVVGR R L 95.00% 48.7 38.5 1.92 2 700.4103 1,398.81 1,399.75 2 0.05913 42.24 529 541 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% QATLEGLQEVVGR R L 95.00% 49 38.5 0.658 2 700.9203 1,399.83 1,399.75 2 1.079 54.54 529 541 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% QATLEGLQEVVGR R L 95.00% 50.6 38.5 3.36 2 700.9423 1,399.87 1,399.75 2 1.123 85.94 529 541 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% QATLEGLQEVVGR R L 95.00% 54.1 38.5 2.23 2 700.826 1,399.64 1,399.75 2 0.8906 -80.09 529 541 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% QATLEGLQEVVGR R L 95.00% 58 38.5 3.09 2 700.3896 1,398.76 1,399.75 2 0.0177 12.64 529 541 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% QATLEGLQEVVGR R L 95.00% 80.2 38.5 2.4 2 700.3803 1,398.75 1,399.75 2 -0.000873 -0.6237 529 541 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% QATLEGLQEVVGR R L 95.00% 86.2 38.5 5.77 2 700.4183 1,398.82 1,399.75 2 0.07513 53.67 529 541 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% QATLEGLQEVVGR R L 95.00% 101 38.5 3.7 2 700.422 1,398.83 1,399.75 2 0.08266 59.05 529 541 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% SEPGTVPFDR R V 95.00% 51.6 39.7 1.27 2 552.8225 1,103.63 1,104.53 2 0.1056 95.57 882 891 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% SEPGTVPFDR R V 95.00% 51.9 39.7 1.68 2 552.7771 1,103.54 1,104.53 2 0.01473 13.33 882 891 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% SEPGTVPFDR R V 95.00% 54.4 39.7 1.15 2 552.7859 1,103.56 1,104.53 2 0.03238 29.31 882 891 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VLDSEGQLR R L 93.80% 39.8 39.9 0 2 508.7473 1,015.48 1,016.54 2 -0.04985 -49.05 504 512 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VLDSEGQLR R L 95.00% 37.7 39.9 1.37 2 508.914 1,015.81 1,016.54 2 0.2834 278.7 504 512 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VLDSEGQLR R L 95.00% 48.8 39.9 1.19 2 508.8355 1,015.66 1,016.54 2 0.1265 124.4 504 512 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VLDSEGQLR R L 95.00% 56.7 39.9 1.31 2 508.8003 1,015.59 1,016.54 2 0.05603 55.11 504 512 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VLDSEGQLR R L 95.00% 59 39.9 0.62 2 508.8283 1,015.64 1,016.54 2 0.1121 110.3 504 512 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VLDSEGQLR R L 95.00% 60.9 39.9 2.24 2 508.8003 1,015.59 1,016.54 2 0.05603 55.11 504 512 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VLDSEGQLR R L 95.00% 78 39.9 2.25 2 508.8539 1,015.69 1,016.54 2 0.1633 160.6 504 512 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VLLNDGGYYDPETGVFTAPLAGR R Y 95.00% 0 0 2.49 2 809.6362 2,425.89 2,425.20 3 1.69 -129.9 892 914 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VQQLEEQVQSLTK K E 95.00% 37.3 38.3 1.08 2 765.8403 1,529.67 1,529.82 2 0.8561 -95.78 178 190 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VQQLEEQVQSLTK K E 95.00% 48.9 38.3 2.08 2 766.0128 1,530.01 1,529.82 2 1.201 129.6 178 190 TRUE

HFF Repeat 1 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 13 13 44 16.00% VQQLEEQVQSLTK K E 95.00% 74.4 38.2 4.68 2 765.4614 1,528.91 1,529.82 2 0.09835 64.28 178 190 TRUE

HFF Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 5 20.20% ILTFDQLALDSPK K G 95.00% 77.4 38.6 4.72 2 730.9625 1,459.91 1,460.80 2 0.1179 80.68 120 132 TRUE

HFF Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 5 20.20% TAVVVGTITDDVR K V 95.00% 62.2 38.9 3.27 2 673.3846 1,344.75 1,345.73 2 0.0295 21.92 79 91 FALSE IPI00299573,IPI00479315

HFF Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 5 20.20% TAVVVGTITDDVR K V 95.00% 71 38.9 2.01 2 673.4103 1,344.81 1,345.73 2 0.08093 60.13 79 91 FALSE IPI00299573,IPI00479315

HFF Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 5 20.20% TNSTFNQVVLK R R 95.00% 50.2 38.8 2.59 2 625.8983 1,249.78 1,250.67 2 0.1153 92.2 39 49 TRUE

HFF Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 5 20.20% TNSTFNQVVLKR R L 95.00% 50.2 38.3 2 2 469.9502 1,406.83 1,406.78 3 1.061 41.36 39 50 TRUE

HFF Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 5 20.20% TNSTFNQVVLKR R L 95.00% 51 38.3 1.17 2 469.6728 1,406.00 1,406.78 3 0.2288 162.6 39 50 TRUE

HFF Repeat 1 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 5 20.20% TNSTFNQVVLKR R L 95.00% 70.7 38.4 0 2 470.0596 1,407.16 1,406.78 3 1.389 274.4 39 50 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% AGELTEDEVER R V 95.00% 37 39 2.16 2 624.3286 1,246.64 1,247.58 2 0.07484 59.98 56 66 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% AGELTEDEVER R V 95.00% 46.4 39 1.89 2 624.2795 1,246.54 1,247.58 2 -0.02341 -18.77 56 66 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% IAFAITAIK K G 95.00% 37.3 39.9 0.824 2 474.3451 946.6756 947.5925 2 0.09035 95.33 26 34 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% IAFAITAIK K G 95.00% 43.7 39.9 0 2 474.3783 946.742 947.5925 2 0.1567 165.4 26 34 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% IAFAITAIK K G 95.00% 45.2 39.9 0 2 474.3256 946.6366 947.5925 2 0.05128 54.12 26 34 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% IPDWFLNR K Q 95.00% 41.1 39.6 2.41 2 531.3653 1,060.72 1,060.56 2 1.166 153.5 79 86 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% IPDWFLNR K Q 95.00% 42.5 39.6 0 2 530.8703 1,059.73 1,060.56 2 0.1757 165.7 79 86 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% VITIMQNPR R Q 93.90% 39.5 39.6 0 2 536.3469 1,070.68 1,071.60 2 0.08856 82.64 67 75 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% VITIMQNPR R Q 95.00% 43.2 39.6 0 2 536.2907 1,070.57 1,071.60 2 -0.0239 -22.31 67 75 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% VLNTNIDGR R R 95.00% 41 39.9 0.745 2 501.3303 1,000.65 1,001.54 2 0.1157 115.5 15 23 TRUE

HFF Repeat 1 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 6 6 11 38.20% YSQVLANGLDNK K L 95.00% 64.1 38.5 4.39 2 661.7623 1,321.51 1,321.67 2 0.8425 -121.1 95 106 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% AGVIFPVGR K M 95.00% 42.4 40.2 0 2 458.824 915.6335 915.5411 2 1.1 105.7 19 27 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% AGVIFPVGR K M 95.00% 42.5 39.9 0 2 458.3641 914.7137 915.5411 2 0.1798 196.4 19 27 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% AGVIFPVGR K M 95.00% 45.9 39.9 1.06 2 458.3383 914.6621 915.5411 2 0.1283 140.1 19 27 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% AGVIFPVGR K M 95.00% 51.6 39.9 0 2 458.329 914.6435 915.5411 2 0.1096 119.7 19 27 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% NGPLEVAGAAVSAGHGLPAK K F 91.10% 34.8 37.5 0 2 606.3782 1,816.11 1,815.97 3 1.149 80.3 251 270 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% NGPLEVAGAAVSAGHGLPAK K F 95.00% 38 37.5 0 2 606.3464 1,816.02 1,815.97 3 1.053 27.89 251 270 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% NGPLEVAGAAVSAGHGLPAK K F 95.00% 79.6 37.4 5.49 2 606.042 1,815.10 1,815.97 3 0.1402 77.19 251 270 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% SIAFPSIGSGR K N 95.00% 32.7 39.5 0.824 2 546.3213 1,090.63 1,091.58 2 0.05083 46.56 307 317 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% SIAFPSIGSGR K N 95.00% 51.8 39.5 1.11 2 546.3263 1,090.64 1,091.58 2 0.06083 55.72 307 317 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% SIAFPSIGSGR K N 95.00% 52 39.5 0 2 546.2936 1,090.57 1,091.58 2 -0.004507 -4.129 307 317 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% SIAFPSIGSGR K N 95.00% 52 39.5 0 2 546.3567 1,090.70 1,091.58 2 0.1218 111.5 307 317 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% SIAFPSIGSGR K N 95.00% 52.2 39.3 0.886 2 546.7914 1,091.57 1,091.58 2 0.991 -10.69 307 317 TRUE

HFF Repeat 1 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 3 3 13 10.80% SIAFPSIGSGR K N 95.00% 52.4 39.3 2.02 2 546.8063 1,091.60 1,091.58 2 1.021 16.56 307 317 TRUE

HFF Repeat 1 MOXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor IPI00419596,IPI00844146 69,636.40 99.70% 2 2 2 2.94% LFYTMDIR R K 95.00% 56.7 39.7 1.2 2 529.8186 1,057.62 1,058.53 2 0.09589 90.58 325 332 TRUE

HFF Repeat 1 MOXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor IPI00419596,IPI00844146 69,636.40 99.70% 2 2 2 2.94% LVLSLPVNVR K C 93.70% 38.7 38.8 0 2 555.409 1,108.80 1,109.70 2 0.1066 96.08 540 549 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% GNEEGYFGTR K R 95.00% 34.8 39.4 3.89 2 565.2728 1,128.53 1,129.49 2 0.04744 42 1124 1133 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% GNEEGYFGTR K R 95.00% 46.1 39.4 3.19 2 565.3003 1,128.59 1,129.49 2 0.1023 90.59 1124 1133 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% GNEEGYFGTR K R 95.00% 47.5 39.4 4.04 2 565.3211 1,128.63 1,129.49 2 0.1439 127.4 1124 1133 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% GNEEGYFGTR K R 95.00% 50.8 39.4 3.32 2 565.3241 1,128.63 1,129.49 2 0.15 132.8 1124 1133 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 25.9 37.4 0.959 2 906.6603 1,811.31 1,812.03 2 0.2863 158 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 37.3 37.3 0 2 604.6548 1,810.94 1,812.03 3 -0.0771 -42.55 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 40.2 37.4 1.68 2 907.0985 1,812.18 1,812.03 2 1.163 88.31 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 40.5 37.3 2.46 2 906.6233 1,811.23 1,812.03 2 0.2123 117.2 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 49.5 37.3 3.72 2 906.6316 1,811.25 1,812.03 2 0.2291 126.4 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 50.6 37.4 3.8 2 907.1127 1,812.21 1,812.03 2 1.191 103.9 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 55.6 37.4 3.24 2 907.1081 1,812.20 1,812.03 2 1.182 98.81 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 58 37.3 1.64 2 906.5864 1,811.16 1,812.03 2 0.1386 76.5 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 58.1 37.3 2.68 2 906.6103 1,811.21 1,812.03 2 0.1863 102.8 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 60.8 37.3 4.4 2 906.5897 1,811.16 1,812.03 2 0.1452 80.1 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 70 37.3 5.46 2 906.6203 1,811.23 1,812.03 2 0.2063 113.9 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 70.2 37.3 7.31 2 906.6082 1,811.20 1,812.03 2 0.1821 100.5 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% IGPAPAFTGDTIALNIIK R G 95.00% 70.6 37.4 2.48 2 907.1244 1,812.23 1,812.03 2 1.215 116.8 1106 1123 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% LNAYTGVVYLQR R A 95.00% 54.2 38.5 1.14 2 699.3736 1,396.73 1,396.76 2 0.9816 -15.12 1135 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% LNAYTGVVYLQR R A 95.00% 67 38.5 1.43 2 698.9265 1,395.84 1,396.76 2 0.08743 62.59 1135 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% LNAYTGVVYLQR R A 95.00% 72.3 38.5 1.6 2 698.9137 1,395.81 1,396.76 2 0.06179 44.23 1135 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% LNAYTGVVYLQR R A 95.00% 87.3 38.4 4.21 2 699.4239 1,396.83 1,396.76 2 1.082 56.85 1135 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% mHIFFTTFAL K - 95.00% 40.9 38.9 1.8 2 m1: Oxidation (+15.99) 622.3163 1,242.62 1,243.62 2 0.007344 5.905 1175 1184 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% QGSVTTFLAK R M 92.60% 38.3 39.2 0 2 526.3404 1,050.67 1,051.58 2 0.09526 90.57 1165 1174 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% QGSVTTFLAK R M 95.00% 50 39.2 3.11 2 526.3461 1,050.68 1,051.58 2 0.1067 101.4 1165 1174 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% QGSVTTFLAK R M 95.00% 60.5 39.2 1.85 2 526.3293 1,050.64 1,051.58 2 0.07303 69.44 1165 1174 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% QGSVTTFLAK R M 95.00% 64.3 39.2 3.28 2 526.369 1,050.72 1,051.58 2 0.1523 144.8 1165 1174 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% QGSVTTFLAK R M 95.00% 65.2 39.2 2.72 2 526.3522 1,050.69 1,051.58 2 0.1188 113 1165 1174 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% QGSVTTFLAK R M 95.00% 68.7 39.2 2.01 2 526.3294 1,050.64 1,051.58 2 0.07311 69.52 1165 1174 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RLNAYTGVVYLQR R A 95.00% 38.5 38.2 0.886 2 518.3102 1,551.91 1,552.86 3 0.05655 36.42 1134 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RLNAYTGVVYLQR R A 95.00% 54.1 38 3.89 2 518.6169 1,552.83 1,552.86 3 0.9766 -16.85 1134 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RLNAYTGVVYLQR R A 95.00% 54.6 38 4.17 2 518.6746 1,553.00 1,552.86 3 1.15 94.69 1134 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RLNAYTGVVYLQR R A 95.00% 57 38 1.82 2 518.7177 1,553.13 1,552.86 3 1.279 177.8 1134 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RLNAYTGVVYLQR R A 95.00% 57.3 38.2 4.3 2 518.3638 1,552.07 1,552.86 3 0.2174 140 1134 1146 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RPPEPAAAPR R R 95.00% 34 39.6 2.23 2 531.3576 1,060.70 1,061.59 2 0.1228 115.7 566 575 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RPPEPAAAPR R R 95.00% 34.7 39.6 1.92 2 531.3688 1,060.72 1,061.59 2 0.1451 136.6 566 575 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RVSEAEMAGR R E 95.00% 28 39.6 1.7 2 553.3262 1,104.64 1,105.54 2 0.1032 93.37 576 585 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RVSEAEMAGR R E 95.00% 33.2 39.6 1.26 2 553.8209 1,105.63 1,105.54 2 1.093 81.28 576 585 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RVSEAEMAGR R E 95.00% 36 39.6 1 2 553.3503 1,104.69 1,105.54 2 0.1514 137 576 585 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RVSEAEMAGR R E 95.00% 61.3 39.6 2.33 2 553.3248 1,104.64 1,105.54 2 0.1004 90.85 576 585 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RVSEAEMAGR R E 95.00% 61.9 39.6 2.48 2 553.343 1,104.67 1,105.54 2 0.1368 123.7 576 585 TRUE

HFF Repeat 1 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 8 9 41 6.84% RVSEAEMAGR R E 95.00% 68 39.6 2.28 2 553.3323 1,104.65 1,105.54 2 0.1154 104.4 576 585 TRUE

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40% AGVNTVTTLVENK R K 95.00% 55 38.9 3.46 2 673.3448 1,344.68 1,345.73 2 -0.04988 -37.07 138 150 TRUE

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40% AGVNTVTTLVENK R K 95.00% 62 38.9 4.21 2 673.369 1,344.72 1,345.73 2 -0.001473 -1.095 138 150 TRUE

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40% AGVNTVTTLVENKK R A 95.00% 38.6 38.4 0.959 2 492.0684 1,473.18 1,473.83 3 0.3633 246.4 138 151 TRUE

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40% AGVNTVTTLVENKK R A 95.00% 41.2 38.5 0 2 492.3562 1,474.05 1,473.83 3 1.227 151.9 138 151 TRUE

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40% AGVNTVTTLVENKK R A 95.00% 42.3 38.4 0 2 492.0002 1,472.98 1,473.83 3 0.1588 107.7 138 151 TRUE

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40% AGVNTVTTLVENKK R A 95.00% 52 38.4 2.14 2 492.0077 1,473.00 1,473.83 3 0.1813 123 138 151 TRUE

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40% LKVPPAINQFTQALDR R Q 95.00% 44.8 37.3 0.854 2 604.3902 1,810.15 1,811.02 3 0.1384 76.39 74 89 TRUE

HFF Repeat 1 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 8 15.40% NFGIGQDIQPK K R 95.00% 42 39.3 0 2 609.3536 1,216.69 1,216.63 2 1.068 53.27 38 48 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% DHSAIPVINR R A 95.00% 27.1 39.5 2.14 2 561.3791 1,120.74 1,121.61 2 0.1446 128.9 649 658 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% DLMVLNDVYR K V 95.00% 48.5 38.7 3 2 619.3545 1,236.69 1,237.62 2 0.07705 62.25 433 442 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% DLTALSNMLPK K G 95.00% 24.9 39.3 1.39 2 601.8131 1,201.61 1,202.65 2 -0.02616 -21.75 242 252 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% DLTALSNMLPK K G 95.00% 35.2 39.3 2.27 2 601.8813 1,201.75 1,202.65 2 0.1101 91.56 242 252 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% DLTALSNMLPK K G 95.00% 37.4 39.3 0.77 2 602.2803 1,202.55 1,202.65 2 0.9081 -78.6 242 252 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% ENSLLFDPLSSSSSNKER R V 89.60% 33.4 36.8 0 2 670.6822 2,009.02 2,009.98 3 0.05465 27.19 364 381 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% ENSLLFDPLSSSSSNKER R V 95.00% 27 36.9 2.46 2 671.049 2,010.13 2,009.98 3 1.155 75.66 364 381 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% EVVLQWFTENSK K - 95.00% 54.9 38.2 1.46 2 740.4483 1,478.88 1,479.75 2 0.1414 95.57 956 967 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% GSLVKDSQYEmDSEFEGELADDLAGFYR K S 95.00% 92.7 33.9 5.77 2 m11: Oxidation (+15.99) 1,063.23 3,186.67 3,187.41 3 0.2708 84.96 168 195 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% KVVATTQMQAADAR R K 95.00% 47.6 38.2 0 2 497.3842 1,489.13 1,489.78 3 0.3588 240.8 205 218 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% KVVATTQmQAADAR R K 95.00% 49.4 38.1 0.721 2 m8: Oxidation (+15.99) 502.6742 1,505.00 1,505.77 3 0.2338 155.3 205 218 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% KVVATTQMQAADARK R S 95.00% 0 0 2.89 2 540.0252 1,617.05 1,617.87 3 0.1868 115.4 205 219 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% MLSSFLSEDVFK R Q 95.00% 44.9 38.5 0.77 2 702.3255 1,402.64 1,402.69 2 0.9513 -36.62 486 497 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% MLSSFLSEDVFK R Q 95.00% 66 38.5 3.77 2 701.8599 1,401.71 1,402.69 2 0.02021 14.41 486 497 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% mLSSFLSEDVFK R Q 95.00% 79.1 38.6 1.57 2 m1: Oxidation (+15.99) 709.8943 1,417.77 1,418.69 2 0.09401 66.26 486 497 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% QQQDYWLIDVR R A 95.00% 46.4 38.3 2.23 2 732.4665 1,462.92 1,463.73 2 0.1979 135.2 596 606 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% QYMPWEAALSSLSYFK R L 95.00% 50.1 37.3 1.31 2 641.0062 1,920.00 1,920.92 3 0.08395 43.7 691 706 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% QYMPWEAALSSLSYFK R L 95.00% 55.1 37.1 2.41 2 641.3039 1,920.89 1,920.92 3 0.9772 -13.28 691 706 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% SEYMEGNVR R K 95.00% 28.5 39.1 3.01 2 542.7797 1,083.54 1,084.47 2 0.07935 73.16 196 204 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% SEYMEGNVR R K 95.00% 33.7 39.1 1.96 2 542.8138 1,083.61 1,084.47 2 0.1477 136.1 196 204 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% SIQLPTTVR R D 95.00% 28.1 39.4 0.886 2 507.8565 1,013.70 1,014.59 2 0.1113 109.7 529 537 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% VNYDEENWR R K 95.00% 64 38.6 0.62 2 612.8099 1,223.61 1,224.53 2 0.08458 69.07 632 640 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% VVATTQMQAADAR K K 95.00% 65.6 38.7 6.43 2 681.9101 1,361.81 1,361.68 2 1.129 92.38 206 218 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% VVATTQmQAADAR K K 95.00% 83.9 38.7 4.7 2 m7: Oxidation (+15.99) 689.8803 1,377.75 1,377.68 2 1.074 51.77 206 218 TRUE

HFF Repeat 1 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 16 16 25 18.80% YLSYTLNPDLIR R K 95.00% 21.5 38.1 1.55 2 734.4674 1,466.92 1,467.78 2 0.1431 97.51 844 855 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% ALIEILATR K T 95.00% 53.7 39.4 2.17 2 500.3607 998.7069 999.6198 2 0.09434 94.36 457 465 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% DLmTDLKSEISGDLAR R L 95.00% 41.5 37.7 0.921 2 m3: Oxidation (+15.99) 594.0442 1,779.11 1,779.88 3 0.2383 133.9 412 427 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% GLGTDEDTIIDIITHR K S 95.00% 48.7 37.6 0 2 590.7138 1,769.12 1,768.91 3 1.219 122.1 378 393 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% GLGTDEDTIIDIITHR K S 95.00% 57.3 37.4 2.42 2 590.3755 1,768.10 1,768.91 3 0.2038 115.2 378 393 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% GLGTDEDTIIDIITHR K S 95.00% 61.6 37.6 0.77 2 590.6982 1,769.07 1,768.91 3 1.172 95.6 378 393 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% GLGTDEDTIIDIITHR K S 95.00% 88.1 37.4 1.14 2 590.2762 1,767.81 1,768.91 3 -0.09405 -53.17 378 393 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% LILGLMMPPAHYDAK R Q 95.00% 31.7 37.9 0.886 2 557.6059 1,669.80 1,669.88 3 0.9224 -48.08 428 442 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% LVFDEYLK R T 95.00% 30.3 38.9 1.15 2 513.8276 1,025.64 1,026.55 2 0.09714 94.62 213 220 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% NKPLFFADKLYK K S 95.00% 35.9 38.2 1.21 2 495.3795 1,483.12 1,483.83 3 0.2931 197.5 599 610 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% RVFQEFIK R M 95.00% 44.6 39.1 0 2 533.8601 1,065.71 1,066.60 2 0.1084 101.6 561 568 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% SEIDLLNIR R R 95.00% 34.6 39.8 0.921 2 536.8616 1,071.71 1,072.60 2 0.1161 108.3 630 638 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% SLEDALSSDTSGHFR K R 95.00% 34 37.8 0.959 2 541.3314 1,620.97 1,621.75 3 0.2344 144.5 484 498 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% SLHQAIEGDTSGDFLK K A 95.00% 64 37.8 0 2 573.3245 1,716.95 1,717.84 3 0.1196 69.6 648 663 TRUE

HFF Repeat 1 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 11 11 14 19.80% STPEYFAER R L 95.00% 44.5 39.2 1.11 2 550.306 1,098.60 1,099.51 2 0.09926 90.26 251 259 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ETNLDSLPLVDTHSKR R T 95.00% 27.5 37.3 0.959 2 609.3477 1,825.02 1,824.95 3 1.083 44.1 425 440 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ETNLDSLPLVDTHSKR R T 95.00% 48.9 37.3 2.52 2 609.0094 1,824.01 1,824.95 3 0.06844 37.5 425 440 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANR K N 95.00% 42.6 39 1.42 2 547.3034 1,092.59 1,093.53 2 0.07228 66.09 295 304 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANR K N 95.00% 42.8 39 2.42 2 547.2903 1,092.57 1,093.53 2 0.04603 42.09 295 304 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANR K N 95.00% 59.7 39 3.6 2 547.3203 1,092.63 1,093.53 2 0.106 96.95 295 304 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANR K N 95.00% 72.7 39 2.68 2 547.3464 1,092.68 1,093.53 2 0.1583 144.8 295 304 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANR K N 95.00% 75.8 39 3.8 2 547.3181 1,092.62 1,093.53 2 0.1017 93.03 295 304 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANRNNDALR K Q 95.00% 37.6 37.6 0 2 592.9702 1,775.89 1,776.86 3 0.03365 18.94 295 310 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANRNNDALR K Q 95.00% 38.3 37.6 0 2 593.0119 1,776.01 1,776.86 3 0.1588 89.36 295 310 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANRNNDALR K Q 95.00% 40.5 37.6 0 2 593.3402 1,777.00 1,776.86 3 1.144 79.26 295 310 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANRNNDALR K Q 95.00% 43.9 37.6 0.886 2 593.0361 1,776.09 1,776.86 3 0.2313 130.2 295 310 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANRNNDALR K Q 95.00% 50 37.6 0 2 593.3431 1,777.01 1,776.86 3 1.153 84.24 295 310 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% FADLSEAANRNNDALR K Q 95.00% 50.7 37.6 0.796 2 593.0222 1,776.04 1,776.86 3 0.1897 106.7 295 310 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% HLREYQDLLNVK R M 95.00% 35.4 38 1.23 2 510.0009 1,526.98 1,527.83 3 0.1601 104.7 379 390 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% HLREYQDLLNVK R M 95.00% 37.8 38.1 1.08 2 510.342 1,528.00 1,527.83 3 1.184 118.3 379 390 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% HLREYQDLLNVK R M 95.00% 38.1 38 0 2 509.9871 1,526.94 1,527.83 3 0.1189 77.83 379 390 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 32.5 38.2 1.14 2 514.0312 1,539.07 1,539.91 3 0.1681 109.1 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 40.4 38.2 0 2 514.3523 1,540.04 1,539.91 3 1.132 83.61 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 45.9 38.2 0 2 514.0305 1,539.07 1,539.91 3 0.1661 107.8 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 46.9 38.2 0.77 2 514.3602 1,540.06 1,539.91 3 1.155 98.91 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 50.5 38.2 1.24 2 514.3382 1,539.99 1,539.91 3 1.089 56.08 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 53.6 38.2 1.55 2 770.4576 1,538.90 1,539.91 2 -0.002907 -1.888 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 56.5 38.2 0 2 770.5503 1,539.09 1,539.91 2 0.1824 118.5 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 57.5 38.2 1.38 2 514.0371 1,539.09 1,539.91 3 0.186 120.8 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ILLAELEQLKGQGK K S 95.00% 64.3 38.1 0 2 514.0925 1,539.26 1,539.91 3 0.3521 228.6 130 143 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ISLPLPNFSSLNLR R E 95.00% 33.5 38.1 1.52 2 785.9965 1,569.98 1,570.90 2 0.09053 57.62 411 424 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ISLPLPNFSSLNLR R E 95.00% 54.9 38.1 4.66 2 786.0364 1,570.06 1,570.90 2 0.1703 108.4 411 424 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% ISLPLPNFSSLNLR R E 95.00% 66.9 38.1 6.14 2 786.0069 1,570.00 1,570.90 2 0.1114 70.89 411 424 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% KVESLQEEIAFLK R K 95.00% 41.9 38.2 0 2 512.0302 1,533.07 1,533.85 3 0.2236 145.7 223 235 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% KVESLQEEIAFLK R K 95.00% 48.9 38.2 0.699 2 511.993 1,532.96 1,533.85 3 0.1121 73.09 223 235 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% KVESLQEEIAFLK R K 95.00% 53.6 38.2 4.64 2 767.453 1,532.89 1,533.85 2 0.04628 30.17 223 235 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% KVESLQEEIAFLK R K 95.00% 77.9 38.2 3.62 2 768.0303 1,534.05 1,533.85 2 1.201 129 223 235 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% KVESLQEEIAFLKK R L 95.00% 0 0 2.89 2 554.7222 1,661.14 1,661.95 3 0.2046 123.1 223 236 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% KVESLQEEIAFLKK R L 95.00% 0 0 3.8 2 554.7216 1,661.14 1,661.95 3 0.2028 122 223 236 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% KVESLQEEIAFLKK R L 95.00% 0 0 3.85 2 554.7232 1,661.15 1,661.95 3 0.2076 124.9 223 236 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% LGDLYEEEMRELR R R 94.10% 36.9 37.9 0 2 551.9172 1,652.73 1,652.80 3 0.9421 -36.64 146 158 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% LLEGEESR K I 95.00% 30.1 40 1.04 2 467.2776 932.5407 932.4684 2 1.079 82.23 403 410 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% LQDEIQNmKEEmAR R H 90.10% 34.4 37.6 0 2 m8: Oxidation (+15.99), m12: Oxidation (+15.99) 589.7014 1,766.08 1,766.81 3 0.2845 161 365 378 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% LQDEIQNmKEEmAR R H 92.70% 35.8 37.6 0 2 m8: Oxidation (+15.99), m12: Oxidation (+15.99) 589.6429 1,765.91 1,766.81 3 0.1093 61.86 365 378 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% LQDEIQNMKEEMAR R H 94.60% 37.1 37.7 0 2 579.3435 1,735.01 1,734.82 3 1.201 114.1 365 378 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% LQDEIQNMKEEMAR R H 95.00% 59.2 37.7 0 2 579.3023 1,734.89 1,734.82 3 1.077 42.95 365 378 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% MFGGPGTASRPSSSR R S 95.00% 28.2 38.2 2.21 2 499.2985 1,494.87 1,494.71 3 1.169 111.1 14 28 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% mFGGPGTASRPSSSR R S 95.00% 30 38.1 1.33 2 m1: Oxidation (+15.99) 504.3089 1,509.91 1,510.71 3 0.2055 136 14 28 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% MFGGPGTASRPSSSR R S 95.00% 37.3 38.2 1.7 2 498.9812 1,493.92 1,494.71 3 0.2172 145.3 14 28 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% mFGGPGTASRPSSSR R S 95.00% 40.4 38.1 1.8 2 m1: Oxidation (+15.99) 504.3255 1,509.95 1,510.71 3 0.2553 169 14 28 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% mFGGPGTASRPSSSR R S 95.00% 49 38.1 1.66 2 m1: Oxidation (+15.99) 504.6323 1,510.88 1,510.71 3 1.176 114.4 14 28 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% mFGGPGTASRPSSSR R S 95.00% 50.5 38.1 1.19 2 m1: Oxidation (+15.99) 504.3175 1,509.93 1,510.71 3 0.2311 153 14 28 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% mFGGPGTASRPSSSR R S 95.00% 63.1 38.1 1.92 2 m1: Oxidation (+15.99) 504.3367 1,509.99 1,510.71 3 0.2886 191 14 28 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% NLQEAEEWYK K S 95.00% 34.8 38.6 1.44 2 655.3353 1,308.66 1,309.61 2 0.05733 43.77 283 292 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% NLQEAEEWYK K S 95.00% 34.9 38.6 1.47 2 655.31 1,308.61 1,309.61 2 0.006701 5.117 283 292 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% NLQEAEEWYK K S 95.00% 44.5 38.6 1.59 2 655.3417 1,308.67 1,309.61 2 0.07019 53.59 283 292 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% NLQEAEEWYK K S 95.00% 45.8 38.6 1.02 2 655.2847 1,308.55 1,309.61 2 -0.04378 -33.43 283 292 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% NLQEAEEWYK K S 95.00% 47.6 38.6 0 2 655.3489 1,308.68 1,309.61 2 0.08466 64.64 283 292 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% NLQEAEEWYKSK K F 95.00% 28.6 38.2 1.08 2 508.9858 1,523.94 1,524.73 3 0.21 137.7 283 294 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% NLQEAEEWYKSK K F 95.00% 39.3 38.2 0 2 508.9684 1,523.88 1,524.73 3 0.1577 103.4 283 294 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% QDVDNASLAR R L 95.00% 62.6 39.7 2.72 2 544.8033 1,087.59 1,088.53 2 0.06608 60.7 208 217 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% QDVDNASLAR R L 95.00% 62.6 39.6 2.77 2 545.3063 1,088.60 1,088.53 2 1.072 63.69 208 217 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% QDVDNASLAR R L 95.00% 63 39.7 2.74 2 544.8774 1,087.74 1,088.53 2 0.2144 196.9 208 217 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% QDVDNASLAR R L 95.00% 78.6 39.7 3.82 2 544.8361 1,087.66 1,088.53 2 0.1317 121 208 217 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% RQVDQLTNDKAR R V 93.20% 0 0 2.3 2 482.0778 1,443.21 1,443.77 3 0.4525 313.3 159 170 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% SLYASSPGGVYATR R S 95.00% 64.4 38.6 4.7 2 714.8965 1,427.78 1,428.71 2 0.07403 51.81 51 64 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% SLYASSPGGVYATR R S 95.00% 64.9 38.5 3.17 2 715.4023 1,428.79 1,428.71 2 1.086 57.91 51 64 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% SLYASSPGGVYATR R S 95.00% 68.9 38.6 6.52 2 714.9148 1,427.82 1,428.71 2 0.1106 77.42 51 64 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% SLYASSPGGVYATR R S 95.00% 74.6 38.6 4.08 2 714.8583 1,427.70 1,428.71 2 -0.002473 -1.731 51 64 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% SLYASSPGGVYATR R S 95.00% 85.3 38.6 6.89 2 714.9194 1,427.82 1,428.71 2 0.1197 83.78 51 64 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% SLYASSPGGVYATR R S 95.00% 88.1 38.6 5.92 2 714.9011 1,427.79 1,428.71 2 0.08309 58.15 51 64 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% TYSLGSALRPSTSR R S 95.00% 39 38.2 0 2 499.2946 1,494.86 1,495.79 3 0.08298 55.47 37 50 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% TYSLGSALRPSTSR R S 95.00% 40.8 38.2 0 2 499.3313 1,494.97 1,495.79 3 0.193 129 37 50 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% TYSLGSALRPSTSR R S 95.00% 41.2 38.2 0 2 499.3544 1,495.04 1,495.79 3 0.2623 175.3 37 50 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% VEVERDNLAEDIMR R L 95.00% 21.3 37.8 1.62 2 563.6592 1,687.96 1,688.83 3 0.1357 80.36 171 184 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% VEVERDNLAEDIMR R L 95.00% 32.9 37.8 2.43 2 563.6486 1,687.92 1,688.83 3 0.104 61.55 171 184 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% VEVERDNLAEDImR R L 95.00% 33.8 37.8 2.92 2 m13: Oxidation (+15.99) 569.0245 1,704.05 1,704.82 3 0.2368 138.9 171 184 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% VEVERDNLAEDIMR R L 95.00% 36.1 37.8 1.41 2 563.6877 1,688.04 1,688.83 3 0.2212 130.9 171 184 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% VEVERDNLAEDIMR R L 95.00% 37.2 37.8 2.77 2 845.0515 1,688.09 1,688.83 2 0.2684 158.9 171 184 TRUE

HFF Repeat 1 VIM Vimentin IPI00418471 53,634.60 100.00% 19 22 75 45.50% VEVERDNLAEDIMR R L 95.00% 43.9 37.7 2.74 2 564.0149 1,689.02 1,688.83 3 1.203 118.5 171 184 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGMLPGLLAPLR R T 95.00% 37.9 38 2.96 2 809.5974 1,617.18 1,617.95 2 0.2363 146 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGMLPGLLAPLR R T 95.00% 40.6 38 2.72 2 810.024 1,618.03 1,617.95 2 1.089 53.53 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGMLPGLLAPLR R T 95.00% 43.9 38 3.4 2 809.4949 1,616.98 1,617.95 2 0.03126 19.32 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGmLPGLLAPLR R T 95.00% 46.8 37.8 3.51 2 m7: Oxidation (+15.99) 818.042 1,634.07 1,633.95 2 1.131 78.17 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGMLPGLLAPLR R T 95.00% 50 38 4.47 2 809.5728 1,617.13 1,617.95 2 0.187 115.6 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGMLPGLLAPLR R T 95.00% 53.6 38 4.37 2 809.9703 1,617.93 1,617.95 2 0.982 -12.79 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGmLPGLLAPLR R T 95.00% 57.2 38 4.59 2 m7: Oxidation (+15.99) 817.606 1,633.20 1,633.95 2 0.2585 158.2 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGMLPGLLAPLR R T 95.00% 64.7 38 4.85 2 809.5511 1,617.09 1,617.95 2 0.1436 88.75 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% AAPLQGMLPGLLAPLR R T 95.00% 65.2 38 5.48 2 809.5938 1,617.17 1,617.95 2 0.229 141.5 610 625 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALGSAIEYTIENVFESAPNPR R D 95.00% 38.8 36.2 1.92 2 1,140.20 2,278.39 2,278.14 2 1.261 113.3 2714 2734 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALGSAIEYTIENVFESAPNPR R D 95.00% 42.1 36.2 0 2 760.454 2,278.34 2,278.14 3 1.212 92.03 2714 2734 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALGSAIEYTIENVFESAPNPR R D 95.00% 45.8 36.2 1.01 2 760.1162 2,277.33 2,278.14 3 0.199 87.32 2714 2734 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALGSAIEYTIENVFESAPNPR R D 95.00% 47.1 36.2 1.02 2 760.4428 2,278.31 2,278.14 3 1.179 77.24 2714 2734 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALGSAIEYTIENVFESAPNPR R D 95.00% 48.5 36.2 0 2 760.4298 2,278.27 2,278.14 3 1.14 60.14 2714 2734 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALGSAIEYTIENVFESAPNPR R D 95.00% 52 36.2 1.85 2 1,140.19 2,278.37 2,278.14 2 1.246 106.8 2714 2734 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALGSAIEYTIENVFESAPNPR R D 95.00% 69.6 36.2 3.52 2 1,139.69 2,277.37 2,278.14 2 0.2406 105.6 2714 2734 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALILVGLER R V 95.00% 31.9 38.9 0.824 2 492.387 982.7594 983.6249 2 0.1417 144.1 1976 1984 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALILVGLER R V 95.00% 34.9 38.9 1.74 2 492.3457 982.6769 983.6249 2 0.05921 60.19 1976 1984 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALILVGLER R V 95.00% 37.1 38.9 1.7 2 492.3778 982.741 983.6249 2 0.1233 125.4 1976 1984 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALILVGLER R V 95.00% 45.2 38.9 0.745 2 492.3859 982.7572 983.6249 2 0.1396 141.9 1976 1984 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALNLGYALDYAQR K Y 95.00% 19.8 38.1 1.89 2 734.4088 1,466.80 1,467.76 2 0.05127 34.93 913 925 TRUE
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HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALNLGYALDYAQR K Y 95.00% 56.5 38.1 4.74 2 734.4623 1,466.91 1,467.76 2 0.1583 107.8 913 925 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALNLGYALDYAQR K Y 95.00% 64.1 38.1 4.39 2 734.4561 1,466.90 1,467.76 2 0.1459 99.36 913 925 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ALNLGYALDYAQR K Y 95.00% 69.2 38.1 4.48 2 734.4276 1,466.84 1,467.76 2 0.08875 60.46 913 925 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% DSFQEVLR R F 95.00% 60.2 39.5 0 2 497.3133 992.6121 993.5 2 0.1193 120.1 1653 1660 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% DSFQEVLR R F 95.00% 60.3 39.5 0 2 497.3195 992.6245 993.5 2 0.1317 132.5 1653 1660 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% DVVFLIDGSQSAGPEFQYVR R T 95.00% 28.6 36.4 2.15 2 1,114.12 2,226.22 2,227.10 2 0.1201 53.94 1233 1252 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% EFRELPNIEER R I 95.00% 47.7 38.5 0 2 477.9485 1,430.82 1,431.72 3 0.1081 75.52 1598 1608 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% EFRELPNIEER R I 95.00% 50 38.5 0 2 478.293 1,431.86 1,431.72 3 1.142 97.08 1598 1608 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% EFRELPNIEER R I 95.00% 66.1 38.5 1.89 2 716.8849 1,431.76 1,431.72 2 1.04 25.84 1598 1608 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GAQGPAGPAGPPGLIGEQGISGPR R G 95.00% 55.7 36.7 1.28 2 714.4284 2,140.26 2,141.11 3 0.1602 74.81 2228 2251 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GAQGPAGPAGPPGLIGEQGISGPR R G 95.00% 58.6 36.7 1 2 714.4552 2,140.34 2,141.11 3 0.2407 112.4 2228 2251 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GIPGEDGYR K G 95.00% 21.8 39.8 1.96 2 481.795 961.5754 963.4532 2 -0.8706 137.3 2053 2061 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GMTQLQGTR R A 95.00% 41.3 39.8 0.959 2 495.8723 989.7301 991.4991 2 -0.7618 243.2 2705 2713 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GMTQLQGTR R A 95.00% 42.5 39.8 0.824 2 496.3303 990.646 991.4991 2 0.1541 155.4 2705 2713 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GMTQLQGTR R A 95.00% 58.1 39.8 1.38 2 496.3126 990.6106 991.4991 2 0.1187 119.7 2705 2713 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GMTQLQGTR R A 95.00% 64.5 39.8 1.17 2 496.3638 990.7131 991.4991 2 0.2212 223.1 2705 2713 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GMTQLQGTR R A 95.00% 65.1 39.8 2.36 2 496.2974 990.5802 991.4991 2 0.08837 89.11 2705 2713 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% GYPGDEGGPGER R G 95.00% 42.3 39.3 1.72 2 595.7947 1,189.57 1,190.51 2 0.07458 62.64 2062 2073 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IASNSATAFR K V 95.00% 88.2 39.1 2.11 2 519.3408 1,036.67 1,037.54 2 0.1369 131.9 1789 1798 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IASNSATAFR K V 95.00% 89.9 39.1 0.921 2 519.3505 1,036.69 1,037.54 2 0.1563 150.7 1789 1798 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IASNSATAFR K V 95.00% 90.9 39.1 0 2 519.3333 1,036.65 1,037.54 2 0.122 117.6 1789 1798 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IAVAQYSDDVKVESR R F 95.00% 45.7 37.8 1.54 2 560.7059 1,679.10 1,679.86 3 0.2433 144.8 875 889 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IAVAQYSDDVKVESR R F 95.00% 50 37.8 3.02 2 560.6773 1,679.01 1,679.86 3 0.1575 93.74 875 889 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IAVAQYSDDVKVESR R F 95.00% 87.3 37.7 3.04 2 561.0602 1,680.16 1,679.86 3 1.306 180.4 875 889 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEDGVPQHLVLVLGGK R S 95.00% 28.7 37.9 0.921 2 559.0394 1,674.10 1,673.96 3 1.145 84.84 1536 1551 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEDGVPQHLVLVLGGK R S 95.00% 32.7 37.8 2.89 2 837.5866 1,673.16 1,673.96 2 0.2072 123.7 1536 1551 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEDGVPQHLVLVLGGK R S 95.00% 34 37.8 0.77 2 558.7169 1,673.13 1,673.96 3 0.1774 105.9 1536 1551 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEDGVPQHLVLVLGGK R S 95.00% 36.5 37.8 2.8 2 558.7091 1,673.11 1,673.96 3 0.154 91.98 1536 1551 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEDGVPQHLVLVLGGK R S 95.00% 36.7 37.8 1.8 2 558.6824 1,673.03 1,673.96 3 0.07367 44.01 1536 1551 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEDGVPQHLVLVLGGK R S 95.00% 40.3 37.8 1.47 2 558.7164 1,673.13 1,673.96 3 0.1759 105.1 1536 1551 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEDGVPQHLVLVLGGK R S 95.00% 41.1 37.8 1.43 2 558.7222 1,673.14 1,673.96 3 0.1932 115.4 1536 1551 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEDGVPQHLVLVLGGK R S 95.00% 47 37.8 2.3 2 559.0202 1,674.04 1,673.96 3 1.087 50.4 1536 1551 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEEGVPQFLVLISSGK R S 95.00% 24.4 37.8 1.29 2 859.0569 1,716.10 1,715.96 2 1.149 84.93 1332 1347 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IEEGVPQFLVLISSGK R S 95.00% 34.1 37.9 3.27 2 858.5847 1,715.15 1,715.96 2 0.2041 118.9 1332 1347 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IGDLHPQIVNLLK K S 91.80% 18.4 38.6 0.77 2 487.6962 1,460.07 1,459.86 3 1.211 142.2 1002 1014 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IGDLHPQIVNLLK K S 95.00% 17.9 38.6 2.52 2 487.7008 1,460.08 1,459.86 3 1.224 151.6 1002 1014 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IGDLHPQIVNLLK K S 95.00% 18.1 38.7 1 2 487.3596 1,459.06 1,459.86 3 0.2008 137.5 1002 1014 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IGDLHPQIVNLLK K S 95.00% 21.9 38.6 1.4 2 487.3456 1,459.01 1,459.86 3 0.1587 108.7 1002 1014 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IGDLHPQIVNLLK K S 95.00% 27.1 38.7 3.15 2 487.3777 1,459.11 1,459.86 3 0.2551 174.7 1002 1014 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IGDLHPQIVNLLK K S 95.00% 33 38.6 3.72 2 730.4878 1,458.96 1,459.86 2 0.1048 71.8 1002 1014 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IGDLHPQIVNLLK K S 95.00% 39.6 38.7 1.68 2 487.3875 1,459.14 1,459.86 3 0.2845 194.8 1002 1014 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% IIDELNVKPEGTR K I 95.00% 43.7 38.4 0 2 495.6895 1,484.05 1,483.81 3 1.242 161.2 862 874 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ISLSPEYVFSVSTFR K E 94.10% 36.6 37.6 0 2 578.3062 1,731.90 1,731.90 3 1.009 3.533 1381 1395 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ITEGVPQLLIVLTADR R S 95.00% 34.5 37.5 0.854 2 870.0635 1,738.11 1,738.01 2 1.109 60.85 1128 1143 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ITEGVPQLLIVLTADR R S 95.00% 38 37.6 2 2 869.6119 1,737.21 1,738.01 2 0.2053 118.1 1128 1143 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ITEGVPQLLIVLTADR R S 95.00% 40 37.6 3.35 2 869.6163 1,737.22 1,738.01 2 0.214 123.1 1128 1143 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ITEGVPQLLIVLTADR R S 95.00% 43 37.5 0 2 580.4102 1,738.21 1,738.01 3 1.205 116.2 1128 1143 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ITEGVPQLLIVLTADR R S 95.00% 45.4 37.6 1.77 2 869.6003 1,737.19 1,738.01 2 0.182 104.7 1128 1143 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% ITEGVPQLLIVLTADR R S 95.00% 54.6 37.6 3.36 2 869.6125 1,737.21 1,738.01 2 0.2066 118.8 1128 1143 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LDQRVPQIAFVITGGK R S 95.00% 40.3 37.4 0.921 2 581.4088 1,741.20 1,742.00 3 0.2155 123.7 1739 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LDQRVPQIAFVITGGK R S 95.00% 41.5 37.4 0 2 581.4002 1,741.18 1,742.00 3 0.1898 108.9 1739 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LDQRVPQIAFVITGGK R S 95.00% 42.7 37.4 2.38 2 581.3419 1,741.00 1,742.00 3 0.01475 8.468 1739 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LDQRVPQIAFVITGGK R S 95.00% 63.7 37.4 0.921 2 581.7302 1,742.17 1,742.00 3 1.18 101.6 1739 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLPSFVSSENAFYLSPDIR R K 95.00% 36.8 36.6 2.82 2 1,078.62 2,155.23 2,155.11 2 1.126 57.28 2815 2833 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLPYIVGVAQR K H 95.00% 47.4 39.1 3.07 2 614.8978 1,227.78 1,228.74 2 0.04693 38.19 415 425 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLTPITTLTSEQIQK K L 95.00% 42.9 37.9 2.96 2 843.5717 1,685.13 1,685.97 2 0.1674 99.27 1404 1418 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLTPITTLTSEQIQK K L 95.00% 53 37.8 3.89 2 843.6217 1,685.23 1,685.97 2 0.2674 158.6 1404 1418 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLVLITGGK K S 95.00% 43.2 39.1 0 2 457.3503 912.686 913.6083 2 0.08493 92.95 552 560 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLVLITGGK K S 95.00% 43.4 39.1 0 2 457.3703 912.726 913.6083 2 0.1249 136.7 552 560 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLVLITGGK K S 95.00% 56.9 39.1 0 2 457.3563 912.698 913.6083 2 0.09693 106.1 552 560 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLVLITGGK K S 95.00% 60.9 39.1 1.04 2 457.3659 912.7172 913.6083 2 0.1161 127 552 560 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLVLITGGK K S 95.00% 61 39.1 0 2 457.3767 912.7389 913.6083 2 0.1379 150.9 552 560 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLVLITGGK K S 95.00% 61.1 39.1 0 2 457.3555 912.6964 913.6083 2 0.09536 104.4 552 560 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LLVLITGGK K S 95.00% 61.2 39.1 1.1 2 457.4062 912.7978 913.6083 2 0.1967 215.2 552 560 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LNLLDLDYELAEQLDNIAEK R A 93.20% 34.3 36 0 2 778.1339 2,331.38 2,332.19 3 0.1948 83.52 2008 2027 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LNLLDLDYELAEQLDNIAEK R A 95.00% 39.9 36 0 2 778.1062 2,331.30 2,332.19 3 0.1118 47.91 2008 2027 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LNLLDLDYELAEQLDNIAEK R A 95.00% 47.5 36 3.06 2 778.484 2,332.43 2,332.19 3 1.245 103.9 2008 2027 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LQPVLQPLPSPGVGGK R R 95.00% 25.9 38.2 1.25 2 794.0403 1,586.07 1,586.93 2 0.1464 92.26 1216 1231 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LQPVLQPLPSPGVGGK R R 95.00% 31 38.4 2.92 2 794.5328 1,587.05 1,586.93 2 1.131 81.04 1216 1231 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LQPVLQPLPSPGVGGK R R 95.00% 44.3 38.2 3.82 2 794.0331 1,586.05 1,586.93 2 0.132 83.19 1216 1231 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LQPVLQPLPSPGVGGK R R 95.00% 46.3 38.2 4.72 2 794.0412 1,586.07 1,586.93 2 0.1484 93.48 1216 1231 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 29 38.5 2.3 2 702.4043 1,402.79 1,403.79 2 0.01173 8.354 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 43.2 38.4 1.52 2 702.8923 1,403.77 1,403.79 2 0.9877 -10.68 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 51.7 38.5 2.64 2 702.4477 1,402.88 1,403.79 2 0.09851 70.17 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 53.3 38.5 0.854 2 702.3954 1,402.78 1,403.79 2 -0.005987 -4.265 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 66 38.5 2.28 2 702.4101 1,402.81 1,403.79 2 0.02341 16.67 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 67.4 38.5 2.14 2 702.4246 1,402.83 1,403.79 2 0.0523 37.25 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 71.6 38.5 1.8 2 702.4478 1,402.88 1,403.79 2 0.09882 70.39 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 74.4 38.5 2.28 2 702.4216 1,402.83 1,403.79 2 0.04646 33.09 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 77.3 38.4 2.64 2 702.9425 1,403.87 1,403.79 2 1.088 60.85 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 80.4 38.5 2.54 2 702.4065 1,402.80 1,403.79 2 0.01613 11.49 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LSDAGITPLFLTR K Q 95.00% 80.5 38.5 3.64 2 702.4299 1,402.85 1,403.79 2 0.06289 44.8 2533 2545 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LVDKSTELNEEPLmR K F 92.30% 35.4 37.5 0 2 m14: Oxidation (+15.99) 597.6927 1,790.06 1,789.90 3 1.163 89.62 2797 2811 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LVDKSTELNEEPLmR K F 95.00% 36.2 37.4 3.39 2 m14: Oxidation (+15.99) 597.3615 1,789.06 1,789.90 3 0.1698 94.87 2797 2811 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LVDYLDVGFDTTR R V 95.00% 40.8 38.2 2.47 2 757.9163 1,513.82 1,513.75 2 1.072 45.55 1258 1270 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LVDYLDVGFDTTR R V 95.00% 52.9 38.2 2.34 2 757.4624 1,512.91 1,513.75 2 0.1639 108.3 1258 1270 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LVDYLDVGFDTTR R V 95.00% 54.1 38.2 3.29 2 757.4558 1,512.90 1,513.75 2 0.1508 99.64 1258 1270 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LVDYLDVGFDTTR R V 95.00% 69.7 38.2 4.11 2 757.4149 1,512.82 1,513.75 2 0.06896 45.55 1258 1270 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LVDYLDVGFDTTR R V 95.00% 73.1 38.2 4.57 2 757.386 1,512.76 1,513.75 2 0.01116 7.369 1258 1270 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% LVDYLDVGFDTTR R V 95.00% 78.7 38.2 6.77 2 757.4567 1,512.90 1,513.75 2 0.1526 100.8 1258 1270 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% MKPLDGSALYTGSALDFVR K N 95.00% 41.2 36.9 1.21 2 681.3602 2,041.06 2,041.04 3 1.023 10.15 515 533 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% MKPLDGSALYTGSALDFVR K N 95.00% 69.9 36.9 3.14 2 681.4243 2,041.25 2,041.04 3 1.216 104.4 515 533 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% MKPLDGSALYTGSALDFVR K N 95.00% 81.5 36.9 1.62 2 681.4164 2,041.23 2,041.04 3 1.192 92.78 515 533 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NADPAELEQIVLSPAFILAAESLPK K I 95.00% 75.6 35.4 3.85 2 879.6492 2,635.93 2,636.42 3 0.5146 -185.1 977 1001 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NADQEELVK R I 93.80% 26.6 39.6 0.745 2 523.346 1,044.68 1,045.52 2 0.1686 161.2 1372 1380 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NIDRTELQTITNDPR R L 95.00% 57.4 37.7 0 2 595.9822 1,784.92 1,785.91 3 0.02275 12.74 1577 1591 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NIDSEEVGKIASNSATAFR R V 95.00% 49.7 36.9 2.89 2 670.4137 2,008.22 2,008.99 3 0.2331 116 1780 1798 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NILVSSAGSR R I 95.00% 43.4 39.8 3 2 502.3572 1,002.70 1,003.55 2 0.154 153.4 1118 1127 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NLQVALTSK K Q 89.90% 37.8 40.1 0 2 487.8475 973.6805 973.5677 2 1.12 120.3 2475 2483 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NLQVALTSK K Q 95.00% 23.1 40 1.31 2 487.3347 972.6549 973.5677 2 0.09444 97 2475 2483 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NLQVALTSK K Q 95.00% 34 40 0.745 2 487.341 972.6674 973.5677 2 0.1069 109.8 2475 2483 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NNLFTSSAGYR R A 95.00% 24.5 39.2 2.31 2 615.3817 1,228.75 1,229.59 2 0.1653 134.4 534 544 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NNLFTSSAGYR R A 95.00% 31.4 39.2 0.658 2 615.3757 1,228.74 1,229.59 2 0.1533 124.6 534 544 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% NNLFTSSAGYR R A 95.00% 37.7 39.2 3.07 2 615.3603 1,228.71 1,229.59 2 0.1224 99.56 534 544 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QFGVAPFTIAR K N 95.00% 34.5 39.2 1.74 2 603.8853 1,205.76 1,206.66 2 0.1002 83.05 1361 1371 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QFGVAPFTIAR K N 95.00% 51.8 39.2 3.26 2 603.8514 1,205.69 1,206.66 2 0.03251 26.94 1361 1371 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QFGVAPFTIAR K N 95.00% 52.3 39.2 3.33 2 603.8911 1,205.77 1,206.66 2 0.1119 92.76 1361 1371 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QFGVAPFTIAR K N 95.00% 62.3 39.2 2.52 2 603.9074 1,205.80 1,206.66 2 0.1445 119.7 1361 1371 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% qIIDAINKVVYK R G 95.00% 0 0 2.62 2 n-term: Pyro-cmC (-17.03) 694.443 1,386.87 1,386.80 2 1.079 55.26 1701 1712 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QINVGNALEYVSR R N 95.00% 41.7 38.3 2.77 2 732.4308 1,462.85 1,462.76 2 1.089 59.23 1309 1321 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QINVGNALEYVSR R N 95.00% 45.2 38.3 2.44 2 731.9397 1,461.86 1,462.76 2 0.1074 73.4 1309 1321 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QINVGNALEYVSR R N 95.00% 54.6 38.3 3.41 2 731.9165 1,461.82 1,462.76 2 0.06084 41.59 1309 1321 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QINVGNALEYVSR R N 95.00% 63 38.3 3.51 2 732.4403 1,462.87 1,462.76 2 1.108 72.2 1309 1321 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QLGTVQQVISER R V 95.00% 29.3 38.8 2.72 2 679.3203 1,356.63 1,357.74 2 -0.1103 -81.22 1193 1204 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QLGTVQQVISER R V 95.00% 46 38.9 2.64 2 679.9186 1,357.82 1,357.74 2 1.086 61.5 1193 1204 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QLTLLGGPTPNTGAALEFVLR R N 95.00% 56.5 36.4 4 2 723.8045 2,168.39 2,168.21 3 1.191 86.84 1097 1117 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QQSLETAMSFVAR K N 95.00% 42.7 38.1 4.41 2 734.3703 1,466.73 1,467.73 2 0.007227 4.924 2484 2496 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QQSLETAmSFVAR K N 95.00% 46.4 38.2 2.14 2 m8: Oxidation (+15.99) 742.4569 1,482.90 1,483.72 2 0.1856 125.1 2484 2496 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QQSLETAMSFVAR K N 95.00% 50.4 38.3 2.57 2 734.9568 1,467.90 1,467.73 2 1.18 120.8 2484 2496 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QSGVVPFIFQAK K N 95.00% 38.9 38.6 2.6 2 661.3888 1,320.76 1,320.73 2 1.039 27.65 965 976 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QSGVVPFIFQAK K N 95.00% 40.7 38.9 2.24 2 660.8799 1,319.75 1,320.73 2 0.02141 16.21 965 976 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QSGVVPFIFQAK K N 95.00% 42.9 38.9 2.82 2 660.9159 1,319.82 1,320.73 2 0.09333 70.66 965 976 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QSGVVPFIFQAK K N 95.00% 43.2 38.9 3.62 2 660.8965 1,319.78 1,320.73 2 0.05463 41.36 965 976 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QSGVVPFIFQAK K N 95.00% 45 38.9 2.2 2 660.89 1,319.77 1,320.73 2 0.04157 31.47 965 976 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QSGVVPFIFQAK K N 95.00% 46.3 38.9 2.85 2 660.8887 1,319.76 1,320.73 2 0.03897 29.5 965 976 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QSGVVPFIFQAK K N 95.00% 47.8 38.9 3.3 2 660.9303 1,319.85 1,320.73 2 0.1221 92.46 965 976 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% QSGVVPFIFQAK K N 95.00% 58.4 38.9 2.7 2 660.9032 1,319.79 1,320.73 2 0.06801 51.49 965 976 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% RQIIDAINK K V 95.00% 42.6 39.1 0 2 535.9067 1,069.80 1,070.63 2 0.1743 162.8 1700 1708 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SGDDVRNPSVVVK R R 95.00% 30 38.7 1.92 2 458.3049 1,371.89 1,371.72 3 1.177 127.2 1144 1156 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SGFPLLKEFVQR R V 95.00% 46 38.4 2.55 2 711.4249 1,420.84 1,420.79 2 1.048 31.6 1042 1053 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SGFPLLKEFVQR R V 95.00% 47.6 38.4 2.55 2 474.3671 1,420.08 1,420.79 3 0.2919 205.4 1042 1053 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SQAPVLDAIR R R 95.00% 32.2 39 2.17 2 535.3653 1,068.72 1,069.60 2 0.1231 115.1 1495 1504 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SQAPVLDAIR R R 95.00% 50 39 1.13 2 535.364 1,068.71 1,069.60 2 0.1206 112.8 1495 1504 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SQAPVLDAIR R R 95.00% 50 39 1.11 2 535.3509 1,068.69 1,069.60 2 0.09438 88.23 1495 1504 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SQHPYVLTEDTLK R V 93.30% 36.7 38.3 0 2 511.0116 1,530.01 1,530.78 3 0.2402 156.9 1919 1931 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SQHPYVLTEDTLK R V 93.30% 36.7 38.3 0 2 510.9887 1,529.94 1,530.78 3 0.1714 112 1919 1931 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SQHPYVLTEDTLK R V 95.00% 48 38.3 0 2 510.992 1,529.95 1,530.78 3 0.1813 118.4 1919 1931 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSDRVDGPASNLK R Q 95.00% 44 38.9 2.36 2 673.3792 1,344.74 1,345.67 2 0.08031 59.67 952 964 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSDRVDGPASNLK R Q 95.00% 48.9 38.9 1.96 2 673.3443 1,344.67 1,345.67 2 0.01053 7.823 952 964 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSDRVDGPASNLK R Q 95.00% 61.9 38.9 4.14 2 673.3258 1,344.64 1,345.67 2 -0.02636 -19.59 952 964 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSGIVSLGVGDR R N 95.00% 70.2 39.2 3.33 2 573.8736 1,145.73 1,146.61 2 0.1285 112.1 1565 1576 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSGIVSLGVGDR R N 95.00% 81.8 39.2 2.28 2 573.8555 1,145.70 1,146.61 2 0.09232 80.51 1565 1576 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSGIVSLGVGDR R N 95.00% 98.4 39.2 3.64 2 573.8716 1,145.73 1,146.61 2 0.1245 108.6 1565 1576 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSIMAFAIGNK R G 95.00% 35.4 39 1.96 2 569.8233 1,137.63 1,138.59 2 0.04673 41.04 575 585 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSIMAFAIGNK R G 95.00% 44.9 39 1.47 2 569.8834 1,137.75 1,138.59 2 0.167 146.7 575 585 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SSImAFAIGNK R G 95.00% 55 38.9 1.62 2 m4: Oxidation (+15.99) 577.8439 1,153.67 1,154.59 2 0.09298 80.53 575 585 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% STELNEEPLMR K F 95.00% 60.6 39 1.17 2 659.8594 1,317.70 1,318.63 2 0.08069 61.19 2801 2811 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% SVEDAQDVSLALTQR K G 95.00% 86.1 38.1 5.04 2 816.4845 1,630.95 1,631.82 2 0.1381 84.61 1755 1769 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% TLSGTPEVHSNKR R D 95.00% 38.6 38.4 1.82 2 476.0132 1,425.02 1,425.74 3 0.2805 196.7 626 638 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVFFSNTPTR K A 95.00% 36.3 38.6 3.6 2 619.8267 1,237.64 1,238.65 2 -0.006531 -5.273 2511 2521 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVFFSNTPTR K A 95.00% 39.8 38.5 2.55 2 620.3665 1,238.72 1,238.65 2 1.073 56.7 2511 2521 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVFFSNTPTR K A 95.00% 53.5 38.6 3.62 2 619.8767 1,237.74 1,238.65 2 0.09331 75.32 2511 2521 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVFFSNTPTR K A 95.00% 56.9 38.6 3.6 2 619.8003 1,237.59 1,238.65 2 -0.05947 -48.02 2511 2521 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVFFSNTPTR K A 95.00% 59.3 38.6 1.05 2 619.8723 1,237.73 1,238.65 2 0.08453 68.24 2511 2521 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVFFSNTPTR K A 95.00% 63.8 38.6 2.41 2 619.8547 1,237.69 1,238.65 2 0.04942 39.89 2511 2521 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 89.90% 36.9 39.2 0 2 518.8316 1,035.65 1,036.54 2 0.1138 109.8 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 95.00% 40.9 39.2 1.11 2 518.8463 1,035.68 1,036.54 2 0.1431 138 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 95.00% 43.5 39.1 2.64 2 519.3598 1,036.71 1,036.54 2 1.17 161.4 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 95.00% 46.5 39.2 3.26 2 518.8316 1,035.65 1,036.54 2 0.1138 109.8 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 95.00% 50.3 39.2 2.38 2 518.8249 1,035.64 1,036.54 2 0.1004 96.81 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 95.00% 51.2 39.2 1.68 2 518.8539 1,035.69 1,036.54 2 0.1585 152.9 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 95.00% 54.4 39.2 2.46 2 518.8527 1,035.69 1,036.54 2 0.1559 150.4 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 95.00% 55.9 39.5 1.57 2 518.3703 1,034.73 1,036.54 2 -0.8089 187.2 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVQYSDR R T 95.00% 60.8 39.2 2.27 2 518.8441 1,035.67 1,036.54 2 0.1389 133.9 1067 1075 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VAVVTYNNEVTTEIR R F 95.00% 66.2 37.7 1.82 2 854.4867 1,706.96 1,707.89 2 0.07507 43.95 2445 2459 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VGVVQFSDEPR R T 95.00% 30.9 39.1 1.4 2 616.8845 1,231.75 1,232.63 2 0.1346 109.2 281 291 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VGVVQFSNDVFPEFYLK R T 95.00% 42.3 37 1.4 2 994.6003 1,987.19 1,988.02 2 0.1768 88.94 1475 1491 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VGVVQFSNDVFPEFYLK R T 95.00% 44.4 37 2.77 2 994.636 1,987.26 1,988.02 2 0.2483 124.9 1475 1491 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VGVVQFSNDVFPEFYLK R T 95.00% 50.6 37 1.09 2 994.6159 1,987.22 1,988.02 2 0.208 104.6 1475 1491 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VPQIAFVITGGK R S 95.00% 37.2 39.2 2.36 2 615.4265 1,228.84 1,229.73 2 0.1203 97.84 1743 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VPQIAFVITGGK R S 95.00% 45.6 39.2 2.85 2 615.3921 1,228.77 1,229.73 2 0.05158 41.94 1743 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VPQIAFVITGGK R S 95.00% 49.2 39.2 1.74 2 615.3978 1,228.78 1,229.73 2 0.06283 51.09 1743 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VPQIAFVITGGK R S 95.00% 51.4 39.2 4.12 2 615.426 1,228.84 1,229.73 2 0.1194 97.06 1743 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VPQIAFVITGGK R S 95.00% 61.2 39.2 6.04 2 615.4279 1,228.84 1,229.73 2 0.1231 100.1 1743 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VPQIAFVITGGK R S 95.00% 74.6 39.2 6.05 2 615.4543 1,228.89 1,229.73 2 0.1758 143 1743 1754 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VVESLDVGQDR R V 95.00% 53.1 39.3 2.6 2 608.8651 1,215.72 1,216.62 2 0.1059 87.02 1054 1064 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VVESLDVGQDRVR R V 95.00% 27.9 38.4 1.52 2 736.413 1,470.81 1,471.79 2 0.03228 21.93 1054 1066 TRUE

HFF Repeat 1 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 64 70 199 25.80% VVIHFTDGADGDLADLHR K A 95.00% 80.2 37.1 6.68 2 651.0302 1,950.07 1,950.97 3 0.1089 55.79 1947 1964 TRUE

HFF Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.40% LSQNNFALGYK K A 95.00% 42.5 38.8 0.854 2 627.7866 1,253.56 1,254.65 2 -0.08184 -65.23 164 174 TRUE

HFF Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.40% LTLDTIFVPNTGKK K S 89.60% 34.7 38.1 0 2 516.395 1,546.16 1,546.88 3 0.2862 185 97 110 TRUE

HFF Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.40% LTLSALIDGK K N 95.00% 58.1 39.7 1.96 2 515.8323 1,029.65 1,030.61 2 0.04273 41.46 257 266 FALSE IPI00216308

HFF Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.40% LTLSALIDGK K N 95.00% 59.9 39.8 1.72 2 516.3926 1,030.77 1,030.61 2 1.163 155.7 257 266 FALSE IPI00216308

HFF Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.40% LTLSALIDGK K N 95.00% 60.6 39.7 1.55 2 515.8629 1,029.71 1,030.61 2 0.1039 100.8 257 266 FALSE IPI00216308

HFF Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.40% LTLSALIDGK K N 95.00% 78.6 39.7 2.14 2 515.8542 1,029.69 1,030.61 2 0.08662 84.04 257 266 FALSE IPI00216308

HFF Repeat 1 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.40% VNNASLIGLGYTQTLRPGVK K L 95.00% 41.6 36.8 0 2 701.0975 2,100.27 2,101.18 3 0.1012 48.15 237 256 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% ADGmLHISGLSSVDAGAYR K C 95.00% 34.7 37.1 2.05 2 m4: Oxidation (+15.99) 645.9902 1,934.95 1,935.92 3 0.03294 17.01 2597 2615 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% ADGMLHISGLSSVDAGAYR K C 95.00% 52.3 37.3 3.3 2 641.0352 1,920.08 1,919.93 3 1.163 83.35 2597 2615 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% ADITWELPDKSHLK K A 95.00% 29 37.9 2.52 2 552.022 1,653.04 1,652.86 3 1.187 111.3 2763 2776 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% ADITWELPDKSHLK K A 95.00% 35.8 37.9 2.35 2 551.7023 1,652.09 1,652.86 3 0.2279 137.9 2763 2776 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% FLHPQGSLTIQHATQR R D 95.00% 44.2 37.5 0 2 612.0727 1,833.20 1,833.97 3 0.2315 126.2 2788 2803 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% GTPAPQISWIFPDR K R 95.00% 44.3 38 2.31 2 793.0333 1,584.05 1,584.82 2 0.2422 152.8 1976 1989 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% GTPAPQISWIFPDR K R 95.00% 53 38.1 0.854 2 793.4786 1,584.94 1,584.82 2 1.133 81.94 1976 1989 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% GTPAPQISWIFPDR K R 95.00% 59.8 38 2.57 2 792.9395 1,583.86 1,584.82 2 0.05459 34.44 1976 1989 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% GTPAPQISWIFPDR K R 95.00% 64.3 38 3.03 2 792.9903 1,583.97 1,584.82 2 0.1561 98.5 1976 1989 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% RTVQLNVQR R A 90.30% 36.9 39.1 0 2 557.3651 1,112.72 1,113.65 2 0.07409 66.53 2133 2141 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% TVQLNVQR R A 95.00% 48.2 39.7 0 2 479.2717 956.5289 957.5476 2 -0.01151 -12.03 2134 2141 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% TVQLNVQR R A 95.00% 57.3 39.7 0.62 2 479.3446 956.6747 957.5476 2 0.1343 140.2 2134 2141 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% TVQLNVQR R A 95.00% 58.2 39.7 0.824 2 479.3526 956.6906 957.5476 2 0.1503 156.9 2134 2141 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% VSTGALMTPNTR K I 95.00% 59.9 39 2.11 2 624.4331 1,246.85 1,247.64 2 0.2176 174.4 1890 1901 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% VTWLSPTNK K V 95.00% 42.9 39.6 0 2 523.3377 1,044.66 1,045.57 2 0.1003 95.91 2378 2386 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% VTWLSPTNK K V 95.00% 43.9 39.5 0 2 522.8369 1,043.66 1,045.57 2 -0.9011 97.25 2378 2386 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% VTWLSPTNK K V 95.00% 48.1 39.6 1.48 2 523.3714 1,044.73 1,045.57 2 0.1677 160.4 2378 2386 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% VWQTVSPVESR R I 92.10% 37.8 38.9 0 2 644.3684 1,286.72 1,287.67 2 0.06038 46.89 1991 2001 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% VWQTVSPVESR R I 95.00% 34.4 38.9 0.658 2 644.291 1,286.57 1,287.67 2 -0.09444 -73.35 1991 2001 TRUE

HFF Repeat 1 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 9 9 20 3.68% VWQTVSPVESR R I 95.00% 53 38.9 1.7 2 644.3821 1,286.75 1,287.67 2 0.08768 68.09 1991 2001 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAK R R 95.00% 32.5 39.4 2.26 2 567.8931 1,133.77 1,134.54 2 0.2362 208.2 69 78 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAK R R 95.00% 35.6 39.4 1.49 2 567.8496 1,133.68 1,134.54 2 0.1494 131.6 69 78 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAK R R 95.00% 36 39.4 1.09 2 567.8158 1,133.62 1,134.54 2 0.08168 71.99 69 78 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAK R R 95.00% 41.7 39.4 1.28 2 567.8111 1,133.61 1,134.54 2 0.07228 63.7 69 78 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAK R R 95.00% 51.3 39.4 1.14 2 567.842 1,133.67 1,134.54 2 0.1342 118.2 69 78 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAK R R 95.00% 51.7 39.4 1.21 2 567.8462 1,133.68 1,134.54 2 0.1425 125.6 69 78 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAK R R 95.00% 51.7 39.4 1.64 2 567.8362 1,133.66 1,134.54 2 0.1226 108 69 78 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAK R R 95.00% 52 39.4 1.7 2 567.8209 1,133.63 1,134.54 2 0.09184 80.95 69 78 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DAVTYTEHAKR R K 95.00% 72.8 38.8 3.68 2 645.8579 1,289.70 1,290.64 2 0.06482 50.22 69 79 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 91.80% 37.1 38.5 0 2 663.4073 1,324.80 1,325.75 2 0.05338 40.26 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 26.5 38.5 2.48 2 663.414 1,324.81 1,325.75 2 0.06684 50.41 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 44.2 38.5 1.36 2 663.4253 1,324.84 1,325.75 2 0.08943 67.45 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 47.8 38.5 1.36 2 663.4075 1,324.80 1,325.75 2 0.05397 40.71 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 48.3 38.5 1.54 2 663.4482 1,324.88 1,325.75 2 0.1352 102 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 52.3 38.5 1.42 2 663.4472 1,324.88 1,325.75 2 0.1333 100.6 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 54.8 38.6 1.46 2 663.8731 1,325.73 1,325.75 2 0.985 -13.36 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 58.2 38.5 3.15 2 663.4337 1,324.85 1,325.75 2 0.1062 80.11 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 59.6 38.5 1.74 2 663.389 1,324.76 1,325.75 2 0.01693 12.77 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 59.7 38.5 2.32 2 663.4164 1,324.82 1,325.75 2 0.07164 54.03 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 61.4 38.5 3.25 2 663.4422 1,324.87 1,325.75 2 0.1232 92.93 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 62 38.5 2.96 2 663.3932 1,324.77 1,325.75 2 0.02533 19.11 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% DNIQGITKPAIR R R 95.00% 62.2 38.5 1.89 2 663.4356 1,324.86 1,325.75 2 0.1101 83.03 25 36 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 94.30% 25 38.9 0.77 2 590.8894 1,179.76 1,180.62 2 0.1506 127.5 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 25.7 38.9 1.36 2 590.8677 1,179.72 1,180.62 2 0.1072 90.8 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 32.5 38.9 1 2 590.8953 1,179.78 1,180.62 2 0.1624 137.6 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 39.1 38.9 1.31 2 591.3771 1,180.74 1,180.62 2 1.126 104.4 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 41.2 38.9 3.33 2 590.801 1,179.59 1,180.62 2 -0.02624 -22.23 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 41.7 38.9 1.89 2 590.8947 1,179.77 1,180.62 2 0.1612 136.5 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 42.3 38.9 2.24 2 590.8533 1,179.69 1,180.62 2 0.07841 66.41 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 42.9 38.9 1.8 2 591.3543 1,180.69 1,180.62 2 1.08 65.67 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 44.9 38.9 2.35 2 590.8387 1,179.66 1,180.62 2 0.04925 41.71 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 46 38.9 1.82 2 590.846 1,179.68 1,180.62 2 0.06376 54 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 48 38.9 1.85 2 590.8584 1,179.70 1,180.62 2 0.08858 75.02 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 49.2 38.9 3.11 2 590.8983 1,179.78 1,180.62 2 0.1683 142.6 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 53.4 38.9 0.824 2 590.8841 1,179.75 1,180.62 2 0.14 118.6 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 54.3 38.9 1.41 2 590.8868 1,179.76 1,180.62 2 0.1454 123.1 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 54.9 38.9 1.85 2 590.8296 1,179.64 1,180.62 2 0.03098 26.24 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 56.1 38.9 1.96 2 590.8842 1,179.75 1,180.62 2 0.1403 118.8 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 60.7 38.9 2.96 2 590.8371 1,179.66 1,180.62 2 0.04608 39.03 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETR R G 95.00% 62 38.9 2.64 2 591.3258 1,180.64 1,180.62 2 1.023 17.43 47 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 90.70% 22.1 37.9 0.721 2 526.7051 1,577.09 1,577.89 3 0.2107 133.5 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 91.20% 16 38 0.745 2 526.6915 1,577.05 1,577.89 3 0.17 107.7 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 24.8 38 1.59 2 526.7086 1,577.10 1,577.89 3 0.2213 140.2 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 29.4 37.9 1.24 2 527.059 1,578.16 1,577.89 3 1.273 170.8 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 30.2 38 2.47 2 526.6948 1,577.06 1,577.89 3 0.1799 114 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 31.2 37.9 2.49 2 526.6583 1,576.95 1,577.89 3 0.07028 44.54 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 33.1 37.9 2.28 2 526.6788 1,577.01 1,577.89 3 0.1318 83.5 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 34.4 37.9 1.62 2 789.5484 1,577.08 1,577.89 2 0.1995 126.4 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 34.8 37.9 0.824 2 526.6997 1,577.08 1,577.89 3 0.1946 123.3 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 35.6 38 1.05 2 526.7114 1,577.11 1,577.89 3 0.2298 145.6 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 39.5 38 0 2 526.7152 1,577.12 1,577.89 3 0.2411 152.7 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 46.8 38 1.8 2 526.7116 1,577.11 1,577.89 3 0.2303 146 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 49.9 37.9 2.74 2 789.5558 1,577.10 1,577.89 2 0.2143 135.8 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 51.5 37.9 3.59 2 789.4803 1,576.95 1,577.89 2 0.06333 40.13 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% ISGLIYEETRGVLK R V 95.00% 68.2 37.9 4.7 2 789.5298 1,577.05 1,577.89 2 0.1625 102.9 47 60 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAmDVVYALK R R 95.00% 60.1 38.4 4.4 2 m6: Oxidation (+15.99) 727.9634 1,453.91 1,454.79 2 0.1271 87.33 80 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALK R R 95.00% 61.1 38.3 3.03 2 719.9466 1,437.88 1,438.80 2 0.08836 61.41 80 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAmDVVYALKR R Q 91.80% 0 0 2.19 2 m6: Oxidation (+15.99) 537.7219 1,610.14 1,610.89 3 0.2574 159.8 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAmDVVYALKR R Q 95.00% 0 0 2.64 2 m6: Oxidation (+15.99) 537.7114 1,610.11 1,610.89 3 0.226 140.3 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 2.96 2 532.6575 1,594.95 1,594.90 3 1.059 35.45 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAmDVVYALKR R Q 95.00% 0 0 3 2 m6: Oxidation (+15.99) 538.0465 1,611.12 1,610.89 3 1.232 141.9 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 3.19 2 532.3896 1,594.15 1,594.90 3 0.2555 160.2 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 3.21 2 532.3938 1,594.16 1,594.90 3 0.2683 168.2 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 3.85 2 532.3685 1,594.08 1,594.90 3 0.1924 120.6 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 4.14 2 532.3874 1,594.14 1,594.90 3 0.2489 156 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 4.66 2 532.3665 1,594.08 1,594.90 3 0.1862 116.7 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 4.7 2 532.732 1,595.17 1,594.90 3 1.283 175.5 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 4.89 2 532.699 1,595.08 1,594.90 3 1.184 113.4 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAmDVVYALKR R Q 95.00% 0 0 4.92 2 m6: Oxidation (+15.99) 537.7188 1,610.13 1,610.89 3 0.2483 154.1 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 5.07 2 532.3766 1,594.11 1,594.90 3 0.2166 135.8 80 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% QGRTLYGFGG R - 95.00% 25 39.1 1.27 2 528.3082 1,054.60 1,055.53 2 0.08204 77.72 94 103 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% QGRTLYGFGG R - 95.00% 27.3 39.1 1.42 2 528.3266 1,054.64 1,055.53 2 0.1188 112.5 94 103 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% QGRTLYGFGG R - 95.00% 32.8 39.1 0.678 2 528.3103 1,054.61 1,055.53 2 0.08623 81.68 94 103 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% RISGLIYEETR K G 95.00% 40.1 38.5 2.43 2 668.9137 1,335.81 1,336.72 2 0.09809 73.37 46 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% RISGLIYEETR K G 95.00% 41.7 38.5 1.8 2 668.8794 1,335.74 1,336.72 2 0.02946 22.04 46 56 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 25.9 38.6 1.28 2 655.826 1,309.64 1,310.70 2 -0.05784 -44.13 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 42.4 38.6 0.699 2 655.879 1,309.74 1,310.70 2 0.04823 36.79 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 44 38.6 0 2 656.3778 1,310.74 1,310.70 2 1.046 32.78 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALK K R 95.00% 53.5 38.6 3.82 2 m5: Oxidation (+15.99) 663.8092 1,325.60 1,326.70 2 -0.08637 -65.11 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 54.9 38.6 2.74 2 655.8964 1,309.78 1,310.70 2 0.0829 63.25 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 55 38.6 3.03 2 655.9159 1,309.82 1,310.70 2 0.1219 93 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 56 38.6 4.29 2 655.8338 1,309.65 1,310.70 2 -0.04221 -32.21 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALK K R 95.00% 56 38.6 3.4 2 m5: Oxidation (+15.99) 663.8703 1,325.73 1,326.70 2 0.03581 26.99 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 57.3 38.6 0.921 2 655.9203 1,309.83 1,310.70 2 0.1307 99.73 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 58.3 38.6 2.92 2 655.8553 1,309.70 1,310.70 2 0.000727 0.5547 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 58.3 38.6 1.96 2 655.9026 1,309.79 1,310.70 2 0.09533 72.72 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 58.5 38.6 0.745 2 655.8123 1,309.61 1,310.70 2 -0.08527 -65.06 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 58.5 38.6 2.89 2 656.3864 1,310.76 1,310.70 2 1.063 45.97 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 58.7 38.6 2.7 2 655.8245 1,309.63 1,310.70 2 -0.06081 -46.4 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALK K R 95.00% 60.9 38.6 3.8 2 m5: Oxidation (+15.99) 663.8725 1,325.73 1,326.70 2 0.04026 30.34 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALK K R 95.00% 61.3 38.6 3.68 2 m5: Oxidation (+15.99) 663.8684 1,325.72 1,326.70 2 0.03212 24.21 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALK K R 95.00% 62.5 38.6 2.49 2 m5: Oxidation (+15.99) 663.8831 1,325.75 1,326.70 2 0.06153 46.37 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 62.6 38.6 3.15 2 655.871 1,309.73 1,310.70 2 0.03216 24.53 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALK K R 95.00% 66.6 38.6 2.85 2 m5: Oxidation (+15.99) 663.8403 1,325.67 1,326.70 2 -0.02419 -18.23 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 66.7 38.6 1.3 2 655.8538 1,309.69 1,310.70 2 -0.002131 -1.626 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALK K R 95.00% 71.9 38.6 2.89 2 m5: Oxidation (+15.99) 663.8964 1,325.78 1,326.70 2 0.08807 66.38 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 72.8 38.6 3.12 2 655.8753 1,309.74 1,310.70 2 0.04073 31.07 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALK K R 95.00% 75.9 38.6 1 2 655.9141 1,309.81 1,310.70 2 0.1183 90.26 81 92 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 90.80% 35.3 38.2 0 2 m5: Oxidation (+15.99) 495.0034 1,481.99 1,482.80 3 0.197 132.9 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 94.90% 37.7 38.1 0 2 490.0066 1,467.00 1,466.80 3 1.202 135.4 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 35.2 38.1 1.12 2 489.6712 1,465.99 1,466.80 3 0.1953 133.1 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 39.2 38.2 0 2 m5: Oxidation (+15.99) 495.3388 1,482.99 1,482.80 3 1.203 135.1 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 39.3 38.2 1.03 2 m5: Oxidation (+15.99) 495.0201 1,482.04 1,482.80 3 0.2472 166.7 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 39.5 38.2 0.699 2 m5: Oxidation (+15.99) 495.0344 1,482.08 1,482.80 3 0.2901 195.6 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 39.9 38.1 0 2 489.6879 1,466.04 1,466.80 3 0.2454 167.3 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 41.3 38.1 0 2 489.686 1,466.04 1,466.80 3 0.2399 163.5 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 42.5 38.2 0 2 m5: Oxidation (+15.99) 495.0102 1,482.01 1,482.80 3 0.2174 146.6 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 42.5 38.1 0.959 2 m5: Oxidation (+15.99) 494.5502 1,480.63 1,482.80 3 -1.163 -107.9 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 42.8 38.2 0 2 m5: Oxidation (+15.99) 495.0141 1,482.02 1,482.80 3 0.2292 154.6 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 42.9 38.1 0 2 490.0162 1,467.03 1,466.80 3 1.23 155.1 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 43.3 38 0 2 m5: Oxidation (+15.99) 494.7627 1,481.27 1,482.80 3 -0.5251 322.3 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 43.6 38.2 0 2 m5: Oxidation (+15.99) 495.3685 1,483.08 1,482.80 3 1.292 195.2 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 43.7 38.1 1.03 2 489.6789 1,466.02 1,466.80 3 0.2186 149 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 43.9 38.1 1.08 2 490.0223 1,467.05 1,466.80 3 1.249 167.5 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 44 38.2 0 2 m5: Oxidation (+15.99) 495.0262 1,482.06 1,482.80 3 0.2654 179 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 44.1 38.2 1.34 2 m5: Oxidation (+15.99) 495.0145 1,482.02 1,482.80 3 0.2302 155.2 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 44.8 38.1 0 2 489.6764 1,466.01 1,466.80 3 0.2111 143.9 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 45.5 38.2 2.05 2 m5: Oxidation (+15.99) 495.3602 1,483.06 1,482.80 3 1.267 178.4 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 45.5 38.1 1.37 2 490.0067 1,467.00 1,466.80 3 1.202 135.6 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 45.5 38.1 0.824 2 489.9684 1,466.88 1,466.80 3 1.087 57.37 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 45.7 38.1 0 2 489.6734 1,466.00 1,466.80 3 0.2019 137.6 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 45.7 38.1 0.77 2 489.9527 1,466.84 1,466.80 3 1.04 25.29 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 46.2 38.2 0 2 m5: Oxidation (+15.99) 495.0031 1,481.99 1,482.80 3 0.1962 132.3 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 47.8 38.2 0 2 m5: Oxidation (+15.99) 495.2727 1,482.80 1,482.80 3 1.005 1.488 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 47.8 38.2 1.89 2 m5: Oxidation (+15.99) 494.6833 1,481.03 1,482.80 3 -0.7632 161.6 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 47.8 38.1 0 2 489.6582 1,465.95 1,466.80 3 0.1565 106.7 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 48 38.2 0 2 m5: Oxidation (+15.99) 495.3184 1,482.93 1,482.80 3 1.142 93.9 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 48.2 38.1 0 2 489.9689 1,466.88 1,466.80 3 1.088 58.38 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 48.8 38.1 1.07 2 490.0309 1,467.07 1,466.80 3 1.274 185.1 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 49.4 38.1 0 2 489.6728 1,466.00 1,466.80 3 0.2003 136.5 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 49.4 38.1 0.921 2 489.6799 1,466.02 1,466.80 3 0.2214 150.9 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 49.6 38.2 2.55 2 m5: Oxidation (+15.99) 494.9828 1,481.93 1,482.80 3 0.1354 91.3 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 49.7 38.2 0 2 m5: Oxidation (+15.99) 495.0239 1,482.05 1,482.80 3 0.2586 174.4 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 50 38.1 0.854 2 489.7052 1,466.09 1,466.80 3 0.2974 202.7 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 50 38.1 0 2 489.6771 1,466.01 1,466.80 3 0.213 145.2 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 50.1 38.2 0 2 m5: Oxidation (+15.99) 494.9955 1,481.96 1,482.80 3 0.1734 117 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 50.5 38.2 1.3 2 m5: Oxidation (+15.99) 495.3265 1,482.96 1,482.80 3 1.166 110.3 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 52.2 38.1 1.96 2 489.6699 1,465.99 1,466.80 3 0.1915 130.5 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 52.4 38.1 2.66 2 489.6497 1,465.93 1,466.80 3 0.1309 89.2 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 52.8 38.1 3.64 2 733.9385 1,465.86 1,466.80 2 0.06615 45.1 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 53.1 38.1 0 2 489.9952 1,466.96 1,466.80 3 1.167 112.1 81 93 TRUE
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HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 53.4 38.2 0.886 2 m5: Oxidation (+15.99) 494.9857 1,481.94 1,482.80 3 0.1441 97.17 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 53.7 38.1 0 2 489.6253 1,465.85 1,466.80 3 0.05766 39.31 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 54.8 38.1 0.745 2 489.6589 1,465.95 1,466.80 3 0.1584 108 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 54.8 38.1 0.796 2 489.6637 1,465.97 1,466.80 3 0.1729 117.9 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 54.9 38.1 1.6 2 489.6902 1,466.05 1,466.80 3 0.2524 172 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 55.8 38.2 0 2 m5: Oxidation (+15.99) 495.354 1,483.04 1,482.80 3 1.249 165.8 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 56.2 38.2 0.959 2 m5: Oxidation (+15.99) 495.0315 1,482.07 1,482.80 3 0.2815 189.8 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 56.5 38.2 1.09 2 m5: Oxidation (+15.99) 495.3697 1,483.09 1,482.80 3 1.296 197.5 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 58 38.2 1.29 2 m5: Oxidation (+15.99) 495.0132 1,482.02 1,482.80 3 0.2264 152.7 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 58.1 38.2 3.28 2 m5: Oxidation (+15.99) 741.9699 1,481.93 1,482.80 2 0.1339 90.3 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 58.2 38.1 2.24 2 733.9531 1,465.89 1,466.80 2 0.09534 64.99 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 59 38.2 0 2 m5: Oxidation (+15.99) 495.0579 1,482.15 1,482.80 3 0.3605 243.1 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 59 38.1 1.17 2 489.6209 1,465.84 1,466.80 3 0.04442 30.28 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 59.3 38.2 2.01 2 m5: Oxidation (+15.99) 741.9799 1,481.95 1,482.80 2 0.1539 103.8 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 62 38.1 7.28 2 733.9823 1,465.95 1,466.80 2 0.1538 104.8 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 62.2 38.1 1.55 2 489.9262 1,466.76 1,466.80 3 0.9604 -28.87 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 63.2 38.2 1.05 2 m5: Oxidation (+15.99) 741.9681 1,481.92 1,482.80 2 0.1304 87.91 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 64.2 38.2 1.33 2 m5: Oxidation (+15.99) 495.3498 1,483.03 1,482.80 3 1.236 157.5 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 65.1 38.1 1.82 2 734.4747 1,466.93 1,466.80 2 1.138 92.44 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 66.7 38.1 1.77 2 489.6933 1,466.06 1,466.80 3 0.2616 178.3 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 69.1 38.1 7.7 2 733.9887 1,465.96 1,466.80 2 0.1665 113.5 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 69.8 38.2 5.46 2 m5: Oxidation (+15.99) 741.9758 1,481.94 1,482.80 2 0.1458 98.33 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 75.8 38.1 2.59 2 734.4003 1,466.79 1,466.80 2 0.9896 -8.926 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 79.3 38.2 4.66 2 m5: Oxidation (+15.99) 742.4403 1,482.87 1,482.80 2 1.075 48.51 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 80.3 38.1 2.05 2 489.9782 1,466.91 1,466.80 3 1.116 77.4 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 81.9 38.2 4.48 2 m5: Oxidation (+15.99) 741.9291 1,481.84 1,482.80 2 0.05245 35.37 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAmDVVYALKR K Q 95.00% 84 38.2 4.7 2 m5: Oxidation (+15.99) 741.9049 1,481.80 1,482.80 2 0.003942 2.658 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 85.7 38.1 2.54 2 489.9827 1,466.93 1,466.80 3 1.13 86.6 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 86.9 38.1 6.92 2 733.9714 1,465.93 1,466.80 2 0.1318 89.88 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 88.4 38.1 5.24 2 733.9527 1,465.89 1,466.80 2 0.09443 64.37 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 92 38.1 3.72 2 733.9669 1,465.92 1,466.80 2 0.123 83.82 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% TVTAMDVVYALKR K Q 95.00% 96.4 38.1 5.29 2 733.966 1,465.92 1,466.80 2 0.1211 82.52 81 93 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 43.2 40 0 2 495.3384 988.6623 989.5778 2 0.09173 92.69 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 43.2 40 0 2 495.3408 988.6671 989.5778 2 0.09655 97.56 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 43.5 40 0 2 495.3177 988.6209 989.5778 2 0.05037 50.9 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 46.2 40 0 2 495.3217 988.6289 989.5778 2 0.05829 58.9 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 47.5 40 0 2 495.3443 988.674 989.5778 2 0.1034 104.5 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 48.4 40 0 2 495.3672 988.7199 989.5778 2 0.1493 150.9 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 49 40 0 2 495.289 988.5635 989.5778 2 -0.007073 -7.148 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 50.2 40 0 2 495.3421 988.6696 989.5778 2 0.099 100 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 51.3 40 1.55 2 495.3888 988.763 989.5778 2 0.1924 194.4 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 52.4 40 0.959 2 495.342 988.6695 989.5778 2 0.09891 99.94 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 55.1 40 0.796 2 495.3668 988.7191 989.5778 2 0.1486 150.1 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 57.2 40 1.8 2 495.3736 988.7327 989.5778 2 0.1621 163.8 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 57.8 40 1.42 2 495.3316 988.6487 989.5778 2 0.07816 78.97 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 57.9 40 0 2 495.3626 988.7107 989.5778 2 0.1402 141.6 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 58.2 40 0.699 2 495.3569 988.6993 989.5778 2 0.1288 130.1 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 58.6 40 1.37 2 495.2984 988.5822 989.5778 2 0.01168 11.8 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 61.2 40 0.678 2 495.2703 988.526 989.5778 2 -0.04457 -45.04 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 62.8 40 0 2 495.3131 988.6117 989.5778 2 0.04114 41.57 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIR K D 95.00% 72.1 40 0 2 495.3649 988.7152 989.5778 2 0.1446 146.1 61 68 TRUE

HFF Repeat 1 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 13 15 193 68.00% VFLENVIRDAVTYTEHAK K R 95.00% 38.2 36.9 0 2 702.7469 2,105.22 2,105.10 3 1.123 57.27 61 78 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% eIAQDFKTDLR R F 91.80% 0 0 1.74 2 e1: Pyro_glu (-18.01) 659.3654 1,316.72 1,317.68 2 0.04347 32.99 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% eIAQDFKTDLR R F 95.00% 0 0 1.96 2 e1: Pyro_glu (-18.01) 659.3812 1,316.75 1,317.68 2 0.07511 57 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 31.9 38.7 1.36 2 668.4012 1,334.79 1,335.69 2 0.1045 78.24 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 38.4 38.5 0.721 2 668.9073 1,335.80 1,335.69 2 1.117 85.28 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 40.4 38.5 0.854 2 668.9103 1,335.81 1,335.69 2 1.123 89.76 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 42.4 38.5 1.09 2 668.8628 1,335.71 1,335.69 2 1.028 18.7 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 43.1 38.7 1.14 2 668.4033 1,334.79 1,335.69 2 0.1088 81.43 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 44 38.5 0.824 2 668.8481 1,335.68 1,335.69 2 0.9983 -3.326 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 44.4 38.7 0.658 2 668.3992 1,334.78 1,335.69 2 0.1006 75.29 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 44.6 38.7 1.77 2 668.3854 1,334.76 1,335.69 2 0.07299 54.64 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 47.7 38.7 1.54 2 668.4006 1,334.79 1,335.69 2 0.1033 77.35 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 49.2 38.7 1.22 2 668.3974 1,334.78 1,335.69 2 0.09701 72.63 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 49.2 38.5 0.699 2 668.8163 1,335.62 1,335.69 2 0.9347 -50.88 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 56 38.7 2.62 2 668.3453 1,334.68 1,335.69 2 -0.007273 -5.445 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 60.5 38.7 2.62 2 668.3617 1,334.71 1,335.69 2 0.02559 19.15 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 60.9 38.7 1.52 2 668.3668 1,334.72 1,335.69 2 0.03584 26.83 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% EIAQDFKTDLR R F 95.00% 61.6 38.7 1.92 2 668.3853 1,334.76 1,335.69 2 0.07273 54.45 74 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% LVREIAQDFK R T 95.00% 44.8 39.1 0 2 609.8663 1,217.72 1,218.68 2 0.04103 33.66 71 80 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% LVREIAQDFK R T 95.00% 48.3 39.1 1.05 2 609.8963 1,217.78 1,218.68 2 0.101 82.89 71 80 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% LVREIAQDFKTDLR R F 93.70% 0 0 2.34 2 569.0421 1,704.10 1,703.94 3 1.167 96.62 71 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% LVREIAQDFKTDLR R F 95.00% 0 0 2.6 2 569.0435 1,704.11 1,703.94 3 1.172 99.18 71 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% LVREIAQDFKTDLR R F 95.00% 0 0 2.6 2 569.0443 1,704.11 1,703.94 3 1.174 100.6 71 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% LVREIAQDFKTDLR R F 95.00% 0 0 3.08 2 568.7052 1,703.09 1,703.94 3 0.1569 92.04 71 84 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% RVTImPKDIQLAR K R 90.90% 0 0 2.14 2 m5: Oxidation (+15.99) 520.0202 1,557.04 1,556.89 3 1.152 95.57 117 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% RVTImPKDIQLAR K R 91.00% 0 0 2.14 2 m5: Oxidation (+15.99) 520.0102 1,557.01 1,556.89 3 1.122 76.32 117 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 94.10% 37.5 38.5 0 2 m4: Oxidation (+15.99) 467.6899 1,400.05 1,400.79 3 0.2619 187 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 30.8 38.6 2.72 2 692.8503 1,383.69 1,384.80 2 -0.1051 -75.88 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 31.5 38.6 1.64 2 462.3138 1,383.92 1,384.80 3 0.1286 92.83 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 32.7 38.6 1.06 2 462.3713 1,384.09 1,384.80 3 0.3009 217.3 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 36.2 38.6 1.48 2 462.3418 1,384.00 1,384.80 3 0.2126 153.5 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 37.6 38.6 1.82 2 462.6879 1,385.04 1,384.80 3 1.251 178.9 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 39.7 38.6 1.96 2 462.3308 1,383.97 1,384.80 3 0.1794 129.5 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 40.8 38.5 1.66 2 m4: Oxidation (+15.99) 467.7124 1,400.12 1,400.79 3 0.3294 235.1 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 41.7 38.6 2 2 462.3096 1,383.91 1,384.80 3 0.1159 83.68 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 41.8 38.5 2.77 2 m4: Oxidation (+15.99) 467.6654 1,399.97 1,400.79 3 0.1883 134.4 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 42 38.5 0.824 2 m4: Oxidation (+15.99) 701.412 1,400.81 1,400.79 2 1.023 14.76 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 42.5 38.5 2.64 2 m4: Oxidation (+15.99) 467.6591 1,399.96 1,400.79 3 0.1694 120.9 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 42.8 38.5 0 2 m4: Oxidation (+15.99) 700.8903 1,399.77 1,400.79 2 -0.01999 -14.27 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 46.1 38.6 1.04 2 462.3302 1,383.97 1,384.80 3 0.1777 128.3 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 46.6 38.6 2.44 2 462.3347 1,383.98 1,384.80 3 0.1911 138 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 47.6 38.6 2.08 2 462.3406 1,384.00 1,384.80 3 0.2088 150.8 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 47.7 38.5 0 2 m4: Oxidation (+15.99) 467.6802 1,400.02 1,400.79 3 0.2327 166.1 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 49.2 38.5 3.64 2 m4: Oxidation (+15.99) 467.638 1,399.89 1,400.79 3 0.1063 75.88 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 49.7 38.5 1.29 2 m4: Oxidation (+15.99) 467.9896 1,400.95 1,400.79 3 1.161 113 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 49.9 38.6 3.28 2 462.6486 1,384.92 1,384.80 3 1.133 94.02 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 50.3 38.6 2.33 2 462.2904 1,383.85 1,384.80 3 0.05829 42.09 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 51.2 38.5 1.82 2 m4: Oxidation (+15.99) 468.0199 1,401.04 1,400.79 3 1.252 177.7 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 51.3 38.5 2.4 2 m4: Oxidation (+15.99) 468.0178 1,401.03 1,400.79 3 1.245 173.2 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 53 38.5 2.06 2 m4: Oxidation (+15.99) 467.646 1,399.92 1,400.79 3 0.1302 92.91 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTImPKDIQLAR R R 95.00% 53 38.5 0 2 m4: Oxidation (+15.99) 467.6437 1,399.91 1,400.79 3 0.1233 88.03 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 55.8 38.6 1.54 2 692.9433 1,383.87 1,384.80 2 0.08093 58.44 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% VTIMPKDIQLAR R R 95.00% 58 38.6 4.44 2 693.3569 1,384.70 1,384.80 2 0.9083 -68.17 118 129 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YQKSTELLIR R K 95.00% 44 38.8 1.35 2 625.9303 1,249.85 1,250.71 2 0.1428 114.2 55 64 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YQKSTELLIR R K 95.00% 46.6 38.8 1.8 2 625.9007 1,249.79 1,250.71 2 0.0837 66.92 55 64 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YQKSTELLIR R K 95.00% 48.3 38.8 1.01 2 625.8506 1,249.69 1,250.71 2 -0.01646 -13.16 55 64 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YQKSTELLIR R K 95.00% 59.5 38.8 0.854 2 625.9101 1,249.81 1,250.71 2 0.1025 81.97 55 64 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YQKSTELLIR R K 95.00% 67 38.8 1.51 2 625.9295 1,249.84 1,250.71 2 0.1413 113 55 64 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YQKSTELLIR R K 95.00% 72.3 38.8 2.22 2 625.8908 1,249.77 1,250.71 2 0.06396 51.14 55 64 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 91.60% 38.3 39.8 0 2 516.9057 1,031.80 1,032.59 2 0.2091 202.5 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 23.6 39.8 1.17 2 516.8797 1,031.74 1,032.59 2 0.1572 152.2 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 23.9 39.8 2.42 2 516.8836 1,031.75 1,032.59 2 0.1649 159.7 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 27.4 39.8 1.01 2 516.8933 1,031.77 1,032.59 2 0.1844 178.6 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 28.1 39.8 1.8 2 516.8642 1,031.71 1,032.59 2 0.1261 122.1 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 30.6 39.8 1.07 2 516.8652 1,031.72 1,032.59 2 0.1282 124.1 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 31 39.8 1.03 2 516.8926 1,031.77 1,032.59 2 0.1829 177.1 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 31.4 39.8 1.51 2 516.902 1,031.79 1,032.59 2 0.2018 195.4 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 31.8 39.8 0.824 2 516.8848 1,031.76 1,032.59 2 0.1675 162.1 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 33.2 39.8 2.09 2 516.8533 1,031.69 1,032.59 2 0.1045 101.1 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 38.7 39.8 1.59 2 516.8713 1,031.73 1,032.59 2 0.1404 136 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALR R E 95.00% 40 39.8 1.33 2 516.8777 1,031.74 1,032.59 2 0.1533 148.4 42 50 TRUE

HFF Repeat 1 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 71 36.00% YRPGTVALREIR R R 95.00% 27.4 38.5 1.23 2 477.7125 1,430.12 1,430.82 3 0.3001 209.7 42 53 TRUE

HFF Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 7 16.90% ATDAEADVASLNRR K I 95.00% 40.9 38.2 0.77 2 497.2938 1,488.86 1,488.74 3 1.127 83.25 78 91 TRUE

HFF Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 7 16.90% IQLVEEELDRAQER R L 95.00% 42.9 37.6 0 2 577.0188 1,728.03 1,727.89 3 1.149 84.75 92 105 TRUE

HFF Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 7 16.90% IQLVEEELDRAQER R L 95.00% 45.7 37.5 0.959 2 576.681 1,727.02 1,727.89 3 0.136 78.7 92 105 TRUE

HFF Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 7 16.90% IQLVEEELDRAQER R L 95.00% 47.6 37.5 0 2 576.6933 1,727.06 1,727.89 3 0.173 100.1 92 105 TRUE

HFF Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 7 16.90% QLEEQLR R I 95.00% 42.4 39.9 0 2 458.3353 914.656 915.4895 2 0.1737 189.7 192 198 TRUE

HFF Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 7 16.90% QLEEQLR R I 95.00% 46.3 39.9 0 2 458.3377 914.6609 915.4895 2 0.1786 195.1 192 198 TRUE

HFF Repeat 1 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 7 16.90% SKQLEDELVSLQK R K 95.00% 40.5 38.3 0 2 506.4002 1,516.18 1,516.82 3 0.3641 240 36 48 TRUE

HFF Repeat 1 COL1A2 Collagen alpha-2(I) chain precursor IPI00304962 129,270.60 99.80% 2 2 4 1.90% EMATQLAFMR K L 95.00% 51.3 38.9 2.15 2 599.3323 1,196.65 1,197.58 2 0.08173 68.24 1249 1258 TRUE

HFF Repeat 1 COL1A2 Collagen alpha-2(I) chain precursor IPI00304962 129,270.60 99.80% 2 2 4 1.90% EMATQLAFMR K L 95.00% 52.3 39 1.43 2 599.8153 1,197.62 1,197.58 2 1.048 37.54 1249 1258 TRUE

HFF Repeat 1 COL1A2 Collagen alpha-2(I) chain precursor IPI00304962 129,270.60 99.80% 2 2 4 1.90% SLNNQIETLLTPEGSR K K 95.00% 42.7 37.7 2.21 2 886.4663 1,770.92 1,771.92 2 0.006627 3.74 1141 1156 TRUE

HFF Repeat 1 COL1A2 Collagen alpha-2(I) chain precursor IPI00304962 129,270.60 99.80% 2 2 4 1.90% SLNNQIETLLTPEGSR K K 95.00% 52.9 37.7 2.21 2 886.5834 1,771.15 1,771.92 2 0.2408 135.9 1141 1156 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% DQLLPPSPNNR R I 95.00% 63 38.8 2 2 625.8378 1,249.66 1,250.65 2 0.01933 15.45 712 722 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% DQLLPPSPNNR R I 95.00% 66.5 38.8 0 2 626.3978 1,250.78 1,250.65 2 1.139 109.1 712 722 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% ENYAELLEDAFLK K N 95.00% 101 38 5.85 2 777.9003 1,553.79 1,554.77 2 0.02453 15.78 791 803 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% GDPGFEGER R G 95.00% 32.2 39.8 1.66 2 481.639 961.2635 963.4168 2 -1.146 -149 263 271 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% GLEQLLVGGSHLK K E 95.00% 37.2 38.8 3.96 2 675.9257 1,349.84 1,350.77 2 0.0698 51.67 136 148 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% GLEQLLVGGSHLKENK K Y 95.00% 37.9 37.8 0 2 574.6795 1,721.02 1,721.95 3 0.06911 40.13 136 151 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% GVFHQTVSR R K 95.00% 37.1 39.7 0.854 2 515.8528 1,029.69 1,030.54 2 0.1556 150.9 1015 1023 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% IALVITDGR R S 95.00% 59.4 39.7 1.41 2 479.387 956.7594 957.5729 2 0.1937 202.3 723 731 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% IALVITDGRSDTQR R D 95.00% 29.9 38.2 0.921 2 516.0542 1,545.14 1,544.84 3 1.309 197.9 723 736 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% LLLFSDGNSQGATPAAIEK R A 95.00% 59.2 37.4 4.35 2 966.6414 1,931.27 1,932.01 2 0.2681 138.7 939 957 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% LLLFSDGNSQGATPAAIEK R A 95.00% 81.1 37.4 3.13 2 966.6502 1,931.29 1,932.01 2 0.2856 147.8 939 957 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% qVNEPHIR R V 95.00% 0 0 3.51 2 n-term: Pyro-cmC (-17.03) 488.3369 974.6593 975.5007 2 0.1659 170 977 984 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% RLLLFSDGNSQGATPAAIEK K A 95.00% 69.6 36.6 0 2 696.7689 2,087.29 2,088.11 3 0.1836 87.92 938 957 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% TAEYDVAYGESHLFR K V 95.00% 55.6 37.5 6.09 2 879.4836 1,756.95 1,757.81 2 0.147 83.62 991 1005 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% VFSVAITPDHLEPR K L 95.00% 38 37.8 1.7 2 528.0182 1,581.03 1,580.84 3 1.197 122.6 186 199 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% VFSVAITPDHLEPR K L 95.00% 74.7 37.8 3.92 2 791.5008 1,580.99 1,580.84 2 1.151 93.77 186 199 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% VPSYQALLR R G 95.00% 28.8 39.7 2.28 2 523.8543 1,045.69 1,046.60 2 0.1019 97.38 1006 1014 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% VPSYQALLR R G 95.00% 50.3 39.7 2.89 2 523.8836 1,045.75 1,046.60 2 0.1605 153.3 1006 1014 TRUE

HFF Repeat 1 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 14 15 19 13.40% VPSYQALLR R G 95.00% 54.7 39.7 1.57 2 523.8692 1,045.72 1,046.60 2 0.1318 126 1006 1014 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% AGVLAHLEEER R D 95.00% 54.8 38.6 1.44 2 612.8763 1,223.74 1,223.64 2 1.107 85.4 765 775 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% AGVLAHLEEER R D 95.00% 66.5 38.8 3.1 2 612.3886 1,222.76 1,223.64 2 0.132 107.9 765 775 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% AGVLAHLEEERDLK R I 95.00% 32.7 37.8 1.25 2 527.3754 1,579.10 1,579.84 3 0.2675 169.3 765 778 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALEEAMEQK R A 95.00% 31 39.5 0.886 2 524.8081 1,047.60 1,048.50 2 0.1109 105.8 1484 1492 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALEEAMEQKAELER R L 90.00% 34.8 38 0 2 549.6988 1,646.07 1,646.81 3 0.2762 167.7 1484 1497 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALEEAMEQKAELER R L 94.00% 37 38.1 0 2 550.0325 1,647.08 1,646.81 3 1.278 166.7 1484 1497 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALEEAMEQKAELER R L 95.00% 38.8 38 0 2 549.7147 1,646.12 1,646.81 3 0.3239 196.7 1484 1497 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 41.6 38.9 0 2 597.3758 1,192.74 1,193.62 2 0.1282 107.4 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 51.2 38.9 2.48 2 597.3853 1,192.76 1,193.62 2 0.1471 123.2 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 54.5 38.8 1.64 2 597.8844 1,193.75 1,193.62 2 1.145 119.4 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 55.1 38.9 2.36 2 597.3513 1,192.69 1,193.62 2 0.07913 66.29 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 56.2 38.9 1.15 2 597.3794 1,192.74 1,193.62 2 0.1354 113.4 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 56.3 38.9 2.14 2 597.3799 1,192.75 1,193.62 2 0.1364 114.2 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 56.7 38.8 2.3 2 597.8483 1,193.68 1,193.62 2 1.073 58.93 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 57.1 38.9 0 2 597.3745 1,192.73 1,193.62 2 0.1255 105.1 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 62.8 38.9 2.57 2 597.3546 1,192.69 1,193.62 2 0.08583 71.9 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 64.8 38.9 0.721 2 597.3733 1,192.73 1,193.62 2 0.1232 103.2 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALELDSNLYR K I 95.00% 78.5 38.9 1.6 2 597.3646 1,192.71 1,193.62 2 0.1057 88.55 746 755 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ALEQQVEEMK R T 95.00% 41.3 39.3 1.39 2 602.8492 1,203.68 1,204.59 2 0.1031 85.62 1529 1538 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 92.50% 35.2 37.2 0 2 624.0302 1,869.07 1,869.97 3 0.1093 58.42 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 53.1 37.2 4.41 2 935.5946 1,869.17 1,869.97 2 0.2151 115 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 54.1 37.2 4.42 2 935.5534 1,869.09 1,869.97 2 0.1328 71.04 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 61 37.2 5.37 2 935.624 1,869.23 1,869.97 2 0.2739 146.5 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 63.2 37.2 2.96 2 935.5979 1,869.18 1,869.97 2 0.2218 118.6 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 66.9 37.2 5.17 2 935.6544 1,869.29 1,869.97 2 0.3348 179 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 67.9 37.4 2.68 2 936.0922 1,870.17 1,869.97 2 1.21 111 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 69.8 37.2 4.34 2 935.6206 1,869.23 1,869.97 2 0.2672 142.9 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 72.3 37.2 6.43 2 935.6086 1,869.20 1,869.97 2 0.2432 130 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 78.9 37.2 7.6 2 935.5373 1,869.06 1,869.97 2 0.1005 53.76 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ANLQIDQINTDLNLER K S 95.00% 80.4 37.4 5.19 2 936.0529 1,870.09 1,869.97 2 1.132 69 1755 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ASREEILAQAK R E 95.00% 41.5 39.2 2.64 2 608.3932 1,214.77 1,215.67 2 0.1098 90.3 1659 1669 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% DFSALESQLQDTQELLQEENR K Q 95.00% 41.6 35.7 0 2 831.8676 2,492.58 2,493.17 3 0.414 166 1302 1322 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% DFSALESQLQDTQELLQEENR K Q 95.00% 51 35.8 0.796 2 1,247.68 2,493.34 2,493.17 2 1.169 66.67 1302 1322 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% DFSALESQLQDTQELLQEENR K Q 95.00% 69.2 35.7 0.921 2 831.7835 2,492.33 2,493.17 3 0.1618 64.87 1302 1322 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% DFSALESQLQDTQELLQEENR K Q 95.00% 80.1 35.7 5.46 2 1,247.24 2,492.47 2,493.17 2 0.3079 123.5 1302 1322 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% DFSALESQLQDTQELLQEENRQK K L 90.40% 31.9 34.9 0 2 917.5424 2,749.61 2,749.33 3 1.285 102.6 1302 1324 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% DFSALESQLQDTQELLQEENRQK K L 95.00% 32.9 35 2.43 2 917.2271 2,748.66 2,749.33 3 0.339 123.3 1302 1324 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% DLGEELEALKTELEDTLDSTAAQQELR R S 95.00% 82.3 34.4 1.64 2 1,006.67 3,016.99 3,017.48 3 0.5158 -161.4 1136 1162 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ELESQISELQEDLESER R A 95.00% 45.2 37 0 2 678.6862 2,033.04 2,033.95 3 0.09285 45.65 1108 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ELESQISELQEDLESER R A 95.00% 54.4 37 0.77 2 678.7502 2,033.23 2,033.95 3 0.2849 140 1108 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ELESQISELQEDLESER R A 95.00% 69.6 37 4.57 2 1,017.60 2,033.19 2,033.95 2 0.2484 122.1 1108 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 33 38.7 1.3 2 653.3665 1,304.72 1,305.67 2 0.05713 43.75 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 40.5 38.7 0 2 653.8339 1,305.65 1,305.67 2 0.9919 -8.288 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 41.9 38.7 2.09 2 653.8588 1,305.70 1,305.67 2 1.042 29.88 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 41.9 38.7 0.824 2 653.3353 1,304.66 1,305.67 2 -0.005373 -4.115 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 46.3 38.7 1.46 2 653.886 1,305.76 1,305.67 2 1.096 71.41 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 46.5 38.7 2.8 2 653.8969 1,305.78 1,305.67 2 1.118 88.18 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 47.3 38.7 0 2 653.8803 1,305.75 1,305.67 2 1.085 62.67 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 51.8 38.7 1.48 2 653.9243 1,305.83 1,305.67 2 1.173 130 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 53.1 38.7 1.85 2 653.8203 1,305.63 1,305.67 2 0.9646 -29.16 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 53.2 38.7 2.8 2 653.4196 1,304.82 1,305.67 2 0.1632 125 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 53.8 38.7 1.8 2 653.3879 1,304.76 1,305.67 2 0.0998 76.43 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 54.3 38.7 2.41 2 653.3561 1,304.70 1,305.67 2 0.03621 27.73 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 54.6 38.7 1.82 2 653.3403 1,304.67 1,305.67 2 0.004627 3.544 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 54.7 38.7 2.77 2 653.3441 1,304.67 1,305.67 2 0.01237 9.473 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 55.4 38.7 3.38 2 653.3669 1,304.72 1,305.67 2 0.05796 44.39 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 56.4 38.7 2.62 2 653.37 1,304.73 1,305.67 2 0.06403 49.04 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 58.6 38.7 1.96 2 653.3223 1,304.63 1,305.67 2 -0.03137 -24.03 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 59.2 38.7 2.07 2 653.8053 1,305.60 1,305.67 2 0.9346 -52.12 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 60.1 38.7 3.27 2 653.3473 1,304.68 1,305.67 2 0.01875 14.36 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 61.1 38.7 1.96 2 653.3976 1,304.78 1,305.67 2 0.1193 91.39 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 61.5 38.7 2.57 2 653.3829 1,304.75 1,305.67 2 0.08989 68.84 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 64.4 38.7 3.64 2 653.359 1,304.70 1,305.67 2 0.04213 32.26 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQADFAIEALAK K A 95.00% 67.6 38.7 2.27 2 653.343 1,304.67 1,305.67 2 0.01008 7.721 408 419 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% EQEVNILKK R T 95.00% 46.5 39.4 0 2 550.8889 1,099.76 1,100.63 2 0.1395 126.7 1166 1174 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% FDQLLAEEK K T 91.80% 37.9 39.3 0 2 546.839 1,091.66 1,092.56 2 0.1133 103.7 1446 1454 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% FDQLLAEEK K T 95.00% 52.9 39.3 1 2 546.8566 1,091.70 1,092.56 2 0.1487 136 1446 1454 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% GALALEEKR K R 95.00% 54.2 39.6 0 2 493.835 985.6554 986.563 2 0.0996 100.9 1717 1725 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% GDLPFVVPR R R 91.30% 37.7 39.4 0 2 500.3571 998.6997 999.5623 2 0.1447 144.7 1924 1932 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HEmPPHIYAITDTAYR R S 95.00% 40 37.4 2.96 2 m3: Oxidation (+15.99) 644.6945 1,931.06 1,930.91 3 1.157 79.9 144 159 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HEMPPHIYAITDTAYR R S 95.00% 40.2 37.2 2.17 2 638.864 1,913.57 1,914.92 3 -0.3393 -177.2 144 159 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HEMPPHIYAITDTAYR R S 95.00% 46.6 37.2 0 2 639.3562 1,915.05 1,914.92 3 1.137 70.16 144 159 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HEMPPHIYAITDTAYR R S 95.00% 50.2 37.2 1.34 2 639.3677 1,915.08 1,914.92 3 1.172 88.16 144 159 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HEMPPHIYAITDTAYR R S 95.00% 50.2 37.2 3.24 2 639.0465 1,914.12 1,914.92 3 0.2082 108.7 144 159 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HEMPPHIYAITDTAYR R S 95.00% 52 37.2 2.29 2 639.0302 1,914.07 1,914.92 3 0.1592 83.1 144 159 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HEMPPHIYAITDTAYR R S 95.00% 55.5 37.2 2.89 2 639.0302 1,914.07 1,914.92 3 0.1592 83.1 144 159 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 39.5 37 3.72 2 666.0578 1,995.15 1,996.01 3 0.1494 74.84 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 48.8 37 5.24 2 666.0724 1,995.20 1,996.01 3 0.1931 96.74 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 52.4 37 3.85 2 666.073 1,995.20 1,996.01 3 0.195 97.7 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 56.2 37 1.68 2 666.0587 1,995.15 1,996.01 3 0.152 76.16 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 57.2 37 2.74 2 666.433 1,996.28 1,996.01 3 1.275 136.3 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 69.4 37 1.39 2 666.0902 1,995.25 1,996.01 3 0.2465 123.5 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 74.9 37 1.31 2 666.4073 1,996.20 1,996.01 3 1.198 97.71 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 76.1 37 0 2 666.4154 1,996.22 1,996.01 3 1.222 109.8 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% HSQAVEELAEQLEQTKR K V 95.00% 96 37 2.49 2 666.0778 1,995.21 1,996.01 3 0.2094 104.9 1194 1210 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAEFTTNLTEEEEKSK R S 93.60% 35.8 37.1 0 2 623.7192 1,868.14 1,868.91 3 0.2304 123.3 1001 1016 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAEFTTNLTEEEEKSK R S 95.00% 43.2 37.1 0 2 623.7282 1,868.16 1,868.91 3 0.2574 137.7 1001 1016 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEELEEEQGNTELINDR R L 95.00% 40.6 35.7 1.34 2 825.1045 2,472.29 2,472.17 3 1.125 49.47 1731 1751 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEELEEEQGNTELINDR R L 95.00% 44 35.7 0 2 825.114 2,472.32 2,472.17 3 1.153 60.93 1731 1751 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEELEEEQGNTELINDR R L 95.00% 67.6 35.7 0 2 824.7655 2,471.27 2,472.17 3 0.1081 43.7 1731 1751 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEELEEEQGNTELINDR R L 95.00% 69.3 35.7 2.8 2 824.8602 2,471.56 2,472.17 3 0.3921 158.6 1731 1751 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEELEEEQGNTELINDR R L 95.00% 70.5 35.7 1.6 2 825.1502 2,472.43 2,472.17 3 1.262 104.8 1731 1751 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEELEEEQGNTELINDRLK R K 95.00% 36.2 35.2 0 2 905.5376 2,713.59 2,713.35 3 1.245 89.32 1731 1753 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEQLDNETKER K Q 95.00% 36.3 37.4 1.05 2 606.0525 1,815.14 1,815.91 3 0.2345 129.1 1816 1830 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEQLDNETKER K Q 95.00% 37.8 37.4 0 2 606.0543 1,815.14 1,815.91 3 0.2399 132.1 1816 1830 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEQLDNETKER K Q 95.00% 38 37.5 0 2 606.3542 1,816.04 1,815.91 3 1.139 75.24 1816 1830 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEQLDNETKER K Q 95.00% 38.4 37.4 0 2 606.0828 1,815.23 1,815.91 3 0.3253 179.1 1816 1830 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEQLDNETKER K Q 95.00% 41.8 37.5 1.47 2 606.2927 1,815.86 1,815.91 3 0.955 -26.3 1816 1830 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEQLDNETKER K Q 95.00% 44.5 37.4 1.26 2 606.0335 1,815.08 1,815.91 3 0.1775 97.71 1816 1830 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IAQLEEQLDNETKER K Q 95.00% 48 37.4 0 2 606.0582 1,815.15 1,815.91 3 0.2514 138.4 1816 1830 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGMSETALPGAFK R T 91.20% 35.3 37 0 2 1,009.59 2,017.16 2,018.06 2 0.1017 50.37 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGMSETALPGAFK R T 95.00% 30.9 37 2.72 2 1,009.64 2,017.27 2,018.06 2 0.2115 104.8 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGMSETALPGAFK R T 95.00% 31.5 37 1.27 2 673.4402 2,017.30 2,018.06 3 0.243 120.4 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGmSETALPGAFK R T 95.00% 32.9 37 2.64 2 m10: Oxidation (+15.99) 1,018.13 2,034.25 2,034.06 2 1.197 95.33 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGmSETALPGAFK R T 95.00% 33.9 36.9 1.41 2 m10: Oxidation (+15.99) 1,018.14 2,034.27 2,034.06 2 1.219 106.4 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGMSETALPGAFK R T 95.00% 0 0 2.85 2 674.0732 2,019.20 2,018.06 3 2.142 67.56 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGMSETALPGAFK R T 95.00% 40.8 36.9 2.02 2 1,010.18 2,018.35 2,018.06 2 1.297 145.8 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGmSETALPGAFK R T 95.00% 47 37 1.44 2 m10: Oxidation (+15.99) 1,018.02 2,034.03 2,034.06 2 0.9753 -13.47 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGMSETALPGAFK R T 95.00% 49.1 37 2.6 2 673.4057 2,017.20 2,018.06 3 0.1396 69.18 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGMSETALPGAFK R T 95.00% 54 37 2.42 2 1,009.65 2,017.28 2,018.06 2 0.2202 109.1 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGmSETALPGAFK R T 95.00% 65.7 37 3.92 2 m10: Oxidation (+15.99) 1,017.68 2,033.34 2,034.06 2 0.2869 141 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IIGLDQVAGMSETALPGAFK R T 95.00% 66.2 37 2.77 2 1,009.65 2,017.29 2,018.06 2 0.2317 114.8 618 637 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% ImGIPEEEQMGLLR R V 95.00% 28.4 38.1 3.77 2 m2: Oxidation (+15.99) 816.4666 1,630.92 1,631.81 2 0.1125 68.96 328 341 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IMGIPEEEQMGLLR R V 95.00% 36.7 38.2 3.66 2 808.4887 1,614.96 1,615.82 2 0.1517 93.85 328 341 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IMGIPEEEQMGLLR R V 95.00% 40.4 38.2 3.77 2 808.5303 1,615.05 1,615.82 2 0.2347 145.2 328 341 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IMGIPEEEQMGLLR R V 95.00% 45.3 38.2 3.54 2 808.4769 1,614.94 1,615.82 2 0.1281 79.25 328 341 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IMGIPEEEQMGLLR R V 95.00% 51.5 38.2 2.96 2 808.5024 1,614.99 1,615.82 2 0.179 110.8 328 341 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IMGIPEEEQMGLLR R V 95.00% 55.6 38.2 2.72 2 808.488 1,614.96 1,615.82 2 0.1502 92.94 328 341 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IMGIPEEEQMGLLR R V 95.00% 64.7 38.2 2.11 2 808.4777 1,614.94 1,615.82 2 0.1296 80.18 328 341 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 89.80% 0 0 2.07 2 769.1102 2,304.31 2,303.14 3 2.18 75.56 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 95.00% 0 0 2.92 2 769.1273 2,304.36 2,303.14 3 2.231 97.87 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 95.00% 42.5 36.1 0 2 768.4572 2,302.35 2,303.14 3 0.2208 95.87 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 95.00% 61.7 36.2 1.54 2 768.7689 2,303.29 2,303.14 3 1.156 66.47 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 95.00% 68.2 36.2 5.18 2 768.8038 2,303.39 2,303.14 3 1.26 111.8 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 95.00% 71.7 36.1 0 2 768.4555 2,302.34 2,303.14 3 0.2157 93.62 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 95.00% 80.9 36.2 2.7 2 768.8006 2,303.38 2,303.14 3 1.251 107.7 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 95.00% 99.3 36.1 4.89 2 768.4139 2,302.22 2,303.14 3 0.0909 39.47 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% IRELESQISELQEDLESER K A 95.00% 113 36.2 6.05 2 768.7856 2,303.34 2,303.14 3 1.206 88.22 1106 1124 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KANLQIDQINTDLNLER K S 95.00% 39.7 37 2.35 2 667.0693 1,998.19 1,998.06 3 1.132 64.42 1754 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KANLQIDQINTDLNLER K S 95.00% 43.3 37 0.854 2 667.0532 1,998.14 1,998.06 3 1.083 40.28 1754 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KANLQIDQINTDLNLER K S 95.00% 49.6 37 1.62 2 667.1102 1,998.31 1,998.06 3 1.254 125.8 1754 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KANLQIDQINTDLNLER K S 95.00% 61.2 37 0 2 666.8873 1,997.64 1,998.06 3 0.5857 -208.7 1754 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KANLQIDQINTDLNLER K S 95.00% 63.2 37 3.27 2 666.7363 1,997.19 1,998.06 3 0.1327 66.42 1754 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KANLQIDQINTDLNLER K S 95.00% 66.4 37 1.55 2 666.7475 1,997.22 1,998.06 3 0.1661 83.11 1754 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KANLQIDQINTDLNLER K S 95.00% 83.5 37 3.92 2 666.7352 1,997.18 1,998.06 3 0.1293 64.68 1754 1770 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KFDQLLAEEK K T 95.00% 23.7 39 1.89 2 610.8829 1,219.75 1,220.65 2 0.1062 86.98 1445 1454 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KFDQLLAEEK K T 95.00% 46.9 39 1.92 2 610.8872 1,219.76 1,220.65 2 0.1149 94.09 1445 1454 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KLEGDSTDLSDQIAELQAQIAELK R M 90.40% 32.4 35.5 0 2 872.8802 2,615.62 2,615.34 3 1.284 107.7 1052 1075 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 0 0 2.8 2 873.5735 2,617.70 2,615.34 3 3.364 136 1052 1075 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 72.6 35.3 4.68 2 872.5337 2,614.58 2,615.34 3 0.245 93.65 1052 1075 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 73.1 35.5 3.15 2 872.8827 2,615.63 2,615.34 3 1.292 110.5 1052 1075 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 88.1 35.4 5.05 2 872.5888 2,614.74 2,615.34 3 0.4102 156.8 1052 1075 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KLVWVPSDK K S 95.00% 32.3 39.6 2.1 2 536.3962 1,070.78 1,071.62 2 0.1654 154.3 30 38 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KLVWVPSDK K S 95.00% 35.4 39.6 1.37 2 536.3678 1,070.72 1,071.62 2 0.1084 101.2 30 38 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KVEAQLQELQVK K F 95.00% 57.1 38.4 2.39 2 706.9444 1,411.87 1,412.81 2 0.07066 50.01 1249 1260 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% KVIQYLAYVASSHK K S 95.00% 34.8 37.9 1.74 2 536.707 1,607.10 1,606.90 3 1.211 129.7 186 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LDPHLVLDQLR K C 94.00% 39 39 0 2 660.4144 1,318.81 1,318.75 2 1.073 53.56 683 693 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LDPHLVLDQLR K C 94.90% 39.7 39 0 2 659.9336 1,317.85 1,318.75 2 0.1119 84.84 683 693 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LDPHLVLDQLR K C 95.00% 32.3 39 0.721 2 659.8696 1,317.72 1,318.75 2 -0.0162 -12.29 683 693 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LDPHLVLDQLR K C 95.00% 45.8 39 0.638 2 659.8892 1,317.76 1,318.75 2 0.02301 17.44 683 693 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LDPHLVLDQLR K C 95.00% 51.5 39 2.85 2 659.8866 1,317.76 1,318.75 2 0.01796 13.62 683 693 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LEVNLQAMK R A 95.00% 52.5 39.6 1.52 2 523.3626 1,044.71 1,045.57 2 0.1468 140.4 1558 1566 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LEVNLQAMK R A 95.00% 58.5 39.6 0 2 523.3398 1,044.67 1,045.57 2 0.1013 96.83 1558 1566 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LKSMEAEMIQLQEELAAAER K A 93.90% 35.2 36.3 0 2 764.4902 2,290.45 2,290.14 3 1.314 135.9 1675 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LKSMEAEMIQLQEELAAAER K A 95.00% 50.5 36.3 0.886 2 764.4602 2,290.36 2,290.14 3 1.224 96.59 1675 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQEMEGTVK K S 93.50% 39.3 39.6 0 2 517.8115 1,033.61 1,034.52 2 0.09693 93.68 1794 1802 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQEMEGTVK K S 95.00% 29.5 39.6 0.854 2 517.8077 1,033.60 1,034.52 2 0.08924 86.26 1794 1802 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQEMEGTVK K S 95.00% 31.8 39.6 1.17 2 517.8291 1,033.64 1,034.52 2 0.1321 127.6 1794 1802 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQEMEGTVK K S 95.00% 38 39.6 0.699 2 517.8439 1,033.67 1,034.52 2 0.1617 156.3 1794 1802 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 89.80% 33.8 37.1 0 2 651.0622 1,950.16 1,949.99 3 1.179 90.26 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 37.1 37.1 0 2 650.9899 1,949.95 1,949.99 3 0.962 -20.88 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 37.6 37.1 0.854 2 651.0602 1,950.16 1,949.99 3 1.173 87.19 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 39.6 37.2 0 2 650.757 1,949.25 1,949.99 3 0.2634 135 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 40.4 37.2 2.18 2 975.6196 1,949.22 1,949.99 2 0.2387 122.4 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 45.5 37.2 0 2 650.7563 1,949.25 1,949.99 3 0.2611 133.9 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 49.6 37.2 2.49 2 650.7232 1,949.15 1,949.99 3 0.162 83.09 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 50.5 37.2 2.48 2 975.6256 1,949.24 1,949.99 2 0.2507 128.5 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 51 37.2 0.796 2 650.7187 1,949.13 1,949.99 3 0.1485 76.16 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 59.9 37.1 5.21 2 976.1121 1,950.21 1,949.99 2 1.224 113.3 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 62.8 37.1 4.7 2 976.1176 1,950.22 1,949.99 2 1.235 118.9 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 65.4 37.2 1.51 2 650.7302 1,949.17 1,949.99 3 0.1829 93.76 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 73.3 37.2 6.34 2 975.6217 1,949.23 1,949.99 2 0.243 124.6 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQELDDLLVDLDHQR R Q 95.00% 75.6 37.1 6.16 2 976.0777 1,950.14 1,949.99 2 1.155 78 1418 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQLFNHTmFILEQEEYQR K E 90.90% 33 35.9 0 2 m9: Oxidation (+15.99) 828.845 2,483.51 2,483.20 3 1.318 126.8 476 494 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQLFNHTmFILEQEEYQR K E 95.00% 41 35.9 0 2 m9: Oxidation (+15.99) 828.8252 2,483.45 2,483.20 3 1.258 102.9 476 494 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQQLFNHTMFILEQEEYQR K E 95.00% 67.6 36.1 1.59 2 823.4942 2,467.46 2,467.21 3 1.26 104.4 476 494 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 40.5 37.2 1 2 649.7362 1,946.19 1,946.01 3 1.186 94.15 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 47.2 37.1 3.24 2 973.6201 1,945.23 1,946.01 2 0.2249 115.6 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 47.6 37.1 0 2 649.3652 1,945.07 1,946.01 3 0.07305 37.54 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 53.2 37.2 0.77 2 649.6322 1,945.87 1,946.01 3 0.8741 -66.09 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 54.9 37.1 3.18 2 973.6369 1,945.26 1,946.01 2 0.2585 132.8 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 61.2 37.2 2.66 2 649.7402 1,946.20 1,946.01 3 1.198 100.3 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 62.6 37.2 4.36 2 974.1551 1,946.30 1,946.01 2 1.295 150.1 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 63.5 37.1 2.46 2 973.6303 1,945.25 1,946.01 2 0.2453 126.1 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 68.6 37.1 3.42 2 649.3829 1,945.13 1,946.01 3 0.1261 64.8 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 72.4 37.1 5.14 2 973.6399 1,945.27 1,946.01 2 0.2646 135.9 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 73.8 37.1 6.11 2 649.3991 1,945.18 1,946.01 3 0.1747 89.77 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 75.7 37.1 3.35 2 973.6005 1,945.19 1,946.01 2 0.1859 95.5 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 78.9 37.1 2.85 2 649.3547 1,945.04 1,946.01 3 0.04155 21.35 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 83.4 37.1 4.11 2 973.6253 1,945.24 1,946.01 2 0.2354 121 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LQVELDNVTGLLSQSDSK K S 95.00% 86.7 37.1 7.06 2 973.6753 1,945.34 1,946.01 2 0.3353 172.3 1278 1295 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTEMETLQSQLMAEK R L 95.00% 35 37.8 3.51 2 876.5348 1,751.06 1,751.86 2 0.2067 118 868 882 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTEMETLQSQLMAEK R L 95.00% 38.3 37.6 3.32 2 877.0028 1,751.99 1,751.86 2 1.143 79.87 868 882 TRUE
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HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTEMETLQSQLMAEK R L 95.00% 44.4 37.8 3.92 2 876.5454 1,751.08 1,751.86 2 0.2279 130.1 868 882 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTEMETLQSQLMAEK R L 95.00% 52.5 37.8 3.03 2 876.5571 1,751.10 1,751.86 2 0.2513 143.4 868 882 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTEMETLQSQLMAEK R L 95.00% 56.3 37.6 1.66 2 877.0403 1,752.07 1,751.86 2 1.218 122.6 868 882 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTEMETLQSQLMAEK R L 95.00% 59.5 37.8 2.33 2 876.6037 1,751.19 1,751.86 2 0.3444 196.6 868 882 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTKDFSALESQLQDTQELLQEENR K Q 95.00% 43.7 34.7 0.77 2 946.271 2,835.79 2,835.40 3 1.397 139.1 1299 1322 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTKDFSALESQLQDTQELLQEENR K Q 95.00% 44.3 34.6 0 2 945.8743 2,834.60 2,835.40 3 0.2074 73.13 1299 1322 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LTKDFSALESQLQDTQELLQEENR K Q 95.00% 44.5 34.6 2.3 2 945.9476 2,834.82 2,835.40 3 0.4272 150.6 1299 1322 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% LVWVPSDK K S 95.00% 31.2 39.5 0.959 2 472.399 942.7835 943.5248 2 0.2659 281.8 31 38 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% MQQNIQELEEQLEEEESAR K Q 92.60% 0 0 2.25 2 779.0702 2,334.19 2,333.06 3 2.14 57.47 941 959 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% MQQNIQELEEQLEEEESAR K Q 95.00% 49 35.9 0 2 778.8002 2,333.38 2,333.06 3 1.33 140 941 959 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% MQQNIQELEEQLEEEESARQK K L 95.00% 38.2 35.5 0 2 864.2149 2,589.62 2,589.21 3 1.42 161.1 941 961 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NAEQYKDQADKASTR R L 89.70% 0 0 2.07 2 575.6824 1,724.03 1,724.82 3 0.2127 123.3 1857 1871 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NKHEAmITDLEER K L 95.00% 80.3 38.1 0 2 m6: Oxidation (+15.99) 535.0108 1,602.01 1,601.76 3 1.259 159.8 1023 1035 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NLPIYSEEIVEMYK K G 95.00% 50.4 37.5 1.08 2 864.5898 1,727.17 1,727.86 2 0.3161 182.9 126 139 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NLPIYSEEIVEMYK K G 95.00% 56.5 37.5 2.05 2 864.5063 1,727.00 1,727.86 2 0.1492 86.36 126 139 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NLPIYSEEIVEmYK K G 95.00% 61.5 37.5 4.1 2 m12: Oxidation (+15.99) 872.5285 1,743.04 1,743.85 2 0.1986 113.9 126 139 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 22.7 38 1.96 2 796.939 1,591.86 1,591.70 2 1.169 104.3 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 25 37.9 1.26 2 796.4451 1,590.88 1,591.70 2 0.181 113.7 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 31.9 37.9 2.22 2 796.4473 1,590.88 1,591.70 2 0.1855 116.6 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 35.5 37.9 3.72 2 796.4483 1,590.88 1,591.70 2 0.1875 117.8 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 43.1 37.9 5.35 2 796.4723 1,590.93 1,591.70 2 0.2356 148 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 44.2 37.9 3.47 2 796.4326 1,590.85 1,591.70 2 0.1562 98.11 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 52.1 37.9 0.638 2 796.4141 1,590.81 1,591.70 2 0.1192 74.86 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 56.4 38 1.41 2 796.948 1,591.88 1,591.70 2 1.187 115.6 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTDQASMPDNTAAQK R V 95.00% 61.8 37.9 3.21 2 796.4409 1,590.87 1,591.70 2 0.1728 108.5 359 373 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTNPNFVR R C 95.00% 27.6 39.9 2 2 481.3017 960.5889 961.4849 2 0.1112 115.6 663 670 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTNPNFVR R C 95.00% 39.1 39.9 1.14 2 481.3029 960.5912 961.4849 2 0.1136 118.1 663 670 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% NTNPNFVR R C 95.00% 39.6 39.8 1.02 2 481.8075 961.6005 961.4849 2 1.123 124.8 663 670 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QAQQERDELADEIANSSGK R G 92.70% 34.9 36.8 0 2 697.0532 2,088.14 2,088.98 3 0.1656 79.24 1698 1716 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QAQQERDELADEIANSSGK R G 95.00% 37.9 36.8 3.09 2 697.0367 2,088.09 2,088.98 3 0.1162 55.63 1698 1716 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QAQQERDELADEIANSSGK R G 95.00% 43.2 36.8 0 2 697.0541 2,088.14 2,088.98 3 0.1682 80.49 1698 1716 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QAQQERDELADEIANSSGK R G 95.00% 44.5 36.9 0 2 697.3407 2,089.00 2,088.98 3 1.028 12.15 1698 1716 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QGFPNRVVFQEFR R Q 91.00% 35 37.8 0 2 542.0297 1,623.07 1,623.84 3 0.2355 145 706 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QGFPNRVVFQEFR R Q 95.00% 50 37.8 0 2 542.0312 1,623.07 1,623.84 3 0.24 147.7 706 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QGFPNRVVFQEFR R Q 95.00% 55.8 37.8 1.32 2 542.0052 1,622.99 1,623.84 3 0.162 99.72 706 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLEEAEEEAQR R A 95.00% 46.3 38.9 1.92 2 666.8278 1,331.64 1,331.61 2 1.041 28.59 1878 1888 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLEEAEEEAQR R A 95.00% 71.4 38.8 0.921 2 666.3254 1,330.64 1,331.61 2 0.03598 27.02 1878 1888 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLEEAEEEAQR R A 95.00% 76.3 38.8 2.12 2 666.3534 1,330.69 1,331.61 2 0.09198 69.07 1878 1888 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLEEAEEEAQRANASR R R 95.00% 36.5 37.5 1.27 2 611.3506 1,831.03 1,830.86 3 1.18 96.62 1878 1893 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLEEAEEEAQRANASR R R 95.00% 37.9 37.4 0 2 611.034 1,830.08 1,830.86 3 0.2299 125.5 1878 1893 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLEEAEEEAQRANASR R R 95.00% 41.3 37.5 1.48 2 611.3839 1,831.13 1,830.86 3 1.28 151.1 1878 1893 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLEEAEEEAQRANASR R R 95.00% 45.8 37.4 0 2 611.0046 1,829.99 1,830.86 3 0.1417 77.38 1878 1893 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLEEAEEEAQRANASR R R 95.00% 50.5 37.4 2.66 2 611.0321 1,830.07 1,830.86 3 0.224 122.3 1878 1893 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 24.1 37.6 2.89 2 864.0845 1,726.15 1,726.95 2 0.2128 123.2 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 33.2 37.5 1.36 2 864.6003 1,727.19 1,726.95 2 1.244 139.9 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 38.8 37.6 0 2 576.3002 1,725.88 1,726.95 3 -0.06285 -36.39 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 39.5 37.6 2.85 2 864.0409 1,726.07 1,726.95 2 0.1256 72.73 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% qLLQANPILEAFGNAK R T 95.00% 0 0 2.08 2 n-term: Pyro-cmC (-17.03) 856.1308 1,710.25 1,709.92 2 1.332 192.4 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% qLLQANPILEAFGNAK R T 95.00% 0 0 2.08 2 n-term: Pyro-cmC (-17.03) 856.0503 1,710.09 1,709.92 2 1.171 98.33 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% qLLQANPILEAFGNAK R T 95.00% 0 0 2.39 2 n-term: Pyro-cmC (-17.03) 855.5292 1,709.04 1,709.92 2 0.1288 75.29 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 40.1 37.6 0 2 864.0303 1,726.05 1,726.95 2 0.1044 60.47 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% qLLQANPILEAFGNAK R T 95.00% 0 0 2.57 2 n-term: Pyro-cmC (-17.03) 855.5416 1,709.07 1,709.92 2 0.1536 89.81 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% qLLQANPILEAFGNAK R T 95.00% 0 0 2.74 2 n-term: Pyro-cmC (-17.03) 856.0581 1,710.10 1,709.92 2 1.187 107.4 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% qLLQANPILEAFGNAK R T 95.00% 0 0 4.32 2 n-term: Pyro-cmC (-17.03) 855.5686 1,709.12 1,709.92 2 0.2077 121.4 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 42.1 37.5 2.68 2 864.6099 1,727.21 1,726.95 2 1.264 151 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 44.3 37.6 1.22 2 864.1076 1,726.20 1,726.95 2 0.2591 150 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 44.8 37.5 0.921 2 576.6982 1,727.07 1,726.95 3 1.131 74.32 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 47.5 37.6 2.38 2 864.0988 1,726.18 1,726.95 2 0.2415 139.8 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 49.7 37.6 2.89 2 864.0653 1,726.12 1,726.95 2 0.1744 101 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 51.2 37.6 1.96 2 864.1051 1,726.20 1,726.95 2 0.2541 147.1 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 53 37.5 2.72 2 864.5403 1,727.07 1,726.95 2 1.124 70.42 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 54.1 37.6 0.796 2 864.0718 1,726.13 1,726.95 2 0.1875 108.5 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 54.6 37.5 2.66 2 864.5853 1,727.16 1,726.95 2 1.214 122.5 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 55.7 37.6 1.1 2 864.0661 1,726.12 1,726.95 2 0.1761 102 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 56.1 37.5 1.72 2 576.7373 1,727.19 1,726.95 3 1.249 142.3 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 57.3 37.6 1.44 2 864.085 1,726.16 1,726.95 2 0.2139 123.8 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 61.1 37.6 2.72 2 864.0941 1,726.17 1,726.95 2 0.2322 134.4 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 62 37.6 3.77 2 864.0803 1,726.15 1,726.95 2 0.2044 118.4 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 65.2 37.6 3.23 2 864.0757 1,726.14 1,726.95 2 0.1953 113 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 68.1 37.6 6.72 2 864.0962 1,726.18 1,726.95 2 0.2362 136.8 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 70.4 37.6 2.82 2 864.0649 1,726.12 1,726.95 2 0.1737 100.5 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 70.5 37.6 4.89 2 864.0945 1,726.17 1,726.95 2 0.2329 134.9 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 74.2 37.6 2.33 2 864.0975 1,726.18 1,726.95 2 0.2389 138.3 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QLLQANPILEAFGNAK R T 95.00% 75.5 37.6 2.57 2 864.0981 1,726.18 1,726.95 2 0.24 138.9 210 225 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QRYEILTPNSIPK R G 92.80% 36.5 38.4 0 2 520.3221 1,557.94 1,558.86 3 0.09268 59.45 719 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QRYEILTPNSIPK R G 95.00% 32.8 38.4 1.18 2 520.3671 1,558.08 1,558.86 3 0.2279 146.2 719 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QRYEILTPNSIPK R G 95.00% 34.2 38.4 0.77 2 520.3622 1,558.06 1,558.86 3 0.2131 136.7 719 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% QRYEILTPNSIPK R G 95.00% 40.1 38.1 1.47 2 520.791 1,559.35 1,558.86 3 1.499 318.3 719 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% qRYEILTPNSIPK R G 95.00% 0 0 2.6 2 n-term: Pyro-cmC (-17.03) 771.5051 1,541.00 1,541.83 2 0.1704 110.5 719 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% RGDLPFVVPR R R 95.00% 41.7 39 1.85 2 578.3887 1,154.76 1,155.66 2 0.1066 92.23 1923 1932 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% RGDLPFVVPR R R 95.00% 46.8 39 3.25 2 578.4228 1,154.83 1,155.66 2 0.1748 151.3 1923 1932 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% RGDLPFVVPR R R 95.00% 55 39 1.89 2 578.3774 1,154.74 1,155.66 2 0.08407 72.74 1923 1932 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% RGDLPFVVPR R R 95.00% 59.9 39 1.64 2 578.4043 1,154.79 1,155.66 2 0.1378 119.2 1923 1932 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% RQLEEAEEEAQR K A 95.00% 80.9 38.3 2.74 2 496.6569 1,486.95 1,487.71 3 0.2475 166.3 1877 1888 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 0 0 3.11 2 1,026.14 2,050.26 2,048.96 2 2.305 146.2 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 0 0 3.3 2 1,026.10 2,050.19 2,048.96 2 2.234 111.6 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SmEAEMIQLQEELAAAER K A 95.00% 40.5 36.6 0 2 m2: Oxidation (+15.99) 689.2673 2,064.78 2,064.96 3 0.8297 -83.78 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 47.4 36.7 2.57 2 684.012 2,049.01 2,048.96 3 1.059 27.26 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 60.9 36.9 2 2 683.6745 2,048.00 2,048.96 3 0.04601 22.45 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 65.3 36.7 3.39 2 684.0395 2,049.10 2,048.96 3 1.141 67.55 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 66 36.7 1.82 2 684.0602 2,049.16 2,048.96 3 1.203 97.76 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 66.7 36.7 5.01 2 1,025.64 2,049.26 2,048.96 2 1.302 146.1 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 70 36.9 2.29 2 683.6715 2,047.99 2,048.96 3 0.03698 18.05 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 74.6 36.9 1.85 2 683.7527 2,048.24 2,048.96 3 0.2807 137 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 76.4 36.9 8.42 2 1,025.14 2,048.26 2,048.96 2 0.3059 149.3 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 80.3 36.9 8.22 2 1,025.09 2,048.17 2,048.96 2 0.2124 103.7 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 88 36.9 5.22 2 1,025.05 2,048.08 2,048.96 2 0.1289 62.9 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 88.4 36.9 9.13 2 1,025.10 2,048.18 2,048.96 2 0.2234 109 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% SMEAEMIQLQEELAAAER K A 95.00% 93.5 36.9 2.62 2 683.6684 2,047.98 2,048.96 3 0.0277 13.52 1677 1694 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TDLLLEPYNK K Y 95.00% 34.2 39.2 1.48 2 603.8753 1,205.74 1,205.64 2 1.102 82.12 290 299 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TDLLLEPYNK K Y 95.00% 42.1 39.2 2.16 2 603.3629 1,204.71 1,205.64 2 0.07716 64 290 299 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TDLLLEPYNK K Y 95.00% 50.8 39.2 2.55 2 603.3507 1,204.69 1,205.64 2 0.05268 43.69 290 299 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TDLLLEPYNK K Y 95.00% 62.3 39.2 1.92 2 603.9003 1,205.79 1,205.64 2 1.152 123.5 290 299 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TDLLLEPYNK K Y 95.00% 62.7 39.2 2.96 2 603.3851 1,204.76 1,205.64 2 0.1215 100.7 290 299 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TDLLLEPYNK K Y 95.00% 63.9 39.2 2.74 2 603.3635 1,204.71 1,205.64 2 0.07831 64.95 290 299 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TDLLLEPYNKYR K F 95.00% 48.8 38.2 2.89 2 508.9815 1,523.92 1,524.81 3 0.1242 81.44 290 301 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TEmEDLmSSKDDVGK R S 95.00% 21.5 37.8 1.8 2 m3: Oxidation (+15.99), m7: Oxidation (+15.99) 573.0118 1,716.01 1,716.73 3 0.2902 169 1504 1518 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TEmEDLmSSKDDVGK R S 95.00% 29.6 37.8 1.09 2 m3: Oxidation (+15.99), m7: Oxidation (+15.99) 572.9597 1,715.86 1,716.73 3 0.1339 78 1504 1518 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TEmEDLmSSKDDVGK R S 95.00% 33.5 37.8 1.25 2 m3: Oxidation (+15.99), m7: Oxidation (+15.99) 572.9912 1,715.95 1,716.73 3 0.2284 133 1504 1518 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TEmEDLmSSKDDVGK R S 95.00% 35.2 37.8 4 2 m3: Oxidation (+15.99), m7: Oxidation (+15.99) 572.9779 1,715.91 1,716.73 3 0.1886 109.8 1504 1518 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TFHIFYYLLSGAGEHLK R T 94.80% 36.5 37 0 2 666.3859 1,996.14 1,996.03 3 1.11 53.86 273 289 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TFHIFYYLLSGAGEHLK R T 95.00% 44.1 37 0 2 666.4068 1,996.20 1,996.03 3 1.173 85.24 273 289 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TFHIFYYLLSGAGEHLK R T 95.00% 55.2 37 0 2 666.0508 1,995.13 1,996.03 3 0.105 52.61 273 289 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TFHIFYYLLSGAGEHLK R T 95.00% 59.8 37 2.41 2 666.4085 1,996.20 1,996.03 3 1.178 87.83 273 289 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TFHIFYYLLSGAGEHLK R T 95.00% 73.5 37 2.11 2 666.0602 1,995.16 1,996.03 3 0.1332 66.7 273 289 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TLEEEAKTHEAQIQEMR K Q 89.70% 33.6 37 0 2 681.675 2,042.00 2,042.98 3 0.02898 14.18 1175 1191 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TLEEEAKTHEAQIQEMR K Q 95.00% 43.9 37 1.89 2 682.0607 2,043.16 2,042.98 3 1.186 89.73 1175 1191 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TLEEEAKTHEAQIQEmR K Q 95.00% 44.2 36.9 0 2 m16: Oxidation (+15.99) 687.3859 2,059.14 2,058.98 3 1.167 79.68 1175 1191 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TQLEELEDELQATEDAKLR K L 95.00% 60.5 36.4 0 2 744.7502 2,231.23 2,231.10 3 1.132 57.84 1539 1557 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TRLQQELDDLLVDLDHQR K Q 95.00% 29.4 36.6 1.1 2 736.4272 2,206.26 2,207.14 3 0.1251 56.69 1416 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TRLQQELDDLLVDLDHQR K Q 95.00% 33.3 36.4 0.77 2 736.6762 2,207.01 2,207.14 3 0.8721 -59.18 1416 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TRLQQELDDLLVDLDHQR K Q 95.00% 0 0 2.92 2 737.1173 2,208.33 2,207.14 3 2.195 86.01 1416 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TRLQQELDDLLVDLDHQR K Q 95.00% 0 0 5.21 2 737.1102 2,208.31 2,207.14 3 2.174 76.31 1416 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TRLQQELDDLLVDLDHQR K Q 95.00% 58 36.4 1.85 2 736.7939 2,207.36 2,207.14 3 1.225 100.7 1416 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TRLQQELDDLLVDLDHQR K Q 95.00% 74.6 36.6 2.13 2 736.445 2,206.31 2,207.14 3 0.1785 80.85 1416 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TRLQQELDDLLVDLDHQR K Q 95.00% 80.7 36.6 3.62 2 736.4702 2,206.39 2,207.14 3 0.2541 115.1 1416 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TRLQQELDDLLVDLDHQR K Q 95.00% 106 36.4 4.41 2 736.7402 2,207.20 2,207.14 3 1.064 27.77 1416 1433 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TVGQLYKEQLAK R L 94.80% 23.5 38.7 0.796 2 689.8863 1,377.76 1,377.77 2 0.9914 -8.197 645 656 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TVGQLYKEQLAK R L 95.00% 27.4 38.6 0.824 2 460.0159 1,377.03 1,377.77 3 0.2592 188.1 645 656 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TVGQLYKEQLAK R L 95.00% 33.5 38.6 1.03 2 459.9827 1,376.93 1,377.77 3 0.1597 115.9 645 656 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TVGQLYKEQLAK R L 95.00% 33.7 38.7 0.824 2 460.3395 1,378.00 1,377.77 3 1.23 165 645 656 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TVGQLYKEQLAK R L 95.00% 34.9 38.6 2.72 2 689.4246 1,376.83 1,377.77 2 0.06818 49.48 645 656 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TVGQLYKEQLAK R L 95.00% 42.1 38.6 4 2 689.4237 1,376.83 1,377.77 2 0.06622 48.06 645 656 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TVGQLYKEQLAK R L 95.00% 44.9 38.6 4 2 689.4255 1,376.84 1,377.77 2 0.06992 50.74 645 656 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% TVGQLYKEQLAK R L 95.00% 48.2 38.6 3.01 2 689.4448 1,376.88 1,377.77 2 0.1085 78.74 645 656 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VAAYDKLEK K T 95.00% 35 39.2 0.721 2 518.8339 1,035.65 1,036.57 2 0.09304 89.75 1405 1413 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VDYKADEWLMK K N 95.00% 41.2 38.4 0 2 466.6343 1,396.88 1,397.68 3 0.2112 151.1 577 587 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VDYKADEWLMK K N 95.00% 42.6 38.4 1.07 2 466.6221 1,396.84 1,397.68 3 0.1747 125 577 587 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VDYKADEWLMK K N 95.00% 43 38.4 0 2 466.6357 1,396.89 1,397.68 3 0.2155 154.2 577 587 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VEAQLQELQVK K F 95.00% 39.7 38.5 1.24 2 642.8938 1,283.77 1,284.72 2 0.06447 50.18 1250 1260 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 92.70% 36.3 38.2 0 2 493.9992 1,478.98 1,478.80 3 1.183 121.7 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 22.2 38.3 1.48 2 493.6713 1,477.99 1,478.80 3 0.1991 134.6 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 25.9 38.4 1.14 2 493.6902 1,478.05 1,478.80 3 0.2559 173 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 31 38.3 0.824 2 493.6952 1,478.06 1,478.80 3 0.2709 183.1 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 36.2 38.4 2.55 2 493.693 1,478.06 1,478.80 3 0.2644 178.7 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 40.1 38.4 1.28 2 493.6162 1,477.83 1,478.80 3 0.03385 22.89 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 41 38.2 2.26 2 493.9857 1,478.94 1,478.80 3 1.143 94.46 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 43.1 38.3 2.4 2 493.6856 1,478.03 1,478.80 3 0.242 163.6 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 43.7 38.3 5.01 2 493.6965 1,478.07 1,478.80 3 0.2748 185.8 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 50.1 38.2 3.77 2 740.4363 1,478.86 1,478.80 2 1.065 42.16 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 53.3 38.4 1.37 2 493.7082 1,478.10 1,478.80 3 0.31 209.6 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 53.7 38.4 2 2 493.6447 1,477.91 1,478.80 3 0.1195 80.79 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VIQYLAYVASSHK K S 95.00% 55.6 38.4 1.72 2 493.6358 1,477.89 1,478.80 3 0.0927 62.68 187 199 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 30.4 38.6 1.8 2 744.0362 1,486.06 1,486.90 2 0.1659 111.5 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 45.1 38.6 1.21 2 744.0277 1,486.04 1,486.90 2 0.1487 100 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 49.1 38.6 3.62 2 743.9773 1,485.94 1,486.90 2 0.04808 32.33 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 51.6 38.6 3.42 2 744.0532 1,486.09 1,486.90 2 0.1998 134.4 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 61.5 38.6 4.37 2 744.0172 1,486.02 1,486.90 2 0.1278 85.97 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 65.5 38.3 2.7 2 744.4803 1,486.95 1,486.90 2 1.054 34.41 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 72.7 38.6 4.51 2 743.9569 1,485.90 1,486.90 2 0.007261 4.883 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 75.4 38.6 5.21 2 744.015 1,486.02 1,486.90 2 0.1234 82.96 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFK R K 95.00% 89.6 38.6 5.6 2 743.9909 1,485.97 1,486.90 2 0.07518 50.56 342 355 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFKK R E 95.00% 31 38.2 1.47 2 539.0345 1,614.08 1,614.99 3 0.09451 58.52 342 356 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFKK R E 95.00% 33.6 38.2 1.77 2 539.0702 1,614.19 1,614.99 3 0.2017 124.8 342 356 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFKK R E 95.00% 34.9 38.2 1.09 2 539.061 1,614.16 1,614.99 3 0.1742 107.8 342 356 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFKK R E 95.00% 36.2 38.2 1.96 2 539.3873 1,615.14 1,614.99 3 1.153 93.03 342 356 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFKK R E 95.00% 39.5 38.2 0 2 539.0639 1,614.17 1,614.99 3 0.1827 113.1 342 356 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFKK R E 95.00% 40.1 38.2 0 2 539.0663 1,614.18 1,614.99 3 0.19 117.7 342 356 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFKK R E 95.00% 41.9 38.2 0 2 539.3835 1,615.13 1,614.99 3 1.142 85.96 342 356 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VISGVLQLGNIVFKK R E 95.00% 52.2 38.2 0 2 539.3456 1,615.02 1,614.99 3 1.028 15.65 342 356 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VLLQGKGDSEHKR K K 92.00% 0 0 2.21 2 489.6242 1,465.85 1,466.81 3 0.05035 34.33 1235 1247 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VLLQGKGDSEHKR K K 94.10% 0 0 2.38 2 490.0124 1,467.02 1,466.81 3 1.215 144.6 1235 1247 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 32.1 38.2 3.07 2 786.5403 1,571.07 1,571.85 2 0.2191 139.4 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 33.2 38.2 0.796 2 786.4228 1,570.83 1,571.85 2 -0.01587 -10.1 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 36.7 38.2 1.85 2 524.6909 1,571.05 1,571.85 3 0.204 129.8 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 37.9 38.2 0 2 524.6738 1,571.00 1,571.85 3 0.1528 97.22 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 39.1 38.2 2.08 2 786.9267 1,571.84 1,571.85 2 0.9921 -6.777 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 39.5 38.2 1.72 2 524.6735 1,571.00 1,571.85 3 0.1519 96.6 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 39.9 38.2 0 2 524.6748 1,571.00 1,571.85 3 0.1557 99.04 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 41.7 38.2 1.19 2 524.6742 1,571.00 1,571.85 3 0.1539 97.87 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 44.8 38.2 4.46 2 786.9924 1,571.97 1,571.85 2 1.123 76.72 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 45.7 38.2 3.57 2 525.0173 1,572.03 1,571.85 3 1.183 114.8 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 46.5 38.2 2.28 2 786.4978 1,570.98 1,571.85 2 0.1341 85.32 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 49 38.2 4.38 2 786.5243 1,571.03 1,571.85 2 0.1873 119.1 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 50.3 38.2 2.59 2 786.4551 1,570.90 1,571.85 2 0.04873 31 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 50.3 38.2 1.43 2 524.7337 1,571.18 1,571.85 3 0.3324 211.4 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 51.5 38.2 2.49 2 524.7014 1,571.08 1,571.85 3 0.2355 149.8 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 52.2 38.2 1.12 2 524.6573 1,570.95 1,571.85 3 0.1033 65.7 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 52.3 38.2 0 2 524.7032 1,571.09 1,571.85 3 0.2409 153.2 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 54 38.2 0 2 525.0002 1,571.98 1,571.85 3 1.132 82.09 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 55.8 38.2 2.64 2 524.6702 1,570.99 1,571.85 3 0.1419 90.24 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 57.4 38.2 1.21 2 525.0206 1,572.04 1,571.85 3 1.193 121.1 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 59.9 38.2 5.38 2 786.4977 1,570.98 1,571.85 2 0.134 85.22 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 62.6 38.2 1.89 2 524.6746 1,571.00 1,571.85 3 0.155 98.61 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 62.7 38.2 1.96 2 525.0002 1,571.98 1,571.85 3 1.132 82.09 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 65 38.2 5.15 2 786.5081 1,571.00 1,571.85 2 0.1547 98.4 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 65.3 38.2 3.7 2 524.6612 1,570.96 1,571.85 3 0.1149 73.06 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 65.5 38.2 1.96 2 524.7052 1,571.09 1,571.85 3 0.2469 157.1 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 66 38.2 2.41 2 524.6528 1,570.94 1,571.85 3 0.08959 57 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 66.3 38.2 1.11 2 524.692 1,571.05 1,571.85 3 0.2073 131.9 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 67.9 38.2 3.26 2 786.4585 1,570.90 1,571.85 2 0.05549 35.3 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VSHLLGINVTDFTR K G 95.00% 72.8 38.2 2.34 2 525.0461 1,572.12 1,571.85 3 1.27 169.7 374 387 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 92.90% 38.3 39 0 2 462.8023 923.59 924.4937 2 0.1035 112 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 95.00% 41.7 39 0 2 462.8161 923.6176 924.4937 2 0.1311 141.8 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 95.00% 42.5 39 0 2 462.8047 923.5949 924.4937 2 0.1085 117.3 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 95.00% 43.5 39 0 2 462.7927 923.5708 924.4937 2 0.08436 91.24 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 95.00% 43.6 39 0 2 462.8137 923.6129 924.4937 2 0.1265 136.8 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 95.00% 45.5 39 0 2 462.8086 923.6026 924.4937 2 0.1162 125.6 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 95.00% 46.8 39 0 2 462.8329 923.6513 924.4937 2 0.1649 178.3 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 95.00% 48.1 39 0 2 462.8281 923.6417 924.4937 2 0.1552 167.8 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% VVFQEFR R Q 95.00% 48.3 38.9 0 2 463.318 924.6214 924.4937 2 1.135 142.8 712 718 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YEILTPNSIPK R G 93.80% 23.7 38.8 0.745 2 637.9143 1,273.81 1,274.70 2 0.1222 95.82 721 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YEILTPNSIPK R G 95.00% 12.2 38.9 1.92 2 638.3782 1,274.74 1,274.70 2 1.05 36.91 721 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YEILTPNSIPK R G 95.00% 13.9 38.8 2.28 2 637.8965 1,273.78 1,274.70 2 0.0865 67.85 721 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YEILTPNSIPK R G 95.00% 15.3 38.8 2.05 2 637.8596 1,273.70 1,274.70 2 0.0126 9.884 721 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YEILTPNSIPK R G 95.00% 22.8 38.8 1.15 2 637.8828 1,273.75 1,274.70 2 0.05913 46.39 721 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YEILTPNSIPK R G 95.00% 25.1 38.8 2.49 2 637.9282 1,273.84 1,274.70 2 0.1498 117.5 721 731 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YKASITALEAK K I 95.00% 43.6 38.8 3.89 2 597.9104 1,193.81 1,194.67 2 0.1405 117.6 1805 1815 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YKASITALEAK K I 95.00% 53.3 38.8 3.92 2 597.8571 1,193.70 1,194.67 2 0.03393 28.4 1805 1815 TRUE

HFF Repeat 1 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 77 89 413 42.10% YKASITALEAK K I 95.00% 61.2 38.8 2.85 2 597.8703 1,193.73 1,194.67 2 0.06033 50.49 1805 1815 TRUE

HFF Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 4 13.60% QDIAFAYQR R R 95.00% 40.7 38.7 0 2 556.3803 1,110.75 1,111.55 2 0.2001 180 69 77 TRUE

HFF Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 4 13.60% TKGVDEVTIVNILTNR K S 95.00% 52.8 37.7 0.886 2 591.7008 1,772.08 1,771.99 3 1.096 52.78 48 63 TRUE

HFF Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 4 13.60% TNQELQEINR R V 95.00% 66.2 39 2.68 2 622.8291 1,243.64 1,244.62 2 0.02778 22.32 136 145 TRUE

HFF Repeat 1 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 100.00% 4 4 4 13.60% TPAQYDASELK K A 95.00% 79.2 39 4.16 2 611.8092 1,221.60 1,222.60 2 0.01591 13.01 105 115 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% GVQGPPGPAGPR R G 95.00% 25.6 39.6 2.77 2 545.7863 1,089.56 1,089.58 2 0.985 -16.23 686 697 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 32.9 37.1 1.68 2 654.8814 1,961.62 1,961.98 3 0.6506 -179.4 1063 1084 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 39.2 37.1 4 2 654.7218 1,961.14 1,961.98 3 0.1717 87.51 1063 1084 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 49.2 37.1 2.7 2 654.7042 1,961.09 1,961.98 3 0.1189 60.57 1063 1084 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 50.6 37.1 4.66 2 655.063 1,962.17 1,961.98 3 1.195 98.15 1063 1084 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 54.8 37.1 3.47 2 654.9902 1,961.95 1,961.98 3 0.9769 -13.18 1063 1084 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 65.2 37.1 5.89 2 654.7124 1,961.12 1,961.98 3 0.1434 73.07 1063 1084 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% SLSQQIENIR K S 95.00% 54.1 39.2 1.72 2 594.3273 1,186.64 1,187.64 2 0.009327 7.853 1237 1246 TRUE

HFF Repeat 1 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 4 4 9 3.42% SLSQQIENIRSPEGSR K K 95.00% 41.4 37.5 0 2 601.0502 1,800.13 1,800.92 3 0.2161 120 1237 1252 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 45.5 38.8 0.854 2 498.8509 995.6873 996.5109 2 0.1837 184.3 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 46.9 38.8 0 2 498.8239 995.6332 996.5109 2 0.1295 129.9 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 47.5 38.8 0.638 2 498.7984 995.5822 996.5109 2 0.07855 78.82 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 52.2 38.8 0.921 2 499.319 996.6235 996.5109 2 1.12 117.4 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 53.8 38.8 0 2 498.8725 995.7305 996.5109 2 0.2268 227.6 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 63.7 38.8 1.82 2 498.8159 995.6172 996.5109 2 0.1135 113.9 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 63.8 38.8 0 2 498.8407 995.6668 996.5109 2 0.1631 163.7 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 64.2 38.8 1.02 2 498.8459 995.6772 996.5109 2 0.1735 174.1 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 65.9 38.8 1.23 2 498.8052 995.5959 996.5109 2 0.09222 92.53 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 72.8 38.8 0.721 2 498.8177 995.6208 996.5109 2 0.1171 117.5 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 75.7 38.8 1.08 2 498.8215 995.6284 996.5109 2 0.1247 125.1 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% AGYQSTLTR R T 95.00% 78 38.8 1.96 2 498.8748 995.735 996.5109 2 0.2313 232.1 517 525 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% GFIYKPDLK K T 95.00% 29.9 38.9 1.19 2 541.3619 1,080.71 1,080.61 2 1.108 96.91 795 803 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% GFIYKPDLK K T 95.00% 38.6 39 0.959 2 540.872 1,079.73 1,080.61 2 0.1277 118.1 795 803 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% GFIYKPDLK K T 95.00% 38.9 39 1.12 2 540.8649 1,079.72 1,080.61 2 0.1135 105 795 803 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% GFIYKPDLK K T 95.00% 40 39 0 2 540.8673 1,079.72 1,080.61 2 0.1183 109.5 795 803 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% GFIYKPDLK K T 95.00% 45.1 39 2.31 2 540.8581 1,079.70 1,080.61 2 0.09978 92.33 795 803 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% GFIYKPDLK K T 95.00% 45.2 39 0.824 2 540.8733 1,079.73 1,080.61 2 0.1302 120.5 795 803 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% GYILQEDGR K S 95.00% 38.7 39.3 1.38 2 525.8317 1,049.65 1,050.52 2 0.1344 127.9 2473 2481 TRUE

HFF Repeat 1 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 20 0.94% GYILQEDGR K S 95.00% 41.4 39.3 0 2 525.8527 1,049.69 1,050.52 2 0.1765 168 2473 2481 TRUE

HFF Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 7 10.10% IALTDNALIAR R S 95.00% 66.6 39.1 3.19 2 585.9178 1,169.82 1,170.68 2 0.144 123 167 177 TRUE

HFF Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 7 10.10% IALTDNALIAR R S 95.00% 67.8 39.1 3.72 2 585.9003 1,169.79 1,170.68 2 0.109 93.12 167 177 TRUE

HFF Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 7 10.10% IALTDNALIAR R S 95.00% 68.4 39.1 3.36 2 585.9036 1,169.79 1,170.68 2 0.1157 98.82 167 177 TRUE

HFF Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 7 10.10% IALTDNALIAR R S 95.00% 75.3 39.1 3.49 2 585.912 1,169.81 1,170.68 2 0.1325 113.2 167 177 TRUE

HFF Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 7 10.10% IALTDNALIAR R S 95.00% 78.2 39.1 2.66 2 585.9036 1,169.79 1,170.68 2 0.1157 98.84 167 177 TRUE

HFF Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 7 10.10% IVEPYIAWGYPNLK R S 95.00% 26.7 37.9 1.96 2 832.0366 1,662.06 1,662.89 2 0.1767 106.3 135 148 TRUE

HFF Repeat 1 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 7 10.10% IVEPYIAWGYPNLK R S 95.00% 47.7 37.9 1.41 2 831.9349 1,661.86 1,662.89 2 -0.02664 -16.02 135 148 TRUE

HFF Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 99.90% 2 2 2 7.85% GTGIVSAPVPK R K 95.00% 67.1 39 0 2 513.3629 1,024.71 1,025.60 2 0.1194 116.4 201 211 TRUE

HFF Repeat 1 RPS2 40S ribosomal protein S2 IPI00013485,IPI00479366 31,307.20 99.90% 2 2 2 7.85% SPYQEFTDHLVK K T 95.00% 42.9 38.3 0 2 488.605 1,462.79 1,463.72 3 0.0837 57.18 264 275 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% ALGQNPTNAEVLK R V 95.00% 56.8 38.6 1.1 2 677.8628 1,353.71 1,354.73 2 -0.01437 -10.61 38 50 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% ALGQNPTNAEVLK R V 95.00% 62.1 38.6 1.55 2 677.8831 1,353.75 1,354.73 2 0.02634 19.44 38 50 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% ALGQNPTNAEVLK R V 95.00% 65.8 38.6 2.42 2 677.8829 1,353.75 1,354.73 2 0.02579 19.04 38 50 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% ALGQNPTNAEVLKVLGNPK R S 95.00% 43.7 37.1 1.55 2 655.1016 1,962.28 1,963.10 3 0.1929 98.27 38 56 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% ALGQNPTNAEVLKVLGNPK R S 95.00% 48.9 37.1 3.39 2 655.0747 1,962.20 1,963.10 3 0.1123 57.2 38 56 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% EAFQLFDR K T 95.00% 51.1 39 1.04 2 513.3317 1,024.65 1,025.51 2 0.1509 147.1 14 21 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% EAFQLFDR K T 95.00% 55.3 39 0 2 513.3004 1,024.59 1,025.51 2 0.08839 86.19 14 21 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% HVLVTLGEK R M 95.00% 35.6 38.8 1.92 2 498.8403 995.666 995.5885 2 1.085 82.27 111 119 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% HVLVTLGEK R M 95.00% 46 38.9 2.12 2 498.3685 994.7225 995.5885 2 0.1412 141.8 111 119 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% HVLVTLGEK R M 95.00% 46.5 38.9 2.82 2 498.3526 994.6906 995.5885 2 0.1093 109.8 111 119 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% HVLVTLGEK R M 95.00% 49.6 38.9 2.7 2 498.3602 994.7058 995.5885 2 0.1245 125 111 119 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% ILYSQcGDVmR K A 95.00% 53.5 38.8 4.19 2 c6: Carbamidomethyl (+57.02), m10: Oxidation (+15.99) 679.3616 1,356.71 1,357.62 2 0.09199 67.75 27 37 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% NKDQGTYEDYVEGLR K V 95.00% 41.4 37.8 0 2 596.3542 1,786.04 1,786.82 3 0.2237 125.2 80 94 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% NKDQGTYEDYVEGLR K V 95.00% 42.8 37.8 4.85 2 596.3311 1,785.97 1,786.82 3 0.1542 86.29 80 94 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% NKDQGTYEDYVEGLR K V 95.00% 45.4 37.7 0 2 596.6739 1,787.00 1,786.82 3 1.183 100.7 80 94 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% NKDQGTYEDYVEGLR K V 95.00% 47.5 37.8 1.29 2 596.3006 1,785.88 1,786.82 3 0.06286 35.18 80 94 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% NKDQGTYEDYVEGLR K V 95.00% 60.3 37.7 0 2 596.6363 1,786.89 1,786.82 3 1.07 37.56 80 94 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% VFDKEGNGTVmGAEIR R H 95.00% 37.2 37.6 1.04 2 m11: Oxidation (+15.99) 580.7273 1,739.16 1,738.84 3 1.324 184.8 95 110 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% VFDKEGNGTVMGAEIR R H 95.00% 38.8 37.7 0 2 575.3379 1,722.99 1,722.85 3 1.151 86.04 95 110 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% VFDKEGNGTVMGAEIR R H 95.00% 50.8 37.7 2.85 2 575.3669 1,723.08 1,722.85 3 1.238 136.4 95 110 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% VLDFEHFLPmLQTVAK K N 95.00% 23.1 37.1 1.12 2 m10: Oxidation (+15.99) 952.6559 1,903.30 1,904.00 2 0.3057 160.5 64 79 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% VLDFEHFLPmLQTVAK K N 95.00% 35.8 37.1 1.09 2 m10: Oxidation (+15.99) 635.7266 1,904.16 1,904.00 3 1.166 85.88 64 79 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% VLGNPKSDEMNVK K V 94.80% 23.2 38.6 0.796 2 715.9145 1,429.81 1,430.73 2 0.09072 63.4 51 63 TRUE

HFF Repeat 1 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 9 11 24 66.90% VLGNPKSDEmNVK K V 95.00% 34.6 38.5 1.43 2 m10: Oxidation (+15.99) 482.9969 1,445.97 1,446.73 3 0.2504 173 51 63 TRUE

HFF Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 3 3 6 11.00% GNKPWISLPR K G 93.20% 38.3 38.8 0 2 584.4103 1,166.81 1,167.66 2 0.1498 128.3 231 240 TRUE

HFF Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 3 3 6 11.00% LSNIFVIGK R G 95.00% 54.1 39.8 1.52 2 495.8449 989.6753 990.5983 2 0.08421 85.01 222 230 TRUE

HFF Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 3 3 6 11.00% LSNIFVIGK R G 95.00% 54.9 39.8 2.34 2 495.9003 989.786 990.5983 2 0.1949 196.7 222 230 TRUE

HFF Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 3 3 6 11.00% LSNIFVIGK R G 95.00% 55 39.8 1.89 2 495.841 989.6675 990.5983 2 0.07643 77.15 222 230 TRUE

HFF Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 3 3 6 11.00% LSNIFVIGK R G 95.00% 74.1 39.8 1.51 2 495.8623 989.71 990.5983 2 0.1189 120 222 230 TRUE

HFF Repeat 1 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 3 3 6 11.00% TIRYPDPLIK R V 95.00% 33.2 39.2 1.8 2 608.3933 1,214.77 1,215.71 2 0.06943 57.1 146 155 TRUE

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50% AQQVAVQEQEIARR R E 95.00% 44.4 37.9 0 2 542.6897 1,625.05 1,625.87 3 0.1828 112.4 262 275 TRUE

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50% ISLNTLTLNVK R S 95.00% 78.7 39.2 2.26 2 608.4003 1,214.79 1,215.73 2 0.06243 51.35 41 51 TRUE

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50% SPPVMVAGGR R V 95.00% 41.2 39 3.52 2 485.8518 969.6891 970.5139 2 0.1824 188 19 28 TRUE

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50% TEAEIAHIALETLEGHQR K A 94.30% 36 36.9 0 2 673.7194 2,018.14 2,018.03 3 1.113 54.78 92 109 TRUE

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50% VQVQVVER R A 95.00% 57 39.4 0 2 478.8398 955.665 956.5523 2 0.12 125.4 254 261 TRUE

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50% VSAQYLSEIEMAK K A 94.90% 39.2 38.5 0 2 735.3569 1,468.70 1,468.74 2 0.9714 -21.34 199 211 TRUE

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50% VSAQYLSEIEMAK K A 95.00% 40.7 38.3 2.23 2 734.913 1,467.81 1,468.74 2 0.08348 56.84 199 211 TRUE

HFF Repeat 1 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 7 7 8 21.50% VTGEVLDILTRLPESVER K L 95.00% 35.4 36.9 4 2 676.0949 2,025.26 2,026.12 3 0.1519 74.94 393 410 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% ALLVEPVINSYLLAER R D 95.00% 39.5 37.4 1.01 2 900.5886 1,799.16 1,800.03 2 0.1432 79.56 565 580 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% GFRNVIIGPA K - 90.20% 37.3 39.5 0 2 522.446 1,042.88 1,043.60 2 0.285 273 678 687 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LAEKEETGMAmR K I 89.50% 35.1 38.6 0 2 m11: Oxidation (+15.99) 461.2989 1,380.87 1,381.65 3 0.237 171.5 465 476 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LAEKEETGMAmR K I 95.00% 33.7 38.6 2.74 2 m11: Oxidation (+15.99) 461.2842 1,380.83 1,381.65 3 0.1928 139.6 465 476 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LAEKEETGmAMR K I 95.00% 37.9 38.6 1.15 2 m9: Oxidation (+15.99) 461.315 1,380.92 1,381.65 3 0.2854 206.5 465 476 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LAEKEETGmAMR K I 95.00% 39.4 38.6 2 2 m9: Oxidation (+15.99) 461.3545 1,381.04 1,381.65 3 0.4037 292.1 465 476 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LAEKEETGMAMR K I 95.00% 43.8 38.4 0.824 2 456.3392 1,366.00 1,365.65 3 1.353 256.1 465 476 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LAEKEETGmAMR K I 95.00% 59.1 38.6 1.22 2 m9: Oxidation (+15.99) 461.2913 1,380.85 1,381.65 3 0.2141 154.9 465 476 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LAEKEETGMAMR K I 95.00% 63.6 38.6 2.41 2 455.9433 1,364.81 1,365.65 3 0.1652 121 465 476 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LAEKEETGMAMR K I 95.00% 66 38.6 2.74 2 455.9648 1,364.87 1,365.65 3 0.2297 168.2 465 476 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LVVNFESDKLK K A 94.90% 39.6 38.8 0 2 646.3463 1,290.68 1,291.73 2 -0.04047 -31.33 664 674 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% LVVNFESDKLK K A 95.00% 50.8 38.8 0 2 646.4044 1,290.79 1,291.73 2 0.07582 58.69 664 674 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% mDLLPLHMGLHK R L 95.00% 25.2 38.4 2.15 2 m1: Oxidation (+15.99) 474.335 1,419.98 1,420.74 3 0.2461 173.2 652 663 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% NVIIGPA R - 95.00% 27 38.8 0.921 2 683.3955 682.3883 683.4087 1 -0.0132 -19.31 681 687 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% RSSPVYVGR R V 95.00% 38.4 39.6 1.32 2 510.852 1,019.69 1,020.56 2 0.1383 135.5 214 222 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% RSSPVYVGR R V 95.00% 46 39.6 2.42 2 510.8182 1,019.62 1,020.56 2 0.07062 69.19 214 222 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% RSSPVYVGR R V 95.00% 50.8 39.6 2.85 2 510.811 1,019.61 1,020.56 2 0.05622 55.09 214 222 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% RSSPVYVGR R V 95.00% 51.4 39.6 2.22 2 510.853 1,019.69 1,020.56 2 0.1403 137.4 214 222 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% RSSPVYVGR R V 95.00% 51.9 39.6 3.82 2 510.8655 1,019.72 1,020.56 2 0.1652 161.9 214 222 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% TVEIPDPVEAGEEVK K V 95.00% 23.9 38.1 1.13 2 806.9169 1,611.82 1,611.81 2 1.015 7.708 635 649 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% TVEIPDPVEAGEEVK K V 95.00% 43.3 38.1 0.886 2 806.4828 1,610.95 1,611.81 2 0.1468 91.09 635 649 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% TVEIPDPVEAGEEVK K V 95.00% 48.7 38.1 2.43 2 806.959 1,611.90 1,611.81 2 1.099 59.89 635 649 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% TVEIPDPVEAGEEVKVR K M 95.00% 47.9 37.4 2.68 2 622.9965 1,865.97 1,866.98 3 -0.005857 -3.137 635 651 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% TVEIPDPVEAGEEVKVR K M 95.00% 52.5 37.1 3.72 2 623.2548 1,866.74 1,866.98 3 0.7689 -125.2 635 651 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% TVEIPDPVEAGEEVKVR K M 95.00% 68.4 37.1 3.96 2 623.3627 1,867.07 1,866.98 3 1.093 48.08 635 651 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% VVTNYNSAHDQNSNLLIEYFR R N 95.00% 39.9 35.4 2.36 2 833.1442 2,496.41 2,497.21 3 0.2075 83.07 297 317 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% VVTNYNSAHDQNSNLLIEYFR R N 95.00% 41.3 35.5 2.7 2 833.2102 2,496.61 2,497.21 3 0.4055 162.3 297 317 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% VVTNYNSAHDQNSNLLIEYFR R N 95.00% 44.9 35.4 1.85 2 833.1902 2,496.55 2,497.21 3 0.3455 138.3 297 317 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% VVTNYNSAHDQNSNLLIEYFR R N 95.00% 55.8 35.5 1.72 2 833.1988 2,496.57 2,497.21 3 0.3712 148.6 297 317 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% WDNNYGDGVSPMSWIGSVDILR R R 95.00% 43.7 35.8 0 2 828.1262 2,481.36 2,481.15 3 1.213 84.89 241 262 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% YLLNLNLEPFSEK K S 95.00% 25.6 37.8 0.886 2 791.0197 1,580.02 1,579.84 2 1.195 121.9 528 540 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% YLLNLNLEPFSEK K S 95.00% 39.1 37.8 2.54 2 790.5303 1,579.05 1,579.84 2 0.2165 137 528 540 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% YLLNLNLEPFSEK K S 95.00% 45.2 37.8 2.48 2 790.4818 1,578.95 1,579.84 2 0.1196 75.7 528 540 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% YLLNLNLEPFSEK K S 95.00% 55.1 37.8 6.14 2 790.5003 1,578.99 1,579.84 2 0.1565 99.07 528 540 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% YLLNLNLEPFSEK K S 95.00% 55.4 37.8 3.82 2 790.4994 1,578.98 1,579.84 2 0.1548 98 528 540 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% YLLNLNLEPFSEK K S 95.00% 56.3 37.8 5.19 2 790.4876 1,578.96 1,579.84 2 0.1313 83.08 528 540 TRUE

HFF Repeat 1 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 12 12 37 20.80% YLLNLNLEPFSEK K S 95.00% 66.3 37.8 1.96 2 790.4978 1,578.98 1,579.84 2 0.1515 95.9 528 540 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 90.00% 0 0 2.08 2 738.4102 2,212.21 2,211.10 3 2.112 48.03 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 37.5 36.4 1.7 2 737.7773 2,210.31 2,211.10 3 0.2132 96.4 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 37.8 36.4 1.54 2 737.7285 2,210.16 2,211.10 3 0.06675 30.19 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 38.1 36.3 2.57 2 738.1002 2,211.28 2,211.10 3 1.182 80.92 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 39.8 36.4 0 2 737.7708 2,210.29 2,211.10 3 0.1935 87.51 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 40.2 36.4 0 2 737.7327 2,210.18 2,211.10 3 0.07925 35.84 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 41.5 36.4 1.49 2 737.7502 2,210.23 2,211.10 3 0.1318 59.58 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 43.6 36.3 1.85 2 738.0932 2,211.26 2,211.10 3 1.161 71.43 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 43.8 36.3 0 2 738.103 2,211.29 2,211.10 3 1.19 84.8 58 77 TRUE
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HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 47.6 36.3 0 2 738.1022 2,211.28 2,211.10 3 1.188 83.63 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 48.2 36.4 4.33 2 737.7438 2,210.21 2,211.10 3 0.1127 50.95 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 48.5 36.3 2.13 2 738.0698 2,211.19 2,211.10 3 1.091 39.7 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 49.7 36.3 1.26 2 738.0852 2,211.23 2,211.10 3 1.137 60.58 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 52.4 36.3 2.15 2 738.0812 2,211.22 2,211.10 3 1.125 55.16 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 55.4 36.3 0 2 738.0933 2,211.26 2,211.10 3 1.161 71.64 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 56.2 36.3 2.46 2 738.0702 2,211.19 2,211.10 3 1.092 40.24 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 59.2 36.4 2.64 2 737.7302 2,210.17 2,211.10 3 0.07175 32.45 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 60.2 36.3 1.11 2 738.0929 2,211.26 2,211.10 3 1.16 71.06 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 60.5 36.4 2.19 2 737.8177 2,210.43 2,211.10 3 0.3343 151.1 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 61.4 36.3 3.11 2 738.0902 2,211.25 2,211.10 3 1.152 67.36 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 65.4 36.3 1.41 2 738.058 2,211.15 2,211.10 3 1.055 23.67 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 67.5 36.3 3.35 2 738.0773 2,211.21 2,211.10 3 1.113 49.93 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 68.2 36.4 3.8 2 737.7797 2,210.32 2,211.10 3 0.2203 99.6 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 69.5 36.4 0.699 2 737.7697 2,210.29 2,211.10 3 0.1902 86 58 77 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 30.4 39.6 0.824 2 523.3261 1,044.64 1,045.56 2 0.08131 77.76 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 35.3 39.6 1.18 2 523.3248 1,044.64 1,045.56 2 0.07863 75.19 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 41.8 39.6 0 2 523.2423 1,044.47 1,045.56 2 -0.08637 -82.62 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 42.4 39.6 0.824 2 523.3374 1,044.66 1,045.56 2 0.1039 99.37 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 42.4 39.6 1.32 2 523.347 1,044.68 1,045.56 2 0.1231 117.7 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 45.4 39.6 1 2 523.3535 1,044.69 1,045.56 2 0.1361 130.1 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 47 39.6 2.38 2 523.3398 1,044.67 1,045.56 2 0.1088 104 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 49.2 39.5 1.85 2 522.6575 1,043.30 1,045.56 2 -1.256 -242.4 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 49.7 39.6 2.96 2 523.3311 1,044.65 1,045.56 2 0.09135 87.36 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 52.5 39.6 1.33 2 523.3738 1,044.73 1,045.56 2 0.1768 169 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 54.2 39.7 2.8 2 523.8546 1,045.69 1,045.56 2 1.138 129.4 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 54.3 39.6 2.01 2 523.3483 1,044.68 1,045.56 2 0.1257 120.2 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 54.4 39.6 1.15 2 523.3458 1,044.68 1,045.56 2 0.1206 115.4 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 55.9 39.6 2.18 2 523.3309 1,044.65 1,045.56 2 0.09094 86.97 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 56.3 39.6 1.49 2 523.3403 1,044.67 1,045.56 2 0.1096 104.8 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 56.3 39.6 2.08 2 523.3132 1,044.61 1,045.56 2 0.05551 53.09 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 56.6 39.6 2.15 2 523.3446 1,044.67 1,045.56 2 0.1184 113.2 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 56.8 39.6 1.89 2 523.3547 1,044.69 1,045.56 2 0.1385 132.4 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 57 39.6 1.6 2 523.3074 1,044.60 1,045.56 2 0.04391 42 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 57.1 39.6 1.96 2 523.3529 1,044.69 1,045.56 2 0.1349 129 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 57.1 39.6 1.62 2 523.3513 1,044.69 1,045.56 2 0.1316 125.8 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 57.5 39.6 2.15 2 523.3511 1,044.69 1,045.56 2 0.1312 125.5 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 57.6 39.6 2.29 2 523.344 1,044.67 1,045.56 2 0.117 111.9 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 57.7 39.6 1.85 2 523.3465 1,044.68 1,045.56 2 0.1221 116.8 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 58.4 39.6 1.08 2 523.3315 1,044.65 1,045.56 2 0.09213 88.1 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 59 39.6 1.8 2 523.3342 1,044.65 1,045.56 2 0.09749 93.23 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 59.5 39.7 1.96 2 523.8323 1,045.65 1,045.56 2 1.094 86.85 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 61.3 39.6 2.09 2 523.3295 1,044.64 1,045.56 2 0.08798 84.14 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 65.4 39.6 1.34 2 523.3241 1,044.63 1,045.56 2 0.07733 73.96 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 65.5 39.6 1.33 2 523.3289 1,044.64 1,045.56 2 0.08696 83.16 98 107 TRUE

HFF Repeat 1 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 55 13.00% LSSPATLNSR K V 95.00% 77.9 39.6 1.82 2 523.3278 1,044.64 1,045.56 2 0.08463 80.93 98 107 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ALAAGGYDVEK K N 95.00% 37.3 39 1.57 2 547.3046 1,092.59 1,093.55 2 0.04936 45.14 68 78 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ALAAGGYDVEK K N 95.00% 53.4 39 1.2 2 547.3755 1,092.74 1,093.55 2 0.1911 174.7 68 78 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ALAAGGYDVEKNNSR K I 95.00% 23.4 38.2 2.82 2 522.3473 1,564.02 1,564.77 3 0.256 163.6 68 82 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ALAAGGYDVEKNNSR K I 95.00% 40.2 38 0.854 2 522.6482 1,564.92 1,564.77 3 1.159 99.51 68 82 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ALAAGGYDVEKNNSR K I 95.00% 49.8 38.2 2.46 2 522.3391 1,564.00 1,564.77 3 0.2313 147.8 68 82 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ALAAGGYDVEKNNSR K I 95.00% 59.2 38.2 3.85 2 522.3056 1,563.90 1,564.77 3 0.1309 83.66 68 82 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ALAAGGYDVEKNNSR K I 95.00% 65.1 38.2 4.19 2 522.3814 1,564.12 1,564.77 3 0.3583 228.9 68 82 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ALAAGGYDVEKNNSR K I 95.00% 66.2 38.2 2.92 2 522.3492 1,564.03 1,564.77 3 0.2617 167.2 68 82 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ATGPPVSELITK K A 93.80% 23.8 38.8 0.745 2 607.384 1,212.75 1,212.68 2 1.077 61.3 38 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ATGPPVSELITK K A 95.00% 36.8 38.6 1.21 2 606.8214 1,211.63 1,212.68 2 -0.04815 -39.71 38 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ATGPPVSELITK K A 95.00% 64.9 38.6 1.26 2 606.962 1,211.91 1,212.68 2 0.2332 192.2 38 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ATGPPVSELITK K A 95.00% 65 38.6 1.89 2 606.8917 1,211.77 1,212.68 2 0.09249 76.26 38 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ATGPPVSELITK K A 95.00% 66.1 38.8 1.6 2 607.4138 1,212.81 1,212.68 2 1.137 110.4 38 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ATGPPVSELITK K A 95.00% 69.8 38.6 2.74 2 606.8959 1,211.78 1,212.68 2 0.1009 83.2 38 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ATGPPVSELITK K A 95.00% 75 38.6 1.72 2 606.8797 1,211.74 1,212.68 2 0.06849 56.47 38 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% ATGPPVSELITK K A 95.00% 75.3 38.6 2.8 2 606.8603 1,211.71 1,212.68 2 0.02963 24.43 38 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% GTGASGSFKLNK K K 95.00% 39.8 38.8 1.96 2 584.3031 1,166.59 1,166.62 2 0.9823 -17.47 101 112 FALSE IPI00217466,IPI00217467

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% KATGPPVSELITK R A 95.00% 35 38.6 2.68 2 670.9337 1,339.85 1,340.78 2 0.08144 60.73 37 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% KATGPPVSELITK R A 95.00% 55.1 38.6 5 2 670.9216 1,339.83 1,340.78 2 0.05724 42.69 37 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% KATGPPVSELITK R A 95.00% 55.6 38.7 4.82 2 671.4383 1,340.86 1,340.78 2 1.091 65.5 37 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% KATGPPVSELITK R A 95.00% 78.1 38.6 5.29 2 670.9029 1,339.79 1,340.78 2 0.01989 14.84 37 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% NGLSLAALKK R A 95.00% 50.2 39.9 1.49 2 508.3637 1,014.71 1,014.63 2 1.089 85.39 58 67 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% NGLSLAALKK R A 95.00% 60.8 39.9 2.2 2 508.3651 1,014.72 1,014.63 2 1.092 87.97 58 67 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% RKATGPPVSELITK K A 93.50% 0 0 2.32 2 499.682 1,496.02 1,496.88 3 0.1518 101.4 36 49 TRUE

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% SLVSKGTLVQTK K G 95.00% 36.3 39 1.09 2 631.4496 1,260.88 1,260.75 2 1.14 108.5 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% SLVSKGTLVQTK K G 95.00% 41.1 39 2.62 2 630.8638 1,259.71 1,260.75 2 -0.03193 -25.33 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% SLVSKGTLVQTK K G 95.00% 58.1 39 4.07 2 630.9654 1,259.92 1,260.75 2 0.1712 135.8 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% SLVSKGTLVQTK K G 95.00% 64.3 39 3.09 2 630.9434 1,259.87 1,260.75 2 0.1271 100.8 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% SLVSKGTLVQTK K G 95.00% 64.7 39 2.89 2 630.9307 1,259.85 1,260.75 2 0.1018 80.77 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 1 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 23 27.90% SLVSKGTLVQTK K G 95.00% 74.2 39 3.09 2 630.8666 1,259.72 1,260.75 2 -0.02642 -20.96 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% ELLTTMGDR R F 95.00% 33.6 39.2 0.921 2 518.7563 1,035.50 1,035.51 2 0.9911 -11.19 125 133 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% ELLTTmGDR R F 95.00% 36.7 39.2 1 2 m6: Oxidation (+15.99) 526.3308 1,050.65 1,051.51 2 0.1453 138.2 125 133 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% FTDEEVDELYR R E 95.00% 56.8 38.5 2.43 2 708.3478 1,414.68 1,415.63 2 0.05563 39.29 134 144 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% FTDEEVDELYR R E 95.00% 69.7 38.5 2.09 2 708.3734 1,414.73 1,415.63 2 0.1068 75.44 134 144 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% FTDEEVDELYR R E 95.00% 71.9 38.5 1.52 2 708.3616 1,414.71 1,415.63 2 0.08336 58.88 134 144 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% GNFNYIEFTR K I 95.00% 48.9 39 2.49 2 630.8279 1,259.64 1,260.60 2 0.04775 37.87 152 161 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% GNFNYIEFTR K I 95.00% 51.2 39 1.26 2 630.8434 1,259.67 1,260.60 2 0.07884 62.54 152 161 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% GNFNYIEFTR K I 95.00% 52.8 39 1.15 2 630.8154 1,259.62 1,260.60 2 0.02281 18.1 152 161 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% GNFNYIEFTR K I 95.00% 54 39 3.06 2 630.8121 1,259.61 1,260.60 2 0.01609 12.76 152 161 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% GNFNYIEFTR K I 95.00% 56.4 39 2.49 2 630.8183 1,259.62 1,260.60 2 0.02859 22.68 152 161 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% GNFNYIEFTR K I 95.00% 56.8 39 2.7 2 630.8687 1,259.72 1,260.60 2 0.1294 102.7 152 161 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% LNGTDPEDVIR K N 95.00% 63.6 39.1 3.37 2 614.8434 1,227.67 1,228.62 2 0.06249 50.86 94 104 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% LNGTDPEDVIR K N 95.00% 69.1 39.2 4.03 2 615.3196 1,228.62 1,228.62 2 1.015 9.816 94 104 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% LNGTDPEDVIR K N 95.00% 73.9 39.1 4.38 2 614.8901 1,227.77 1,228.62 2 0.1558 126.8 94 104 TRUE

HFF Repeat 1 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 4 4 15 23.80% LNGTDPEDVIR K N 95.00% 73.9 39.1 4.96 2 614.8665 1,227.72 1,228.62 2 0.1087 88.49 94 104 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEK K N 95.00% 36.8 39.4 2.37 2 554.3314 1,106.65 1,107.57 2 0.08735 78.86 66 76 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEK K N 95.00% 43.7 39.4 2.48 2 554.3427 1,106.67 1,107.57 2 0.1099 99.24 66 76 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEK K N 95.00% 49.1 39.4 2.96 2 554.3566 1,106.70 1,107.57 2 0.1379 124.5 66 76 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEKNNSR K I 95.00% 36.8 37.8 1.42 2 527.3091 1,578.91 1,578.79 3 1.126 77.8 66 80 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEKNNSR K I 95.00% 43 37.9 2.57 2 527.0402 1,578.10 1,578.79 3 0.319 202 66 80 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEKNNSR K I 95.00% 45.1 37.8 3.37 2 527.3402 1,579.00 1,578.79 3 1.219 136.8 66 80 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEKNNSR K I 95.00% 51.7 37.9 3.57 2 526.9852 1,577.93 1,578.79 3 0.154 97.5 66 80 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEKNNSR K I 95.00% 65.3 37.9 4.52 2 526.998 1,577.97 1,578.79 3 0.1923 121.8 66 80 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ALAAAGYDVEKNNSR K I 95.00% 78.8 37.9 4.29 2 526.9889 1,577.95 1,578.79 3 0.1652 104.6 66 80 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 23.6 39 2.42 2 599.8868 1,197.76 1,198.67 2 0.09836 82.05 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 45.7 39 2.72 2 599.8847 1,197.75 1,198.67 2 0.09415 78.54 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 51.7 39 3.31 2 599.8225 1,197.63 1,198.67 2 -0.03023 -25.22 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 56.2 39.1 3.74 2 600.3387 1,198.66 1,198.67 2 1.002 -0.5015 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 56.5 39 2.23 2 599.8803 1,197.75 1,198.67 2 0.08533 71.18 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 56.7 39 3.3 2 599.8761 1,197.74 1,198.67 2 0.07705 64.28 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 59.2 39 1.72 2 599.8195 1,197.62 1,198.67 2 -0.03625 -30.24 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 68 39 4 2 599.8926 1,197.77 1,198.67 2 0.11 91.73 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 70.3 39 4.32 2 599.9172 1,197.82 1,198.67 2 0.1592 132.8 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% ASGPPVSELITK K A 95.00% 85.8 39 3.57 2 599.8676 1,197.72 1,198.67 2 0.06006 50.11 36 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% GTGASGSFKLNK K K 95.00% 39.8 38.8 1.96 2 584.3031 1,166.59 1,166.62 2 0.9823 -17.47 99 110 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% KASGPPVSELITK R A 95.00% 31.5 38.7 3.05 2 664.3753 1,326.74 1,326.76 2 0.9803 -16.87 35 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% KASGPPVSELITK R A 95.00% 64.7 38.6 5.55 2 663.9373 1,325.86 1,326.76 2 0.1044 78.72 35 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% KASGPPVSELITK R A 95.00% 73.1 38.6 7.37 2 663.8782 1,325.74 1,326.76 2 -0.01388 -10.46 35 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% KASGPPVSELITK R A 95.00% 88.4 38.6 7.28 2 663.9473 1,325.88 1,326.76 2 0.1243 93.67 35 47 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% SGVSLAALKK R A 95.00% 72.5 40 0 2 487.3835 972.7524 973.6041 2 0.1555 159.7 56 65 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% SLVSKGTLVQTK K G 95.00% 36.3 39 1.09 2 631.4496 1,260.88 1,260.75 2 1.14 108.5 87 98 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% SLVSKGTLVQTK K G 95.00% 41.1 39 2.62 2 630.8638 1,259.71 1,260.75 2 -0.03193 -25.33 87 98 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% SLVSKGTLVQTK K G 95.00% 58.1 39 4.07 2 630.9654 1,259.92 1,260.75 2 0.1712 135.8 87 98 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% SLVSKGTLVQTK K G 95.00% 64.3 39 3.09 2 630.9434 1,259.87 1,260.75 2 0.1271 100.8 87 98 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% SLVSKGTLVQTK K G 95.00% 64.7 39 2.89 2 630.9307 1,259.85 1,260.75 2 0.1018 80.77 87 98 TRUE

HFF Repeat 1 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 7 7 31 28.10% SLVSKGTLVQTK K G 95.00% 74.2 39 3.09 2 630.8666 1,259.72 1,260.75 2 -0.02642 -20.96 87 98 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% AILVDLEPGTMDSVR R S 95.00% 20.3 38.2 0.959 2 808.4853 1,614.96 1,615.84 2 0.127 78.61 63 77 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% AILVDLEPGTmDSVR R S 95.00% 29 38.1 0.796 2 m11: Oxidation (+15.99) 816.9436 1,631.87 1,631.83 2 1.049 28.2 63 77 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% AILVDLEPGTMDSVR R S 95.00% 35.4 38.2 2.26 2 808.4797 1,614.94 1,615.84 2 0.116 71.77 63 77 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% AILVDLEPGTMDSVR R S 95.00% 0 0 2.43 2 809.4903 1,616.97 1,615.84 2 2.137 81.32 63 77 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% AILVDLEPGTmDSVR R S 95.00% 46.6 38.1 3.82 2 m11: Oxidation (+15.99) 816.4803 1,630.95 1,631.83 2 0.1221 74.83 63 77 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% AILVDLEPGTMDSVR R S 95.00% 55.8 38.2 5.66 2 808.4903 1,614.97 1,615.84 2 0.137 84.8 63 77 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% ALTVPELTQQVFDAK R N 95.00% 19.9 37.8 1.34 2 830.5048 1,659.00 1,659.90 2 0.1068 64.33 283 297 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% ALTVPELTQQVFDAK R N 95.00% 24.6 37.8 2.48 2 830.5383 1,659.06 1,659.90 2 0.1738 104.7 283 297 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% ALTVPELTQQVFDAK R N 95.00% 25.4 37.9 3.74 2 831.0624 1,660.11 1,659.90 2 1.222 132.1 283 297 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% FPGQLNADLR R K 95.00% 60.2 39.3 1.3 2 565.8303 1,129.65 1,130.60 2 0.05783 51.14 242 251 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% IMNTFSVVPSPK R V 95.00% 58.2 39 4.7 2 660.4243 1,318.83 1,319.70 2 0.1384 104.9 163 174 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% IMNTFSVVPSPK R V 95.00% 61.7 39 3.74 2 660.3303 1,318.65 1,319.70 2 -0.04957 -37.57 163 174 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% IMNTFSVVPSPK R V 95.00% 70.8 39 3.19 2 660.5136 1,319.01 1,319.70 2 0.3171 240.2 163 174 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% ISEQFTAMFR R R 95.00% 53.9 39.2 1.39 2 615.2617 1,228.51 1,229.60 2 -0.08221 -66.87 381 390 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% ISVYYNEATGGK R Y 95.00% 56 38.7 2.19 2 651.8553 1,301.70 1,301.64 2 1.066 48.59 47 58 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% ISVYYNEATGGK R Y 95.00% 86.4 38.7 4.46 2 651.3388 1,300.66 1,301.64 2 0.03317 25.48 47 58 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNmVPFPR K L 95.00% 20.7 39.4 1.62 2 m5: Oxidation (+15.99) 580.3738 1,158.73 1,159.63 2 0.111 95.75 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 26.7 39.5 0.959 2 572.3143 1,142.61 1,143.63 2 -0.01307 -11.43 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 34.4 39.5 1.23 2 572.4021 1,142.79 1,143.63 2 0.1626 142.1 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNmVPFPR K L 95.00% 37 39.4 1.27 2 m5: Oxidation (+15.99) 580.3907 1,158.77 1,159.63 2 0.1449 124.9 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 37.5 39.5 0.886 2 572.2836 1,142.55 1,143.63 2 -0.07441 -65.07 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 38.5 39.5 1.36 2 572.3119 1,142.61 1,143.63 2 -0.01774 -15.51 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 38.7 39.5 2.36 2 572.3463 1,142.68 1,143.63 2 0.05093 44.53 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 41.9 39.5 1.92 2 572.8591 1,143.70 1,143.63 2 1.077 64.51 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 42.6 39.5 1.12 2 572.3721 1,142.73 1,143.63 2 0.1027 89.77 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 43.8 39.5 2.32 2 572.3464 1,142.68 1,143.63 2 0.05113 44.71 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNmVPFPR K L 95.00% 45 39.3 3.59 2 m5: Oxidation (+15.99) 580.833 1,159.65 1,159.63 2 1.029 23.04 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNmVPFPR K L 95.00% 49.8 39.4 3.3 2 m5: Oxidation (+15.99) 580.3746 1,158.73 1,159.63 2 0.1126 97.08 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNmVPFPR K L 95.00% 51.5 39.4 2.33 2 m5: Oxidation (+15.99) 580.3249 1,158.64 1,159.63 2 0.01324 11.42 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNmVPFPR K L 95.00% 51.8 39.4 1.17 2 m5: Oxidation (+15.99) 580.3323 1,158.65 1,159.63 2 0.02801 24.16 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 52.6 39.5 1.2 2 572.8713 1,143.73 1,143.63 2 1.101 85.78 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 53.7 39.5 2.03 2 572.2969 1,142.58 1,143.63 2 -0.04774 -41.74 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNmVPFPR K L 95.00% 54.9 39.4 1.89 2 m5: Oxidation (+15.99) 580.3578 1,158.70 1,159.63 2 0.07902 68.13 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 55.8 39.5 2.89 2 572.3761 1,142.74 1,143.63 2 0.1106 96.73 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 56.6 39.5 2.92 2 572.3657 1,142.72 1,143.63 2 0.08984 78.55 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LAVNMVPFPR K L 95.00% 57.9 39.5 1.55 2 572.3583 1,142.70 1,143.63 2 0.07493 65.51 253 262 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LHFFmPGFAPLTSR R G 95.00% 40.8 37.8 2.36 2 m5: Oxidation (+15.99) 546.283 1,635.83 1,636.83 3 0.004007 2.448 263 276 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LHFFMPGFAPLTSR R G 95.00% 43.7 37.8 0.854 2 541.2302 1,620.67 1,620.84 3 0.8404 -100.1 263 276 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LHFFMPGFAPLTSR R G 95.00% 52 38 3.66 2 541.0277 1,620.06 1,620.84 3 0.2329 143.6 263 276 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% LHFFmPGFAPLTSR R G 95.00% 60 37.8 2.08 2 m5: Oxidation (+15.99) 546.3825 1,636.13 1,636.83 3 0.3023 184.6 263 276 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% NSSYFVEWIPNNVK K T 95.00% 26.6 37.6 1.6 2 848.9128 1,695.81 1,696.83 2 -0.01457 -8.588 337 350 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% NSSYFVEWIPNNVK K T 95.00% 35.4 37.6 0.745 2 848.9928 1,695.97 1,696.83 2 0.1454 85.7 337 350 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% NSSYFVEWIPNNVK K T 95.00% 41.2 37.6 2.37 2 848.9818 1,695.95 1,696.83 2 0.1235 72.78 337 350 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% YLTVAAVFR R G 94.10% 39.1 39 0 2 520.316 1,038.62 1,039.59 2 0.03126 30.06 310 318 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% YLTVAAVFR R G 95.00% 28.6 39 0.886 2 520.3203 1,038.63 1,039.59 2 0.03983 38.31 310 318 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% YLTVAAVFR R G 95.00% 44.6 39 1.31 2 520.3503 1,038.69 1,039.59 2 0.09983 96.02 310 318 TRUE

HFF Repeat 1 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 10 10 47 27.30% YLTVAAVFR R G 95.00% 49.9 39 0.886 2 520.4033 1,038.79 1,039.59 2 0.2059 198 310 318 TRUE

HFF Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 3 3 3 5.26% ATSFLLALEPELEAR R L 95.00% 30.8 37.9 1.08 2 831.0532 1,660.09 1,659.90 2 1.204 121.1 105 119 TRUE

HFF Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 3 3 3 5.26% HFDETVNR R Y 95.00% 41.4 40 0 2 509.2693 1,016.52 1,017.47 2 0.05651 55.54 534 541 TRUE

HFF Repeat 1 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 3 3 3 5.26% SEDLLDYGPFR R D 95.00% 40.3 38.6 0 2 656.3201 1,310.63 1,311.62 2 0.01116 8.511 233 243 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% ALEESNYELEGK R I 95.00% 53.6 38.6 2.82 2 691.8576 1,381.70 1,381.65 2 1.06 41.2 166 177 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% GSLGGGFSSGGFSGGSFSR K G 95.00% 73.2 37.7 2.43 2 855.0179 1,708.02 1,707.77 2 1.256 148.3 41 59 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% SLLEGEGSSGGGGR R G 95.00% 44.1 38.9 1.18 2 632.338 1,262.66 1,262.60 2 1.071 54.27 451 464 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% SLLEGEGSSGGGGR R G 95.00% 62.7 38.9 1.66 2 631.8903 1,261.77 1,262.60 2 0.1759 139.3 451 464 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% SLLEGEGSSGGGGR R G 95.00% 66.2 38.9 2.41 2 631.8431 1,261.67 1,262.60 2 0.08152 64.56 451 464 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% SQYEQLAEQNRK R D 91.40% 35.6 38.2 0 2 498.657 1,492.95 1,493.73 3 0.222 148.6 323 334 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% SQYEQLAEQNRK R D 95.00% 40.5 38.2 0 2 498.6616 1,492.96 1,493.73 3 0.2358 157.9 323 334 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% VTMQNLNDR K L 95.00% 55.5 39.6 1.6 2 545.8179 1,089.62 1,090.53 2 0.09755 89.44 148 156 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% VTMQNLNDR K L 95.00% 57.1 39.6 0 2 545.8028 1,089.59 1,090.53 2 0.06723 61.64 148 156 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% VTMQNLNDR K L 95.00% 59.5 39.6 1.36 2 545.8378 1,089.66 1,090.53 2 0.1372 125.8 148 156 TRUE

HFF Repeat 1 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 5 5 11 11.10% VTMQNLNDR K L 95.00% 74.9 39.6 0.77 2 545.8631 1,089.71 1,090.53 2 0.1879 172.3 148 156 TRUE

HFF Repeat 1 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29% APDFVFYAPR K L 95.00% 23.4 38.9 2.12 2 592.3723 1,182.73 1,182.59 2 1.143 118.5 264 273 TRUE

HFF Repeat 1 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29% IGFPWSEIR K N 95.00% 55.1 39.7 1.54 2 552.8439 1,103.67 1,104.58 2 0.09684 87.66 238 246 TRUE

HFF Repeat 1 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29% IGFPWSEIR K N 95.00% 58.4 39.7 0.796 2 552.8734 1,103.73 1,104.58 2 0.1558 141.1 238 246 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% GAPVGGHILSYLLEK K S 95.00% 22.2 38 0.921 2 777.5029 1,552.99 1,553.87 2 0.1297 83.48 175 189 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% GEELLSPLNLEQAAYAR K N 95.00% 63.6 37.3 7.57 2 937.5673 1,873.12 1,873.97 2 0.1618 86.36 327 343 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% LGTDEISPR R V 95.00% 58.9 39.9 1.11 2 494.3578 986.701 987.5107 2 0.1975 200 866 874 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% LGTDEISPR R V 95.00% 62 39.9 3.42 2 494.3166 986.6187 987.5107 2 0.1153 116.7 866 874 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% LGTDEISPR R V 95.00% 66.4 39.9 2.43 2 494.3003 986.586 987.5107 2 0.08253 83.56 866 874 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% LGTDEISPR R V 95.00% 81.4 39.9 1.15 2 494.3149 986.6152 987.5107 2 0.1118 113.2 866 874 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% LLQSNPVLEAFGNAK R T 95.00% 30 38 2.82 2 800.9874 1,599.96 1,600.87 2 0.09811 61.28 139 153 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% LLQSNPVLEAFGNAK R T 95.00% 34.9 38 2.32 2 801.0231 1,600.03 1,600.87 2 0.1695 105.9 139 153 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% LLQSNPVLEAFGNAK R T 95.00% 64.9 38 2.66 2 801.568 1,601.12 1,600.87 2 1.259 160.1 139 153 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% LLSVEGSTLR R E 95.00% 41 39.6 0 2 538.3636 1,074.71 1,074.62 2 1.104 94.6 306 315 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% NPQSYLYLVK R G 95.00% 33.7 38.6 1.17 2 612.8974 1,223.78 1,224.66 2 0.1252 102.2 225 234 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% TFTWLVGK R I 95.00% 29.8 39.1 1.32 2 476.8487 951.6828 951.5299 2 1.16 165.3 354 361 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% TFTWLVGK R I 95.00% 41.3 39.3 0 2 476.2985 950.5824 951.5299 2 0.05976 62.79 354 361 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% TLFATEDALEVR K R 95.00% 73.4 38.6 3.59 2 682.8603 1,363.71 1,364.71 2 0.007527 5.515 687 698 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% TLFATEDALEVR K R 95.00% 73.6 38.6 2.44 2 682.9331 1,363.85 1,364.71 2 0.1532 112.3 687 698 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% YLGLLENLR K V 95.00% 36.9 39.6 0.658 2 545.8117 1,089.61 1,090.63 2 -0.009515 -8.724 613 621 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% YLGLLENLR K V 95.00% 46.3 39.6 0 2 545.8898 1,089.77 1,090.63 2 0.1467 134.5 613 621 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% YLGLLENLR K V 95.00% 54.7 39.6 0 2 545.9084 1,089.80 1,090.63 2 0.1839 168.6 613 621 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% YLGLLENLR K V 95.00% 56.2 39.6 0 2 545.8462 1,089.68 1,090.63 2 0.05952 54.57 613 621 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% YLGLLENLR K V 95.00% 57.1 39.6 0 2 545.9024 1,089.79 1,090.63 2 0.1718 157.5 613 621 TRUE

HFF Repeat 1 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 9 9 21 10.20% YLGLLENLR K V 95.00% 74 39.5 0.77 2 546.3619 1,090.71 1,090.63 2 1.091 80.66 613 621 TRUE

HFF Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% AALQELLSK R G 95.00% 55.1 39.8 0.699 2 486.85 971.6855 972.5725 2 0.1203 123.6 86 94 TRUE

HFF Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 40 39.1 0 2 542.8563 1,083.70 1,084.64 2 0.06916 63.75 67 76 TRUE

HFF Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 43.5 39.3 0 2 543.371 1,084.73 1,084.64 2 1.099 88.26 67 76 TRUE

HFF Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 43.4 39.1 1.49 2 542.9009 1,083.79 1,084.64 2 0.1585 146.1 67 76 TRUE

HFF Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 43.9 39.1 2.03 2 542.9103 1,083.81 1,084.64 2 0.1771 163.3 67 76 TRUE

HFF Repeat 1 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 44.5 39.1 0.854 2 542.8323 1,083.65 1,084.64 2 0.02113 19.48 67 76 TRUE

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 5 8 11.50% AIPQLQGYLR K S 95.00% 30.6 39.3 1.62 2 579.8703 1,157.73 1,158.66 2 0.07013 60.52 263 272 TRUE

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 5 8 11.50% AIPQLQGYLR K S 95.00% 48.7 39.4 0 2 580.3203 1,158.63 1,158.66 2 0.9701 -28.11 263 272 TRUE

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 5 8 11.50% AVDSQILPK K I 89.80% 37.1 39.4 0 2 486.3059 970.5973 970.5569 2 1.048 46.23 252 260 TRUE

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 5 8 11.50% AVDSQILPK K I 95.00% 43 39 0 2 485.7946 969.5746 970.5569 2 0.0249 25.65 252 260 TRUE

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 5 8 11.50% HLTDAYFK K K 95.00% 22 39.2 1.32 2 497.8094 993.6042 994.4993 2 0.1121 112.7 211 218 TRUE

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 5 8 11.50% HLTDAYFK K K 95.00% 38 39.2 1.96 2 497.843 993.6715 994.4993 2 0.1794 180.3 211 218 TRUE

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 5 8 11.50% IDQKAVDSQILPK K I 90.40% 35.3 38.3 0 2 485.7945 1,454.36 1,454.82 3 0.5472 -313 248 260 TRUE

HFF Repeat 1 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 5 5 8 11.50% IKAIPQLQGYLR K S 95.00% 45.7 38.5 0 2 467.3756 1,399.11 1,399.84 3 0.2701 192.9 261 272 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 94.90% 40.9 40.1 0 2 488.8757 975.7368 976.4484 2 0.2957 302.7 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 42.2 39.8 1.52 2 489.3033 976.592 976.4484 2 1.151 151.5 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 42.5 40.1 0.678 2 488.7789 975.5433 976.4484 2 0.1021 104.6 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 43.8 40.1 1.52 2 488.8037 975.5928 976.4484 2 0.1516 155.3 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 50.7 40.1 0.62 2 488.8104 975.6062 976.4484 2 0.165 169 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 57 40.1 2.72 2 488.7705 975.5265 976.4484 2 0.08528 87.33 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 57.8 40.1 1.66 2 488.8054 975.5963 976.4484 2 0.1551 158.9 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 58.5 40.1 2.4 2 488.7695 975.5245 976.4484 2 0.08329 85.29 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 61.4 40.1 2.28 2 488.8249 975.6352 976.4484 2 0.1941 198.7 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 65.7 40.1 2 2 488.7809 975.5472 976.4484 2 0.106 108.5 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 65.8 40.1 2.59 2 488.7897 975.5648 976.4484 2 0.1236 126.6 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 66.1 40.1 1.92 2 488.8058 975.597 976.4484 2 0.1558 159.6 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 66.3 40.1 1.85 2 488.815 975.6155 976.4484 2 0.1743 178.5 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 66.4 40.1 2.4 2 488.791 975.5674 976.4484 2 0.1262 129.2 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 66.4 40.1 1.6 2 488.7538 975.493 976.4484 2 0.05178 53.03 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 68.2 40.1 2.24 2 488.7908 975.567 976.4484 2 0.1258 128.9 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 69 40.1 1.64 2 488.8029 975.5912 976.4484 2 0.15 153.6 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 70.3 40.1 1.77 2 488.8003 975.586 976.4484 2 0.1448 148.3 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 71.4 40.1 2.39 2 488.7851 975.5556 976.4484 2 0.1144 117.2 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 72 40.1 1.8 2 488.7755 975.5364 976.4484 2 0.09525 97.54 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 72.1 40.1 2.19 2 488.7928 975.571 976.4484 2 0.1298 132.9 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 75.2 40.1 3.17 2 488.7863 975.5581 976.4484 2 0.117 119.8 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AGFAGDDAPR K A 95.00% 75.4 40.1 1.96 2 488.7932 975.5718 976.4484 2 0.1306 133.7 19 28 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 92.20% 37.9 39 0 2 599.8711 1,197.73 1,198.71 2 0.02945 24.56 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 93.20% 38.3 38.9 0 2 599.3665 1,196.72 1,198.71 2 -0.9798 19.17 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 95.00% 44.5 38.9 0 2 599.3773 1,196.74 1,198.71 2 -0.9582 37.21 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 95.00% 46.3 39 0 2 599.8897 1,197.76 1,198.71 2 0.06668 55.62 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 95.00% 47 39 0 2 599.9034 1,197.79 1,198.71 2 0.09399 78.4 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 95.00% 50.8 39 0 2 599.9455 1,197.88 1,198.71 2 0.1782 148.6 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 95.00% 57 39 0 2 599.9209 1,197.83 1,198.71 2 0.1289 107.5 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 95.00% 58.8 39 0.638 2 599.9146 1,197.81 1,198.71 2 0.1164 97.08 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% AVFPSIVGRPR R H 95.00% 71.6 39 0 2 599.8588 1,197.70 1,198.71 2 0.004869 4.062 29 39 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DLYANTVLSGGTTmYPGIADR K M 91.00% 33.8 36.5 0 2 m14: Oxidation (+15.99) 744.3902 2,230.15 2,231.07 3 0.09084 40.71 292 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DLYANTVLSGGTTmYPGIADR K M 95.00% 44 36.5 0 2 m14: Oxidation (+15.99) 744.4128 2,230.22 2,231.07 3 0.1587 71.14 292 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DLYANTVLSGGTTmYPGIADR K M 95.00% 44.6 36.5 2.18 2 m14: Oxidation (+15.99) 1,116.14 2,230.26 2,231.07 2 0.1981 88.79 292 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DLYANTVLSGGTTMYPGIADR K M 95.00% 59.1 36.4 6.2 2 1,108.61 2,215.20 2,215.07 2 1.141 62.58 292 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DLYANTVLSGGTTMYPGIADR K M 95.00% 65.2 36.3 4.17 2 1,108.15 2,214.28 2,215.07 2 0.216 97.51 292 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DLYANTVLSGGTTmYPGIADR K M 95.00% 67.2 36.4 0 2 m14: Oxidation (+15.99) 1,116.61 2,231.20 2,231.07 2 1.147 64.44 292 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DLYANTVLSGGTTmYPGIADR K M 95.00% 79.5 36.6 1.07 2 m14: Oxidation (+15.99) 1,116.20 2,230.38 2,231.07 2 0.3237 145.1 292 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSK K R 95.00% 29.5 39 4.92 2 599.7779 1,197.54 1,198.52 2 0.02608 21.76 51 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSK K R 95.00% 35.8 39 0.678 2 599.8247 1,197.63 1,198.52 2 0.1198 99.96 51 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSK K R 95.00% 38.3 39.1 1.57 2 600.2363 1,198.46 1,198.52 2 0.9429 -49.86 51 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSK K R 95.00% 43.2 39 1 2 599.8025 1,197.59 1,198.52 2 0.07542 62.92 51 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSK K R 95.00% 52.5 39 3.66 2 599.8122 1,197.61 1,198.52 2 0.09471 79.02 51 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSK K R 95.00% 54.3 39 3.17 2 599.8225 1,197.63 1,198.52 2 0.1154 96.3 51 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSK K R 95.00% 54.8 39 3.43 2 599.8353 1,197.66 1,198.52 2 0.1409 117.6 51 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSK K R 95.00% 58.4 39 1.92 2 599.8131 1,197.61 1,198.52 2 0.09653 80.53 51 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 29.6 38.6 0.886 2 452.299 1,353.88 1,354.62 3 0.2591 191.3 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 46.3 38.6 2.08 2 452.2971 1,353.87 1,354.62 3 0.2534 187 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 46.4 38.6 1.89 2 677.8632 1,353.71 1,354.62 2 0.0956 70.57 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 51.9 38.6 1.03 2 452.3175 1,353.93 1,354.62 3 0.3145 232.1 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 53.2 38.6 4.8 2 677.8363 1,353.66 1,354.62 2 0.04183 30.88 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 53.4 38.6 2.24 2 452.2502 1,353.73 1,354.62 3 0.1126 83.08 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 59.5 38.6 2.72 2 677.844 1,353.67 1,354.62 2 0.05734 42.33 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 63.1 38.6 4.32 2 677.8103 1,353.61 1,354.62 2 -0.01017 -7.51 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 64.7 38.6 2.39 2 452.2788 1,353.81 1,354.62 3 0.1985 146.5 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 75.1 38.6 3.74 2 677.8447 1,353.67 1,354.62 2 0.05864 43.28 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 75.5 38.7 3.92 2 452.6043 1,354.79 1,354.62 3 1.175 126.9 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 78.6 38.6 4.89 2 677.8652 1,353.72 1,354.62 2 0.09973 73.61 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% DSYVGDEAQSKR K G 95.00% 81.8 38.6 5.36 2 677.8503 1,353.69 1,354.62 2 0.06983 51.54 51 62 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 94.80% 40 39.2 0 2 581.3324 1,160.65 1,161.62 2 0.03897 33.55 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTmK K I 95.00% 24.8 39.3 1.03 2 m10: Oxidation (+15.99) 589.3613 1,176.71 1,177.61 2 0.102 86.57 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTmK K I 95.00% 27.4 39.3 1.6 2 m10: Oxidation (+15.99) 589.3719 1,176.73 1,177.61 2 0.123 104.4 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTmK K I 95.00% 33 39.3 3.06 2 m10: Oxidation (+15.99) 589.3692 1,176.72 1,177.61 2 0.1176 99.82 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTmK K I 95.00% 36 39.3 1 2 m10: Oxidation (+15.99) 589.3422 1,176.67 1,177.61 2 0.0636 54 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTmK K I 95.00% 36.3 39.3 0.824 2 m10: Oxidation (+15.99) 589.3475 1,176.68 1,177.61 2 0.07436 63.14 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 38 39.2 1.7 2 581.3464 1,160.68 1,161.62 2 0.06702 57.69 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 43.5 39.2 0 2 581.3492 1,160.68 1,161.62 2 0.07251 62.41 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 44.9 39.2 0 2 581.3667 1,160.72 1,161.62 2 0.1075 92.56 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 45.6 39.2 0 2 581.3621 1,160.71 1,161.62 2 0.09836 84.67 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 46.2 39.2 0 2 581.3746 1,160.73 1,161.62 2 0.1233 106.1 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 47 39.2 0 2 581.391 1,160.77 1,161.62 2 0.1561 134.4 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 48.5 39.2 0 2 581.3258 1,160.64 1,161.62 2 0.02584 22.24 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 49.4 39.2 0 2 581.2288 1,160.44 1,161.62 2 -0.1681 -144.8 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 50.1 39.2 0.886 2 581.3611 1,160.71 1,161.62 2 0.09647 83.04 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 50.6 39.2 1.09 2 581.3896 1,160.76 1,161.62 2 0.1534 132 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 50.9 39.2 0.921 2 581.3283 1,160.64 1,161.62 2 0.03073 26.45 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 51.2 39.2 1.05 2 581.3677 1,160.72 1,161.62 2 0.1095 94.26 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 51.8 39.2 0 2 581.3085 1,160.60 1,161.62 2 -0.008803 -7.578 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 53.5 39.2 1.13 2 581.3837 1,160.75 1,161.62 2 0.1416 121.9 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 54.5 39.2 0 2 581.3703 1,160.73 1,161.62 2 0.1147 98.76 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 54.5 39.2 1.77 2 581.3481 1,160.68 1,161.62 2 0.0704 60.6 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 56.6 39.2 0 2 581.3075 1,160.60 1,161.62 2 -0.01073 -9.235 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% EITALAPSTMK K I 95.00% 68 39.2 1.47 2 581.3548 1,160.70 1,161.62 2 0.08382 72.15 316 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 39.5 39.4 3.55 2 566.8512 1,131.69 1,132.53 2 0.1681 148.4 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 40.1 39.4 2.22 2 566.835 1,131.66 1,132.53 2 0.1358 119.9 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 41.5 39.4 2.96 2 566.8384 1,131.66 1,132.53 2 0.1426 125.9 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 44.9 39.4 2.34 2 566.8234 1,131.63 1,132.53 2 0.1126 99.42 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 48.6 39.4 3.7 2 566.8163 1,131.62 1,132.53 2 0.09833 86.81 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 50.7 39.4 0.745 2 567.2976 1,132.58 1,132.53 2 1.061 51.4 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 50.6 39.4 3.66 2 566.8378 1,131.66 1,132.53 2 0.1414 124.9 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 54 39.4 0.678 2 566.8639 1,131.71 1,132.53 2 0.1936 171 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 55.8 39.4 3.8 2 566.8162 1,131.62 1,132.53 2 0.09815 86.65 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 57.2 39.4 2.36 2 566.7838 1,131.55 1,132.53 2 0.03347 29.55 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 57.8 39.4 3.66 2 566.8299 1,131.65 1,132.53 2 0.1257 110.9 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAER R E 95.00% 58.8 39.4 3.28 2 566.8004 1,131.59 1,132.53 2 0.06662 58.82 197 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% GYSFTTTAEREIVR R D 95.00% 38.4 38.1 0 2 544.3074 1,629.90 1,629.82 3 1.084 50.13 197 210 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% HQGVMVGMGQK R D 95.00% 27.1 39 2.16 2 586.3466 1,170.68 1,171.57 2 0.1147 97.92 40 50 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% HQGVMVGMGQK R D 95.00% 28.1 39 1.82 2 586.371 1,170.73 1,171.57 2 0.1636 139.6 40 50 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% HQGVmVGMGQK R D 95.00% 43.5 39.2 4.6 2 m5: Oxidation (+15.99) 594.3372 1,186.66 1,187.57 2 0.1009 84.96 40 50 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% HQGVMVGMGQK R D 95.00% 61.7 39 6.46 2 586.3456 1,170.68 1,171.57 2 0.1128 96.23 40 50 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% HQGVMVGmGQKDSYVGDEAQSK R R 95.00% 38.4 36.1 0.699 2 m8: Oxidation (+15.99) 790.0888 2,367.24 2,367.07 3 1.181 75.3 40 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% HQGVMVGmGQKDSYVGDEAQSK R R 95.00% 53.5 36.1 1.42 2 m8: Oxidation (+15.99) 790.1454 2,367.41 2,367.07 3 1.351 147 40 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% HQGVMVGMGQKDSYVGDEAQSK R R 95.00% 80.8 36.1 3.25 2 784.7948 2,351.36 2,351.08 3 1.294 123.9 40 61 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% IKIIAPPER K K 95.00% 44.8 39.2 0 2 518.8994 1,035.78 1,036.65 2 0.1399 134.9 327 335 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% ILTERGYSFTTTAER K E 95.00% 37.6 37.7 0 2 582.3302 1,743.97 1,744.89 3 0.08945 51.26 192 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% ILTERGYSFTTTAER K E 95.00% 41.7 37.7 0 2 582.3773 1,744.11 1,744.89 3 0.2307 132.2 192 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% ILTERGYSFTTTAER K E 95.00% 48 37.7 0 2 582.3655 1,744.07 1,744.89 3 0.1953 111.9 192 206 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% IWHHTFYNELR K V 95.00% 49.6 38.3 1.7 2 506.0054 1,514.99 1,515.75 3 0.2525 166.5 85 95 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% IWHHTFYNELR K V 95.00% 58.3 38.3 2.14 2 505.9929 1,514.96 1,515.75 3 0.2151 141.9 85 95 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% KDLYANTVLSGGTTmYPGIADR R M 91.00% 0 0 2.14 2 m15: Oxidation (+15.99) 787.8065 2,360.40 2,359.16 3 2.245 101.3 291 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% KDLYANTVLSGGTTMYPGIADR R M 95.00% 55.8 36.1 0 2 781.8152 2,342.42 2,343.17 3 0.2658 113.4 291 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% KDLYANTVLSGGTTMYPGIADR R M 95.00% 57 36.1 0 2 781.8127 2,342.42 2,343.17 3 0.2583 110.2 291 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% KDLYANTVLSGGTTMYPGIADR R M 95.00% 65.6 36.1 2.7 2 781.7624 2,342.27 2,343.17 3 0.1073 45.78 291 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% KDLYANTVLSGGTTmYPGIADR R M 95.00% 74.5 36.3 5.49 2 m15: Oxidation (+15.99) 787.4054 2,359.19 2,359.16 3 1.041 16.4 291 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% KDLYANTVLSGGTTmYPGIADR R M 95.00% 81.4 36.3 2.68 2 m15: Oxidation (+15.99) 787.5067 2,359.50 2,359.16 3 1.346 145.2 291 312 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 92.90% 15.8 37.8 0.824 2 542.0288 1,623.06 1,623.84 3 0.2305 141.9 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 92.90% 17.6 37.8 0.824 2 541.9999 1,622.98 1,623.84 3 0.1437 88.51 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 93.40% 13.1 38 0.854 2 542.3402 1,624.00 1,623.84 3 1.165 99.58 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 94.30% 17.6 37.8 0.77 2 812.4723 1,622.93 1,623.84 2 0.09583 59.01 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 95.00% 16.3 37.8 2.38 2 812.4514 1,622.89 1,623.84 2 0.05405 33.28 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 95.00% 16.5 37.8 1.29 2 812.5123 1,623.01 1,623.84 2 0.1758 108.3 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLmK R I 95.00% 21.5 37.7 1.49 2 m13: Oxidation (+15.99) 547.352 1,639.03 1,639.84 3 0.2052 125.1 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 95.00% 22 37.8 2.13 2 812.5309 1,623.05 1,623.84 2 0.2131 131.2 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 95.00% 24.3 37.8 1.62 2 541.9862 1,622.94 1,623.84 3 0.1026 63.15 178 191 TRUE
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HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 95.00% 25 37.8 2.66 2 812.4978 1,622.98 1,623.84 2 0.1468 90.41 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 95.00% 30.3 37.8 2.14 2 542.0156 1,623.03 1,623.84 3 0.1909 117.6 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLmK R I 95.00% 31.6 37.7 1.19 2 m13: Oxidation (+15.99) 820.476 1,638.94 1,639.84 2 0.1083 66.06 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% LDLAGRDLTDYLMK R I 95.00% 35.6 37.8 2.62 2 812.4538 1,622.89 1,623.84 2 0.05878 36.2 178 191 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 27.6 38.2 2.06 2 774.9971 1,547.98 1,548.81 2 0.1743 112.5 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 34.3 38.2 1.6 2 516.9867 1,547.94 1,548.81 3 0.1328 85.71 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% mQKEITALAPSTMK R I 95.00% 35.5 38.2 0.824 2 m1: Oxidation (+15.99) 522.3602 1,564.06 1,564.81 3 0.2584 165.1 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% mQKEITALAPSTMK R I 95.00% 37.8 38.2 2.92 2 m1: Oxidation (+15.99) 522.3265 1,563.96 1,564.81 3 0.1574 100.6 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 39.2 38.2 2.19 2 516.9811 1,547.92 1,548.81 3 0.1162 75.01 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 40.9 38.2 2.92 2 516.9918 1,547.95 1,548.81 3 0.1483 95.74 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 41.4 38.2 1.33 2 517.3349 1,548.98 1,548.81 3 1.177 112.7 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 43.2 38.2 2.12 2 516.9697 1,547.89 1,548.81 3 0.08177 52.79 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 43.5 38.2 0 2 517.2002 1,548.58 1,548.81 3 0.7734 -148 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 44.7 38.2 1.68 2 516.989 1,547.95 1,548.81 3 0.1399 90.29 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 47.1 38.2 0 2 517.0123 1,548.02 1,548.81 3 0.2097 135.4 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% MQKEITALAPSTMK R I 95.00% 62.4 38.2 1.64 2 517.022 1,548.04 1,548.81 3 0.2389 154.2 313 326 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 40.2 38.3 0 2 506.3754 1,516.10 1,516.70 3 0.409 269.6 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% qEYDESGPSIVHR K K 95.00% 0 0 4.02 2 n-term: Pyro-cmC (-17.03) 750.4237 1,498.83 1,499.68 2 0.1639 109.3 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% qEYDESGPSIVHR K K 95.00% 0 0 4.35 2 n-term: Pyro-cmC (-17.03) 750.3957 1,498.78 1,499.68 2 0.108 72 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% qEYDESGPSIVHR K K 95.00% 0 0 4.42 2 n-term: Pyro-cmC (-17.03) 750.4191 1,498.82 1,499.68 2 0.1546 103.1 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% qEYDESGPSIVHR K K 95.00% 0 0 5.89 2 n-term: Pyro-cmC (-17.03) 750.3903 1,498.77 1,499.68 2 0.09708 64.73 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 51 38.3 1.09 2 506.6733 1,517.00 1,516.70 3 1.303 197.5 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 53.4 38.3 1.1 2 506.2554 1,515.74 1,516.70 3 0.04877 32.15 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 53.5 38.3 3.72 2 506.3182 1,515.93 1,516.70 3 0.2373 156.4 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 54.2 38.3 1.89 2 506.3131 1,515.92 1,516.70 3 0.2219 146.3 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 59.8 38.3 4.29 2 758.9601 1,515.91 1,516.70 2 0.2102 138.5 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 62.2 38.3 2.32 2 506.666 1,516.98 1,516.70 3 1.281 183.2 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 63.4 38.3 2.01 2 506.2918 1,515.85 1,516.70 3 0.1582 104.3 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 69.1 38.3 0 2 506.6169 1,516.83 1,516.70 3 1.133 85.99 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 69.2 38.3 3.24 2 506.3213 1,515.94 1,516.70 3 0.2465 162.5 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 70.1 38.3 3.11 2 506.3302 1,515.97 1,516.70 3 0.2733 180.1 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 71.1 38.3 2.62 2 506.3156 1,515.93 1,516.70 3 0.2296 151.4 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 76.1 38.3 1.35 2 506.3327 1,515.98 1,516.70 3 0.2808 185.1 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 76.6 38.3 3.43 2 506.3015 1,515.88 1,516.70 3 0.1873 123.5 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 79.9 38.3 2.8 2 758.923 1,515.83 1,516.70 2 0.1359 89.58 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 89.1 38.3 1.15 2 506.3237 1,515.95 1,516.70 3 0.2538 167.3 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% QEYDESGPSIVHR K K 95.00% 89.2 38.3 2.2 2 506.3022 1,515.88 1,516.70 3 0.1893 124.8 360 372 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 91.70% 36.1 37.5 0 2 896.1286 1,790.24 1,790.89 2 0.3578 199.8 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 92.80% 35.7 37.5 0 2 597.6827 1,790.03 1,790.89 3 0.1414 78.92 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 94.90% 37.2 37.5 0 2 597.6948 1,790.06 1,790.89 3 0.1777 99.21 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 16.9 37.5 2.28 2 896.0392 1,790.06 1,790.89 2 0.179 99.96 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 23.8 37.6 1.26 2 896.4988 1,790.98 1,790.89 2 1.098 53.32 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 24.3 37.5 2.17 2 896.0658 1,790.12 1,790.89 2 0.2322 129.6 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 29.4 37.6 1.32 2 896.5521 1,791.09 1,790.89 2 1.205 112.8 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 35.1 37.5 1.82 2 896.0969 1,790.18 1,790.89 2 0.2945 164.4 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 40 37.5 3.6 2 896.0341 1,790.05 1,790.89 2 0.1687 94.2 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 42.2 37.5 0 2 597.6477 1,789.92 1,790.89 3 0.03635 20.3 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 42.5 37.5 0 2 597.7124 1,790.12 1,790.89 3 0.2304 128.6 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 43.2 37.5 0 2 597.6966 1,790.07 1,790.89 3 0.183 102.2 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 46.5 37.5 0 2 597.7052 1,790.09 1,790.89 3 0.2089 116.6 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 47.4 37.6 2.8 2 896.5486 1,791.08 1,790.89 2 1.198 108.8 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 49.2 37.5 3.05 2 896.0675 1,790.12 1,790.89 2 0.2357 131.6 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 50.3 37.5 2.74 2 896.0379 1,790.06 1,790.89 2 0.1763 98.42 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 52.5 37.5 3.19 2 896.0606 1,790.11 1,790.89 2 0.2219 123.9 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 55 37.5 0.824 2 597.6648 1,789.97 1,790.89 3 0.0877 48.97 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 56.1 37.5 4.29 2 896.0284 1,790.04 1,790.89 2 0.1573 87.84 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 57.5 37.5 4.14 2 896.0781 1,790.14 1,790.89 2 0.2568 143.4 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 60 37.5 4.68 2 895.9818 1,789.95 1,790.89 2 0.06413 35.81 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 61.4 37.5 2.62 2 896.0621 1,790.11 1,790.89 2 0.2248 125.5 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 67.1 37.6 4.32 2 896.5223 1,791.03 1,790.89 2 1.145 79.46 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 67.7 37.5 7.6 2 896.1074 1,790.20 1,790.89 2 0.3154 176.1 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 68.9 37.6 3.6 2 896.5371 1,791.06 1,790.89 2 1.175 95.98 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 72.5 37.5 6.28 2 896.0195 1,790.02 1,790.89 2 0.1395 77.9 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 74.3 37.5 4.12 2 896.0367 1,790.06 1,790.89 2 0.1741 97.19 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 75.9 37.5 3.33 2 896.0307 1,790.05 1,790.89 2 0.1619 90.41 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 80.9 37.5 3.57 2 896.0501 1,790.09 1,790.89 2 0.2008 112.1 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 85.3 37.5 8.52 2 896.0424 1,790.07 1,790.89 2 0.1854 103.5 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% SYELPDGQVITIGNER K F 95.00% 86.6 37.5 4.24 2 896.0111 1,790.01 1,790.89 2 0.1228 68.56 239 254 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% TTGIVmDSGDGVTHTVPIYEGYALPHAILR R L 95.00% 23.4 34 1.38 2 m6: Oxidation (+15.99) 1,067.34 3,199.01 3,199.61 3 0.403 125.9 148 177 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% TTGIVMDSGDGVTHTVPIYEGYALPHAILR R L 95.00% 34.8 33.8 0 2 1,062.33 3,183.98 3,183.61 3 1.373 116.1 148 177 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 89.80% 33.6 37 0 2 652.3862 1,954.14 1,954.06 3 1.079 39.19 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 92.00% 34.7 37 0 2 652.0439 1,953.11 1,954.06 3 0.0524 26.82 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 92.70% 35 37 0 2 652.4172 1,954.23 1,954.06 3 1.173 86.84 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 94.70% 36.4 37 0 2 652.4016 1,954.18 1,954.06 3 1.126 62.86 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 25.8 37 0.796 2 977.636 1,953.26 1,954.06 2 0.2001 102.4 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 33.4 37 2.82 2 652.0529 1,953.14 1,954.06 3 0.07953 40.7 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 35.4 37 2.09 2 652.4102 1,954.21 1,954.06 3 1.151 76.01 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 36.6 37 1.59 2 652.3819 1,954.12 1,954.06 3 1.067 32.69 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 38 37 1.13 2 977.6502 1,953.29 1,954.06 2 0.2286 117 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 38.4 37 0.886 2 652.3746 1,954.10 1,954.06 3 1.044 21.35 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 39.3 37 1.42 2 652.3638 1,954.07 1,954.06 3 1.012 4.875 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 44.5 37 0 2 652.3439 1,954.01 1,954.06 3 0.9524 -25.74 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 45.6 37 1.11 2 652.3595 1,954.06 1,954.06 3 0.9992 -1.8 96 113 TRUE

HFF Repeat 1 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 209 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 51.7 37 2.04 2 652.0719 1,953.19 1,954.06 3 0.1364 69.77 96 113 TRUE

HFF Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 3 3 3 10.40% GHLENNPALEK R L 93.30% 24.7 39 0.721 2 611.8249 1,221.64 1,221.62 2 1.02 14.25 67 77 TRUE

HFF Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 3 3 3 10.40% IIQLLDDYPK K C 95.00% 37.6 39.3 1.16 2 609.3303 1,216.65 1,217.68 2 -0.02467 -20.26 17 26 TRUE

HFF Repeat 1 RPLP0 60S acidic ribosomal protein P0 IPI00008530 34,256.30 100.00% 3 3 3 10.40% TSFFQALGITTK K I 95.00% 84.4 38.6 4.41 2 657.3673 1,312.72 1,313.71 2 0.01725 13.13 135 146 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% AVFVDLEPTVIDEVR R T 93.30% 24 37.8 0.721 2 851.569 1,701.12 1,701.91 2 0.2248 132.1 65 79 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% AVFVDLEPTVIDEVR R T 95.00% 40.4 37.7 1.27 2 852.032 1,702.05 1,701.91 2 1.151 86.98 65 79 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% AVFVDLEPTVIDEVR R T 95.00% 40.6 37.7 2.8 2 852.0316 1,702.05 1,701.91 2 1.15 86.4 65 79 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% AVFVDLEPTVIDEVR R T 95.00% 40.8 37.8 1.85 2 851.5503 1,701.09 1,701.91 2 0.1873 110.1 65 79 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% AVFVDLEPTVIDEVR R T 95.00% 45.6 37.8 1.8 2 568.0089 1,701.01 1,701.91 3 0.1063 62.46 65 79 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% AVFVDLEPTVIDEVR R T 95.00% 69.7 37.8 3.6 2 851.5273 1,701.04 1,701.91 2 0.1414 83.1 65 79 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% DVNAAIATIK K T 95.00% 24.8 39.9 1.18 2 508.3639 1,014.71 1,015.58 2 0.1422 140 327 336 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% DVNAAIATIK K T 95.00% 36.5 39.9 1.8 2 508.3519 1,014.69 1,015.58 2 0.1181 116.3 327 336 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% IHFPLATYAPVISAEK R A 95.00% 42.5 37.5 1.36 2 586.3502 1,756.03 1,756.96 3 0.07265 41.35 265 280 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% IHFPLATYAPVISAEK R A 95.00% 50.8 37.5 1.74 2 586.3462 1,756.02 1,756.96 3 0.06065 34.52 265 280 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% IHFPLATYAPVISAEK R A 95.00% 53 37.5 1.21 2 586.6377 1,756.89 1,756.96 3 0.9352 -38.44 265 280 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% LDHKFDLMYAK R R 93.40% 19.7 38.6 0.854 2 461.3402 1,381.00 1,380.70 3 1.308 220.7 391 401 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% LSVDYGKK R S 95.00% 24.8 39.1 1.14 2 455.2985 908.5825 909.5041 2 0.0856 94.11 157 164 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% LSVDYGKK R S 95.00% 27.5 39.1 2.25 2 455.3055 908.5964 909.5041 2 0.09957 109.5 157 164 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% NLDIERPTYTNLNR R L 95.00% 40.4 37.8 0 2 574.0232 1,719.05 1,718.88 3 1.173 98.91 216 229 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% NLDIERPTYTNLNR R L 95.00% 42.4 37.8 0.959 2 573.6852 1,718.03 1,718.88 3 0.1589 92.41 216 229 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% NLDIERPTYTNLNR R L 95.00% 50.5 37.8 0 2 573.9902 1,718.95 1,718.88 3 1.074 41.35 216 229 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% qLFHPEQLITGKEDAANNYAR R G 95.00% 0 0 3.23 2 n-term: Pyro-cmC (-17.03) 800.4798 2,398.42 2,398.18 3 1.246 101.4 85 105 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% TIGGGDDSFNTFFSETGAGK K H 95.00% 64.7 36.8 0 2 1,004.59 2,007.17 2,007.89 2 0.2882 143.5 41 60 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% VGINYQPPTVVPGGDLAK K V 95.00% 25.2 37.3 1.12 2 913.0691 1,824.12 1,824.99 2 0.1452 79.56 353 370 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% VGINYQPPTVVPGGDLAK K V 95.00% 28.8 37.3 1.17 2 913.0881 1,824.16 1,824.99 2 0.1832 100.4 353 370 TRUE

HFF Repeat 1 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 9 10 22 29.50% VGINYQPPTVVPGGDLAK K V 95.00% 32.7 37.3 1.8 2 913.0609 1,824.11 1,824.99 2 0.1288 70.58 353 370 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 91.10% 19.2 40.2 0.638 2 473.3263 944.6381 944.5313 2 1.114 117.7 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 33.5 39.9 1.31 2 472.8319 943.6493 944.5313 2 0.1252 132.5 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 34.3 39.9 0.699 2 472.7703 943.526 944.5313 2 0.001927 2.04 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 44 39.9 1.66 2 472.8556 943.6966 944.5313 2 0.1726 182.7 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 47.2 39.9 1.42 2 472.8773 943.7401 944.5313 2 0.216 228.7 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 47.4 39.9 0 2 472.8402 943.6658 944.5313 2 0.1418 150.1 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 47.5 39.9 0 2 472.8009 943.5872 944.5313 2 0.06312 66.82 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 48.8 39.9 1 2 472.8428 943.6711 944.5313 2 0.147 155.6 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 50.1 39.9 0 2 472.8173 943.62 944.5313 2 0.09593 101.6 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 50.5 39.9 0.62 2 472.8267 943.6389 944.5313 2 0.1148 121.6 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 51.6 39.9 0.921 2 472.8172 943.6198 944.5313 2 0.09577 101.4 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 52.4 39.9 1.92 2 472.8444 943.6742 944.5313 2 0.1502 159 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 53.8 39.9 1.14 2 472.8213 943.628 944.5313 2 0.1039 110 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 54.6 39.9 1 2 472.8388 943.6631 944.5313 2 0.1391 147.2 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 54.9 39.9 1.03 2 472.8868 943.759 944.5313 2 0.2349 248.6 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 55.2 39.9 0 2 472.8905 943.7664 944.5313 2 0.2424 256.5 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 55.3 39.9 1 2 472.83 943.6455 944.5313 2 0.1214 128.5 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 55.3 39.9 0.959 2 472.8268 943.639 944.5313 2 0.115 121.7 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 55.4 39.9 1 2 472.7983 943.5821 944.5313 2 0.05803 61.44 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 55.5 39.9 1.04 2 472.8283 943.642 944.5313 2 0.1179 124.8 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 57.5 39.9 1.02 2 472.8222 943.6299 944.5313 2 0.1059 112.1 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 58.2 39.9 1.66 2 472.8832 943.7519 944.5313 2 0.2278 241.2 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 59 39.9 0.62 2 472.8079 943.6013 944.5313 2 0.07721 81.74 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 61.2 39.9 0.886 2 472.8907 943.7669 944.5313 2 0.2428 257 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 61.6 39.9 1.77 2 472.8249 943.6352 944.5313 2 0.1111 117.6 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 64.5 39.9 1.33 2 472.8185 943.6225 944.5313 2 0.09841 104.2 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 65.4 39.9 1.44 2 472.8529 943.6913 944.5313 2 0.1673 177.1 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 65.6 39.9 1.44 2 472.8187 943.6228 944.5313 2 0.09868 104.5 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 65.6 39.9 0.854 2 472.8363 943.658 944.5313 2 0.1339 141.8 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 65.6 39.9 1.66 2 472.8355 943.6565 944.5313 2 0.1324 140.2 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 68.6 39.9 1.41 2 472.8423 943.6701 944.5313 2 0.1461 154.6 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% AGLQFPVGR R V 95.00% 68.7 39.9 1.51 2 472.8578 943.701 944.5313 2 0.1769 187.3 22 30 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% HLQLAIRNDEELNK R L 94.40% 16.3 37.7 0.921 2 565.0439 1,692.11 1,692.90 3 0.2141 126.5 83 96 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% HLQLAIRNDEELNK R L 95.00% 14.6 37.7 1.02 2 565.0439 1,692.11 1,692.90 3 0.2143 126.6 83 96 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% HLQLAIRNDEELNK R L 95.00% 27.9 37.7 2.66 2 565.0246 1,692.05 1,692.90 3 0.1564 92.37 83 96 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% HLQLAIRNDEELNK R L 95.00% 29.1 37.7 1.82 2 565.0384 1,692.09 1,692.90 3 0.1977 116.8 83 96 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% NDEELNKLLGK R V 95.00% 16 38.9 1.38 2 636.8853 1,271.76 1,272.68 2 0.08363 65.71 90 100 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% NDEELNKLLGK R V 95.00% 47.3 38.9 4.6 2 636.9111 1,271.81 1,272.68 2 0.1352 106.2 90 100 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% NDEELNKLLGK R V 95.00% 51.6 38.9 2.85 2 636.8724 1,271.73 1,272.68 2 0.05797 45.54 90 100 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% NDEELNKLLGK R V 95.00% 58 38.9 3.25 2 636.8679 1,271.72 1,272.68 2 0.04892 38.44 90 100 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% NDEELNKLLGK R V 95.00% 58.6 38.9 2.82 2 637.3717 1,272.73 1,272.68 2 1.056 42.2 90 100 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% NDEELNKLLGK R V 95.00% 66.5 38.9 2.74 2 636.9087 1,271.80 1,272.68 2 0.1306 102.6 90 100 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% NDEELNKLLGK R V 95.00% 71.6 38.9 2.6 2 636.8677 1,271.72 1,272.68 2 0.04841 38.04 90 100 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 10.4 37.4 1.74 2 966.2403 1,930.47 1,931.17 2 0.3041 157.5 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 29.1 37.4 1.39 2 966.7039 1,931.39 1,931.17 2 1.231 118.3 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 34 37.4 1.89 2 966.1403 1,930.27 1,931.17 2 0.1041 53.92 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 34.2 37.4 0.921 2 644.7693 1,931.29 1,931.17 3 1.124 62.79 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 36.6 37.4 0.699 2 966.2253 1,930.44 1,931.17 2 0.2741 141.9 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 37.6 37.4 0.824 2 644.7262 1,931.16 1,931.17 3 0.9949 -4.077 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 38.9 37.4 0 2 644.4492 1,930.33 1,931.17 3 0.164 84.93 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 40.3 37.4 3.1 2 644.4344 1,930.28 1,931.17 3 0.1195 61.89 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 43.3 37.4 1 2 644.7069 1,931.10 1,931.17 3 0.9369 -34.1 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 45.5 37.4 0 2 966.1991 1,930.38 1,931.17 2 0.2217 114.8 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 81 37.4 2.39 2 644.4356 1,930.29 1,931.17 3 0.1232 63.8 101 119 TRUE

HFF Repeat 1 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 6 55 36.70% VTIAQGGVLPNIQAVLLPKK K T 95.00% 26.2 36.9 1.4 2 687.1274 2,058.36 2,059.26 3 0.1035 50.23 101 120 TRUE

HFF Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 6 16.30% AKVIAAEGEmNASR R A 95.00% 43.4 38.3 0 2 m10: Oxidation (+15.99) 488.3005 1,461.88 1,462.73 3 0.1551 106 219 232 TRUE

HFF Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 6 16.30% AMAAEAEASREAR R A 95.00% 46.8 38.6 0 2 455.2984 1,362.87 1,362.64 3 1.238 172.3 206 218 TRUE

HFF Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 6 16.30% LLAQTTLR R N 95.00% 55.1 39.9 1.09 2 458.3593 914.704 915.5623 2 0.1489 162.6 145 152 TRUE

HFF Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 6 16.30% LLAQTTLR R N 95.00% 58.6 39.9 0.824 2 458.3619 914.7092 915.5623 2 0.1541 168.3 145 152 TRUE

HFF Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 6 16.30% VIAAEGEMNASR K A 95.00% 65.8 39 4.01 2 624.3603 1,246.71 1,247.60 2 0.1084 86.9 221 232 TRUE

HFF Repeat 1 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 6 16.30% YLQTLTTIAAEK R N 95.00% 48.9 38.6 1.29 2 676.4403 1,350.87 1,351.75 2 0.1263 93.45 252 263 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% EFTRPEEIIFLR R A 95.00% 40.6 38.2 0.721 2 517.3563 1,549.05 1,549.84 3 0.2169 139.9 608 619 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% EFTRPEEIIFLR R A 95.00% 43.5 38.2 0.699 2 517.3342 1,548.98 1,549.84 3 0.1506 97.13 608 619 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% YMDGMTVGVVR R Q 95.00% 47.6 39 2.42 2 614.3839 1,226.75 1,227.59 2 0.1744 142 651 661 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% YMDGMTVGVVR R Q 95.00% 48.5 39 4.05 2 614.3539 1,226.69 1,227.59 2 0.1144 93.18 651 661 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% YMDGMTVGVVR R Q 95.00% 59.5 39.1 3.42 2 614.839 1,227.66 1,227.59 2 1.085 66.66 651 661 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% YmDGMTVGVVR R Q 95.00% 59.8 39 2.85 2 m2: Oxidation (+15.99) 622.8603 1,243.71 1,243.58 2 1.132 104 651 661 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% YMDGMTVGVVR R Q 95.00% 66 39 3.22 2 614.3283 1,226.64 1,227.59 2 0.06313 51.42 651 661 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% YMDGmTVGVVR R Q 95.00% 75.4 38.9 1.15 2 m5: Oxidation (+15.99) 622.2646 1,242.51 1,243.58 2 -0.05922 -47.62 651 661 TRUE

HFF Repeat 1 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 99.90% 2 2 9 3.27% YMDGMTVGVVR R Q 95.00% 75.8 39 4.46 2 614.3553 1,226.70 1,227.59 2 0.1171 95.4 651 661 TRUE

HFF Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 99.80% 2 2 4 5.84% DADIGVAEAER R D 95.00% 59.7 39.3 2.02 2 573.2723 1,144.53 1,145.54 2 -0.006035 -5.268 178 188 TRUE

HFF Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 99.80% 2 2 4 5.84% MALVLEALPQIAAK K I 95.00% 38.8 38.1 3.82 2 734.4641 1,466.91 1,467.86 2 0.06031 41.08 357 370 TRUE

HFF Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 99.80% 2 2 4 5.84% MALVLEALPQIAAK K I 95.00% 40.6 38.3 1.33 2 734.9523 1,467.89 1,467.86 2 1.037 23.15 357 370 TRUE

HFF Repeat 1 FLOT2 flotillin 2 IPI00789008 47,045.90 99.80% 2 2 4 5.84% mALVLEALPQIAAK K I 95.00% 49.9 38.4 0.678 2 m1: Oxidation (+15.99) 742.909 1,483.80 1,483.86 2 0.9553 -31.93 357 370 TRUE

HFF Repeat 1 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 99.80% 2 2 2 6.46% DTQSGSLLFIGR R L 95.00% 73.1 38.9 2.49 2 647.3386 1,292.66 1,293.68 2 -0.0101 -7.808 394 405 TRUE

HFF Repeat 1 SERPINH1 Serpin H1 precursor IPI00032140 46,424.00 99.80% 2 2 2 6.46% LYGPSSVSFADDFVR R S 95.00% 52.9 37.9 2.8 2 831.0036 1,659.99 1,659.80 2 1.199 117.9 134 148 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 31.7 37.6 1.48 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4897 1,774.96 1,775.81 2 0.163 91.79 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 35.2 37.6 0.678 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4463 1,774.88 1,775.81 2 0.0761 42.85 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 36 37.6 2 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0203 1,776.03 1,775.81 2 1.224 124.6 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 38 37.6 1.21 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0369 1,776.06 1,775.81 2 1.257 143.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AMGIMNSFVNDIFER K I 95.00% 41.2 37.7 0 2 873.0285 1,744.04 1,743.82 2 1.23 130.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AMGIMNSFVNDIFER K I 95.00% 0 0 4.37 2 873.4678 1,744.92 1,743.82 2 2.109 59.26 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 45.5 37.6 2.8 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5225 1,775.03 1,775.81 2 0.2286 128.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 46.8 37.6 2.28 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4593 1,774.90 1,775.81 2 0.1021 57.49 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 50.8 37.6 2.92 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0153 1,776.02 1,775.81 2 1.214 118.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 53.2 37.6 3.49 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4971 1,774.98 1,775.81 2 0.1778 100.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 56.9 37.6 3.74 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0269 1,776.04 1,775.81 2 1.237 132.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 57.4 37.6 2.8 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.011 1,776.01 1,775.81 2 1.206 114.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 58.5 37.6 4.05 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5231 1,775.03 1,775.81 2 0.2298 129.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 58.9 37.6 3.92 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5149 1,775.02 1,775.81 2 0.2133 120.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 65.8 37.6 3.96 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5231 1,775.03 1,775.81 2 0.2298 129.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AMGIMNSFVNDIFER K I 95.00% 67.9 37.5 4.23 2 872.4625 1,742.91 1,743.82 2 0.09837 56.41 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 73.2 37.6 5.05 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9603 1,775.91 1,775.81 2 1.104 57.05 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 73.8 37.6 5.85 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5133 1,775.01 1,775.81 2 0.2101 118.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGIMNSFVNDIFER K I 95.00% 74.6 37.6 7.39 2 m2: Oxidation (+15.99) 880.5415 1,759.07 1,759.81 2 0.2615 148.6 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 76.1 37.6 5.44 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4823 1,774.95 1,775.81 2 0.1481 83.39 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 76.6 37.6 5.46 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0031 1,775.99 1,775.81 2 1.19 105.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 79.1 37.6 3.08 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5203 1,775.03 1,775.81 2 0.2241 126.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 81.2 37.6 7.46 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5323 1,775.05 1,775.81 2 0.2482 139.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 81.8 37.6 5.96 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5125 1,775.01 1,775.81 2 0.2085 117.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 82.1 37.6 8.28 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5313 1,775.05 1,775.81 2 0.2461 138.6 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 82.3 37.6 4 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5152 1,775.02 1,775.81 2 0.214 120.5 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 82.9 37.6 6.08 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5047 1,774.99 1,775.81 2 0.193 108.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AMGIMNSFVNDIFER K I 95.00% 83.2 37.5 6.77 2 872.548 1,743.08 1,743.82 2 0.2693 154.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGImNSFVNDIFER K I 95.00% 83.5 37.6 5.23 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4978 1,774.98 1,775.81 2 0.1791 100.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGIMNSFVNDIFER K I 95.00% 84.9 37.6 7.82 2 m2: Oxidation (+15.99) 880.5441 1,759.07 1,759.81 2 0.2667 151.5 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AMGImNSFVNDIFER K I 95.00% 88.2 37.6 5.22 2 m5: Oxidation (+15.99) 880.4746 1,758.93 1,759.81 2 0.1276 72.49 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AmGIMNSFVNDIFER K I 95.00% 93.3 37.6 6.7 2 m2: Oxidation (+15.99) 880.5291 1,759.04 1,759.81 2 0.2366 134.4 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AMGImNSFVNDIFER K I 95.00% 95.1 37.6 5.03 2 m5: Oxidation (+15.99) 880.5054 1,759.00 1,759.81 2 0.1894 107.6 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% AMGImNSFVNDIFER K I 95.00% 108 37.6 4.85 2 m5: Oxidation (+15.99) 880.4495 1,758.88 1,759.81 2 0.07747 44.02 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% EIQTAVRLLLPGELAK R H 94.20% 24.8 37.7 0.824 2 584.7619 1,751.26 1,751.04 3 1.228 128.6 94 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% EIQTAVRLLLPGELAK R H 95.00% 24.2 37.8 1.37 2 876.1253 1,750.24 1,751.04 2 0.2004 114.4 94 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% EIQTAVRLLLPGELAK R H 95.00% 32 37.8 3.47 2 876.1045 1,750.19 1,751.04 2 0.1588 90.71 94 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% ESYSIYVYK K V 90.10% 36.7 38.9 0 2 576.3329 1,150.65 1,151.56 2 0.0966 83.88 36 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% ESYSIYVYK K V 95.00% 49.3 38.9 0 2 576.3723 1,150.73 1,151.56 2 0.1754 152.3 36 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% ESYSIYVYK K V 95.00% 49.8 38.9 0 2 576.8726 1,151.73 1,151.56 2 1.176 150.5 36 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% ESYSIYVYK K V 95.00% 62 38.9 0 2 576.3417 1,150.67 1,151.56 2 0.1142 99.15 36 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% ESYSIYVYK K V 95.00% 64.2 38.9 1.68 2 576.8103 1,151.61 1,151.56 2 1.051 42.25 36 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% KESYSIYVYK R V 95.00% 40.3 38.6 2.31 2 640.8703 1,279.73 1,279.66 2 1.076 57.54 35 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% KESYSIYVYK R V 95.00% 41.6 38.6 3.32 2 640.3817 1,278.75 1,279.66 2 0.09935 77.63 35 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% KESYSIYVYK R V 95.00% 42.6 38.6 3.7 2 640.3403 1,278.67 1,279.66 2 0.01643 12.84 35 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% KESYSIYVYK R V 95.00% 64.6 38.6 5 2 640.8753 1,279.74 1,279.66 2 1.086 65.35 35 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% KESYSIYVYK R V 95.00% 65.9 38.6 5.89 2 640.3794 1,278.74 1,279.66 2 0.09469 73.99 35 44 TRUE

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAK R H 90.60% 17.9 38.8 0.62 2 477.3582 952.7018 953.6032 2 0.1058 110.9 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAK R H 95.00% 40.3 38.8 0 2 477.3716 952.7286 953.6032 2 0.1326 139.1 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAK R H 95.00% 40.4 38.8 0 2 477.3846 952.7547 953.6032 2 0.1587 166.4 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAK R H 95.00% 40.6 38.8 0 2 477.3522 952.6898 953.6032 2 0.09387 98.43 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAK R H 95.00% 40.9 38.8 0 2 477.3876 952.7607 953.6032 2 0.1647 172.7 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAK R H 95.00% 41.2 38.8 0 2 477.3303 952.646 953.6032 2 0.05003 52.46 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAKHAVSEGTK R A 95.00% 37.6 37.8 3.74 2 588.3864 1,762.14 1,763.01 3 0.1383 78.44 101 117 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAKHAVSEGTK R A 95.00% 41.7 37.8 4.17 2 588.395 1,762.16 1,763.01 3 0.164 92.99 101 117 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAKHAVSEGTK R A 95.00% 43.5 37.8 1.77 2 588.7124 1,763.12 1,763.01 3 1.116 64.33 101 117 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAKHAVSEGTK R A 95.00% 49.3 37.8 1.59 2 588.7099 1,763.11 1,763.01 3 1.109 60.14 101 117 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% LLLPGELAKHAVSEGTK R A 95.00% 54.5 37.8 1.46 2 588.3969 1,762.17 1,763.01 3 0.1696 96.16 101 117 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% qVHPDTGISSK K A 95.00% 0 0 1.96 2 n-term: Pyro-cmC (-17.03) 576.3566 1,150.70 1,151.57 2 0.1367 118.7 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% qVHPDTGISSK K A 95.00% 0 0 2 2 n-term: Pyro-cmC (-17.03) 576.35 1,150.69 1,151.57 2 0.1235 107.3 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% qVHPDTGISSK K A 95.00% 0 0 2.11 2 n-term: Pyro-cmC (-17.03) 576.3269 1,150.64 1,151.57 2 0.07722 67.05 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% qVHPDTGISSK K A 95.00% 0 0 2.23 2 n-term: Pyro-cmC (-17.03) 576.3403 1,150.67 1,151.57 2 0.104 90.28 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% STITSREIQTAVR R L 95.00% 38.8 38.5 1.85 2 731.4613 1,460.91 1,461.80 2 0.1132 77.43 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% STITSREIQTAVR R L 95.00% 43.7 38.5 2.66 2 487.9664 1,460.88 1,461.80 3 0.0827 56.57 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% STITSREIQTAVR R L 95.00% 44.1 38.5 1.66 2 731.4754 1,460.94 1,461.80 2 0.1416 96.84 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% STITSREIQTAVR R L 95.00% 44.6 38.5 1.96 2 731.4264 1,460.84 1,461.80 2 0.04349 29.75 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% STITSREIQTAVR R L 95.00% 51.7 38.5 3.14 2 731.4728 1,460.93 1,461.80 2 0.1362 93.18 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% STITSREIQTAVR R L 95.00% 56.3 38.5 2.57 2 731.4037 1,460.79 1,461.80 2 -0.001849 -1.265 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% STITSREIQTAVR R L 95.00% 67 38.5 3.66 2 731.4427 1,460.87 1,461.80 2 0.07606 52.03 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% VLKQVHPDTGISSK K A 95.00% 19.5 38.2 2 2 503.6936 1,508.06 1,508.84 3 0.2228 147.6 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% VLKQVHPDTGISSK K A 95.00% 32 38.2 1.59 2 503.7339 1,508.18 1,508.84 3 0.3438 227.8 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% VLKQVHPDTGISSK K A 95.00% 38.2 38.2 1.38 2 503.7249 1,508.15 1,508.84 3 0.3169 210 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 10 54.80% VLKQVHPDTGISSK K A 95.00% 44.6 38.2 3.21 2 503.7028 1,508.09 1,508.84 3 0.2504 165.9 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 1 VTN Vitronectin precursor IPI00298971 54,288.10 99.80% 2 2 6 3.77% DVWGIEGPIDAAFTR R I 95.00% 29.9 38 1.49 2 823.9234 1,645.83 1,646.82 2 0.02204 13.39 198 212 TRUE

HFF Repeat 1 VTN Vitronectin precursor IPI00298971 54,288.10 99.80% 2 2 6 3.77% DVWGIEGPIDAAFTR R I 95.00% 40.3 38.1 2.34 2 824.4875 1,646.96 1,646.82 2 1.15 89.48 198 212 TRUE

HFF Repeat 1 VTN Vitronectin precursor IPI00298971 54,288.10 99.80% 2 2 6 3.77% DVWGIEGPIDAAFTR R I 95.00% 43 38 2.44 2 823.9894 1,645.96 1,646.82 2 0.1539 93.47 198 212 TRUE

HFF Repeat 1 VTN Vitronectin precursor IPI00298971 54,288.10 99.80% 2 2 6 3.77% DVWGIEGPIDAAFTR R I 95.00% 48.8 38 4.62 2 823.9983 1,645.98 1,646.82 2 0.1717 104.3 198 212 TRUE

HFF Repeat 1 VTN Vitronectin precursor IPI00298971 54,288.10 99.80% 2 2 6 3.77% LIRDVWGIEGPIDAAFTR K I 95.00% 22.9 36.9 1.19 2 677.0976 2,028.27 2,029.09 3 0.1913 94.28 195 212 TRUE

HFF Repeat 1 VTN Vitronectin precursor IPI00298971 54,288.10 99.80% 2 2 6 3.77% LIRDVWGIEGPIDAAFTR K I 95.00% 34.5 36.9 2.59 2 677.0073 2,028.00 2,029.09 3 -0.07942 -39.14 195 212 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% AKIQDKEGIPPDQQR K L 95.00% 0 0 2.51 2 575.0667 1,722.18 1,722.91 3 0.2719 157.8 28 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% ESTLHLVLR K L 95.00% 38.4 39 1.03 2 533.579 1,065.14 1,067.62 2 -1.47 -438.3 64 72 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% ESTLHLVLR K L 95.00% 53.4 39.1 2.03 2 534.376 1,066.74 1,067.62 2 0.1238 116 64 72 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% ESTLHLVLR K L 95.00% 65.7 39.1 0.678 2 534.3811 1,066.75 1,067.62 2 0.1341 125.6 64 72 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% ESTLHLVLR K L 95.00% 75.2 39.1 2.16 2 534.3966 1,066.78 1,067.62 2 0.1652 154.7 64 72 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 26.8 38.2 1.17 2 508.6213 1,522.84 1,523.78 3 0.06768 44.42 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 33.2 38.2 1.11 2 508.9173 1,523.73 1,523.78 3 0.9558 -30.79 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 38.6 38.1 1.96 2 508.7218 1,523.14 1,523.78 3 0.3693 242.3 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 40.5 38.2 2.21 2 762.4519 1,522.89 1,523.78 2 0.1148 75.37 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 46.2 38.2 1.52 2 508.6524 1,522.94 1,523.78 3 0.1611 105.7 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 52.3 38.2 0 2 508.6399 1,522.90 1,523.78 3 0.1235 81.04 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 54.8 38.2 0 2 509.0117 1,524.01 1,523.78 3 1.239 154.9 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 55.1 38.2 2.29 2 508.6528 1,522.94 1,523.78 3 0.1623 106.5 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% IQDKEGIPPDQQR K L 95.00% 75.8 38.2 5 2 762.4936 1,522.97 1,523.78 2 0.1983 130.1 30 42 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% LIFAGKQLEDGR R T 95.00% 48.8 39.1 1.52 2 674.4095 1,346.80 1,346.74 2 1.069 49.01 43 54 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% LIFAGKQLEDGR R T 95.00% 65.2 39 4.7 2 673.9124 1,345.81 1,346.74 2 0.07468 55.45 43 54 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% LIFAGKQLEDGR R T 95.00% 66.7 39 3.89 2 673.8992 1,345.78 1,346.74 2 0.04811 35.72 43 54 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% QLEDGRTLSDYNIQK K E 95.00% 34.3 37.7 1.11 2 594.0074 1,779.00 1,779.89 3 0.1202 67.52 49 63 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVK K A 95.00% 21 37.7 0.886 2 894.5863 1,787.16 1,787.93 2 0.2379 133 12 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVK K A 95.00% 22.5 37.6 2.35 2 895.0777 1,788.14 1,787.93 2 1.221 121.7 12 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVK K A 95.00% 37.3 37.7 2.74 2 894.5761 1,787.14 1,787.93 2 0.2173 121.5 12 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVK K A 95.00% 41 37.7 2.59 2 894.5544 1,787.09 1,787.93 2 0.174 97.29 12 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVK K A 95.00% 44.2 37.7 1.26 2 894.5908 1,787.17 1,787.93 2 0.2468 138 12 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVK K A 95.00% 46.9 37.7 0 2 894.5703 1,787.13 1,787.93 2 0.2057 115.1 12 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVK K A 95.00% 54.4 37.7 1.59 2 894.5397 1,787.06 1,787.93 2 0.1445 80.81 12 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVKAK K I 95.00% 38.6 37 1.48 2 663.3498 1,987.03 1,987.06 3 0.9753 -13.79 12 29 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVKAK K I 95.00% 38.8 37 0 2 663.4178 1,987.23 1,987.06 3 1.179 88.73 12 29 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVKAK K I 95.00% 45.4 37.2 0 2 663.0827 1,986.23 1,987.06 3 0.1739 87.48 12 29 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TITLEVEPSDTIENVKAK K I 95.00% 48 37 1.54 2 663.3902 1,987.15 1,987.06 3 1.096 47.09 12 29 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TLSDYNIQK R E 95.00% 37.9 38.9 0.62 2 541.3195 1,080.62 1,081.55 2 0.07917 73.19 55 63 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TLSDYNIQK R E 95.00% 51.4 38.9 0.886 2 541.3403 1,080.67 1,081.55 2 0.1207 111.6 55 63 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TLSDYNIQKESTLHLVLR R L 95.00% 32.6 36.5 3.89 2 710.8114 2,129.41 2,130.16 3 0.264 123.9 55 72 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TLSDYNIQKESTLHLVLR R L 95.00% 54.5 36.6 3.02 2 711.0988 2,130.27 2,130.16 3 1.126 57.92 55 72 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TLSDYNIQKESTLHLVLR R L 95.00% 78.8 36.6 4.03 2 711.0286 2,130.06 2,130.16 3 0.9156 -40.89 55 72 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TLTGKTITLEVEPSDTIENVK K A 95.00% 51.4 36.6 2.8 2 763.7627 2,288.27 2,288.22 3 1.05 20.63 7 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TLTGKTITLEVEPSDTIENVK K A 95.00% 60.4 36.6 3.26 2 763.7752 2,288.30 2,288.22 3 1.087 37.01 7 27 TRUE

HFF Repeat 1 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 10 11 37 42.30% TLTGKTITLEVEPSDTIENVK K A 95.00% 64.6 36.6 1.22 2 763.8302 2,288.47 2,288.22 3 1.252 109.1 7 27 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% AEFVEVTK K L 93.20% 38.9 39.4 0 2 461.8099 921.6052 922.488 2 0.1244 134.9 249 256 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% HLVDEPQNLIK K Q 95.00% 55.4 38.7 4.17 2 653.3957 1,304.78 1,305.72 2 0.06778 51.9 402 412 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% KQTALVELLK K H 95.00% 67.9 39.2 4.25 2 571.9273 1,141.84 1,142.71 2 0.1327 116.1 548 557 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% KVPQVSTPTLVEVSR R S 95.00% 34.2 37.8 1.34 2 547.7152 1,640.12 1,639.94 3 1.193 116 437 451 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% KVPQVSTPTLVEVSR R S 95.00% 43.7 37.8 2.6 2 547.7062 1,640.10 1,639.94 3 1.166 99.58 437 451 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% KVPQVSTPTLVEVSR R S 95.00% 49.7 37.8 1.15 2 547.6502 1,639.93 1,639.94 3 0.9982 -2.79 437 451 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% KVPQVSTPTLVEVSR R S 95.00% 52.5 37.7 4.07 2 547.3764 1,639.11 1,639.94 3 0.1769 107.9 437 451 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% KVPQVSTPTLVEVSR R S 95.00% 61.2 37.7 2.19 2 547.3753 1,639.10 1,639.94 3 0.1736 105.8 437 451 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% LGEYGFQNALIVR K Y 95.00% 70.7 38.3 3.28 2 741.0003 1,479.99 1,479.80 2 1.198 131.7 421 433 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% LVNELTEFAK K T 95.00% 41.9 39.2 0 2 582.3537 1,162.69 1,163.63 2 0.0694 59.64 66 75 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% LVNELTEFAK K T 95.00% 64.4 39.2 2.46 2 582.3638 1,162.71 1,163.63 2 0.0895 76.91 66 75 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% QTALVELLK K H 95.00% 49 39.4 0 2 507.9203 1,013.83 1,014.62 2 0.2137 210.6 549 557 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% QTALVELLK K H 95.00% 52.8 39.4 0.678 2 507.8725 1,013.73 1,014.62 2 0.1182 116.5 549 557 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% RHPEYAVSVLLR R L 95.00% 55.7 38.2 3.77 2 480.6336 1,438.88 1,439.81 3 0.07444 51.7 360 371 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% RHPEYAVSVLLR R L 95.00% 59.1 38.2 4.38 2 480.7013 1,439.08 1,439.81 3 0.2776 192.8 360 371 TRUE

HFF Repeat 1 Serum albumin precursor IPI00708398 69,276.20 100.00% 9 9 16 14.20% YLYEIAR K R 92.70% 38.3 39.1 0 2 464.3366 926.6587 927.4934 2 0.1725 186 161 167 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% LALQALTEK R L 95.00% 43 39.6 0 2 493.8978 985.781 986.5882 2 0.2 202.7 347 355 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% LALQALTEK R L 95.00% 53.8 39.6 0.62 2 493.8415 985.6683 986.5882 2 0.08738 88.56 347 355 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% LQHVEDGVLSMQVASAR R Q 95.00% 104 37.4 3.13 2 614.0042 1,838.99 1,839.94 3 0.05975 32.47 413 429 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% QREELGQGLQGVEQK R V 95.00% 38.5 37.7 1.17 2 567.3277 1,698.96 1,698.88 3 1.091 52.16 147 161 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% QTESLESLLSK R S 95.00% 70.8 39 2.47 2 617.9353 1,233.86 1,234.65 2 0.2106 170.6 430 440 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% RLEEELR R Q 95.00% 45.6 39.9 0.658 2 472.8115 943.6085 944.516 2 0.09973 105.6 372 378 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% SINDNIAIFTEVQKR K S 95.00% 45.7 37.6 0 2 583.4102 1,747.21 1,747.93 3 0.2822 161.4 247 261 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% SINDNIAIFTEVQKR K S 95.00% 52.7 37.7 2.09 2 583.7047 1,748.09 1,747.93 3 1.166 93.22 247 261 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% SLGETQLVLYGDVEELKR R S 95.00% 34.1 36.9 0.921 2 683.7672 2,048.28 2,049.09 3 0.2006 97.9 474 491 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% SVGELPSTVESLQK R V 95.00% 68.2 38.5 4.31 2 737.9828 1,473.95 1,473.78 2 1.179 119.3 492 505 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% SVGELPSTVESLQK R V 95.00% 79.9 38.4 3.28 2 737.4119 1,472.81 1,473.78 2 0.03681 24.98 492 505 TRUE

HFF Repeat 1 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 9 9 12 20.60% VQEQVHTLLSQDQAQAAR K L 95.00% 79.3 36.9 3.13 2 674.6683 2,020.98 2,022.04 3 -0.04607 -22.79 506 523 TRUE

HFF Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 99.90% 2 2 4 7.82% AELNEFLTR K E 95.00% 43.9 39.3 0 2 546.7503 1,091.49 1,092.57 2 -0.07517 -68.81 19 27 TRUE

HFF Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 99.90% 2 2 4 7.82% IMLPWDPTGK K I 95.00% 19.3 39.3 0.824 2 579.3586 1,156.70 1,157.60 2 0.1072 92.6 188 197 TRUE

HFF Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 99.90% 2 2 4 7.82% IMLPWDPTGK K I 95.00% 35.4 39.3 1.15 2 579.8381 1,157.66 1,157.60 2 1.066 54.76 188 197 TRUE

HFF Repeat 1 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 99.90% 2 2 4 7.82% IMLPWDPTGK K I 95.00% 47.4 39.3 0.959 2 579.3536 1,156.69 1,157.60 2 0.09729 84.04 188 197 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% AGVLAHLEEER R D 95.00% 54.8 38.6 1.44 2 612.8763 1,223.74 1,223.64 2 1.107 85.4 772 782 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% AGVLAHLEEER R D 95.00% 66.5 38.8 3.1 2 612.3886 1,222.76 1,223.64 2 0.132 107.9 772 782 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% AGVLAHLEEERDLK R I 95.00% 32.7 37.8 1.25 2 527.3754 1,579.10 1,579.84 3 0.2675 169.3 772 785 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% ALELDPNLYR R I 95.00% 31.4 39.3 3.06 2 602.8913 1,203.77 1,203.64 2 1.138 112.6 753 762 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% ALELDPNLYR R I 95.00% 32.2 39.3 2.64 2 602.4003 1,202.79 1,203.64 2 0.1563 129.9 753 762 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% ALELDPNLYR R I 95.00% 34.3 39.3 2.37 2 602.3163 1,202.62 1,203.64 2 -0.01167 -9.698 753 762 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% DAASLESQLQDTQELLQEETR K Q 95.00% 37.2 36.1 0 2 802.4402 2,404.30 2,404.15 3 1.158 64.66 1309 1329 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% ELDDATEANEGLSR R E 95.00% 51.8 38.3 2.85 2 760.4123 1,518.81 1,519.69 2 0.1302 85.65 1906 1919 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% ELQAQIAELQEDFESEKASR R N 95.00% 53.8 36 0 2 774.4202 2,320.24 2,321.13 3 0.1203 51.8 1115 1134 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% FDQLLAEEK K S 91.80% 37.9 39.3 0 2 546.839 1,091.66 1,092.56 2 0.1133 103.7 1453 1461 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% FDQLLAEEK K S 95.00% 52.9 39.3 1 2 546.8566 1,091.70 1,092.56 2 0.1487 136 1453 1461 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% IGQLEEQLEQEAKER K A 92.30% 35.2 37.4 0 2 600.7014 1,799.08 1,799.91 3 0.1761 97.83 1823 1837 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% IVFQEFR R Q 95.00% 43.7 39 0 2 469.8342 937.6539 938.5094 2 0.1517 161.7 719 725 TRUE
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Number of unique peptidesBiological sample name Gene symbol and protein name Protein accession numbers Protein molecular weight (Da) Protein identification probability ModificationsNumber of unique spectra Number of total spectra Percentage sequence coverage Peptide sequence Previous amino acid Next amino acid Peptide identification probability Mascot Ion score Mascot Identity score X! Tandem -log(e) score Number of enzymatic termini Peptide start index Peptide stop index Exclusive (*) Other proteins matched to peptideObserved m/z Actual peptide mass (AMU) Calculated +1H Peptide Mass (AMU) Spectrum charge Actual minus calculated peptide mass (AMU) Actual minus calculated peptide mass (PPM)

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% IVFQEFR R Q 95.00% 44.4 39 0 2 469.849 937.6835 938.5094 2 0.1813 193.2 719 725 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% KFDQLLAEEK K S 95.00% 23.7 39 1.89 2 610.8829 1,219.75 1,220.65 2 0.1062 86.98 1452 1461 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% KFDQLLAEEK K S 95.00% 46.9 39 1.92 2 610.8872 1,219.76 1,220.65 2 0.1149 94.09 1452 1461 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% KQELEEILHDLESR K V 95.00% 42.6 37.5 0 2 580.3502 1,738.03 1,738.90 3 0.1388 79.79 917 930 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LDPHLVLDQLR K C 94.00% 39 39 0 2 660.4144 1,318.81 1,318.75 2 1.073 53.56 690 700 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LDPHLVLDQLR K C 94.90% 39.7 39 0 2 659.9336 1,317.85 1,318.75 2 0.1119 84.84 690 700 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LDPHLVLDQLR K C 95.00% 32.3 39 0.721 2 659.8696 1,317.72 1,318.75 2 -0.0162 -12.29 690 700 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LDPHLVLDQLR K C 95.00% 45.8 39 0.638 2 659.8892 1,317.76 1,318.75 2 0.02301 17.44 690 700 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LDPHLVLDQLR K C 95.00% 51.5 39 2.85 2 659.8866 1,317.76 1,318.75 2 0.01796 13.62 690 700 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LQNELDNVSTLLEEAEKK K G 95.00% 41.8 36.7 0 2 692.1111 2,073.31 2,073.07 3 1.247 118 1285 1302 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LQQLFNHTmFILEQEEYQR K E 90.90% 33 35.9 0 2 m9: Oxidation (+15.99) 828.845 2,483.51 2,483.20 3 1.318 126.8 483 501 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LQQLFNHTmFILEQEEYQR K E 95.00% 41 35.9 0 2 m9: Oxidation (+15.99) 828.8252 2,483.45 2,483.20 3 1.258 102.9 483 501 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% LQQLFNHTMFILEQEEYQR K E 95.00% 67.6 36.1 1.59 2 823.4942 2,467.46 2,467.21 3 1.26 104.4 483 501 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% NTNPNFVR R C 95.00% 27.6 39.9 2 2 481.3017 960.5889 961.4849 2 0.1112 115.6 670 677 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% NTNPNFVR R C 95.00% 39.1 39.9 1.14 2 481.3029 960.5912 961.4849 2 0.1136 118.1 670 677 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% NTNPNFVR R C 95.00% 39.6 39.8 1.02 2 481.8075 961.6005 961.4849 2 1.123 124.8 670 677 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% QLLQANPILESFGNAK R T 95.00% 31.5 37.5 1.08 2 872.5771 1,743.14 1,742.94 2 1.203 114.9 217 232 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% QLLQANPILESFGNAK R T 95.00% 34.2 37.4 0.658 2 872.092 1,742.17 1,742.94 2 0.233 133.6 217 232 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% QVLALQSQLADTK K K 95.00% 28.3 38.4 1.96 2 707.9149 1,413.82 1,414.79 2 0.03226 22.8 1365 1377 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% QVLALQSQLADTK K K 95.00% 68.5 38.4 4.39 2 707.8939 1,413.77 1,414.79 2 -0.009701 -6.857 1365 1377 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% SLEAEILQLQEELASSER K A 95.00% 64.8 37 4.08 2 682.6481 2,044.92 2,045.04 3 0.8899 -55.13 1684 1701 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% SLEAEILQLQEELASSER K A 95.00% 79.8 36.9 4.59 2 682.3935 2,044.16 2,045.04 3 0.1262 61.68 1684 1701 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% TGLEDPERYLFVDR R A 95.00% 26.7 37.7 1.55 2 570.6702 1,708.99 1,709.85 3 0.1465 85.64 5 18 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% TGLEDPERYLFVDR R A 95.00% 29 37.7 2.17 2 570.6955 1,709.06 1,709.85 3 0.2223 130 5 18 TRUE

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% TQLEELEDELQATEDAKLR R L 95.00% 60.5 36.4 0 2 744.7502 2,231.23 2,231.10 3 1.132 57.84 1546 1564 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% VDYKADEWLMK K N 95.00% 41.2 38.4 0 2 466.6343 1,396.88 1,397.68 3 0.2112 151.1 584 594 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% VDYKADEWLMK K N 95.00% 42.6 38.4 1.07 2 466.6221 1,396.84 1,397.68 3 0.1747 125 584 594 FALSE IPI00019502

HFF Repeat 1 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 12 12 19 13.80% VDYKADEWLMK K N 95.00% 43 38.4 0 2 466.6357 1,396.89 1,397.68 3 0.2155 154.2 584 594 FALSE IPI00019502

HFF Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 99.60% 2 2 2 7.89% AEPEDHYFLLTEPPLNTPENR R E 92.30% 19.9 35.8 0.796 2 828.5045 2,482.49 2,482.19 3 1.31 123.8 103 123 TRUE

HFF Repeat 1 ACTR3 Actin-related protein 3 IPI00028091 47,353.80 99.60% 2 2 2 7.89% NIVLSGGSTMFR K D 95.00% 29.9 38.5 1.49 2 641.3703 1,280.73 1,281.66 2 0.07123 55.57 318 329 TRUE

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 94.90% 40.9 40.1 0 2 488.8757 975.7368 976.4484 2 0.2957 302.7 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 42.2 39.8 1.52 2 489.3033 976.592 976.4484 2 1.151 151.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 42.5 40.1 0.678 2 488.7789 975.5433 976.4484 2 0.1021 104.6 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 43.8 40.1 1.52 2 488.8037 975.5928 976.4484 2 0.1516 155.3 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 50.7 40.1 0.62 2 488.8104 975.6062 976.4484 2 0.165 169 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 57 40.1 2.72 2 488.7705 975.5265 976.4484 2 0.08528 87.33 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 57.8 40.1 1.66 2 488.8054 975.5963 976.4484 2 0.1551 158.9 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 58.5 40.1 2.4 2 488.7695 975.5245 976.4484 2 0.08329 85.29 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 61.4 40.1 2.28 2 488.8249 975.6352 976.4484 2 0.1941 198.7 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 65.7 40.1 2 2 488.7809 975.5472 976.4484 2 0.106 108.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 65.8 40.1 2.59 2 488.7897 975.5648 976.4484 2 0.1236 126.6 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 66.1 40.1 1.92 2 488.8058 975.597 976.4484 2 0.1558 159.6 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 66.3 40.1 1.85 2 488.815 975.6155 976.4484 2 0.1743 178.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 66.4 40.1 2.4 2 488.791 975.5674 976.4484 2 0.1262 129.2 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 66.4 40.1 1.6 2 488.7538 975.493 976.4484 2 0.05178 53.03 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 68.2 40.1 2.24 2 488.7908 975.567 976.4484 2 0.1258 128.9 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 69 40.1 1.64 2 488.8029 975.5912 976.4484 2 0.15 153.6 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 70.3 40.1 1.77 2 488.8003 975.586 976.4484 2 0.1448 148.3 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 71.4 40.1 2.39 2 488.7851 975.5556 976.4484 2 0.1144 117.2 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 72 40.1 1.8 2 488.7755 975.5364 976.4484 2 0.09525 97.54 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 72.1 40.1 2.19 2 488.7928 975.571 976.4484 2 0.1298 132.9 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 75.2 40.1 3.17 2 488.7863 975.5581 976.4484 2 0.117 119.8 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AGFAGDDAPR K A 95.00% 75.4 40.1 1.96 2 488.7932 975.5718 976.4484 2 0.1306 133.7 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 92.20% 37.9 39 0 2 599.8711 1,197.73 1,198.71 2 0.02945 24.56 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 93.20% 38.3 38.9 0 2 599.3665 1,196.72 1,198.71 2 -0.9798 19.17 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 95.00% 44.5 38.9 0 2 599.3773 1,196.74 1,198.71 2 -0.9582 37.21 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 95.00% 46.3 39 0 2 599.8897 1,197.76 1,198.71 2 0.06668 55.62 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 95.00% 47 39 0 2 599.9034 1,197.79 1,198.71 2 0.09399 78.4 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 95.00% 50.8 39 0 2 599.9455 1,197.88 1,198.71 2 0.1782 148.6 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 95.00% 57 39 0 2 599.9209 1,197.83 1,198.71 2 0.1289 107.5 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 95.00% 58.8 39 0.638 2 599.9146 1,197.81 1,198.71 2 0.1164 97.08 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% AVFPSIVGRPR R H 95.00% 71.6 39 0 2 599.8588 1,197.70 1,198.71 2 0.004869 4.062 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSK K R 95.00% 29.5 39 4.92 2 599.7779 1,197.54 1,198.52 2 0.02608 21.76 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSK K R 95.00% 35.8 39 0.678 2 599.8247 1,197.63 1,198.52 2 0.1198 99.96 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSK K R 95.00% 38.3 39.1 1.57 2 600.2363 1,198.46 1,198.52 2 0.9429 -49.86 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSK K R 95.00% 43.2 39 1 2 599.8025 1,197.59 1,198.52 2 0.07542 62.92 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSK K R 95.00% 52.5 39 3.66 2 599.8122 1,197.61 1,198.52 2 0.09471 79.02 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSK K R 95.00% 54.3 39 3.17 2 599.8225 1,197.63 1,198.52 2 0.1154 96.3 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSK K R 95.00% 54.8 39 3.43 2 599.8353 1,197.66 1,198.52 2 0.1409 117.6 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSK K R 95.00% 58.4 39 1.92 2 599.8131 1,197.61 1,198.52 2 0.09653 80.53 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 29.6 38.6 0.886 2 452.299 1,353.88 1,354.62 3 0.2591 191.3 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 46.3 38.6 2.08 2 452.2971 1,353.87 1,354.62 3 0.2534 187 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 46.4 38.6 1.89 2 677.8632 1,353.71 1,354.62 2 0.0956 70.57 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 51.9 38.6 1.03 2 452.3175 1,353.93 1,354.62 3 0.3145 232.1 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 53.2 38.6 4.8 2 677.8363 1,353.66 1,354.62 2 0.04183 30.88 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 53.4 38.6 2.24 2 452.2502 1,353.73 1,354.62 3 0.1126 83.08 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 59.5 38.6 2.72 2 677.844 1,353.67 1,354.62 2 0.05734 42.33 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 63.1 38.6 4.32 2 677.8103 1,353.61 1,354.62 2 -0.01017 -7.51 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 64.7 38.6 2.39 2 452.2788 1,353.81 1,354.62 3 0.1985 146.5 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 75.1 38.6 3.74 2 677.8447 1,353.67 1,354.62 2 0.05864 43.28 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 75.5 38.7 3.92 2 452.6043 1,354.79 1,354.62 3 1.175 126.9 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 78.6 38.6 4.89 2 677.8652 1,353.72 1,354.62 2 0.09973 73.61 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% DSYVGDEAQSKR K G 95.00% 81.8 38.6 5.36 2 677.8503 1,353.69 1,354.62 2 0.06983 51.54 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 94.80% 40 39.2 0 2 581.3324 1,160.65 1,161.62 2 0.03897 33.55 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTmK K I 95.00% 24.8 39.3 1.03 2 m10: Oxidation (+15.99) 589.3613 1,176.71 1,177.61 2 0.102 86.57 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTmK K I 95.00% 27.4 39.3 1.6 2 m10: Oxidation (+15.99) 589.3719 1,176.73 1,177.61 2 0.123 104.4 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTmK K I 95.00% 33 39.3 3.06 2 m10: Oxidation (+15.99) 589.3692 1,176.72 1,177.61 2 0.1176 99.82 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTmK K I 95.00% 36 39.3 1 2 m10: Oxidation (+15.99) 589.3422 1,176.67 1,177.61 2 0.0636 54 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTmK K I 95.00% 36.3 39.3 0.824 2 m10: Oxidation (+15.99) 589.3475 1,176.68 1,177.61 2 0.07436 63.14 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 38 39.2 1.7 2 581.3464 1,160.68 1,161.62 2 0.06702 57.69 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 43.5 39.2 0 2 581.3492 1,160.68 1,161.62 2 0.07251 62.41 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 44.9 39.2 0 2 581.3667 1,160.72 1,161.62 2 0.1075 92.56 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 45.6 39.2 0 2 581.3621 1,160.71 1,161.62 2 0.09836 84.67 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 46.2 39.2 0 2 581.3746 1,160.73 1,161.62 2 0.1233 106.1 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 47 39.2 0 2 581.391 1,160.77 1,161.62 2 0.1561 134.4 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 48.5 39.2 0 2 581.3258 1,160.64 1,161.62 2 0.02584 22.24 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 49.4 39.2 0 2 581.2288 1,160.44 1,161.62 2 -0.1681 -144.8 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 50.1 39.2 0.886 2 581.3611 1,160.71 1,161.62 2 0.09647 83.04 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 50.6 39.2 1.09 2 581.3896 1,160.76 1,161.62 2 0.1534 132 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 50.9 39.2 0.921 2 581.3283 1,160.64 1,161.62 2 0.03073 26.45 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 51.2 39.2 1.05 2 581.3677 1,160.72 1,161.62 2 0.1095 94.26 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 51.8 39.2 0 2 581.3085 1,160.60 1,161.62 2 -0.008803 -7.578 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 53.5 39.2 1.13 2 581.3837 1,160.75 1,161.62 2 0.1416 121.9 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 54.5 39.2 0 2 581.3703 1,160.73 1,161.62 2 0.1147 98.76 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 54.5 39.2 1.77 2 581.3481 1,160.68 1,161.62 2 0.0704 60.6 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 56.6 39.2 0 2 581.3075 1,160.60 1,161.62 2 -0.01073 -9.235 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% EITALAPSTMK K I 95.00% 68 39.2 1.47 2 581.3548 1,160.70 1,161.62 2 0.08382 72.15 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% GYSFVTTAER R E 95.00% 30.3 39.3 1.74 2 566.3203 1,130.63 1,130.55 2 1.086 73.26 199 208 FALSE IPI00021428

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% GYSFVTTAER R E 95.00% 42.1 39.3 2.68 2 565.8572 1,129.70 1,130.55 2 0.1595 141 199 208 FALSE IPI00021428

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% GYSFVTTAER R E 95.00% 52.1 39.3 2.41 2 565.8253 1,129.64 1,130.55 2 0.09563 84.58 199 208 FALSE IPI00021428

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% HQGVMVGMGQK R D 95.00% 27.1 39 2.16 2 586.3466 1,170.68 1,171.57 2 0.1147 97.92 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% HQGVMVGMGQK R D 95.00% 28.1 39 1.82 2 586.371 1,170.73 1,171.57 2 0.1636 139.6 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% HQGVmVGMGQK R D 95.00% 43.5 39.2 4.6 2 m5: Oxidation (+15.99) 594.3372 1,186.66 1,187.57 2 0.1009 84.96 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% HQGVMVGMGQK R D 95.00% 61.7 39 6.46 2 586.3456 1,170.68 1,171.57 2 0.1128 96.23 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% HQGVMVGmGQKDSYVGDEAQSK R R 95.00% 38.4 36.1 0.699 2 m8: Oxidation (+15.99) 790.0888 2,367.24 2,367.07 3 1.181 75.3 42 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% HQGVMVGmGQKDSYVGDEAQSK R R 95.00% 53.5 36.1 1.42 2 m8: Oxidation (+15.99) 790.1454 2,367.41 2,367.07 3 1.351 147 42 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% HQGVMVGMGQKDSYVGDEAQSK R R 95.00% 80.8 36.1 3.25 2 784.7948 2,351.36 2,351.08 3 1.294 123.9 42 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% IKIIAPPER K K 95.00% 44.8 39.2 0 2 518.8994 1,035.78 1,036.65 2 0.1399 134.9 329 337 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% IWHHTFYNELR K V 95.00% 49.6 38.3 1.7 2 506.0054 1,514.99 1,515.75 3 0.2525 166.5 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% IWHHTFYNELR K V 95.00% 58.3 38.3 2.14 2 505.9929 1,514.96 1,515.75 3 0.2151 141.9 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% KDLYANNVLSGGTTMYPGIADR R M 95.00% 74.5 36.1 4.06 2 786.4502 2,356.33 2,356.16 3 1.176 73.31 293 314 TRUE

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 92.90% 15.8 37.8 0.824 2 542.0288 1,623.06 1,623.84 3 0.2305 141.9 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 92.90% 17.6 37.8 0.824 2 541.9999 1,622.98 1,623.84 3 0.1437 88.51 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 93.40% 13.1 38 0.854 2 542.3402 1,624.00 1,623.84 3 1.165 99.58 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 94.30% 17.6 37.8 0.77 2 812.4723 1,622.93 1,623.84 2 0.09583 59.01 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 95.00% 16.3 37.8 2.38 2 812.4514 1,622.89 1,623.84 2 0.05405 33.28 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 95.00% 16.5 37.8 1.29 2 812.5123 1,623.01 1,623.84 2 0.1758 108.3 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLmK R I 95.00% 21.5 37.7 1.49 2 m13: Oxidation (+15.99) 547.352 1,639.03 1,639.84 3 0.2052 125.1 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 95.00% 22 37.8 2.13 2 812.5309 1,623.05 1,623.84 2 0.2131 131.2 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 95.00% 24.3 37.8 1.62 2 541.9862 1,622.94 1,623.84 3 0.1026 63.15 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 95.00% 25 37.8 2.66 2 812.4978 1,622.98 1,623.84 2 0.1468 90.41 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 95.00% 30.3 37.8 2.14 2 542.0156 1,623.03 1,623.84 3 0.1909 117.6 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLmK R I 95.00% 31.6 37.7 1.19 2 m13: Oxidation (+15.99) 820.476 1,638.94 1,639.84 2 0.1083 66.06 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% LDLAGRDLTDYLMK R I 95.00% 35.6 37.8 2.62 2 812.4538 1,622.89 1,623.84 2 0.05878 36.2 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 27.6 38.2 2.06 2 774.9971 1,547.98 1,548.81 2 0.1743 112.5 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 34.3 38.2 1.6 2 516.9867 1,547.94 1,548.81 3 0.1328 85.71 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% mQKEITALAPSTMK R I 95.00% 35.5 38.2 0.824 2 m1: Oxidation (+15.99) 522.3602 1,564.06 1,564.81 3 0.2584 165.1 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% mQKEITALAPSTMK R I 95.00% 37.8 38.2 2.92 2 m1: Oxidation (+15.99) 522.3265 1,563.96 1,564.81 3 0.1574 100.6 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 39.2 38.2 2.19 2 516.9811 1,547.92 1,548.81 3 0.1162 75.01 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 40.9 38.2 2.92 2 516.9918 1,547.95 1,548.81 3 0.1483 95.74 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 41.4 38.2 1.33 2 517.3349 1,548.98 1,548.81 3 1.177 112.7 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 43.2 38.2 2.12 2 516.9697 1,547.89 1,548.81 3 0.08177 52.79 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 43.5 38.2 0 2 517.2002 1,548.58 1,548.81 3 0.7734 -148 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 44.7 38.2 1.68 2 516.989 1,547.95 1,548.81 3 0.1399 90.29 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 47.1 38.2 0 2 517.0123 1,548.02 1,548.81 3 0.2097 135.4 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% MQKEITALAPSTMK R I 95.00% 62.4 38.2 1.64 2 517.022 1,548.04 1,548.81 3 0.2389 154.2 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 91.70% 36.1 37.5 0 2 896.1286 1,790.24 1,790.89 2 0.3578 199.8 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 92.80% 35.7 37.5 0 2 597.6827 1,790.03 1,790.89 3 0.1414 78.92 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 94.90% 37.2 37.5 0 2 597.6948 1,790.06 1,790.89 3 0.1777 99.21 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 16.9 37.5 2.28 2 896.0392 1,790.06 1,790.89 2 0.179 99.96 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 23.8 37.6 1.26 2 896.4988 1,790.98 1,790.89 2 1.098 53.32 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 24.3 37.5 2.17 2 896.0658 1,790.12 1,790.89 2 0.2322 129.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 29.4 37.6 1.32 2 896.5521 1,791.09 1,790.89 2 1.205 112.8 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 35.1 37.5 1.82 2 896.0969 1,790.18 1,790.89 2 0.2945 164.4 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 40 37.5 3.6 2 896.0341 1,790.05 1,790.89 2 0.1687 94.2 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 42.2 37.5 0 2 597.6477 1,789.92 1,790.89 3 0.03635 20.3 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 42.5 37.5 0 2 597.7124 1,790.12 1,790.89 3 0.2304 128.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 43.2 37.5 0 2 597.6966 1,790.07 1,790.89 3 0.183 102.2 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 46.5 37.5 0 2 597.7052 1,790.09 1,790.89 3 0.2089 116.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 47.4 37.6 2.8 2 896.5486 1,791.08 1,790.89 2 1.198 108.8 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 49.2 37.5 3.05 2 896.0675 1,790.12 1,790.89 2 0.2357 131.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 50.3 37.5 2.74 2 896.0379 1,790.06 1,790.89 2 0.1763 98.42 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 52.5 37.5 3.19 2 896.0606 1,790.11 1,790.89 2 0.2219 123.9 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 55 37.5 0.824 2 597.6648 1,789.97 1,790.89 3 0.0877 48.97 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 56.1 37.5 4.29 2 896.0284 1,790.04 1,790.89 2 0.1573 87.84 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 57.5 37.5 4.14 2 896.0781 1,790.14 1,790.89 2 0.2568 143.4 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 60 37.5 4.68 2 895.9818 1,789.95 1,790.89 2 0.06413 35.81 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 61.4 37.5 2.62 2 896.0621 1,790.11 1,790.89 2 0.2248 125.5 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 67.1 37.6 4.32 2 896.5223 1,791.03 1,790.89 2 1.145 79.46 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 67.7 37.5 7.6 2 896.1074 1,790.20 1,790.89 2 0.3154 176.1 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 68.9 37.6 3.6 2 896.5371 1,791.06 1,790.89 2 1.175 95.98 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 72.5 37.5 6.28 2 896.0195 1,790.02 1,790.89 2 0.1395 77.9 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 74.3 37.5 4.12 2 896.0367 1,790.06 1,790.89 2 0.1741 97.19 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 75.9 37.5 3.33 2 896.0307 1,790.05 1,790.89 2 0.1619 90.41 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 80.9 37.5 3.57 2 896.0501 1,790.09 1,790.89 2 0.2008 112.1 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 85.3 37.5 8.52 2 896.0424 1,790.07 1,790.89 2 0.1854 103.5 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% SYELPDGQVITIGNER K F 95.00% 86.6 37.5 4.24 2 896.0111 1,790.01 1,790.89 2 0.1228 68.56 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% VAPEEHPTLLTEAPLNPK R A 95.00% 38.9 36.8 0 2 653.0402 1,956.10 1,956.04 3 1.062 30.31 98 115 FALSE IPI00021428

HFF Repeat 1 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 3 5 40.30% YPIEHGIITNWDDMEK K I 95.00% 34.2 37.1 1 2 654.6842 1,961.03 1,960.91 3 1.127 63.21 71 86 FALSE IPI00021428

HFF Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 3 2.69% TINEVENQILTR R D 95.00% 58.6 38.6 0 2 715.9653 1,429.92 1,429.76 2 1.159 108.9 727 738 TRUE

HFF Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 3 2.69% VGWEQLLTTIAR R T 95.00% 54.5 38.6 0.886 2 694.309 1,386.60 1,386.77 2 0.8366 -119.7 715 726 TRUE

HFF Repeat 1 ACTN1 Alpha-actinin-1 IPI00013508,IPI00013808,IPI00759776 103,043.00 99.80% 2 2 3 2.69% VGWEQLLTTIAR R T 95.00% 56.3 38.5 0 2 693.9303 1,385.85 1,386.77 2 0.07913 57.06 715 726 TRUE

HFF Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 99.80% 2 2 2 4.39% NTLLIAGLQAR K N 95.00% 48.2 39.1 2.36 2 585.9051 1,169.80 1,169.70 2 1.103 85.32 240 250 TRUE

HFF Repeat 1 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 99.80% 2 2 2 4.39% SSLNPILFR K G 95.00% 27.8 39.7 1.19 2 524.338 1,046.66 1,046.60 2 1.069 63.55 190 198 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% AAGVPSATITWR R K 95.00% 36 39.2 2.82 2 615.3707 1,228.73 1,229.66 2 0.07034 57.2 1979 1990 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% AAGVPSATITWR R K 95.00% 45.1 39.1 2.85 2 615.8813 1,229.75 1,229.66 2 1.092 72.26 1979 1990 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% AAGVPSATITWR R K 95.00% 50.5 39.2 3.1 2 615.3483 1,228.68 1,229.66 2 0.02553 20.76 1979 1990 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% AGFFGDAMK K A 95.00% 45.5 39.5 0.721 2 472.3109 942.6072 943.4343 2 0.1802 190.9 797 805 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% AGFFGDAMK K A 95.00% 55 39.5 0 2 472.2773 942.5401 943.4343 2 0.113 119.8 797 805 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% AmDFNGILTIR R N 95.00% 51.7 38.7 3.02 2 m2: Oxidation (+15.99) 634.3618 1,266.71 1,266.65 2 1.065 49.19 1818 1828 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% AmDFNGILTIR R N 95.00% 62.4 38.7 2.96 2 m2: Oxidation (+15.99) 633.8951 1,265.78 1,266.65 2 0.1316 103.9 1818 1828 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% AMDFNGILTIR R N 95.00% 104 38.8 2.74 2 625.8603 1,249.71 1,250.66 2 0.05693 45.52 1818 1828 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% ASYAQQPAESR R V 95.00% 49.3 39.1 2.89 2 604.344 1,206.67 1,207.57 2 0.1105 91.53 1091 1101 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% ASYAQQPAESR R V 95.00% 71.3 39.1 4.24 2 604.3603 1,206.71 1,207.57 2 0.1431 118.5 1091 1101 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% EHLLmALADLDELLIR R A 95.00% 70.8 37.3 2.27 2 m5: Oxidation (+15.99) 627.3189 1,878.94 1,881.02 3 -1.073 -37.44 1479 1494 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% EHLLmALAGIDTLLIR R A 95.00% 88.7 37.7 5 2 m5: Oxidation (+15.99) 898.0703 1,794.13 1,795.02 2 0.1183 65.91 1075 1090 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% EHLLmALAGIDTLLIR R A 95.00% 89 37.5 3.26 2 m5: Oxidation (+15.99) 599.3727 1,795.10 1,795.02 3 1.089 47.77 1075 1090 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% EHLLmALAGIDTLLIR R A 95.00% 98.5 37.7 3.44 2 m5: Oxidation (+15.99) 599.0435 1,794.11 1,795.02 3 0.101 56.28 1075 1090 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% EQAWQRPDGQPATR R E 95.00% 29.6 37.7 0.745 2 547.289 1,638.85 1,639.79 3 0.05858 35.72 1061 1074 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGMATIR R H 95.00% 38.3 38.8 1.41 2 562.6503 1,123.29 1,125.54 2 -1.243 -213.3 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGMATIR R H 95.00% 43.9 38.9 1.24 2 563.8773 1,125.74 1,125.54 2 1.211 185.2 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGMATIR R H 95.00% 47.5 38.8 2.48 2 562.9763 1,123.94 1,125.54 2 -0.5906 366.4 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGMATIR R H 95.00% 64.4 38.8 3.96 2 563.3072 1,124.60 1,125.54 2 0.07127 63.32 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGMATIR R H 95.00% 64.8 38.8 4.35 2 563.3033 1,124.59 1,125.54 2 0.06339 56.32 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGmATIR R H 95.00% 68.3 39.2 3.85 2 m7: Oxidation (+15.99) 571.8385 1,141.66 1,141.53 2 1.139 119.1 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGMATIR R H 95.00% 74.9 38.8 4.96 2 563.3227 1,124.63 1,125.54 2 0.1024 90.93 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGMATIR R H 95.00% 81.2 38.8 5.18 2 563.2931 1,124.57 1,125.54 2 0.04314 38.33 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FDAGSGmATIR R H 95.00% 86.5 39 4.24 2 m7: Oxidation (+15.99) 571.3117 1,140.61 1,141.53 2 0.08537 74.78 3737 3747 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FLGDKVTSYGGELR R F 95.00% 30.8 38.2 1.12 2 771.5269 1,541.04 1,541.80 2 0.2506 162.5 997 1010 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FLGDKVTSYGGELR R F 95.00% 46.3 38.1 1.19 2 514.983 1,541.93 1,541.80 3 1.139 88.01 997 1010 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FLGDKVTSYGGELR R F 95.00% 50.7 38.2 1.92 2 514.7141 1,541.12 1,541.80 3 0.3316 215 997 1010 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FLGDKVTSYGGELR R F 95.00% 54.1 38.2 3.05 2 514.7062 1,541.10 1,541.80 3 0.308 199.7 997 1010 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FLGDKVTSYGGELR R F 95.00% 60.8 38.2 1.96 2 514.6695 1,540.99 1,541.80 3 0.1979 128.4 997 1010 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% FLGDKVTSYGGELR R F 95.00% 76.8 38.2 3.35 2 514.6469 1,540.92 1,541.80 3 0.13 84.28 997 1010 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GGSLPPHTQVHGSR R L 95.00% 48.2 38.5 1.22 2 477.3171 1,428.93 1,429.73 3 0.207 144.8 2088 2101 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GHTPTQPGALNQR R Q 95.00% 36.2 38.6 2.82 2 459.9602 1,376.86 1,376.70 3 1.163 116.2 648 660 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GHTPTQPGALNQR R Q 95.00% 40.4 38.7 2.62 2 459.6631 1,375.97 1,376.70 3 0.2717 197.3 648 660 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GHTPTQPGALNQR R Q 95.00% 45.5 38.6 1.77 2 459.9919 1,376.95 1,376.70 3 1.258 185.1 648 660 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GHTPTQPGALNQR R Q 95.00% 51.6 38.7 1.35 2 459.6272 1,375.86 1,376.70 3 0.1639 119.1 648 660 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GMLEPVQRPDVVLVGAGYR R L 95.00% 37.6 36.7 1.2 2 686.3889 2,056.15 2,056.10 3 1.051 23.56 625 643 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GmLEPVQRPDVVLVGAGYR R L 95.00% 41.7 36.5 3.68 2 m2: Oxidation (+15.99) 691.7354 2,072.18 2,072.10 3 1.096 44.81 625 643 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GmLEPVQRPDVVLVGAGYR R L 95.00% 49.6 36.5 1.96 2 m2: Oxidation (+15.99) 691.7324 2,072.18 2,072.10 3 1.087 40.47 625 643 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GmLEPVQRPDVVLVGAGYR R L 95.00% 53 36.6 1.54 2 m2: Oxidation (+15.99) 691.3652 2,071.07 2,072.10 3 -0.01496 -7.222 625 643 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GMLEPVQRPDVVLVGAGYR R L 95.00% 58.5 36.7 3.17 2 685.9802 2,054.92 2,056.10 3 -0.175 -85.14 625 643 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% GMVFGIPDGVLELVPQR R G 95.00% 32.3 37.4 2.1 2 914.6065 1,827.20 1,826.98 2 1.222 120 486 502 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% HLISTHFAPGDFQGFALVNPQR R N 95.00% 74.5 35.8 1.49 2 818.1793 2,451.52 2,452.25 3 0.271 110.5 1342 1363 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% HQTHGSLLR R L 95.00% 27.8 39.5 1.48 2 524.8584 1,047.70 1,048.56 2 0.1448 138.1 2196 2204 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% IAHVELADAGQYR R C 95.00% 54.2 38.5 1.18 2 481.9989 1,442.98 1,442.74 3 1.244 166.7 3542 3554 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% IAHVELADAGQYR R C 95.00% 67.3 38.4 2.19 2 481.6525 1,441.94 1,442.74 3 0.2041 141.5 3542 3554 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% IQVVVLSASDASPPPVK R I 95.00% 64.3 37.6 3.4 2 569.6939 1,706.06 1,706.97 3 0.0982 57.53 2038 2054 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% IQVVVLSASDASPPPVK R I 95.00% 70.4 37.7 4.82 2 854.5451 1,707.08 1,706.97 2 1.114 65.14 2038 2054 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LDVEFKPLAPDGVLLFSGGK R S 95.00% 41.6 36.6 1.74 2 701.7377 2,102.19 2,102.15 3 1.045 20.03 3953 3972 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LDVEFKPLAPDGVLLFSGGK R S 95.00% 47.2 36.7 2.68 2 701.4002 2,101.18 2,102.15 3 0.03235 15.39 3953 3972 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LDVEFKPLAPDGVLLFSGGK R S 95.00% 54.5 36.7 1.32 2 701.4302 2,101.27 2,102.15 3 0.1224 58.2 3953 3972 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LEGDTLIIPR R V 95.00% 29.8 39.1 2.13 2 564.3828 1,126.75 1,126.65 2 1.111 96.3 3258 3267 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LEGDTLIIPR R V 95.00% 37.3 39.1 0.638 2 564.3768 1,126.74 1,126.65 2 1.099 85.71 3258 3267 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LEGDTLIIPR R V 95.00% 49.4 38.9 1.68 2 563.8876 1,125.76 1,126.65 2 0.121 107.4 3258 3267 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LEGDTLIIPR R V 95.00% 84 38.9 2.24 2 563.869 1,125.72 1,126.65 2 0.08383 74.4 3258 3267 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LEGDTLIIPR R V 95.00% 84 38.9 2.1 2 563.8615 1,125.71 1,126.65 2 0.06883 61.09 3258 3267 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LEGDTLIIPR R V 95.00% 84.2 38.9 2.32 2 563.8849 1,125.76 1,126.65 2 0.1156 102.6 3258 3267 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LGTVPQFPR R A 95.00% 53.2 39.4 1.41 2 507.8581 1,013.70 1,014.57 2 0.1356 133.6 189 197 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LGTVPQFPR R A 95.00% 54.8 39.4 1.41 2 507.8642 1,013.71 1,014.57 2 0.1478 145.6 189 197 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LGTVPQFPR R A 95.00% 59.2 39.4 1.7 2 507.8132 1,013.61 1,014.57 2 0.04583 45.17 189 197 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LHLVSPADSGEYVcR R A 95.00% 48.4 37.7 0 2 c14: Carbamidomethyl (+57.02) 568.3828 1,702.13 1,702.82 3 0.312 183.2 2978 2992 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LLSGPYFWSLPSR R F 95.00% 58.5 38.2 0 2 762.4719 1,522.93 1,522.81 2 1.131 84.34 984 996 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LLSGPYFWSLPSR R F 95.00% 60.9 38.2 0.959 2 762.036 1,522.06 1,522.81 2 0.2594 170.3 984 996 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LLSGPYFWSLPSR R F 95.00% 73.5 38.2 1.34 2 761.9449 1,521.88 1,522.81 2 0.07716 50.67 984 996 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LLSGPYFWSLPSR R F 95.00% 74.9 38.2 2.68 2 762.3957 1,522.78 1,522.81 2 0.9788 -15.68 984 996 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LLSGPYFWSLPSR R F 95.00% 81.7 38.2 3.14 2 762.021 1,522.03 1,522.81 2 0.2295 150.7 984 996 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LSGSHSQGVAYPVR R I 95.00% 51.4 38.3 3.18 2 486.6367 1,456.89 1,457.75 3 0.146 100.2 2524 2537 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LSGSHSQGVAYPVR R I 95.00% 59.6 38.5 1.57 2 486.9717 1,457.89 1,457.75 3 1.151 101.6 2524 2537 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LSGSHSQGVAYPVR R I 95.00% 63.9 38.3 4.09 2 486.6602 1,456.96 1,457.75 3 0.2165 148.5 2524 2537 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% LSGSHSQGVAYPVR R I 95.00% 77.4 38.3 3.72 2 486.6537 1,456.94 1,457.75 3 0.1969 135 2524 2537 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% mASVGLSDIAMDTTVTHATSHGR K A 95.00% 38.7 35.8 0 2 m1: Oxidation (+15.99) 792.1377 2,373.39 2,374.11 3 0.2857 120.3 702 724 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% MASVGLSDIAMDTTVTHATSHGR K A 95.00% 67.8 36.3 1.1 2 787.1102 2,358.31 2,358.12 3 1.198 82.83 702 724 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% QPDFISFGLVGGRPEFR R F 94.50% 24.6 37.1 0.824 2 641.3102 1,920.91 1,921.99 3 -0.07615 -39.62 3720 3736 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% QPDFISFGLVGGRPEFR R F 95.00% 34.4 37.1 1.36 2 641.3577 1,921.05 1,921.99 3 0.06635 34.52 3720 3736 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SAEPLALGR R W 95.00% 36.4 39.7 1.47 2 457.8303 913.646 913.5102 2 1.143 153.4 4004 4012 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SAEPLALGR R W 95.00% 37.9 39.1 0.921 2 457.3066 912.5987 913.5102 2 0.09576 104.8 4004 4012 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SAEPLALGR R W 95.00% 65.1 39.1 2.11 2 457.3873 912.7601 913.5102 2 0.2571 281.4 4004 4012 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SIEYSPQLEDAGSR R E 95.00% 35.2 38.2 2.16 2 776.9003 1,551.79 1,551.73 2 1.065 39.86 93 106 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SIEYSPQLEDAGSR R E 95.00% 60.2 38.2 2.77 2 776.4203 1,550.83 1,551.73 2 0.1046 67.42 93 106 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SIEYSPQLEDAGSREFR R E 95.00% 35.1 37.2 2.32 2 662.3402 1,984.00 1,983.94 3 1.065 31.5 93 109 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 38.2 38.9 1.6 2 597.3547 1,192.69 1,193.63 2 0.07077 59.28 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 49.2 38.9 1.44 2 597.378 1,192.74 1,193.63 2 0.1174 98.35 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 49.3 38.9 3.64 2 597.4203 1,192.83 1,193.63 2 0.2019 169.1 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 55.8 38.8 2.24 2 597.859 1,193.70 1,193.63 2 1.079 64.2 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 56.2 38.9 2.85 2 597.3003 1,192.59 1,193.63 2 -0.03807 -31.9 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 65.6 38.9 3.17 2 597.4519 1,192.89 1,193.63 2 0.2652 222.1 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 65.6 38.9 2.89 2 597.3664 1,192.72 1,193.63 2 0.0941 78.83 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 65.7 38.8 2.39 2 597.8732 1,193.73 1,193.63 2 1.108 87.89 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% SPAYTLVWTR K L 95.00% 79.3 38.9 3.48 2 597.3654 1,192.72 1,193.63 2 0.09216 77.2 1799 1808 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VAEGQTLDLK R C 91.80% 38.4 39.8 0 2 537.8363 1,073.66 1,073.58 2 1.081 73.14 2838 2847 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VAEGQTLDLK R C 95.00% 66.2 39.9 1.57 2 537.3069 1,072.60 1,073.58 2 0.02255 21 2838 2847 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VAEGQTLDLK R C 95.00% 71.5 39.9 1.6 2 537.3153 1,072.62 1,073.58 2 0.03933 36.63 2838 2847 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VDSYGGSLR K Y 95.00% 43.7 38.8 0 2 477.3035 952.5924 953.4687 2 0.1309 137.3 607 615 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VGGHLRPGIVQSGGVVR K I 95.00% 38.7 37.8 0.854 2 563.376 1,687.11 1,687.97 3 0.1419 84.07 3525 3541 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VGGHLRPGIVQSGGVVR K I 95.00% 40.7 37.9 0 2 563.4102 1,687.21 1,687.97 3 0.2444 144.7 3525 3541 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VPGSPTNLANR R Q 95.00% 42.7 38.9 2.21 2 563.8857 1,125.76 1,125.60 2 1.163 142.3 3709 3719 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VPGSPTNLANR R Q 95.00% 55.9 38.8 4.28 2 563.3619 1,124.71 1,125.60 2 0.1154 102.5 3709 3719 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VPGSPTNLANR R Q 95.00% 66.7 38.8 3.92 2 563.3671 1,124.72 1,125.60 2 0.1257 111.7 3709 3719 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VPGSPTNLANR R Q 95.00% 67.7 38.8 4.08 2 563.3663 1,124.72 1,125.60 2 0.1241 110.3 3709 3719 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VPGSPTNLANR R Q 95.00% 68.3 38.8 3.12 2 563.3509 1,124.69 1,125.60 2 0.0933 82.88 3709 3719 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VPGSPTNLANR R Q 95.00% 76.8 38.8 4.18 2 563.3191 1,124.62 1,125.60 2 0.02978 26.45 3709 3719 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VTSYGGELR K F 95.00% 51.6 39 0.796 2 491.3124 980.6103 981.5 2 0.1175 119.7 1002 1010 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% VTSYGGELR K F 95.00% 54.2 39 0 2 491.3383 980.662 981.5 2 0.1692 172.4 1002 1010 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% YELGSGLAVLR R S 95.00% 57.5 39.2 3.85 2 589.8353 1,177.66 1,177.66 2 1.006 2.459 3993 4003 TRUE

HFF Repeat 2 HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor IPI00024284 468,787.50 100.00% 35 38 104 10.30% YELGSGLAVLR R S 95.00% 65.8 39.3 2.18 2 589.4178 1,176.82 1,177.66 2 0.1706 144.9 3993 4003 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% LRVDPVNFK K L 95.00% 27.6 39.8 2.77 2 544.3455 1,086.68 1,087.63 2 0.05777 53.11 92 100 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% mFLSFPTTK R T 95.00% 29.3 39.8 1.51 2 m1: Oxidation (+15.99) 544.3359 1,086.66 1,087.55 2 0.1151 105.8 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 33.3 39.8 0.854 2 536.7903 1,071.57 1,071.55 2 1.019 15.01 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 34.6 39.6 1.72 2 536.3334 1,070.65 1,071.55 2 0.105 97.96 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 35.4 39.6 0.824 2 536.3436 1,070.67 1,071.55 2 0.1255 117.1 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 37.9 39.6 1.64 2 536.3269 1,070.64 1,071.55 2 0.09216 86 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 38.1 39.6 1.15 2 536.3094 1,070.60 1,071.55 2 0.05698 53.17 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 39.9 39.6 0.77 2 536.3103 1,070.61 1,071.55 2 0.05883 54.9 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% mFLSFPTTK R T 95.00% 40.4 39.8 2.47 2 m1: Oxidation (+15.99) 544.3121 1,086.61 1,087.55 2 0.06755 62.11 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 41.1 39.6 0 2 536.374 1,070.73 1,071.55 2 0.1863 173.9 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 41.2 39.6 0 2 536.3309 1,070.65 1,071.55 2 0.1001 93.4 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 41.2 39.6 1.55 2 536.3388 1,070.66 1,071.55 2 0.1158 108.1 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% MFLSFPTTK R T 95.00% 44.6 39.6 0 2 536.3362 1,070.66 1,071.55 2 0.1106 103.2 33 41 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% TYFPHFDLSHGSAQVK K G 93.90% 36.7 37.5 0 2 612.0152 1,833.02 1,833.89 3 0.1391 75.82 42 57 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% VGAHAGEYGAEALER K M 95.00% 33.5 38.2 2.89 2 765.4089 1,528.80 1,529.73 2 0.07626 49.85 18 32 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% VGAHAGEYGAEALER K M 95.00% 50 38.2 0 2 510.6854 1,529.03 1,529.73 3 0.3072 200.7 18 32 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% VGAHAGEYGAEALER K M 95.00% 52.9 38.3 1.21 2 510.9602 1,529.86 1,529.73 3 1.132 84.22 18 32 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% VGAHAGEYGAEALER K M 95.00% 53.7 38.2 1.41 2 510.6836 1,529.03 1,529.73 3 0.3019 197.3 18 32 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% VGAHAGEYGAEALER K M 95.00% 54.1 38.2 1.32 2 510.6777 1,529.01 1,529.73 3 0.2842 185.7 18 32 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% VGAHAGEYGAEALER K M 95.00% 56.8 38.2 2.46 2 510.6624 1,528.97 1,529.73 3 0.2383 155.8 18 32 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% VGAHAGEYGAEALER K M 95.00% 65.8 38.2 3.28 2 510.6623 1,528.96 1,529.73 3 0.2379 155.5 18 32 TRUE

HFF Repeat 2 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 4 5 22 34.50% VGAHAGEYGAEALER K M 95.00% 68.2 38.3 0 2 510.9162 1,529.73 1,529.73 3 0.9997 -2.011 18 32 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% AAVFHEKDYDSLAQPGFFDR R F 94.10% 35.5 36.1 0 2 771.7622 2,312.26 2,313.09 3 0.1784 77.1 994 1013 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% DYDSLAQPGFFDR K F 95.00% 42.8 38.3 2.38 2 765.8403 1,529.67 1,530.69 2 -0.01287 -8.41 1001 1013 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% DYDSLAQPGFFDR K F 95.00% 53.2 38.3 3.66 2 765.8663 1,529.72 1,530.69 2 0.03913 25.56 1001 1013 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% DYDSLAQPGFFDR K F 95.00% 55.6 38.3 5 2 765.8103 1,529.61 1,530.69 2 -0.07287 -47.61 1001 1013 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% GPQGALGEPGK R Q 95.00% 43.1 38.9 1.37 2 506.3344 1,010.65 1,010.53 2 1.135 130.3 475 485 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% GPQGALGEPGKQGSR R G 95.00% 36.6 38.2 5.28 2 480.4272 1,438.26 1,438.74 3 0.5271 -330.5 475 489 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% HDPRDDDLNLR R A 95.00% 35.5 38.6 4.28 2 455.9663 1,364.88 1,365.65 3 0.2336 171 735 745 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% LFAVAPNQNLK R E 95.00% 36.4 39 2.04 2 607.8953 1,213.78 1,214.69 2 0.09405 77.42 187 197 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% LFAVAPNQNLK R E 95.00% 43.3 39 0.77 2 607.8884 1,213.76 1,214.69 2 0.08028 66.08 187 197 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% LFAVAPNQNLKEQGLR R D 95.00% 51.3 37.3 3.48 2 600.4092 1,798.21 1,798.00 3 1.216 118.5 187 202 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% NFVINVVNR K L 94.10% 39.9 39.8 0 2 537.8734 1,073.73 1,074.61 2 0.1343 124.9 636 644 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% NFVINVVNR K L 95.00% 34.3 39.8 1.46 2 537.8605 1,073.71 1,074.61 2 0.1085 100.9 636 644 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% NFVINVVNR K L 95.00% 34.9 39.8 0.854 2 537.9003 1,073.79 1,074.61 2 0.1879 174.8 636 644 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% NLEWIAGGTWTPSALK K F 95.00% 61.5 37.5 4.77 2 872.5571 1,743.10 1,743.91 2 0.2003 114.9 693 708 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% NLEWIAGGTWTPSALK K F 95.00% 73.5 37.5 4.24 2 872.5541 1,743.09 1,743.91 2 0.1944 111.4 693 708 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% NLQGISSFR K R 95.00% 50.2 39.5 0 2 511.3157 1,020.62 1,021.54 2 0.08158 79.85 121 129 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% NLQGISSFR K R 95.00% 50.2 39.3 1.06 2 511.8319 1,021.65 1,021.54 2 1.114 108.9 121 129 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% RDDDPLNAR R V 95.00% 38.4 39.6 1.35 2 536.3262 1,070.64 1,071.52 2 0.1271 118.6 868 876 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% RDDDPLNAR R V 95.00% 46.6 39.6 3.31 2 536.3703 1,070.73 1,071.52 2 0.2153 200.9 868 876 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% RFVEQVAR R R 95.00% 48.2 39.7 1.14 2 502.8375 1,003.66 1,004.56 2 0.1041 103.6 854 861 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% VFAVVITDGR R H 95.00% 34.7 39.6 2.17 2 538.4103 1,074.81 1,076.61 2 -0.7967 191.5 725 734 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% VFAVVITDGR R H 95.00% 65.8 39.6 2.46 2 538.8678 1,075.72 1,076.61 2 0.1183 109.9 725 734 TRUE

HFF Repeat 2 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 14 14 23 14.00% YGGLHFSDQVEVFSPPGSDR R A 95.00% 26.3 36.4 0.745 2 732.4502 2,194.33 2,194.02 3 1.316 142.6 96 115 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% HVLFGTVGVPEHTYR K S 95.00% 24.1 37.7 1.72 2 571.4002 1,711.18 1,711.89 3 0.2945 172 61 75 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% HVLFGTVGVPEHTYR K S 95.00% 38.7 37.6 0.796 2 571.6942 1,712.06 1,711.89 3 1.176 101.4 61 75 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% HVLFGTVGVPEHTYR K S 95.00% 43.7 37.7 2.39 2 571.3462 1,711.02 1,711.89 3 0.1325 77.37 61 75 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% HVLFGTVGVPEHTYR K S 95.00% 49.4 37.7 1.37 2 571.3665 1,711.08 1,711.89 3 0.1935 113 61 75 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% VLYLSAFTSK K D 94.50% 39.9 39.4 0 2 565.4021 1,128.79 1,128.63 2 1.167 145.4 88 97 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% VLYLSAFTSK K D 95.00% 34.2 39.4 0.854 2 565.3066 1,128.60 1,128.63 2 0.9761 -23.61 88 97 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% VLYLSAFTSK K D 95.00% 52.3 39.3 0 2 564.8679 1,127.72 1,128.63 2 0.09862 87.37 88 97 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% VLYLSAFTSK K D 95.00% 53.5 39.3 1.24 2 564.8834 1,127.75 1,128.63 2 0.1296 114.8 88 97 TRUE

HFF Repeat 2 THY1 Thy-1 membrane glycoprotein precursor IPI00022892,IPI00555577 17,917.20 99.80% 2 2 9 15.50% VLYLSAFTSK K D 95.00% 57 39.3 0 2 564.8557 1,127.70 1,128.63 2 0.07424 65.77 88 97 TRUE

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% IGGIGTVPVGR K V 95.00% 34.8 38.9 0.959 2 513.8594 1,025.70 1,025.61 2 1.101 95.72 256 266 TRUE

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% IGGIGTVPVGR K V 95.00% 52 38.9 2.17 2 513.8803 1,025.75 1,025.61 2 1.143 136.4 256 266 TRUE

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% IGGIGTVPVGR K V 95.00% 53.3 38.9 1.74 2 513.8703 1,025.73 1,025.61 2 1.123 117 256 266 TRUE

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% IGGIGTVPVGR K V 95.00% 53.5 39 1.38 2 513.3921 1,024.77 1,025.61 2 0.1665 162.3 256 266 TRUE
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HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% IGGIGTVPVGR K V 95.00% 54.8 39 2.96 2 513.3556 1,024.70 1,025.61 2 0.09345 91.11 256 266 TRUE

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% IGGIGTVPVGR K V 95.00% 58.8 39 2.89 2 513.3955 1,024.78 1,025.61 2 0.1733 169 256 266 TRUE

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% IGGIGTVPVGR K V 95.00% 60.6 39 1.82 2 513.2641 1,024.51 1,025.61 2 -0.08959 -87.36 256 266 TRUE

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% IGGIGTVPVGR K V 95.00% 60.8 39 2.42 2 513.3575 1,024.70 1,025.61 2 0.09737 94.93 256 266 TRUE

HFF Repeat 2 EEF1A1 Elongation factor 1-alpha 1 IPI00396485,IPI00472724 50,123.20 99.80% 2 2 9 4.11% LPLQDVYK R I 95.00% 42.3 40.1 2.09 2 488.3266 974.6387 975.5511 2 0.09486 97.22 248 255 TRUE

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 34.2 39.9 0.921 2 472.759 943.5035 944.5313 2 -0.02057 -21.78 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 34.9 40.2 0.602 2 473.334 944.6534 944.5313 2 1.129 133.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 37.1 40.2 0.77 2 473.3324 944.6503 944.5313 2 1.126 130.6 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 44.4 39.9 0.824 2 472.7935 943.5725 944.5313 2 0.04843 51.27 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 45.4 39.9 0 2 472.7661 943.5177 944.5313 2 -0.006407 -6.783 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 48 39.9 1.3 2 472.8582 943.7018 944.5313 2 0.1778 188.2 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 48.4 39.9 0 2 472.8854 943.7563 944.5313 2 0.2322 245.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 48.5 39.9 0 2 472.8179 943.6212 944.5313 2 0.09713 102.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 49.7 39.9 0 2 472.8436 943.6727 944.5313 2 0.1486 157.3 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 50.5 39.9 1.14 2 472.8021 943.5897 944.5313 2 0.06564 69.49 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 50.5 39.9 1.08 2 472.8449 943.6752 944.5313 2 0.1512 160 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 50.7 39.9 1.05 2 472.8143 943.6141 944.5313 2 0.09003 95.31 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 52 39.9 0 2 472.8644 943.7143 944.5313 2 0.1902 201.3 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 52.6 39.9 0.854 2 472.8651 943.7156 944.5313 2 0.1915 202.7 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 52.7 39.9 0.796 2 472.8003 943.586 944.5313 2 0.06193 65.56 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 53 39.9 0.959 2 472.8218 943.629 944.5313 2 0.1049 111 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 53.1 39.9 0.824 2 472.8669 943.7192 944.5313 2 0.1951 206.5 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 53.4 39.9 0.921 2 472.8539 943.6933 944.5313 2 0.1692 179.1 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 53.9 39.9 1.06 2 472.844 943.6735 944.5313 2 0.1494 158.2 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 54.6 39.9 1.28 2 472.86 943.7055 944.5313 2 0.1814 192.1 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 54.8 39.9 1.57 2 472.8165 943.6184 944.5313 2 0.09432 99.84 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 55.5 39.9 0 2 472.8054 943.5963 944.5313 2 0.07224 76.48 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 55.8 39.9 1 2 472.8292 943.6438 944.5313 2 0.1197 126.7 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 57 39.9 1.04 2 472.8139 943.6132 944.5313 2 0.08917 94.39 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 57.5 39.9 1.04 2 472.8334 943.6522 944.5313 2 0.1281 135.7 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 58 39.9 0.62 2 472.8443 943.674 944.5313 2 0.1499 158.7 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 59 39.9 1.34 2 472.8407 943.6669 944.5313 2 0.1428 151.2 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 62.3 39.9 1.34 2 472.8286 943.6426 944.5313 2 0.1185 125.5 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 62.3 39.9 0.959 2 472.7951 943.5757 944.5313 2 0.05164 54.67 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 64.2 39.9 1.43 2 472.8485 943.6825 944.5313 2 0.1585 167.8 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 64.5 39.9 1.68 2 472.8019 943.5893 944.5313 2 0.06521 69.03 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% AGLQFPVGR R I 95.00% 67.5 39.9 1.16 2 472.8565 943.6985 944.5313 2 0.1744 184.6 24 32 FALSE IPI00220855,IPI00255316,IPI00339274,IPI00102165,IPI00552873,IPI00081836,IPI00216457,IPI00291764

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% ATIAGGGVIPHIHK K S 95.00% 45.6 38.4 1.4 2 457.718 1,370.13 1,370.79 3 0.3488 254.4 103 116 TRUE

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% ATIAGGGVIPHIHK K S 95.00% 50.8 38.4 0 2 457.6589 1,369.95 1,370.79 3 0.1716 125.2 103 116 TRUE

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% GDEELDSLIK R A 94.10% 39.8 39.6 0 2 560.3074 1,118.60 1,118.56 2 1.05 41.97 93 102 TRUE

HFF Repeat 2 H2AFV Histone H2AV IPI00018278,IPI00218448,IPI00555841 13,491.20 99.80% 2 2 4 25.80% GDEELDSLIK R A 95.00% 34.6 39.6 1.15 2 559.8088 1,117.60 1,118.56 2 0.05257 46.99 93 102 TRUE

HFF Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 3 1.17% GYVLQEDGK R T 95.00% 26.3 39 0.959 2 505.2766 1,008.54 1,008.50 2 1.046 43.02 2520 2528 TRUE

HFF Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 3 1.17% SATAGSEGGFLAPEYREEGAAVASR R V 92.50% 20 35.8 0.854 2 828.4502 2,482.33 2,483.18 3 0.1563 62.92 49 73 TRUE

HFF Repeat 2 FBN2 fibrillin 2 precursor IPI00019439,IPI00784315 314,744.50 99.80% 2 2 3 1.17% SATAGSEGGFLAPEYREEGAAVASR R V 95.00% 14.4 35.8 1.16 2 828.4502 2,482.33 2,483.18 3 0.1563 62.92 49 73 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% EGVYTVFAPTNEAFR R A 95.00% 46.2 37.7 4.8 2 850.9772 1,699.94 1,700.83 2 0.1194 70.17 534 548 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% GDELADSALEIFK R Q 95.00% 34.4 38.2 2.64 2 704.8253 1,407.64 1,407.70 2 0.9428 -42.52 643 655 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% ILGDPEALR R D 95.00% 50.5 38.9 1.09 2 492.3414 982.6682 983.5522 2 0.1232 125.3 296 304 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% IPSETLNR K I 95.00% 43.1 39.7 1 2 465.3473 928.6801 929.5051 2 0.1822 196 288 295 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% LLGDAKELANILK R Y 95.00% 42 38.5 0 2 466.9463 1,397.82 1,397.84 3 0.9878 -10.65 558 570 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% LTLLAPLNSVFK R D 95.00% 41.4 38.7 3.16 2 658.4324 1,314.85 1,315.80 2 0.05901 44.85 410 421 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% LTLLAPLNSVFKDGTPPIDAHTR R N 94.90% 20.6 36 1.01 2 826.5167 2,476.53 2,476.36 3 1.179 71.25 410 432 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% qAGLGNHLSGSER R L 95.00% 0 0 3.64 2 n-term: Pyro-cmC (-17.03) 655.3612 1,308.71 1,308.63 2 1.086 63.5 397 409 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% SPYQLVLQHSR K L 95.00% 74 38.7 3.27 2 664.3923 1,326.77 1,327.71 2 0.06553 49.35 28 38 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% YGTLFTMDR R V 95.00% 32.2 39.7 1.55 2 552.3083 1,102.60 1,103.52 2 0.09013 81.67 488 496 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% YGTLFTmDR R V 95.00% 53.7 39.6 0.854 2 m7: Oxidation (+15.99) 560.3636 1,118.71 1,119.51 2 0.2059 183.9 488 496 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% YGTLFTMDR R V 95.00% 53.9 39.7 2.57 2 552.3037 1,102.59 1,103.52 2 0.081 73.4 488 496 TRUE

HFF Repeat 2 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 11 11 13 18.70% YLYHGQTLETLGGK K K 95.00% 53.8 37.8 1.74 2 527.3455 1,579.01 1,579.81 3 0.2103 133.1 448 461 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 92.00% 24.1 37.6 0.638 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9651 1,775.92 1,775.81 2 1.114 62.52 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 15.8 37.6 1.43 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.969 1,775.92 1,775.81 2 1.122 66.9 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 25.2 37.6 0.959 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0615 1,776.11 1,775.81 2 1.307 171 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 36.8 37.6 1.92 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4853 1,774.96 1,775.81 2 0.1541 86.77 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 0 0 2 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 890.0046 1,777.99 1,775.81 2 3.193 103.7 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 0 0 2.48 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.4943 1,776.97 1,775.81 2 2.172 93.72 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AMGImNSFVNDIFER K I 95.00% 46.8 37.6 0 2 m5: Oxidation (+15.99) 587.3402 1,759.00 1,759.81 3 0.1917 108.9 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 48.1 37.6 3.08 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4612 1,774.91 1,775.81 2 0.1059 59.64 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 52 37.6 3.96 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4614 1,774.91 1,775.81 2 0.1064 59.93 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 52.8 37.6 6 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9928 1,775.97 1,775.81 2 1.169 93.62 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 56.9 37.6 4.54 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5451 1,775.08 1,775.81 2 0.2738 154.1 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 57.1 37.6 5.08 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4863 1,774.96 1,775.81 2 0.1561 87.89 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AMGIMNSFVNDIFER K I 95.00% 57.3 37.7 5.41 2 872.9953 1,743.98 1,743.82 2 1.164 92.38 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 57.7 37.6 1.92 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.9523 1,775.83 1,775.81 3 1.033 17.05 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 58.5 37.6 3.68 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.965 1,775.92 1,775.81 2 1.113 62.32 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 58.8 37.6 3.24 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4908 1,774.97 1,775.81 2 0.1651 92.96 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 59 37.6 1.64 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9873 1,775.96 1,775.81 2 1.158 87.52 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 64.9 37.6 6.1 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9679 1,775.92 1,775.81 2 1.119 65.67 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 65.1 37.6 5.77 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5103 1,775.01 1,775.81 2 0.2041 114.9 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 66.2 37.6 2.16 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.9713 1,775.89 1,775.81 3 1.09 49.2 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 66.5 37.6 3.36 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.529 1,775.04 1,775.81 2 0.2416 136 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 66.6 37.6 4.55 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5005 1,774.99 1,775.81 2 0.1845 103.9 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 68.5 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5079 1,775.00 1,775.81 2 0.1993 112.2 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 71.7 37.6 4.77 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5236 1,775.03 1,775.81 2 0.2308 129.9 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGIMNSFVNDIFER K I 95.00% 73.7 37.7 7.04 2 m2: Oxidation (+15.99) 881.008 1,760.00 1,759.81 2 1.195 108.9 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 74.6 37.6 3.09 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0803 1,776.15 1,775.81 2 1.344 192.1 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 74.9 37.6 6.52 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4203 1,774.83 1,775.81 2 0.0241 13.57 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGIMNSFVNDIFER K I 95.00% 82.6 37.6 3.89 2 m2: Oxidation (+15.99) 880.54 1,759.07 1,759.81 2 0.2584 146.8 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGIMNSFVNDIFER K I 95.00% 87.7 37.6 5.32 2 m2: Oxidation (+15.99) 880.5157 1,759.02 1,759.81 2 0.2099 119.3 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 88 37.6 5.77 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4803 1,774.95 1,775.81 2 0.1441 81.14 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 88.3 37.6 6.51 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4892 1,774.96 1,775.81 2 0.1619 91.15 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGImNSFVNDIFER K I 95.00% 89.4 37.6 4.38 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5166 1,775.02 1,775.81 2 0.2167 122 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AmGIMNSFVNDIFER K I 95.00% 93.2 37.6 7.47 2 m2: Oxidation (+15.99) 880.5078 1,759.00 1,759.81 2 0.194 110.2 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AMGImNSFVNDIFER K I 95.00% 94.1 37.6 5.54 2 m5: Oxidation (+15.99) 880.5181 1,759.02 1,759.81 2 0.2146 121.9 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% AMGImNSFVNDIFER K I 95.00% 109 37.7 6.26 2 m5: Oxidation (+15.99) 880.9053 1,759.80 1,759.81 2 0.989 -7.79 59 73 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% EIQTAVRLLLPGELAK R H 95.00% 24.2 37.8 1.59 2 876.6281 1,751.24 1,751.04 2 1.206 116 94 109 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 44.7 39.1 0.921 2 569.3306 1,136.65 1,137.55 2 0.1078 94.8 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 61.7 39 0 2 569.8203 1,137.63 1,137.55 2 1.087 74.12 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 61.9 39.1 1.03 2 569.3266 1,136.64 1,137.55 2 0.09986 87.77 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 62.2 39 0.854 2 569.8559 1,137.70 1,137.55 2 1.158 136.7 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 62.7 39.1 1.8 2 569.3065 1,136.60 1,137.55 2 0.05963 52.41 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 63.7 39.1 2.09 2 569.3257 1,136.64 1,137.55 2 0.09806 86.2 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 63.8 39.1 1.62 2 569.2927 1,136.57 1,137.55 2 0.03205 28.17 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 64.2 39.1 2.36 2 569.3165 1,136.62 1,137.55 2 0.0796 69.97 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 64.4 39.1 2.24 2 569.3143 1,136.61 1,137.55 2 0.07515 66.06 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYK K V 95.00% 64.7 39.1 2.57 2 569.3025 1,136.59 1,137.55 2 0.05157 45.33 36 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYKVLK K Q 95.00% 25.5 38.5 0.921 2 739.4308 1,476.85 1,477.79 2 0.06068 41.06 36 47 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% ESYSVYVYKVLK K Q 95.00% 46 38.5 1.48 2 739.4526 1,476.89 1,477.79 2 0.1043 70.6 36 47 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 27.7 38.7 1.66 2 633.8581 1,265.70 1,265.64 2 1.068 51.33 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 31.7 38.8 1.7 2 633.3603 1,264.71 1,265.64 2 0.07213 56.99 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 35.3 38.8 3.72 2 633.3787 1,264.74 1,265.64 2 0.1089 86.03 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 47.8 38.8 5.39 2 633.3739 1,264.73 1,265.64 2 0.09935 78.49 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 48.3 38.8 2.57 2 633.3139 1,264.61 1,265.64 2 -0.0206 -16.28 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 50.4 38.8 4.49 2 633.3341 1,264.65 1,265.64 2 0.01987 15.7 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 56.7 38.8 3.72 2 633.3647 1,264.71 1,265.64 2 0.08108 64.05 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 65.6 38.8 4.11 2 633.3036 1,264.59 1,265.64 2 -0.04121 -32.56 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 66.8 38.8 3.55 2 633.3456 1,264.68 1,265.64 2 0.04277 33.79 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% KESYSVYVYK R V 95.00% 71.3 38.8 4.59 2 633.3717 1,264.73 1,265.64 2 0.09491 74.98 35 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% LLLPGELAK R H 91.20% 37.1 38.8 0 2 477.3153 952.616 953.6032 2 0.02003 21 101 109 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% LLLPGELAK R H 91.80% 37.4 38.8 0 2 477.3441 952.6736 953.6032 2 0.0776 81.36 101 109 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% LLLPGELAK R H 95.00% 37.7 38.8 0.886 2 477.3838 952.753 953.6032 2 0.157 164.6 101 109 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% LLLPGELAK R H 95.00% 40.5 38.8 0 2 477.3541 952.6936 953.6032 2 0.09761 102.4 101 109 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% LLLPGELAK R H 95.00% 42.5 38.8 0 2 477.3841 952.7536 953.6032 2 0.1576 165.3 101 109 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% LLLPGELAK R H 95.00% 43.9 38.8 0 2 477.3544 952.6942 953.6032 2 0.09825 103 101 109 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% LLLPGELAKHAVSEGTK R A 95.00% 36.4 37.8 0.824 2 588.3798 1,762.12 1,763.01 3 0.1184 67.15 101 117 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% qVHPDTGISSK K A 93.70% 0 0 1.85 2 n-term: Pyro-cmC (-17.03) 576.3408 1,150.67 1,151.57 2 0.105 91.2 48 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% qVHPDTGISSK K A 93.70% 0 0 1.85 2 n-term: Pyro-cmC (-17.03) 576.353 1,150.69 1,151.57 2 0.1294 112.3 48 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% qVHPDTGISSK K A 93.70% 0 0 1.85 2 n-term: Pyro-cmC (-17.03) 576.3453 1,150.68 1,151.57 2 0.1141 99.08 48 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% qVHPDTGISSK K A 94.60% 0 0 1.92 2 n-term: Pyro-cmC (-17.03) 576.3367 1,150.66 1,151.57 2 0.0969 84.14 48 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% qVHPDTGISSK K A 95.00% 0 0 2.23 2 n-term: Pyro-cmC (-17.03) 576.315 1,150.62 1,151.57 2 0.05343 46.39 48 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% SRKESYSVYVYK R V 91.40% 0 0 2.17 2 503.661 1,507.96 1,508.77 3 0.1941 128.6 33 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% SRKESYSVYVYK R V 92.20% 0 0 2.23 2 503.668 1,507.98 1,508.77 3 0.2153 142.7 33 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% SRKESYSVYVYK R V 95.00% 0 0 2.68 2 503.6491 1,507.93 1,508.77 3 0.1586 105.1 33 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% SRKESYSVYVYK R V 95.00% 0 0 3.08 2 503.6665 1,507.98 1,508.77 3 0.2107 139.6 33 44 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% STITSREIQTAVR R L 91.00% 36 38.5 0 2 487.9771 1,460.91 1,461.80 3 0.1148 78.53 88 100 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% STITSREIQTAVR R L 95.00% 29.6 38.5 0.62 2 731.4507 1,460.89 1,461.80 2 0.09203 62.95 88 100 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% STITSREIQTAVR R L 95.00% 38.2 38.5 2.08 2 731.4499 1,460.89 1,461.80 2 0.09041 61.85 88 100 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% STITSREIQTAVR R L 95.00% 42.8 38.5 0 2 487.9502 1,460.83 1,461.80 3 0.03395 23.22 88 100 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% STITSREIQTAVR R L 95.00% 45.2 38.5 3.77 2 731.477 1,460.94 1,461.80 2 0.1446 98.9 88 100 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% VLKQVHPDTGISSK K A 95.00% 21.4 38.2 1.03 2 503.7275 1,508.16 1,508.84 3 0.3247 215.1 45 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% VLKQVHPDTGISSK K A 95.00% 23.2 38.2 1.04 2 503.7121 1,508.11 1,508.84 3 0.2783 184.4 45 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% VLKQVHPDTGISSK K A 95.00% 27.5 38.2 1.46 2 503.7002 1,508.08 1,508.84 3 0.2427 160.8 45 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% VLKQVHPDTGISSK K A 95.00% 35.5 38.2 2.68 2 503.7218 1,508.14 1,508.84 3 0.3074 203.7 45 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% VLKQVHPDTGISSK K A 95.00% 40.1 38.2 0 2 503.6388 1,507.89 1,508.84 3 0.0584 38.7 45 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% VLKQVHPDTGISSK K A 95.00% 44.5 38.2 3.06 2 754.9528 1,507.89 1,508.84 2 0.05493 36.4 45 58 TRUE

HFF Repeat 2 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 100.00% 11 14 86 56.30% VLKQVHPDTGISSK K A 95.00% 45.5 38.2 4.4 2 754.9969 1,507.98 1,508.84 2 0.1433 94.94 45 58 TRUE

HFF Repeat 2 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 3 3 4 11.50% FFLSSGLIDKVDNFK R S 95.00% 38.8 37.7 3.08 2 577.4039 1,729.19 1,729.92 3 0.2809 162.4 190 204 TRUE

HFF Repeat 2 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 3 3 4 11.50% LLSDPNYGVHLPAVK K L 95.00% 40.2 37.8 2.21 2 542.0165 1,623.03 1,622.89 3 1.145 87.42 100 114 TRUE

HFF Repeat 2 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 3 3 4 11.50% LLSDPNYGVHLPAVK K L 95.00% 40.9 37.8 3.02 2 542.0402 1,623.10 1,622.89 3 1.216 131.2 100 114 TRUE

HFF Repeat 2 TMEM43 Transmembrane protein 43 IPI00301280 44,858.80 100.00% 3 3 4 11.50% SLSLSKLEDPHVDIIR K R 95.00% 32.2 37.9 2.57 2 608.0484 1,821.12 1,822.01 3 0.1234 67.72 205 220 TRUE

HFF Repeat 2 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 6 14.50% LTLSALLDGK K N 95.00% 61.1 39.5 3.14 2 515.331 1,028.65 1,030.61 2 -0.9597 41.76 257 266 TRUE

HFF Repeat 2 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 6 14.50% LTLSALLDGK K N 95.00% 62.8 39.7 2.37 2 515.8303 1,029.65 1,030.61 2 0.03873 37.58 257 266 TRUE

HFF Repeat 2 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 6 14.50% LTLSALLDGK K N 95.00% 69.4 39.7 1.92 2 515.867 1,029.72 1,030.61 2 0.1122 108.9 257 266 TRUE

HFF Repeat 2 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 6 14.50% LTLSALLDGKNVNAGGHK K L 95.00% 48 37.7 0 2 603.733 1,808.18 1,808.00 3 1.182 98.99 257 274 TRUE

HFF Repeat 2 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 6 14.50% VTQSNFAVGYK R T 95.00% 55.3 38.8 2.57 2 607.3553 1,212.70 1,213.62 2 0.08213 67.67 164 174 TRUE

HFF Repeat 2 VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 30,755.90 100.00% 4 4 6 14.50% YQIDPDAcFSAK K V 95.00% 40.2 38.4 1.85 2 c8: Carbamidomethyl (+57.02) 707.8678 1,413.72 1,414.63 2 0.09737 68.83 225 236 TRUE

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 5 5 8 18.40% LTFDTTFSPNTGKK K S 95.00% 28 38.4 1.68 2 519.9902 1,556.95 1,556.80 3 1.16 101.1 123 136 TRUE

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 5 5 8 18.40% LTLSALVDGK K S 95.00% 77.9 39.9 3.64 2 508.8352 1,015.66 1,016.60 2 0.06424 63.18 283 292 TRUE

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 5 5 8 18.40% LTLSALVDGK K S 95.00% 85.5 39.9 1.37 2 508.8889 1,015.76 1,016.60 2 0.1718 168.9 283 292 TRUE

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 5 5 8 18.40% NNFAVGYR R T 95.00% 42.2 38.8 0 2 470.7881 939.5616 940.4634 2 0.1054 112 193 200 TRUE

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 5 5 8 18.40% VNNSSLIGVGYTQTLRPGVK K L 95.00% 35.2 36.6 1.66 2 701.7769 2,102.31 2,103.16 3 0.1602 76.14 263 282 TRUE

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 5 5 8 18.40% YQLDPTASISAK K V 95.00% 37.5 38.9 4.19 2 647.3403 1,292.67 1,293.67 2 0.004627 3.577 251 262 TRUE

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 5 5 8 18.40% YQLDPTASISAK K V 95.00% 50.4 38.9 2.28 2 647.3668 1,292.72 1,293.67 2 0.05773 44.62 251 262 TRUE

HFF Repeat 2 VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145,IPI00216024,IPI00216026,IPI00455531,IPI00855744,IPI00855973 38,075.70 100.00% 5 5 8 18.40% YQLDPTASISAK K V 95.00% 62.5 38.9 5.68 2 647.2912 1,292.57 1,293.67 2 -0.09355 -72.32 251 262 TRUE

HFF Repeat 2 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.80% 2 2 6 7.08% ISEIEDAAFLAR K E 95.00% 31.8 38.7 2.49 2 668.3403 1,334.67 1,334.70 2 0.9781 -18.42 242 253 TRUE

HFF Repeat 2 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.80% 2 2 6 7.08% ISEIEDAAFLAR K E 95.00% 40.6 38.7 0 2 668.3336 1,334.65 1,334.70 2 0.9648 -28.4 242 253 TRUE

HFF Repeat 2 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.80% 2 2 6 7.08% ISEIEDAAFLAR K E 95.00% 70.1 38.7 4.49 2 667.879 1,333.74 1,334.70 2 0.05563 41.68 242 253 TRUE

HFF Repeat 2 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.80% 2 2 6 7.08% SVQTTLQTDEVK K N 92.40% 24.9 39.1 0.678 2 674.8533 1,347.69 1,348.70 2 0.003627 2.689 61 72 TRUE

HFF Repeat 2 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.80% 2 2 6 7.08% SVQTTLQTDEVK K N 95.00% 42.2 39.1 1.49 2 674.8671 1,347.72 1,348.70 2 0.03131 23.22 61 72 TRUE

HFF Repeat 2 ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 37,822.40 99.80% 2 2 6 7.08% SVQTTLQTDEVK K N 95.00% 57.1 39.1 2.6 2 674.8824 1,347.75 1,348.70 2 0.06183 45.84 61 72 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% AQITGYRLTVGLTR R R 95.00% 36 38.2 1.89 2 517.0202 1,548.04 1,548.89 3 0.1602 103.4 1022 1035 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 32.3 35.7 1.47 2 825.8602 2,474.56 2,475.30 3 0.2678 108.2 1252 1274 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 35.3 35.7 1.16 2 826.1419 2,475.40 2,475.30 3 1.113 44.43 1252 1274 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 35.7 35.8 0.824 2 826.2069 2,475.60 2,475.30 3 1.308 123.2 1252 1274 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 37.8 35.8 0 2 825.8794 2,474.62 2,475.30 3 0.3254 131.5 1252 1274 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 43.5 35.8 1.31 2 825.8889 2,474.65 2,475.30 3 0.354 143 1252 1274 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DDKESVPISDTIIPAVPPPTDLR K F 95.00% 47.6 35.8 2.96 2 825.8814 2,474.62 2,475.30 3 0.3315 133.9 1252 1274 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DLQFVEVTDVK R V 95.00% 42.3 38.9 2.85 2 646.8853 1,291.76 1,292.67 2 0.08983 69.48 912 922 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DLQFVEVTDVK R V 95.00% 48.8 38.9 1.14 2 646.899 1,291.78 1,292.67 2 0.1172 90.67 912 922 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DLQFVEVTDVK R V 95.00% 49 38.9 2.85 2 646.8725 1,291.73 1,292.67 2 0.06427 49.72 912 922 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DLQFVEVTDVK R V 95.00% 49.9 38.9 2.17 2 646.8655 1,291.72 1,292.67 2 0.05026 38.88 912 922 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DLQFVEVTDVK R V 95.00% 53.2 38.9 2.89 2 646.8951 1,291.78 1,292.67 2 0.1094 84.64 912 922 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DLQFVEVTDVK R V 95.00% 57.9 38.9 1.92 2 646.8325 1,291.65 1,292.67 2 -0.01564 -12.1 912 922 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DTLTSRPAQGVVTTLENVSPPR K R 95.00% 58.1 36.3 3.47 2 780.5702 2,338.69 2,338.24 3 1.46 195.3 1797 1818 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% DTLTSRPAQGVVTTLENVSPPR K R 95.00% 69.2 36.3 3.55 2 780.1577 2,337.45 2,338.24 3 0.2222 95 1797 1818 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% EATIPGHLNSYTIK K G 95.00% 26.9 38.3 1.19 2 515.3148 1,542.92 1,543.81 3 0.1182 76.56 656 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% EATIPGHLNSYTIK K G 95.00% 31.7 38.3 0.959 2 515.3402 1,543.00 1,543.81 3 0.1944 125.9 656 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% EATIPGHLNSYTIK K G 95.00% 35.3 38.2 0.854 2 515.7302 1,544.17 1,543.81 3 1.364 234 656 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 91.10% 35.3 37 0 2 964.1308 1,926.25 1,927.04 2 0.2105 109.2 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 14.5 37 1.32 2 964.1436 1,926.27 1,927.04 2 0.2363 122.6 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 28.5 37 1.77 2 964.1363 1,926.26 1,927.04 2 0.2215 114.9 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 29.7 37.1 1.34 2 964.6732 1,927.33 1,927.04 2 1.295 151.7 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 32.8 37 0.886 2 964.6303 1,927.25 1,927.04 2 1.21 107.2 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 38.4 37 0 2 643.3906 1,927.15 1,927.04 3 1.113 57.4 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 39 37 0.921 2 642.9988 1,925.97 1,927.04 3 -0.06204 -32.19 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 40.9 37 0 2 643.3689 1,927.09 1,927.04 3 1.049 23.74 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 41.3 37 0.921 2 643.0588 1,926.15 1,927.04 3 0.118 61.21 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 41.3 37 0.699 2 643.4302 1,927.27 1,927.04 3 1.232 119 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 41.9 37 0 2 642.9902 1,925.95 1,927.04 3 -0.08775 -45.54 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 42.3 37 0 2 643.0677 1,926.18 1,927.04 3 0.1448 75.11 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 42.4 37 0 2 643.0431 1,926.11 1,927.04 3 0.07107 36.88 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 43 37 0.824 2 643.4076 1,927.20 1,927.04 3 1.164 83.86 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 43.3 37 0 2 643.0502 1,926.13 1,927.04 3 0.09225 47.87 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 45.2 37 1.09 2 964.6229 1,927.23 1,927.04 2 1.195 99.58 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 46 37 1.21 2 643.2902 1,926.85 1,927.04 3 0.8123 -98.8 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 46.1 37 1.52 2 643.3302 1,926.97 1,927.04 3 0.9323 -36.56 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 47.4 37.1 2.37 2 964.6784 1,927.34 1,927.04 2 1.306 157.2 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 48.1 37 0 2 643.0852 1,926.23 1,927.04 3 0.1972 102.3 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 48.3 37 0 2 643.3927 1,927.16 1,927.04 3 1.12 60.69 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 49 37 0.886 2 643.3435 1,927.01 1,927.04 3 0.9723 -15.81 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 49.5 37 3.09 2 964.6148 1,927.22 1,927.04 2 1.179 91.22 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 49.5 37 3.24 2 964.1264 1,926.24 1,927.04 2 0.2018 104.7 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 50 37 3.2 2 964.1088 1,926.20 1,927.04 2 0.1666 86.45 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 50.5 37 4.77 2 964.1103 1,926.21 1,927.04 2 0.1695 87.96 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 50.9 37 3.23 2 964.116 1,926.22 1,927.04 2 0.181 93.89 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 52.1 37 1.4 2 643.3752 1,927.10 1,927.04 3 1.067 33.46 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 53.5 37.1 5.36 2 964.6597 1,927.30 1,927.04 2 1.268 137.7 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 53.5 37 4.47 2 964.1331 1,926.25 1,927.04 2 0.2152 111.6 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 54.4 37 0.921 2 643.0202 1,926.04 1,927.04 3 0.002251 1.168 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 55 37 0.959 2 643.378 1,927.11 1,927.04 3 1.076 37.91 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 55.2 37 1.8 2 964.0698 1,926.13 1,927.04 2 0.08866 46 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 55.5 37 0 2 643.3989 1,927.18 1,927.04 3 1.139 70.41 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 56.5 37 3.96 2 964.1529 1,926.29 1,927.04 2 0.2547 132.1 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 56.8 37 0.886 2 643.0635 1,926.17 1,927.04 3 0.1323 68.62 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 57.1 37 5.64 2 964.1141 1,926.21 1,927.04 2 0.1773 91.98 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 60.5 37 5.72 2 964.1331 1,926.25 1,927.04 2 0.2151 111.6 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 61.3 37 4.92 2 964.1178 1,926.22 1,927.04 2 0.1845 95.75 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 64.7 37 3.54 2 964.6203 1,927.23 1,927.04 2 1.19 96.88 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 65 37 0 2 643.1035 1,926.29 1,927.04 3 0.2523 130.9 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 67.2 37.1 2.25 2 643.1702 1,926.49 1,927.04 3 0.4523 234.6 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 68.2 37 5.18 2 964.1036 1,926.19 1,927.04 2 0.1562 81.05 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 69 37 5.16 2 964.1703 1,926.33 1,927.04 2 0.2895 150.2 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 71.4 37 5.72 2 964.1103 1,926.21 1,927.04 2 0.1695 87.96 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 72.6 37 0 2 643.4217 1,927.24 1,927.04 3 1.207 105.8 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 73.6 37 0 2 643.3978 1,927.17 1,927.04 3 1.135 68.6 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 74.2 37 0 2 643.376 1,927.11 1,927.04 3 1.07 34.81 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 79.5 37 0 2 643.0502 1,926.13 1,927.04 3 0.09225 47.87 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 87.3 37 5.24 2 964.0784 1,926.14 1,927.04 2 0.1058 54.89 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FLATTPNSLLVSWQPPR R A 95.00% 87.5 37 4.3 2 964.1478 1,926.28 1,927.04 2 0.2445 126.9 1911 1927 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 93.60% 26.2 38.8 0.602 2 m9: Oxidation (+15.99) 584.3555 1,166.70 1,167.55 2 0.1573 134.7 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 31.4 38.9 2.07 2 576.3475 1,150.68 1,151.55 2 0.1362 118.2 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 95.00% 32.8 38.8 0.854 2 m9: Oxidation (+15.99) 584.3423 1,166.67 1,167.55 2 0.1309 112.1 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 34.3 38.9 1.19 2 576.3474 1,150.68 1,151.55 2 0.136 118.1 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 95.00% 35.9 38.8 2.01 2 m9: Oxidation (+15.99) 584.3369 1,166.66 1,167.55 2 0.1201 102.9 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 36.2 38.9 1.27 2 576.3336 1,150.65 1,151.55 2 0.1084 94.12 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 38.6 38.9 2.66 2 576.8243 1,151.63 1,151.55 2 1.09 75.48 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 95.00% 39.2 38.8 0.854 2 m9: Oxidation (+15.99) 584.3454 1,166.68 1,167.55 2 0.1371 117.4 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 95.00% 42.7 38.8 0 2 m9: Oxidation (+15.99) 584.32 1,166.63 1,167.55 2 0.08634 73.94 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 43.4 38.9 1.07 2 576.3254 1,150.64 1,151.55 2 0.09204 79.92 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 95.00% 43.7 38.8 1.52 2 m9: Oxidation (+15.99) 584.3497 1,166.68 1,167.55 2 0.1457 124.8 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 95.00% 45.2 38.8 0 2 m9: Oxidation (+15.99) 584.3023 1,166.59 1,167.55 2 0.05093 43.62 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 46.5 38.9 1.62 2 576.261 1,150.51 1,151.55 2 -0.03673 -31.9 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 95.00% 48.2 38.8 0.77 2 m9: Oxidation (+15.99) 584.3383 1,166.66 1,167.55 2 0.1228 105.1 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 50 38.9 1.14 2 576.3512 1,150.69 1,151.55 2 0.1436 124.7 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 50.2 38.9 1.14 2 576.3496 1,150.68 1,151.55 2 0.1404 121.9 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 50.7 38.9 2.2 2 576.3355 1,150.66 1,151.55 2 0.1122 97.45 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTmR R V 95.00% 50.7 38.8 0.886 2 m9: Oxidation (+15.99) 584.327 1,166.64 1,167.55 2 0.1002 85.81 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 54.5 38.9 2.05 2 576.3448 1,150.68 1,151.55 2 0.1307 113.5 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 56.9 38.9 2.59 2 576.3328 1,150.65 1,151.55 2 0.1067 92.67 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 61.6 38.9 2.02 2 576.3118 1,150.61 1,151.55 2 0.0648 56.27 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTNIGPDTMR R V 95.00% 67 38.9 1.85 2 576.2571 1,150.50 1,151.55 2 -0.04452 -38.66 1275 1284 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 21.7 35.2 1.25 2 898.5335 2,692.58 2,692.37 3 1.213 78.01 1730 1753 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 26.7 35.2 1 2 898.2767 2,691.81 2,692.37 3 0.4424 164.3 1730 1753 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 28.4 35.1 1.62 2 898.5902 2,692.75 2,692.37 3 1.383 141.1 1730 1753 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 32.7 35.2 1.47 2 898.5283 2,692.56 2,692.37 3 1.197 72.21 1730 1753 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 0 0 3.24 2 898.633 2,692.88 2,692.37 3 1.511 -183.4 1730 1753 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% FTQVTPTSLSAQWTPPNVQLTGYR K V 95.00% 40.8 35.2 1.19 2 898.5562 2,692.65 2,692.37 3 1.281 103.3 1730 1753 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 92.90% 36.3 37.8 0 2 607.3847 1,819.13 1,818.97 3 1.168 91.05 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 93.40% 36.5 37.6 0 2 607.0146 1,818.02 1,818.97 3 0.05815 31.97 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 94.40% 37.3 37.6 0 2 607.017 1,818.03 1,818.97 3 0.06531 35.9 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 26.5 37.6 0.602 2 910.0803 1,818.15 1,818.97 2 0.1822 100.2 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 29.5 37.8 1.1 2 910.6028 1,819.19 1,818.97 2 1.227 123.3 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 34 37.6 1.38 2 910.1063 1,818.20 1,818.97 2 0.2342 128.8 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 35 37.8 0.959 2 607.3202 1,818.94 1,818.97 3 0.975 -15.26 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 35 37.6 1.68 2 910.0678 1,818.12 1,818.97 2 0.1572 86.43 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 39.9 37.8 1.64 2 607.3519 1,819.03 1,818.97 3 1.07 37.01 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 50 37.8 2.24 2 607.3689 1,819.09 1,818.97 3 1.121 65.09 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 51 37.6 1.85 2 606.9562 1,817.85 1,818.97 3 -0.117 -64.35 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 52.3 37.6 4.03 2 910.1367 1,818.26 1,818.97 2 0.2952 162.2 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 52.7 37.8 0.921 2 607.3563 1,819.05 1,818.97 3 1.083 44.19 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 53.8 37.6 2.52 2 607.0369 1,818.09 1,818.97 3 0.1252 68.85 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 54.9 37.6 2.68 2 607.0419 1,818.10 1,818.97 3 0.1401 77.03 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 56.2 37.8 2.34 2 607.3671 1,819.08 1,818.97 3 1.116 62.06 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 57.6 37.8 2.1 2 910.6646 1,819.31 1,818.97 2 1.351 191.3 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 57.6 37.8 1.28 2 607.2902 1,818.85 1,818.97 3 0.885 -64.72 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 57.9 37.8 3.89 2 910.5174 1,819.02 1,818.97 2 1.057 29.55 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 58.8 37.6 2.89 2 910.0559 1,818.10 1,818.97 2 0.1335 73.38 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 61.9 37.6 3.01 2 606.9895 1,817.95 1,818.97 3 -0.0172 -9.456 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 62.2 37.6 3.77 2 910.1123 1,818.21 1,818.97 2 0.2464 135.4 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 62.4 37.6 2.89 2 606.9892 1,817.95 1,818.97 3 -0.01805 -9.923 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 63 37.6 2 2 606.9946 1,817.96 1,818.97 3 -0.001696 -0.9324 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 63.4 37.8 3.6 2 607.3448 1,819.01 1,818.97 3 1.049 25.3 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 64.2 37.8 3.09 2 910.5753 1,819.14 1,818.97 2 1.172 93.12 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 71.2 37.6 2.54 2 910.0971 1,818.18 1,818.97 2 0.216 118.7 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 71.6 37.6 6 2 910.0895 1,818.16 1,818.97 2 0.2007 110.3 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 84.1 37.6 4.96 2 910.1303 1,818.25 1,818.97 2 0.2822 155.1 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 86.6 37.6 3.47 2 910.0775 1,818.14 1,818.97 2 0.1768 97.17 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GATYNIIVEALKDQQR R H 95.00% 91.4 37.6 4.68 2 910.0803 1,818.15 1,818.97 2 0.1822 100.2 2109 2124 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GDSPASSKPISINYR R T 95.00% 23.7 37.9 2.09 2 531.3061 1,590.90 1,591.81 3 0.09613 60.39 1525 1539 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GDSPASSKPISINYR R T 95.00% 25.5 37.9 2.23 2 531.3411 1,591.00 1,591.81 3 0.2012 126.4 1525 1539 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GDSPASSKPISINYR R T 95.00% 32.5 38 2.66 2 531.6469 1,591.92 1,591.81 3 1.118 72.65 1525 1539 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GDSPASSKPISINYR R T 95.00% 39.1 38 2.36 2 531.6565 1,591.95 1,591.81 3 1.148 90.91 1525 1539 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GDSPASSKPISINYR R T 95.00% 39.1 37.9 0 2 531.3454 1,591.01 1,591.81 3 0.214 134.4 1525 1539 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GDSPASSKPISINYR R T 95.00% 41.7 37.9 0 2 531.3474 1,591.02 1,591.81 3 0.2202 138.3 1525 1539 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GDSPASSKPISINYR R T 95.00% 68.9 37.9 3.59 2 796.5179 1,591.02 1,591.81 2 0.221 138.8 1525 1539 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 52.3 38.7 1.8 2 690.8436 1,379.67 1,379.71 2 0.9744 -20.52 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 52.4 38.7 2.85 2 690.3378 1,378.66 1,379.71 2 -0.03727 -27.02 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 53.4 38.7 0.658 2 690.3394 1,378.66 1,379.71 2 -0.03394 -24.6 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 54.1 38.7 0.721 2 690.3883 1,378.76 1,379.71 2 0.06375 46.2 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 62 38.7 4.2 2 690.4036 1,378.79 1,379.71 2 0.09429 68.33 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 63.9 38.7 3.6 2 690.3764 1,378.74 1,379.71 2 0.04004 29.02 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 75.1 38.7 1.92 2 690.897 1,379.78 1,379.71 2 1.081 56.86 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 79.9 38.7 2.19 2 690.3924 1,378.77 1,379.71 2 0.07194 52.14 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 84.8 38.7 3.11 2 690.3646 1,378.71 1,379.71 2 0.0163 11.81 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 86.3 38.7 4.85 2 690.3231 1,378.63 1,379.71 2 -0.06656 -48.24 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 88.1 38.7 2.6 2 690.3815 1,378.75 1,379.71 2 0.05014 36.34 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 88.2 38.7 3.41 2 690.3803 1,378.75 1,379.71 2 0.04773 34.59 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 88.6 38.7 4.14 2 690.9303 1,379.85 1,379.71 2 1.148 105 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 94.2 38.7 2.74 2 690.3817 1,378.75 1,379.71 2 0.05059 36.66 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 94.3 38.7 2.18 2 690.392 1,378.77 1,379.71 2 0.07116 51.57 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIK K I 95.00% 94.5 38.7 5.55 2 690.364 1,378.71 1,379.71 2 0.01523 11.04 1637 1649 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLAFTDVDVDSIKIAWESPQGQVSR K Y 95.00% 40.8 35.2 1.77 2 907.2362 2,718.69 2,718.37 3 1.32 116.8 1637 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLKPGVVYEGQLISIQQYGHQEVTR K F 95.00% 33 35 5.3 2 933.9675 2,798.88 2,799.48 3 0.4089 146 670 694 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% GLKPGVVYEGQLISIQQYGHQEVTR K F 95.00% 40.5 35 0 2 934.3229 2,799.95 2,799.48 3 1.475 168.6 670 694 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HHPEHFSGRPR R E 95.00% 28 38.8 1.08 2 453.0377 1,356.09 1,356.67 3 0.4318 318.2 1392 1402 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 94.80% 37.3 37.4 0 2 621.981 1,862.92 1,863.88 3 0.04506 24.17 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 54.5 37.4 4.17 2 622.0234 1,863.05 1,863.88 3 0.1725 92.53 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 64.4 37.5 0 2 622.3202 1,863.94 1,863.88 3 1.063 32.18 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 64.7 37.4 5.12 2 622.0022 1,862.98 1,863.88 3 0.1088 58.34 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 65.8 37.4 5.62 2 622.0074 1,863.00 1,863.88 3 0.1243 66.69 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 68.6 37.5 2.23 2 622.3281 1,863.96 1,863.88 3 1.086 44.88 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 69 37.5 1.96 2 622.2262 1,863.66 1,863.88 3 0.7808 -119 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 72.3 37.4 6.08 2 622.0104 1,863.01 1,863.88 3 0.1334 71.57 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 72.8 37.5 3.54 2 622.3598 1,864.06 1,863.88 3 1.182 95.95 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 74.4 37.4 6.22 2 622.0039 1,862.99 1,863.88 3 0.114 61.16 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 75.6 37.4 3.29 2 621.9782 1,862.91 1,863.88 3 0.03675 19.72 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 77.4 37.5 4.47 2 622.38 1,864.12 1,863.88 3 1.242 128.4 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 79.8 37.4 4.06 2 622.013 1,863.02 1,863.88 3 0.1413 75.78 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 82.5 37.5 4.77 2 622.3803 1,864.12 1,863.88 3 1.243 128.9 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 82.7 37.4 4.6 2 621.9902 1,862.95 1,863.88 3 0.07275 39.03 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 85.4 37.5 2.92 2 622.3462 1,864.02 1,863.88 3 1.141 74.01 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 89.9 37.4 4.57 2 621.977 1,862.91 1,863.88 3 0.03324 17.83 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 92.7 37.4 3.62 2 622.0421 1,863.10 1,863.88 3 0.2284 122.5 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 94.5 37.5 4.29 2 622.326 1,863.96 1,863.88 3 1.08 41.6 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 97.7 37.5 5.11 2 622.3279 1,863.96 1,863.88 3 1.086 44.59 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 101 37.5 4.34 2 622.3189 1,863.93 1,863.88 3 1.059 30.13 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HTSVQTTSSGSGPFTDVR R A 95.00% 119 37.5 5.47 2 622.2972 1,863.87 1,863.88 3 0.9939 -4.719 273 290 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 92.60% 20.3 38.5 0.721 2 701.3703 1,400.73 1,401.67 2 0.06743 48.1 58 67 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 94.60% 38.3 38.5 0 2 467.961 1,400.86 1,401.67 3 0.2025 144.5 58 67 TRUE

57



Number of unique peptidesBiological sample name Gene symbol and protein name Protein accession numbers Protein molecular weight (Da) Protein identification probability ModificationsNumber of unique spectra Number of total spectra Percentage sequence coverage Peptide sequence Previous amino acid Next amino acid Peptide identification probability Mascot Ion score Mascot Identity score X! Tandem -log(e) score Number of enzymatic termini Peptide start index Peptide stop index Exclusive (*) Other proteins matched to peptideObserved m/z Actual peptide mass (AMU) Calculated +1H Peptide Mass (AMU) Spectrum charge Actual minus calculated peptide mass (AMU) Actual minus calculated peptide mass (PPM)

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 95.00% 27.1 38.5 1.77 2 701.3501 1,400.69 1,401.67 2 0.02713 19.35 58 67 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 95.00% 28.4 38.5 1 2 468.2362 1,401.69 1,401.67 3 1.028 18.12 58 67 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 95.00% 37.3 38.5 1.46 2 701.3671 1,400.72 1,401.67 2 0.06116 43.63 58 67 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 95.00% 41.4 38.5 0 2 467.9657 1,400.88 1,401.67 3 0.2167 154.5 58 67 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 95.00% 42.3 38.5 0 2 467.9656 1,400.88 1,401.67 3 0.2165 154.4 58 67 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 95.00% 48.6 38.5 4 2 701.3638 1,400.71 1,401.67 2 0.05446 38.85 58 67 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% HYQINQQWER K T 95.00% 62.5 38.5 2.47 2 701.3728 1,400.73 1,401.67 2 0.07243 51.67 58 67 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 94.20% 39 38.8 0 2 679.3732 1,356.73 1,357.69 2 0.05321 39.19 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 26.2 38.8 1.07 2 679.4096 1,356.80 1,357.69 2 0.1261 92.84 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 32.6 38.8 2.02 2 679.4103 1,356.81 1,357.69 2 0.1273 93.77 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 37.1 38.9 2 2 679.8603 1,357.71 1,357.69 2 1.027 18.1 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 37.2 38.9 1.44 2 679.8769 1,357.74 1,357.69 2 1.061 42.64 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 45.4 38.8 0 2 679.3412 1,356.67 1,357.69 2 -0.0108 -7.958 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 45.9 38.8 2.28 2 679.3869 1,356.76 1,357.69 2 0.08066 59.41 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 51.6 38.8 1.66 2 679.3619 1,356.71 1,357.69 2 0.03066 22.58 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 61.1 38.8 2.47 2 679.4082 1,356.80 1,357.69 2 0.1231 90.66 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IAWESPQGQVSR K Y 95.00% 62.7 38.8 4.16 2 679.3528 1,356.69 1,357.69 2 0.01233 9.079 1650 1661 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IGDTWSKK R D 95.00% 34.1 40 1.11 2 467.8508 933.687 934.4994 2 0.1948 208.4 242 249 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IGEKWDR K Q 95.00% 42.9 40.4 0 2 452.3065 902.5985 903.4684 2 0.1373 152 2204 2210 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IGEKWDR K Q 95.00% 46.4 40.4 0 2 452.4116 902.8086 903.4684 2 0.3475 384.4 2204 2210 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IGEKWDR K Q 95.00% 50.9 40.4 0.745 2 452.3568 902.6991 903.4684 2 0.2379 263.2 2204 2210 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IGEKWDR K Q 95.00% 60 40.4 1.23 2 452.2774 902.5403 903.4684 2 0.07911 87.56 2204 2210 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IGEKWDR K Q 95.00% 61.5 40.4 0 2 452.3027 902.5908 903.4684 2 0.1296 143.4 2204 2210 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IScTIANR R C 92.90% 39.3 40 0 2 c3: Carbamidomethyl (+57.02) 467.0581 932.1016 934.4775 2 -1.369 -392.1 133 140 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IScTIANR R C 95.00% 42.1 40 0 2 c3: Carbamidomethyl (+57.02) 467.8034 933.5922 934.4775 2 0.1219 130.5 133 140 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IScTIANR R C 95.00% 43.4 40 0 2 c3: Carbamidomethyl (+57.02) 467.791 933.5675 934.4775 2 0.09726 104.1 133 140 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IScTIANR R C 95.00% 44.9 40 0 2 c3: Carbamidomethyl (+57.02) 467.2757 932.5368 934.4775 2 -0.9334 74.27 133 140 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IScTIANR R C 95.00% 53.6 40 0.721 2 c3: Carbamidomethyl (+57.02) 467.7931 933.5717 934.4775 2 0.1015 108.6 133 140 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 90.30% 0 0 2.1 2 607.7102 1,820.11 1,819.01 3 2.104 54.36 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 29.6 37.6 3.77 2 607.1064 1,818.30 1,819.01 3 0.2932 161.2 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 30.9 37.8 1.51 2 607.4417 1,819.30 1,819.01 3 1.299 162.7 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 31.4 37.8 1.6 2 607.3502 1,819.03 1,819.01 3 1.024 11.94 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 38 37.6 5.15 2 607.084 1,818.23 1,819.01 3 0.2258 124.1 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 38.6 37.8 1.66 2 607.3502 1,819.03 1,819.01 3 1.024 11.94 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 40.1 37.8 1.92 2 607.4127 1,819.22 1,819.01 3 1.212 114.9 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 43.6 37.8 4.52 2 607.3982 1,819.17 1,819.01 3 1.168 91.05 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 43.8 37.6 2.92 2 607.0989 1,818.28 1,819.01 3 0.2707 148.8 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 44.3 37.6 2.14 2 607.0748 1,818.20 1,819.01 3 0.1983 109 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 46.8 37.8 4.64 2 607.3839 1,819.13 1,819.01 3 1.126 67.56 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 57 37.6 1 2 607.0802 1,818.22 1,819.01 3 0.2145 117.9 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 57.6 37.8 3.3 2 607.3502 1,819.03 1,819.01 3 1.024 11.94 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 57.8 37.6 2.4 2 607.0682 1,818.18 1,819.01 3 0.1785 98.09 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 61.3 37.8 5.96 2 607.3917 1,819.15 1,819.01 3 1.149 80.4 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITGYIIKYEKPGSPPR R E 95.00% 65.4 37.8 5.59 2 607.3976 1,819.17 1,819.01 3 1.167 90.01 1930 1945 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 25 36.4 1.05 2 1,085.15 2,168.29 2,168.05 2 1.242 110.5 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 30.1 36.4 2.47 2 1,085.17 2,168.32 2,168.05 2 1.28 127.8 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 36.6 36.4 0 2 723.6602 2,167.96 2,168.05 3 0.9152 -40.38 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 38.2 36.5 0 2 723.4073 2,167.20 2,168.05 3 0.1566 72.22 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 40.7 36.4 1 2 1,085.14 2,168.26 2,168.05 2 1.214 97.59 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 42.2 36.5 0 2 723.4165 2,167.23 2,168.05 3 0.1842 84.97 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 42.9 36.4 0 2 723.7558 2,168.25 2,168.05 3 1.202 91.92 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 44 36.5 0 2 723.4376 2,167.29 2,168.05 3 0.2474 114.1 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 49.3 36.4 1.44 2 1,084.71 2,167.40 2,168.05 2 0.3602 166.1 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 49.7 36.5 2.26 2 1,084.64 2,167.26 2,168.05 2 0.2156 99.45 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% ITYGETGGNSPVQEFTVPGSK R S 95.00% 58.4 36.5 0 2 723.4202 2,167.24 2,168.05 3 0.1952 90 1480 1500 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 90.60% 36.8 38.8 0 2 678.8959 1,355.78 1,355.70 2 1.089 63.62 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 92.80% 38 38.7 0 2 678.3903 1,354.77 1,355.70 2 0.07783 57.4 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 46.6 38.7 1.02 2 678.3973 1,354.78 1,355.70 2 0.09178 67.7 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 47.2 38.7 3.18 2 678.3719 1,354.73 1,355.70 2 0.04108 30.3 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 49.2 38.8 0 2 678.9003 1,355.79 1,355.70 2 1.098 70.09 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 50.5 38.7 2.23 2 678.3453 1,354.68 1,355.70 2 -0.01217 -8.979 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 55.4 38.7 1.24 2 678.3717 1,354.73 1,355.70 2 0.04067 30 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 60.2 38.7 0 2 678.4354 1,354.86 1,355.70 2 0.1681 124 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 61.6 38.7 1.48 2 678.3644 1,354.71 1,355.70 2 0.02605 19.21 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 63.4 38.7 0 2 678.3923 1,354.77 1,355.70 2 0.08193 60.43 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 67.3 38.8 2.18 2 678.8613 1,355.71 1,355.70 2 1.02 12.6 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 69.6 38.7 3.22 2 678.3028 1,354.59 1,355.70 2 -0.09717 -71.68 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 73.6 38.7 3.29 2 678.3903 1,354.77 1,355.70 2 0.07783 57.4 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 73.7 38.7 3.01 2 678.3478 1,354.68 1,355.70 2 -0.007173 -5.291 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 74 38.7 3.55 2 678.3697 1,354.72 1,355.70 2 0.03678 27.13 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 75 38.8 2.23 2 678.8734 1,355.73 1,355.70 2 1.044 30.52 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 75 38.7 2.35 2 678.4036 1,354.79 1,355.70 2 0.1044 76.99 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 75.4 38.7 2.82 2 678.3649 1,354.72 1,355.70 2 0.02718 20.05 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 75.9 38.7 2.72 2 678.3591 1,354.70 1,355.70 2 0.01556 11.48 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 82.7 38.7 2.11 2 678.3862 1,354.76 1,355.70 2 0.06966 51.38 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 82.9 38.7 2.85 2 678.4174 1,354.82 1,355.70 2 0.132 97.37 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 86.9 38.7 3.92 2 678.3523 1,354.69 1,355.70 2 0.001977 1.458 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% IYLYTLNDNAR K S 95.00% 91.7 38.7 4.37 2 678.3828 1,354.75 1,355.70 2 0.06283 46.34 1881 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% LGVRPSQGGEAPR K E 93.80% 38.4 38.4 0 2 662.4003 1,322.79 1,323.71 2 0.08033 60.68 1117 1129 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% LGVRPSQGGEAPR K E 95.00% 39 38.4 3.18 2 662.4078 1,322.80 1,323.71 2 0.09533 72.01 1117 1129 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% LGVRPSQGGEAPR K E 95.00% 44.9 38.4 3.19 2 662.3755 1,322.74 1,323.71 2 0.03084 23.3 1117 1129 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% LGVRPSQGGEAPR K E 95.00% 49.5 38.4 1.42 2 662.3879 1,322.76 1,323.71 2 0.05562 42.02 1117 1129 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 93.30% 36.5 37.6 0 2 578.3289 1,731.97 1,732.95 3 0.0242 13.97 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 22.9 37.6 2.96 2 867.0574 1,732.10 1,732.95 2 0.1595 92.05 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 24.4 37.6 1.04 2 867.0653 1,732.12 1,732.95 2 0.1752 101.1 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 26.1 37.6 1.82 2 867.0892 1,732.16 1,732.95 2 0.2231 128.7 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 26.5 37.6 3.39 2 867.0692 1,732.12 1,732.95 2 0.1831 105.6 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 26.9 37.7 1.92 2 867.5853 1,733.16 1,732.95 2 1.215 122.5 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 31.3 37.6 1.49 2 867.0903 1,732.17 1,732.95 2 0.2252 130 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 35.2 37.6 2.92 2 867.0668 1,732.12 1,732.95 2 0.1782 102.8 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 36.1 37.6 3.19 2 867.1071 1,732.20 1,732.95 2 0.259 149.4 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 38.7 37.6 2.96 2 867.019 1,732.02 1,732.95 2 0.08273 47.74 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 43.1 37.6 2.39 2 867.0951 1,732.18 1,732.95 2 0.2349 135.6 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 45.1 37.6 2.85 2 867.5961 1,733.18 1,732.95 2 1.237 135 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 46.6 37.6 1.15 2 578.6979 1,733.07 1,732.95 3 1.131 74.06 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 46.7 37.6 0 2 578.6852 1,733.03 1,732.95 3 1.093 52.03 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 47.6 37.6 2.64 2 867.119 1,732.22 1,732.95 2 0.2827 163.1 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 49.3 37.6 2.19 2 867.0369 1,732.06 1,732.95 2 0.1186 68.41 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 56.5 37.6 1.01 2 867.5103 1,733.01 1,732.95 2 1.065 36.04 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIK R G 95.00% 61.4 37.6 2.62 2 578.4302 1,732.27 1,732.95 3 0.328 189.2 1055 1070 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 93.70% 9.01 35.7 0.921 2 825.215 2,472.62 2,473.29 3 0.3371 136.3 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 94.20% 18.3 35.7 0.959 2 825.2139 2,472.62 2,473.29 3 0.3336 134.9 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 10.2 35.7 1.54 2 825.1925 2,472.56 2,473.29 3 0.2696 109 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 13.4 35.8 1.72 2 825.2429 2,472.71 2,473.29 3 0.4207 170.1 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 18.8 35.7 1.06 2 825.1833 2,472.53 2,473.29 3 0.242 97.85 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 30.2 35.7 1.21 2 825.2113 2,472.61 2,473.29 3 0.3258 131.7 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 34.1 35.7 2.32 2 825.1757 2,472.51 2,473.29 3 0.2192 88.63 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 36.4 35.8 1.48 2 825.5459 2,473.62 2,473.29 3 1.33 132.1 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 39.5 35.8 1.57 2 825.5062 2,473.50 2,473.29 3 1.211 83.99 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 40 35.7 2 2 825.1935 2,472.56 2,473.29 3 0.2726 110.2 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 40.7 35.8 1.92 2 825.2277 2,472.66 2,473.29 3 0.3751 151.6 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NLQPASEYTVSLVAIKGNQESPK R A 95.00% 41.1 35.8 2.82 2 825.4802 2,473.42 2,473.29 3 1.133 52.47 1055 1077 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 33.8 37 2 2 997.6417 1,993.27 1,993.99 2 0.2854 143.1 959 976 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 53 37 2.3 2 998.1031 1,994.19 1,993.99 2 1.208 103.1 959 976 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 56.2 37 1.62 2 997.6001 1,993.19 1,993.99 2 0.2023 101.5 959 976 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 64.2 37 3.16 2 997.6159 1,993.22 1,993.99 2 0.2339 117.3 959 976 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 66.8 37 4.57 2 997.607 1,993.20 1,993.99 2 0.2161 108.4 959 976 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 70.4 37 0 2 665.3639 1,993.07 1,993.99 3 0.0864 43.33 959 976 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% NTFAEVTGLSPGVTYYFK R V 95.00% 75.4 37 4.39 2 997.6165 1,993.22 1,993.99 2 0.2351 117.9 959 976 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSK R Y 95.00% 39.9 39.5 0.658 2 539.8353 1,077.66 1,078.55 2 0.1105 102.5 1041 1050 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSK R Y 95.00% 40.2 39.5 0.796 2 539.848 1,077.68 1,078.55 2 0.136 126.1 1041 1050 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSK R Y 95.00% 42.8 39.5 1.19 2 539.8552 1,077.70 1,078.55 2 0.1503 139.4 1041 1050 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSK R Y 95.00% 46.7 39.5 0.921 2 539.8616 1,077.71 1,078.55 2 0.1633 151.3 1041 1050 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSK R Y 95.00% 51.2 39.5 0 2 539.7778 1,077.54 1,078.55 2 -0.004473 -4.147 1041 1050 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSK R Y 95.00% 54.5 39.5 0.699 2 539.8553 1,077.70 1,078.55 2 0.1505 139.5 1041 1050 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 28.1 37.9 1.06 2 536.6869 1,607.04 1,607.85 3 0.192 119.4 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 30.4 37.9 0.854 2 536.6917 1,607.05 1,607.85 3 0.2066 128.5 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 32.5 37.9 1.72 2 536.7177 1,607.13 1,607.85 3 0.2845 176.9 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 36.8 37.9 1.74 2 536.7111 1,607.11 1,607.85 3 0.2648 164.7 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 38.5 38.1 1.28 2 536.9788 1,607.91 1,607.85 3 1.068 40.36 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 2.66 2 n-term: Pyro-cmC (-17.03) 797.0089 1,592.00 1,590.83 2 2.183 111.5 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 3.28 2 n-term: Pyro-cmC (-17.03) 795.9603 1,589.91 1,590.83 2 0.08578 53.92 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 41.6 37.9 0.921 2 536.6702 1,606.99 1,607.85 3 0.142 88.28 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 41.7 37.9 2.89 2 536.7083 1,607.10 1,607.85 3 0.2563 159.4 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 4.08 2 n-term: Pyro-cmC (-17.03) 795.979 1,589.94 1,590.83 2 0.1233 77.49 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 4.26 2 n-term: Pyro-cmC (-17.03) 795.9603 1,589.91 1,590.83 2 0.08578 53.92 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 4.38 2 n-term: Pyro-cmC (-17.03) 795.9963 1,589.98 1,590.83 2 0.1578 99.17 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 4.51 2 n-term: Pyro-cmC (-17.03) 796.0342 1,590.05 1,590.83 2 0.2336 146.8 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 5.37 2 n-term: Pyro-cmC (-17.03) 795.9898 1,589.97 1,590.83 2 0.1448 91 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 5.7 2 n-term: Pyro-cmC (-17.03) 796.019 1,590.02 1,590.83 2 0.2033 127.8 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 43.7 37.9 0 2 536.6498 1,606.93 1,607.85 3 0.08075 50.22 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 5.8 2 n-term: Pyro-cmC (-17.03) 796.0042 1,589.99 1,590.83 2 0.1737 109.2 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 5.89 2 n-term: Pyro-cmC (-17.03) 796.0172 1,590.02 1,590.83 2 0.1996 125.4 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 44.8 37.9 3.41 2 536.7167 1,607.13 1,607.85 3 0.2815 175.1 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 7.01 2 n-term: Pyro-cmC (-17.03) 796.0286 1,590.04 1,590.83 2 0.2223 139.7 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 7.07 2 n-term: Pyro-cmC (-17.03) 796.0283 1,590.04 1,590.83 2 0.2219 139.4 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% qYNVGPSVSKYPLR R N 95.00% 0 0 7.11 2 n-term: Pyro-cmC (-17.03) 796.0326 1,590.05 1,590.83 2 0.2304 144.8 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 48.2 38.1 4.08 2 537.019 1,608.04 1,607.85 3 1.189 115.5 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 49.3 38.1 0 2 537.0132 1,608.02 1,607.85 3 1.171 104.5 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 52.1 38.1 3.21 2 537.0452 1,608.11 1,607.85 3 1.267 164.2 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 52.9 37.9 3.74 2 536.6805 1,607.02 1,607.85 3 0.1729 107.5 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 55.7 38.1 2.4 2 537.054 1,608.14 1,607.85 3 1.293 180.6 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 55.6 38 2.36 2 536.7303 1,607.17 1,607.85 3 0.3224 200.5 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 61.8 37.9 4.01 2 536.6892 1,607.05 1,607.85 3 0.199 123.8 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 65.1 37.9 3.35 2 536.677 1,607.01 1,607.85 3 0.1625 101 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 65.2 37.9 4.1 2 536.6727 1,607.00 1,607.85 3 0.1496 93.03 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 65.9 37.9 0 2 536.7002 1,607.08 1,607.85 3 0.232 144.2 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 73 37.9 7.42 2 804.5273 1,607.04 1,607.85 2 0.1932 120.2 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 77.5 37.9 1.72 2 536.7036 1,607.09 1,607.85 3 0.2423 150.7 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 79.7 37.9 6.03 2 804.4929 1,606.97 1,607.85 2 0.1245 77.42 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% QYNVGPSVSKYPLR R N 95.00% 81.6 37.9 5.24 2 804.5283 1,607.04 1,607.85 2 0.1952 121.4 1041 1054 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 63.3 35.9 1.3 2 799.4293 2,395.27 2,396.09 3 0.1869 78.01 2279 2300 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 69.2 35.9 6.96 2 799.4953 2,395.46 2,396.09 3 0.3851 160.7 2279 2300 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% RPGGEPSPEGTTGQSYNQYSQR R Y 95.00% 78 35.9 4.85 2 799.783 2,396.33 2,396.09 3 1.248 102.4 2279 2300 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 32.4 37.2 1.25 2 957.5778 1,913.14 1,913.00 2 1.151 77.32 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 33.2 37.2 1.03 2 638.3282 1,911.96 1,913.00 3 -0.02755 -14.4 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 34.1 37.1 1.18 2 957.1328 1,912.25 1,913.00 2 0.2609 136.3 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 38 37.2 0 2 638.3331 1,911.98 1,913.00 3 -0.01273 -6.652 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 38.1 37.2 0 2 638.7171 1,913.13 1,913.00 3 1.139 71.23 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 38.5 37.2 0 2 638.4002 1,912.18 1,913.00 3 0.1885 98.5 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 39.6 37.2 3.6 2 957.1059 1,912.20 1,913.00 2 0.207 108.2 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 40.3 37.2 0 2 638.3971 1,912.17 1,913.00 3 0.1792 93.68 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 41.5 37.2 0 2 638.7088 1,913.10 1,913.00 3 1.114 58.22 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 42.3 37.2 2.19 2 638.6889 1,913.05 1,913.00 3 1.055 27.15 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 44.2 37.2 4.96 2 957.0911 1,912.17 1,913.00 2 0.1774 92.75 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 47.9 37.1 5.38 2 957.1368 1,912.26 1,913.00 2 0.2687 140.5 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 48.2 37.2 1.82 2 638.6979 1,913.07 1,913.00 3 1.082 41.17 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 48.5 37.2 3.24 2 957.1089 1,912.20 1,913.00 2 0.2129 111.3 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 49 37.1 7.02 2 957.1571 1,912.30 1,913.00 2 0.3094 161.7 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 50.8 37.2 4.24 2 957.0939 1,912.17 1,913.00 2 0.1829 95.6 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 52.9 37.2 1.14 2 638.3634 1,912.07 1,913.00 3 0.07808 40.81 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 53.2 37.2 5.96 2 957.0957 1,912.18 1,913.00 2 0.1866 97.55 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 56.7 37.2 6.26 2 957.0663 1,912.12 1,913.00 2 0.1277 66.76 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 58.5 37.1 2.85 2 957.1803 1,912.35 1,913.00 2 0.3557 185.9 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 59.7 37.2 4.28 2 957.0941 1,912.17 1,913.00 2 0.1835 95.9 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 60.7 37.2 4.8 2 957.1235 1,912.23 1,913.00 2 0.2422 126.6 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 64.2 37.2 5.15 2 957.0423 1,912.07 1,913.00 2 0.07973 41.67 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 65.5 37.2 4.89 2 957.0969 1,912.18 1,913.00 2 0.1891 98.82 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 65.8 37.2 0 2 638.7148 1,913.12 1,913.00 3 1.132 67.75 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 70 37.2 2.39 2 957.6391 1,913.26 1,913.00 2 1.273 141.4 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 72.2 37.2 2.27 2 957.6163 1,913.22 1,913.00 2 1.228 117.5 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SSPVVIDASTAIDAPSNLR R F 95.00% 74 37.2 5.36 2 957.0725 1,912.13 1,913.00 2 0.1401 73.25 1892 1910 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 30.1 38.8 1.1 2 555.8423 1,109.67 1,110.54 2 0.1345 121.1 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 31.5 38.8 1.24 2 555.7687 1,109.52 1,110.54 2 -0.01255 -11.3 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 38.9 38.8 0.921 2 555.845 1,109.68 1,110.54 2 0.14 126 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 39.6 38.7 2.14 2 556.338 1,110.66 1,110.54 2 1.126 110.9 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 40.1 38.8 1.05 2 555.8223 1,109.63 1,110.54 2 0.09453 85.11 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 40.3 38.8 0 2 555.7869 1,109.56 1,110.54 2 0.02386 21.49 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 42.4 38.8 0.959 2 555.8293 1,109.64 1,110.54 2 0.1086 97.77 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 42.5 38.8 0.959 2 555.8276 1,109.64 1,110.54 2 0.1052 94.71 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 43.1 38.8 0.854 2 555.8279 1,109.64 1,110.54 2 0.1057 95.17 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 43.1 38.8 0 2 555.8534 1,109.69 1,110.54 2 0.1569 141.2 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 43.8 38.8 0.796 2 555.7481 1,109.48 1,110.54 2 -0.05392 -48.55 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 44.2 38.7 1.06 2 556.2963 1,110.58 1,110.54 2 1.043 35.8 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 45.4 38.8 1.46 2 555.8913 1,109.77 1,110.54 2 0.2325 209.3 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 49.5 38.8 0 2 555.8407 1,109.67 1,110.54 2 0.1314 118.3 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% STTPDITGYR R I 95.00% 53.1 38.8 0 2 555.8643 1,109.71 1,110.54 2 0.1786 160.8 1198 1207 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 94.10% 38.5 38.3 0 2 772.4758 1,542.94 1,543.76 2 0.1802 116.7 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 22.4 38.3 2.82 2 772.4506 1,542.89 1,543.76 2 0.1298 84.04 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 27.4 38.3 1.85 2 772.9288 1,543.84 1,543.76 2 1.086 54.08 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 29.2 38.3 4.22 2 772.4541 1,542.89 1,543.76 2 0.1368 88.62 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 33.8 38.3 2.47 2 772.9361 1,543.86 1,543.76 2 1.101 63.42 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 34.6 38.3 2.92 2 772.4688 1,542.92 1,543.76 2 0.1662 107.6 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 42.7 38.3 0 2 772.4103 1,542.81 1,543.76 2 0.04913 31.82 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 42.8 38.3 2.28 2 772.4768 1,542.94 1,543.76 2 0.1822 118 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 45.8 38.3 3.8 2 772.4841 1,542.95 1,543.76 2 0.1967 127.4 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 47.4 38.3 3.15 2 772.9565 1,543.90 1,543.76 2 1.142 89.93 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 48.7 38.3 0.62 2 772.9491 1,543.88 1,543.76 2 1.127 80.26 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 50.3 38.3 3.48 2 772.459 1,542.90 1,543.76 2 0.1466 94.97 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 50.4 38.3 0.77 2 772.3883 1,542.76 1,543.76 2 0.005127 3.321 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 50.9 38.3 6.7 2 772.4714 1,542.93 1,543.76 2 0.1713 111 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 53.1 38.3 5.34 2 772.4403 1,542.87 1,543.76 2 0.1091 70.68 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 54.4 38.3 0 2 772.9117 1,543.81 1,543.76 2 1.052 31.88 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYK R I 95.00% 72.1 38.3 5.04 2 772.4574 1,542.90 1,543.76 2 0.1434 92.89 1867 1880 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% SYTITGLQPGTDYKIYLYTLNDNAR R S 95.00% 34.5 35.1 0.854 2 961.2902 2,880.85 2,880.44 3 1.414 142.8 1867 1891 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 92.10% 34.1 36 0 2 821.8219 2,462.44 2,462.21 3 1.243 97.49 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 94.40% 35.6 36 0 2 821.8714 2,462.59 2,462.21 3 1.391 157.8 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 16.4 36 2.85 2 m9: Oxidation (+15.99) 826.8765 2,477.61 2,478.20 3 0.4119 166.2 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 20.6 36 1.24 2 821.4969 2,461.47 2,462.21 3 0.2679 108.8 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 27.4 36.1 1.11 2 m9: Oxidation (+15.99) 827.1802 2,478.52 2,478.20 3 1.323 129.1 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 35.8 36 1.22 2 821.4859 2,461.44 2,462.21 3 0.2349 95.39 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 36 36.1 2.44 2 m9: Oxidation (+15.99) 827.1902 2,478.55 2,478.20 3 1.353 141.2 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 39 36 2.32 2 m9: Oxidation (+15.99) 826.8647 2,477.57 2,478.20 3 0.3765 151.9 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 39.5 36.1 0 2 m9: Oxidation (+15.99) 827.1674 2,478.48 2,478.20 3 1.284 113.6 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 41.3 36 1.49 2 m9: Oxidation (+15.99) 826.8239 2,477.45 2,478.20 3 0.2539 102.4 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 45.3 36 1.7 2 m9: Oxidation (+15.99) 826.8362 2,477.49 2,478.20 3 0.2908 117.3 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 45.7 36.1 2.92 2 m9: Oxidation (+15.99) 827.1396 2,478.40 2,478.20 3 1.201 79.95 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 46 36 5.23 2 m9: Oxidation (+15.99) 826.8809 2,477.62 2,478.20 3 0.425 171.5 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 48.1 36 2.68 2 m9: Oxidation (+15.99) 826.8207 2,477.44 2,478.20 3 0.2444 98.62 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 49.2 36 0 2 m9: Oxidation (+15.99) 826.8641 2,477.57 2,478.20 3 0.3746 151.1 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 49.5 36 1.74 2 821.5066 2,461.50 2,462.21 3 0.2971 120.7 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 54.3 36 1 2 m9: Oxidation (+15.99) 826.8428 2,477.51 2,478.20 3 0.3106 125.3 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 54.8 36.1 4.2 2 821.8302 2,462.47 2,462.21 3 1.268 107.6 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 57.8 36 5.09 2 821.5105 2,461.51 2,462.21 3 0.3087 125.4 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 59.9 36 2.68 2 821.8202 2,462.44 2,462.21 3 1.238 95.4 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQMQVTDVQDNSISVK R W 95.00% 71.3 36 4.74 2 821.4902 2,461.45 2,462.21 3 0.2478 100.6 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TEIDKPSQmQVTDVQDNSISVK R W 95.00% 75.8 36 4.92 2 m9: Oxidation (+15.99) 826.8333 2,477.48 2,478.20 3 0.2823 113.9 1540 1561 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TFYScTTEGR R Q 95.00% 36 39.1 1.02 2 c5: Carbamidomethyl (+57.02) 611.2863 1,220.56 1,221.52 2 0.04477 36.65 370 379 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TFYScTTEGR R Q 95.00% 39.9 39.1 4.4 2 c5: Carbamidomethyl (+57.02) 611.3109 1,220.61 1,221.52 2 0.09408 77.01 370 379 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TFYScTTEGR R Q 95.00% 55.2 39.1 3.44 2 c5: Carbamidomethyl (+57.02) 611.3389 1,220.66 1,221.52 2 0.1501 122.8 370 379 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 91.40% 33.2 35.4 0 2 858.2435 2,571.71 2,572.34 3 0.3791 147.3 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 31.4 35.5 1.62 2 858.2235 2,571.65 2,572.34 3 0.3191 124 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 35.9 35.5 0 2 858.1682 2,571.48 2,572.34 3 0.1531 59.5 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 39.4 35.4 0.854 2 858.2497 2,571.73 2,572.34 3 0.3975 154.5 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 39.6 35.5 1.59 2 858.1926 2,571.56 2,572.34 3 0.2262 87.94 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 43 35.5 0.745 2 858.5338 2,572.58 2,572.34 3 1.25 95.99 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 45.9 35.4 0 2 858.2443 2,571.71 2,572.34 3 0.3815 148.3 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 52.5 35.5 3.11 2 858.2016 2,571.58 2,572.34 3 0.2533 98.48 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% TKTETITGFQVDAVPANGQTPIQR R T 95.00% 68 35.4 0 2 858.2391 2,571.70 2,572.34 3 0.3657 142.2 1836 1859 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 19.4 38.1 1.7 2 544.2873 1,629.84 1,629.87 3 0.9765 -16.1 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 27.9 38.1 3.18 2 544.3502 1,630.03 1,629.87 3 1.165 99.52 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 31.9 38 0.854 2 544.0537 1,629.14 1,629.87 3 0.2756 169 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 34.8 38 2.05 2 544.0529 1,629.14 1,629.87 3 0.2732 167.6 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 36.2 38 1.8 2 544.0305 1,629.07 1,629.87 3 0.206 126.4 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 37.3 38.1 2.89 2 544.3245 1,629.95 1,629.87 3 1.088 52.23 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 43.9 38.1 3.62 2 544.3642 1,630.07 1,629.87 3 1.207 125.3 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 47.6 38 3.34 2 815.5561 1,629.10 1,629.87 2 0.2339 143.5 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 49 38.1 2.77 2 816.0187 1,630.02 1,629.87 2 1.159 95.97 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 49.8 38.1 4.92 2 544.3717 1,630.09 1,629.87 3 1.23 139 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 54.6 38.1 5.02 2 544.3645 1,630.07 1,629.87 3 1.208 125.8 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 56.9 38 4.25 2 544.0377 1,629.09 1,629.87 3 0.2276 139.6 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VDVIPVNLPGEHGQR R L 95.00% 60 38 4.04 2 815.5321 1,629.05 1,629.87 2 0.1861 114.1 939 953 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 36.7 38.5 3.8 2 731.4303 1,460.85 1,461.79 2 0.06233 42.64 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 38.2 38.3 2.3 2 731.959 1,461.90 1,461.79 2 1.12 80.04 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 38.4 38.5 3.03 2 731.4686 1,460.92 1,461.79 2 0.139 95.08 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 45.6 38.3 2.35 2 731.9703 1,461.93 1,461.79 2 1.142 95.42 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 52.2 38.5 3.68 2 731.4755 1,460.94 1,461.79 2 0.1528 104.5 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 55 38.5 3.7 2 731.4369 1,460.86 1,461.79 2 0.07566 51.76 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 60.9 38.5 7.55 2 731.4567 1,460.90 1,461.79 2 0.1153 78.85 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 62.5 38.5 5.07 2 731.4646 1,460.91 1,461.79 2 0.1309 89.54 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 65.9 38.5 6.41 2 731.4747 1,460.93 1,461.79 2 0.1512 103.4 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 67.9 38.3 6.44 2 731.9648 1,461.92 1,461.79 2 1.131 87.97 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 68.2 38.5 5.96 2 731.4944 1,460.97 1,461.79 2 0.1905 130.3 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 68.2 38.5 8.51 2 731.4538 1,460.89 1,461.79 2 0.1094 74.8 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 69.2 38.5 4.09 2 731.4721 1,460.93 1,461.79 2 0.146 99.87 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 69.5 38.5 5.55 2 731.3783 1,460.74 1,461.79 2 -0.04167 -28.51 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 69.7 38.3 4.52 2 731.9371 1,461.86 1,461.79 2 1.076 50.1 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 73.7 38.5 8 2 731.463 1,460.91 1,461.79 2 0.1277 87.37 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 74 38.5 3.8 2 731.4292 1,460.84 1,461.79 2 0.06015 41.15 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 75.6 38.5 6.8 2 731.4228 1,460.83 1,461.79 2 0.04733 32.38 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 77 38.5 4.92 2 731.4419 1,460.87 1,461.79 2 0.08555 58.52 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 78.9 38.5 6.23 2 731.482 1,460.95 1,461.79 2 0.1657 113.4 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 79 38.5 9.92 2 731.451 1,460.89 1,461.79 2 0.1039 71.05 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 80.1 38.5 4.12 2 731.4553 1,460.90 1,461.79 2 0.1124 76.9 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 82.4 38.3 5.59 2 731.8723 1,461.73 1,461.79 2 0.9463 -38.56 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 83.5 38.5 5.85 2 731.4551 1,460.90 1,461.79 2 0.1119 76.54 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 84.1 38.5 7.06 2 731.4595 1,460.90 1,461.79 2 0.1208 82.66 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 85.6 38.5 5.96 2 731.4651 1,460.92 1,461.79 2 0.1319 90.24 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 86.8 38.5 7.92 2 731.4191 1,460.82 1,461.79 2 0.04 27.36 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 91.4 38.5 6.34 2 731.4515 1,460.89 1,461.79 2 0.1048 71.66 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 96.9 38.5 8.74 2 731.4656 1,460.92 1,461.79 2 0.1329 90.92 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 97.4 38.5 8.28 2 731.4528 1,460.89 1,461.79 2 0.1073 73.42 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VPGTSTSATLTGLTR R G 95.00% 101 38.5 6.89 2 731.4471 1,460.88 1,461.79 2 0.09599 65.66 2094 2108 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTImWTPPESAVTGYR K V 95.00% 29.6 37.5 1.89 2 m4: Oxidation (+15.99) 912.5631 1,823.11 1,823.90 2 0.2191 120.1 923 938 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTIMWTPPESAVTGYR K V 95.00% 31.1 37.7 2.59 2 904.5866 1,807.16 1,807.90 2 0.2611 144.4 923 938 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTIMWTPPESAVTGYR K V 95.00% 35.6 37.7 2.49 2 904.5363 1,807.06 1,807.90 2 0.1604 88.73 923 938 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTIMWTPPESAVTGYR K V 95.00% 45.6 37.7 2.55 2 904.5133 1,807.01 1,807.90 2 0.1144 63.29 923 938 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 30.9 37.2 1.05 2 963.6303 1,925.25 1,926.05 2 0.2047 106.3 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 38.8 37 2.21 2 964.144 1,926.27 1,926.05 2 1.232 119.1 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 39.6 37.2 1.05 2 642.7459 1,925.22 1,926.05 3 0.1746 90.64 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 0 0 3.66 2 643.3952 1,927.16 1,926.05 3 2.122 60.68 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 42.2 37.2 2.12 2 963.6015 1,925.19 1,926.05 2 0.1471 76.38 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 46.1 37.2 3.47 2 963.6638 1,925.31 1,926.05 2 0.2718 141.1 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 61.2 37.2 1.6 2 642.7339 1,925.18 1,926.05 3 0.1387 72.01 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 63.7 37 3.22 2 643.036 1,926.09 1,926.05 3 1.045 21.84 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 64 37 3.85 2 643.0702 1,926.19 1,926.05 3 1.147 75.09 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% VTWAPPPSIDLTNFLVR R Y 95.00% 72.8 37.2 2.04 2 642.6988 1,925.07 1,926.05 3 0.03316 17.22 1285 1301 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WKEATIPGHLNSYTIK R G 95.00% 27 37.6 0.921 2 620.0552 1,857.14 1,857.99 3 0.1651 88.83 654 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WKEATIPGHLNSYTIK R G 95.00% 27.2 37.6 0.886 2 620.0311 1,857.07 1,857.99 3 0.09288 49.99 654 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WKEATIPGHLNSYTIK R G 95.00% 29.7 37.6 1.15 2 620.0597 1,857.16 1,857.99 3 0.1787 96.19 654 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WKEATIPGHLNSYTIK R G 95.00% 31.6 37.6 0.796 2 620.0798 1,857.22 1,857.99 3 0.239 128.6 654 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WKEATIPGHLNSYTIK R G 95.00% 37 37.6 2.8 2 620.0783 1,857.21 1,857.99 3 0.2343 126.1 654 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WKEATIPGHLNSYTIK R G 95.00% 39.8 37.5 0 2 620.4071 1,858.20 1,857.99 3 1.221 117.3 654 669 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 28.2 39.1 0.721 2 675.3356 1,348.66 1,349.68 2 -0.02086 -15.45 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 30.5 39.1 1.77 2 675.3003 1,348.59 1,349.68 2 -0.09157 -67.85 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 36.7 39.1 3.33 2 675.3088 1,348.60 1,349.68 2 -0.07443 -55.15 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 36.8 39.1 2.7 2 675.3346 1,348.65 1,349.68 2 -0.023 -17.04 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 37.6 39.1 4 2 675.3575 1,348.70 1,349.68 2 0.02285 16.93 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 39.7 39.1 2.72 2 675.3941 1,348.77 1,349.68 2 0.09617 71.25 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 40.8 39.1 3.33 2 675.3631 1,348.71 1,349.68 2 0.03414 25.29 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 41.2 39.1 0.921 2 675.3725 1,348.73 1,349.68 2 0.05286 39.16 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 41.3 38.8 2.96 2 675.8813 1,349.75 1,349.68 2 1.071 50.2 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 42.6 39.1 2.52 2 675.3127 1,348.61 1,349.68 2 -0.06674 -49.45 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 43.1 39.1 1.92 2 675.3854 1,348.76 1,349.68 2 0.0787 58.3 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 44.2 39.1 2.1 2 675.3833 1,348.75 1,349.68 2 0.0745 55.19 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 45.3 39.1 0.638 2 675.3599 1,348.71 1,349.68 2 0.02777 20.57 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 47.3 39.1 0 2 675.405 1,348.80 1,349.68 2 0.1179 87.38 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 50.2 38.8 2.82 2 675.8426 1,349.67 1,349.68 2 0.993 -7.171 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 50.9 39.1 3.82 2 675.3603 1,348.71 1,349.68 2 0.02843 21.06 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 51.2 39.1 3.92 2 675.3758 1,348.74 1,349.68 2 0.05943 44.03 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 52.6 38.8 3.48 2 675.8278 1,349.64 1,349.68 2 0.9634 -29.1 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 52.7 38.8 1.19 2 675.898 1,349.78 1,349.68 2 1.104 74.83 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 53.5 39.1 3.44 2 675.3328 1,348.65 1,349.68 2 -0.02657 -19.69 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 54 39.1 3.96 2 675.3715 1,348.73 1,349.68 2 0.05085 37.67 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WLPSSSPVTGYR K V 95.00% 69.4 39.1 2.48 2 675.3736 1,348.73 1,349.68 2 0.05516 40.86 1562 1573 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 92.20% 24.7 38.5 0.699 2 478.3077 1,431.90 1,431.75 3 1.159 109.2 831 842 TRUE
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HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 23 38.5 1.03 2 477.9665 1,430.88 1,431.75 3 0.1357 94.77 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 26.4 38.5 0.886 2 478.0227 1,431.05 1,431.75 3 0.3044 212.5 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 29.7 38.5 3.68 2 716.4488 1,430.88 1,431.75 2 0.141 98.47 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 30 38.5 2.7 2 716.4741 1,430.93 1,431.75 2 0.1917 133.9 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 31.8 38.5 1.72 2 716.4173 1,430.82 1,431.75 2 0.07808 54.53 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 32.6 38.5 2.4 2 716.4343 1,430.85 1,431.75 2 0.112 78.24 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 33.5 38.5 4.01 2 478.0048 1,430.99 1,431.75 3 0.2505 175 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 34.3 38.5 3.18 2 716.4578 1,430.90 1,431.75 2 0.1591 111.1 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 38.7 38.5 0.854 2 478.0129 1,431.02 1,431.75 3 0.2748 191.9 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 39.8 38.5 2.96 2 478.0122 1,431.01 1,431.75 3 0.2729 190.6 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 39.9 38.5 1.96 2 477.9645 1,430.87 1,431.75 3 0.1297 90.58 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 40.7 38.5 3.72 2 478.0016 1,430.98 1,431.75 3 0.241 168.3 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 44.5 38.5 0 2 478.3073 1,431.90 1,431.75 3 1.158 108.5 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 44.5 38.5 3.01 2 477.9464 1,430.82 1,431.75 3 0.07537 52.64 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 44.7 38.5 1.23 2 477.9976 1,430.97 1,431.75 3 0.2291 160 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 44.7 38.5 2.14 2 478.3343 1,431.98 1,431.75 3 1.239 165 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 44.8 38.5 3.07 2 477.9302 1,430.77 1,431.75 3 0.02675 18.68 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 46.2 38.5 2.33 2 478.3426 1,432.01 1,431.75 3 1.264 182.3 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 46.3 38.5 3.05 2 477.9547 1,430.84 1,431.75 3 0.1002 69.99 831 842 TRUE

HFF Repeat 2 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 44 56 545 25.90% WSRPQAPITGYR R I 95.00% 54.7 38.5 2.36 2 477.9902 1,430.95 1,431.75 3 0.2068 144.4 831 842 TRUE

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 4 4 8 3.27% HPSFPTTQQLNVDR R V 95.00% 37.8 37.7 0 2 547.3162 1,638.93 1,639.82 3 0.1152 70.22 715 728 TRUE

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 4 4 8 3.27% mVYWTDVAGR R T 95.00% 27.6 38.8 3.82 2 m1: Oxidation (+15.99) 607.2973 1,212.58 1,213.57 2 0.0202 16.64 1155 1164 TRUE

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 4 4 8 3.27% MVYWTDVAGR R T 95.00% 37.5 39 0.854 2 599.869 1,197.72 1,197.57 2 1.159 130.1 1155 1164 TRUE

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 4 4 8 3.27% MVYWTDVAGR R T 95.00% 46.3 38.9 1.52 2 599.3365 1,196.66 1,197.57 2 0.09353 78.1 1155 1164 TRUE

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 4 4 8 3.27% MVYWTDVAGR R T 95.00% 52.9 38.9 1.72 2 599.3403 1,196.67 1,197.57 2 0.1011 84.44 1155 1164 TRUE

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 4 4 8 3.27% VFALYNDEER R V 95.00% 20.4 38.8 3.13 2 628.1021 1,254.19 1,255.60 2 -0.3984 -317.4 729 738 TRUE

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 4 4 8 3.27% VFALYNDEER R V 95.00% 46.5 38.9 2.89 2 628.3831 1,254.75 1,255.60 2 0.1636 130.3 729 738 TRUE

HFF Repeat 2 NID2 Nidogen-2 precursor IPI00028908,IPI00293033 151,376.50 100.00% 4 4 8 3.27% VLFYTDLVNPR K A 95.00% 79 38.5 2.77 2 668.9503 1,335.89 1,336.73 2 0.1672 125.1 1222 1232 TRUE

HFF Repeat 2 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 2 12.90% VLEQLTGQTPVFSK K A 95.00% 66.8 38.1 2.8 2 773.969 1,545.92 1,546.85 2 0.08292 53.6 39 52 TRUE

HFF Repeat 2 RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798,IPI00746438 20,235.20 99.80% 2 2 2 12.90% YDGIILPGK K - 95.00% 21.3 40.1 2.01 2 488.7963 975.578 975.5512 2 1.034 32.05 170 178 TRUE

HFF Repeat 2 EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor IPI00296058,IPI00556657 49,386.10 99.80% 2 2 2 4.29% AGNSQGDFYIR R Q 95.00% 61.5 39 0 2 614.283 1,226.55 1,227.58 2 -0.01662 -13.54 380 390 TRUE

HFF Repeat 2 EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor IPI00296058,IPI00556657 49,386.10 99.80% 2 2 2 4.29% YMTITSER R S 95.00% 39.4 39.7 1.05 2 500.7837 999.5529 1,000.48 2 0.0833 83.25 347 354 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% APTAQVESFR R I 95.00% 59.8 39.6 1.72 2 553.3579 1,104.70 1,105.56 2 0.1449 131 1732 1741 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% APTAQVESFR R I 95.00% 75.5 39.6 2.92 2 553.3264 1,104.64 1,105.56 2 0.08189 74.06 1732 1741 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% FTTDLDSPR K D 95.00% 53.4 39.2 0 2 526.3643 1,050.71 1,051.51 2 0.2157 205.1 1883 1891 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% FTTDLDSPR K D 95.00% 69.4 39.2 1.17 2 526.335 1,050.66 1,051.51 2 0.1571 149.4 1883 1891 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% FTTDLDSPR K D 95.00% 69.6 39.2 0.796 2 526.3472 1,050.68 1,051.51 2 0.1816 172.6 1883 1891 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% GLEPGQEYNVLLTAEK R G 91.60% 36.2 37.6 0 2 881.5603 1,761.11 1,760.91 2 1.207 115.7 1042 1057 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% GLEPGQEYNVLLTAEK R G 95.00% 46.7 37.6 3.66 2 881.6203 1,761.23 1,760.91 2 1.327 183.7 1042 1057 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% GLEPGQEYNVLLTAEK R G 95.00% 63.9 37.7 3.04 2 881.0315 1,760.05 1,760.91 2 0.1489 84.54 1042 1057 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% IFAEKGPQK R S 95.00% 43.1 40 0 2 509.3407 1,016.67 1,017.57 2 0.1012 99.48 1867 1875 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% IQALNGPLR K S 95.00% 52.5 39 1.82 2 491.366 980.7174 981.5841 2 0.1406 143.2 1955 1963 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% ITAQGQYELR K V 95.00% 64.2 39.2 1.51 2 589.8582 1,177.70 1,178.62 2 0.09249 78.47 2064 2073 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% KQSEPLEITLLAPER K T 95.00% 40.5 37.7 0 2 575.6702 1,723.99 1,723.96 3 1.037 19.78 1659 1673 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% NMNKEDEGEITK R S 94.20% 37.8 38.3 0 2 470.0881 1,407.24 1,407.64 3 0.6074 -280.7 748 759 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% NMNKEDEGEITK R S 95.00% 31.2 38.3 1.7 2 470.0948 1,407.26 1,407.64 3 0.6276 -266.4 748 759 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% NMNKEDEGEITK R S 95.00% 45.9 38.2 0 2 470.2676 1,407.78 1,407.64 3 1.146 101.8 748 759 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% QSEPLEITLLAPER K T 95.00% 44.2 37.9 0.921 2 798.5214 1,595.03 1,595.86 2 0.1713 107.4 1660 1673 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% QSEPLEITLLAPER K T 95.00% 44.8 37.9 1.11 2 798.5813 1,595.15 1,595.86 2 0.2911 182.4 1660 1673 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 47.5 35.6 2.4 2 848.4602 2,542.36 2,543.25 3 0.1147 45.08 1844 1866 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 50.4 35.7 2.01 2 848.814 2,543.42 2,543.25 3 1.176 68.11 1844 1866 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 58.1 35.7 4.29 2 848.8073 2,543.40 2,543.25 3 1.156 60.27 1844 1866 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% TVSGNTVEYALTDLEPATEYTLR R I 95.00% 67.9 35.7 3.1 2 848.5363 2,542.59 2,543.25 3 0.3431 134.9 1844 1866 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% VATYLPAPEGLK R F 95.00% 37.8 38.9 0.638 2 629.9061 1,257.80 1,258.70 2 0.1005 79.84 708 719 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% VATYLPAPEGLK R F 95.00% 41.1 38.9 0 2 629.9137 1,257.81 1,258.70 2 0.1159 92.03 708 719 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% VATYLPAPEGLK R F 95.00% 47 38.9 1 2 629.8664 1,257.72 1,258.70 2 0.02124 16.87 708 719 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% VFAILENKK R S 95.00% 48.3 39.6 0 2 531.4153 1,060.82 1,061.64 2 0.1878 176.9 692 700 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% VSIYGVIR R G 95.00% 42.9 39.9 0 2 453.8623 905.71 906.5407 2 0.1765 194.7 1415 1422 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% VSQTDNSITLEWR R N 95.00% 104 38.2 4.18 2 774.9494 1,547.88 1,548.77 2 0.1261 81.42 902 914 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 40.4 34.7 1.29 2 942.2832 2,823.83 2,823.46 3 1.379 133.1 1819 1843 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% WQPAIATVDSYVISYTGEKVPEITR R T 95.00% 46.3 34.9 4.1 2 941.9771 2,822.91 2,823.46 3 0.4602 163 1819 1843 TRUE

HFF Repeat 2 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 16 16 30 8.91% YAPISGGDHAEVDVPK K S 95.00% 26.2 37.7 4.07 2 552.3614 1,654.06 1,654.81 3 0.2623 158.5 927 942 TRUE

HFF Repeat 2 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 5 21.50% LFDQAFGLPR R L 95.00% 56.8 39.2 2.54 2 582.3071 1,162.60 1,163.62 2 -0.01396 -12 28 37 TRUE

HFF Repeat 2 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 5 21.50% LFDQAFGLPR R L 95.00% 61.9 39.2 1.54 2 582.3303 1,162.65 1,163.62 2 0.03233 27.78 28 37 TRUE

HFF Repeat 2 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 5 21.50% QLSSGVSEIR R H 95.00% 21.7 39.6 1.06 2 538.3503 1,074.69 1,075.57 2 0.119 110.7 80 89 TRUE

HFF Repeat 2 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 5 21.50% RVPFSLLR R G 95.00% 36.7 39.9 2.08 2 494.4118 986.8091 987.6098 2 0.2065 209.1 5 12 TRUE

HFF Repeat 2 HSPB1 Heat shock protein beta-1 IPI00025512 22,764.60 100.00% 4 4 5 21.50% VSLDVNHFAPDELTVK R T 95.00% 48.3 37.7 0 2 595.3749 1,783.10 1,783.92 3 0.1875 105.1 97 112 TRUE

HFF Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 99.80% 2 2 4 14.00% AITGASLADIMAK R R 95.00% 40.7 39 4.04 2 631.4223 1,260.83 1,261.68 2 0.155 122.9 81 93 TRUE

HFF Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 99.80% 2 2 4 14.00% QINWTVLYR R R 95.00% 43.7 39 0 2 596.8433 1,191.67 1,192.65 2 0.03193 26.77 48 56 TRUE

HFF Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 99.80% 2 2 4 14.00% QINWTVLYR R R 95.00% 52 38.9 0.796 2 597.2753 1,192.54 1,192.65 2 0.8959 -89.48 48 56 TRUE

HFF Repeat 2 RPL24 60S ribosomal protein L24 IPI00306332,IPI00791426,IPI00793696 17,761.50 99.80% 2 2 4 14.00% QINWTVLYR R R 95.00% 57.8 39 1.41 2 596.8863 1,191.76 1,192.65 2 0.1179 98.87 48 56 TRUE

HFF Repeat 2 MME Neprilysin IPI00247063 85,499.00 99.80% 2 2 3 2.67% DLQNLMSWR R F 95.00% 42.4 39.2 1.01 2 581.8178 1,161.62 1,162.57 2 0.06083 52.32 366 374 TRUE

HFF Repeat 2 MME Neprilysin IPI00247063 85,499.00 99.80% 2 2 3 2.67% HVVEDLIAQIR K E 95.00% 40.1 38.9 1.72 2 647.3578 1,292.70 1,292.73 2 0.976 -20.64 438 448 TRUE

HFF Repeat 2 MME Neprilysin IPI00247063 85,499.00 99.80% 2 2 3 2.67% HVVEDLIAQIR K E 95.00% 49.4 38.9 3.77 2 646.9503 1,291.89 1,292.73 2 0.161 124.5 438 448 TRUE

HFF Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 3 3 4 8.53% AQYEEIAQR K S 95.00% 25.3 39.4 1.4 2 554.2713 1,106.53 1,107.54 2 -0.007673 -6.928 360 368 TRUE

HFF Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 3 3 4 8.53% FLEQQNQVLQTK R W 95.00% 56.7 38.6 2.44 2 738.3778 1,474.74 1,475.79 2 -0.03717 -25.19 204 215 FALSE IPI00220327

HFF Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 3 3 4 8.53% GFSSGSAVVSGGSR R R 95.00% 44 38.8 3.92 2 627.859 1,253.70 1,254.61 2 0.1035 82.51 21 34 TRUE

HFF Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 3 3 4 8.53% GFSSGSAVVSGGSR R R 95.00% 64.6 38.9 8.49 2 628.3286 1,254.64 1,254.61 2 1.043 31.89 21 34 TRUE

HFF Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 3 3 4 8.53% IEISELNR K V 92.60% 18.6 40 0.721 2 487.4059 972.7972 973.5313 2 0.2731 280.5 400 407 FALSE IPI00220327

HFF Repeat 2 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 3 3 4 8.53% NLDLDSIIAEVK R A 95.00% 54 38.7 1.37 2 665.3974 1,328.78 1,329.73 2 0.06131 46.11 348 359 TRUE

HFF Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 99.80% 2 2 5 8.61% GLTPSQIGVILR K D 95.00% 51.4 38.8 1.48 2 627.3903 1,252.77 1,253.76 2 0.01543 12.3 44 55 TRUE

HFF Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 99.80% 2 2 5 8.61% GLTPSQIGVILR K D 95.00% 55.6 38.8 0.796 2 627.8913 1,253.77 1,253.76 2 1.017 11.71 44 55 TRUE

HFF Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 99.80% 2 2 5 8.61% GLTPSQIGVILR K D 95.00% 57.3 38.8 1.37 2 627.3636 1,252.71 1,253.76 2 -0.03791 -30.24 44 55 TRUE

HFF Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 99.80% 2 2 5 8.61% GLTPSQIGVILR K D 95.00% 57.8 38.8 1.77 2 627.4181 1,252.82 1,253.76 2 0.07114 56.74 44 55 TRUE

HFF Repeat 2 RPS13 40S ribosomal protein S13 IPI00221089 17,205.30 99.80% 2 2 5 8.61% KGLTPSQIGVILR K D 95.00% 58.9 38.6 0 2 461.2562 1,380.75 1,381.85 3 -0.09885 -71.54 43 55 TRUE

HFF Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 4 13.90% LIGEYGLR K N 95.00% 46 39.6 0 2 461.2979 920.5812 920.5201 2 1.068 71.15 31 38 TRUE

HFF Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 4 13.90% LIGEYGLR K N 95.00% 47.8 39.8 0.658 2 460.8291 919.6436 920.5201 2 0.1308 142 31 38 TRUE

HFF Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 4 13.90% QVVNIPSFIVR K L 92.60% 37.9 38.7 0 2 636.4028 1,270.79 1,271.75 2 0.05123 40.28 140 150 TRUE

HFF Repeat 2 RPS9 40S ribosomal protein S9 IPI00221088 22,574.50 100.00% 3 3 4 13.90% RLQTQVFK R L 95.00% 34.6 39.8 0.824 2 510.3369 1,018.66 1,019.60 2 0.06687 65.58 109 116 TRUE

HFF Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 2 2 2 18.60% LNRLPAAGVGDMVMATVK R K 95.00% 27.8 37.4 1.62 2 615.3227 1,842.95 1,842.99 3 0.9605 -22.93 49 66 TRUE

HFF Repeat 2 RPL23 60S ribosomal protein L23 IPI00010153,IPI00742805,IPI00795408 14,847.90 100.00% 2 2 2 18.60% NLYIISVK K G 95.00% 30.9 39.7 0.745 2 475.3085 948.6024 949.5717 2 0.03789 39.9 36 43 TRUE

HFF Repeat 2 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 5 9.83% IGLFGGAGVGK K T 95.00% 49.8 40.1 4.57 2 488.3259 974.6373 975.5624 2 0.08213 84.18 202 212 TRUE

HFF Repeat 2 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 5 9.83% TIAMDGTEGLVR R G 95.00% 66.9 38.9 2.36 2 631.874 1,261.73 1,262.64 2 0.09956 78.84 110 121 TRUE

HFF Repeat 2 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 5 9.83% VLDSGAPIKIPVGPETLGR K I 95.00% 42.5 37.4 4.27 2 640.3598 1,918.06 1,919.10 3 -0.03165 -16.49 125 143 TRUE

HFF Repeat 2 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 5 9.83% VLDSGAPIKIPVGPETLGR K I 95.00% 55.1 37.4 7.01 2 640.4228 1,918.25 1,919.10 3 0.1574 82 125 143 TRUE

HFF Repeat 2 ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 56,542.50 100.00% 4 4 5 9.83% VVDLLAPYAK K G 95.00% 41.4 39.7 2.55 2 544.8793 1,087.74 1,088.64 2 0.1161 106.7 189 198 TRUE

HFF Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 3 7 8.22% LLEPVLLLGK K E 95.00% 63.9 38.9 2.48 2 547.8909 1,093.77 1,094.72 2 0.05592 51.08 51 60 TRUE

HFF Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 3 7 8.22% LLEPVLLLGK K E 95.00% 66.3 38.9 2.29 2 548.3786 1,094.74 1,094.72 2 1.031 25.96 51 60 TRUE

HFF Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 3 7 8.22% LLEPVLLLGKER K F 95.00% 33.6 38.7 0.854 2 690.9303 1,379.85 1,379.86 2 0.9909 -8.547 51 62 TRUE

HFF Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 3 7 8.22% LLEPVLLLGKER K F 95.00% 41.3 38.6 1.27 2 461.091 1,380.25 1,379.86 3 1.396 284.7 51 62 TRUE

HFF Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 3 7 8.22% LLEPVLLLGKER K F 95.00% 45.9 38.7 1.74 2 460.7118 1,379.11 1,379.86 3 0.2585 187.3 51 62 TRUE

HFF Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 3 7 8.22% LLEPVLLLGKER K F 95.00% 52.5 38.7 2.82 2 460.9548 1,379.84 1,379.86 3 0.9875 -11.03 51 62 TRUE

HFF Repeat 2 RPS16 40S ribosomal protein S16 IPI00221092 16,427.90 99.90% 2 3 7 8.22% LLEPVLLLGKER K F 95.00% 54 38.7 1.57 2 460.6502 1,378.93 1,379.86 3 0.07365 53.37 51 62 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% FLEQQNQVLQTK R W 95.00% 56.7 38.6 2.44 2 738.3778 1,474.74 1,475.79 2 -0.03717 -25.19 200 211 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% FLEQQNQVLQTKWELLQQVDTSTR R T 95.00% 40.9 34.5 1.22 2 978.6135 2,932.82 2,932.52 3 1.309 104.5 200 223 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% IEISELNR K V 92.60% 18.6 40 0.721 2 487.4059 972.7972 973.5313 2 0.2731 280.5 396 403 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% NKLNDLEDALQQAKEDLAR K L 94.80% 0 0 2.46 2 728.7345 2,183.18 2,184.13 3 0.06301 28.85 442 460 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLDLDSIIAEVK R A 95.00% 52.1 38.7 3.35 2 651.8791 1,301.74 1,302.72 2 0.03558 27.31 344 355 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLDLDSIIAEVK R A 95.00% 58.2 38.7 2.92 2 651.9217 1,301.83 1,302.72 2 0.1208 92.71 344 355 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLDLDSIIAEVK R A 95.00% 62.1 38.7 2.72 2 651.8949 1,301.78 1,302.72 2 0.06711 51.51 344 355 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLDLDSIIAEVK R A 95.00% 65.1 38.7 1.82 2 651.911 1,301.81 1,302.72 2 0.09936 76.26 344 355 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLDLDSIIAEVK R A 95.00% 65.8 38.8 2.36 2 652.3503 1,302.69 1,302.72 2 0.9779 -19.02 344 355 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLDLDSIIAEVK R A 95.00% 65.9 38.7 2.6 2 651.9228 1,301.83 1,302.72 2 0.1229 94.35 344 355 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLDLDSIIAEVK R A 95.00% 67.2 38.7 2.62 2 651.9274 1,301.84 1,302.72 2 0.1322 101.5 344 355 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 46.1 37.7 1.3 2 547.3982 1,639.17 1,638.86 3 1.32 193.5 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 49.3 37.7 0 2 547.3502 1,639.03 1,638.86 3 1.176 105.7 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 49.6 37.7 1.82 2 547.0577 1,638.15 1,638.86 3 0.2987 182.2 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 51.2 37.7 2.77 2 547.0237 1,638.05 1,638.86 3 0.1967 120 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 51.8 37.7 0 2 547.3545 1,639.04 1,638.86 3 1.189 113.6 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 54.1 37.7 0 2 547.3073 1,638.90 1,638.86 3 1.048 27.35 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 57.9 37.7 2.28 2 547.3202 1,638.94 1,638.86 3 1.086 50.87 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 61.4 37.7 3.12 2 547.0271 1,638.06 1,638.86 3 0.2069 126.2 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 64.4 37.7 1.72 2 547.0256 1,638.06 1,638.86 3 0.2025 123.6 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 67.2 37.7 2.35 2 547.3202 1,638.94 1,638.86 3 1.086 50.87 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% SLNNQFASFIDKVR K F 95.00% 71.3 37.7 1 2 547.3657 1,639.08 1,638.86 3 1.223 134.2 186 199 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% THNLEPYFESFINNLR R R 95.00% 66.4 37 2.82 2 665.7275 1,994.16 1,993.98 3 1.191 94.45 224 239 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TLLEGEESR R M 94.40% 40.2 39.8 0 2 517.3319 1,032.65 1,033.52 2 0.1405 135.9 484 492 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TLLEGEESR R M 95.00% 45.5 39.8 1.4 2 517.3331 1,032.65 1,033.52 2 0.1428 138.2 484 492 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TLLEGEESR R M 95.00% 45.7 39.8 1.59 2 517.3705 1,032.73 1,033.52 2 0.2176 210.5 484 492 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TLLEGEESR R M 95.00% 46.8 39.8 0 2 517.3231 1,032.63 1,033.52 2 0.1228 118.8 484 492 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TLLEGEESR R M 95.00% 47.9 39.8 0.77 2 517.3031 1,032.59 1,033.52 2 0.08284 80.15 484 492 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TLLEGEESR R M 95.00% 52.1 39.8 0 2 517.3203 1,032.63 1,033.52 2 0.1171 113.3 484 492 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TLLEGEESR R M 95.00% 72.9 39.8 1.74 2 517.3456 1,032.68 1,033.52 2 0.1678 162.4 484 492 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TLLEGEESR R M 95.00% 79.4 39.8 0.699 2 517.3089 1,032.60 1,033.52 2 0.09446 91.39 484 492 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TNAENEFVTIKK R D 93.70% 37.5 38.4 0 2 465.328 1,392.96 1,393.73 3 0.2372 170.2 278 289 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TNAENEFVTIKK R D 95.00% 38.9 38.4 0 2 465.3272 1,392.96 1,393.73 3 0.2348 168.4 278 289 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TNAENEFVTIKK R D 95.00% 39.6 38.4 0 2 465.3141 1,392.92 1,393.73 3 0.1956 140.3 278 289 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TNAENEFVTIKK R D 95.00% 45 38.3 0 2 465.6669 1,393.98 1,393.73 3 1.254 179.9 278 289 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TNAENEFVTIKK R D 95.00% 48.7 38.3 0 2 465.6301 1,393.87 1,393.73 3 1.144 101 278 289 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TNAENEFVTIKK R D 95.00% 50 38.4 0.959 2 465.3195 1,392.94 1,393.73 3 0.2118 152 278 289 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% TNAENEFVTIKK R D 95.00% 76.7 38.4 0.921 2 465.3464 1,393.02 1,393.73 3 0.2925 209.8 278 289 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% WELLQQVDTSTR K T 95.00% 22.9 38.6 2.49 2 738.4249 1,474.84 1,475.75 2 0.09346 63.32 212 223 TRUE

HFF Repeat 2 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 11 11 40 19.30% YEELQITAGR K H 95.00% 47.1 39.1 3.16 2 590.3718 1,178.73 1,179.60 2 0.1357 115 377 386 TRUE

HFF Repeat 2 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 5 3.52% LVINSGNGAVEDR K K 95.00% 77.6 38.6 0 2 672.3694 1,342.72 1,343.69 2 0.04001 29.77 651 663 TRUE

HFF Repeat 2 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 5 3.52% YGFIEGHVVIPR R I 95.00% 42.8 38.5 1.51 2 462.9872 1,385.94 1,386.75 3 0.1941 139.9 79 90 TRUE

HFF Repeat 2 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 5 3.52% YGFIEGHVVIPR R I 95.00% 49.8 38.6 2.15 2 463.3271 1,386.96 1,386.75 3 1.214 152.1 79 90 TRUE

HFF Repeat 2 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 5 3.52% YGFIEGHVVIPR R I 95.00% 79.8 38.6 3.13 2 463.2816 1,386.82 1,386.75 3 1.077 53.76 79 90 TRUE

HFF Repeat 2 CD44 Isoform 3 of CD44 antigen precursor IPI00297160,IPI00305064,IPI00418465,IPI00419219,IPI00827650,IPI00827658,IPI00827795,IPI00827893,IPI00827937,IPI00827982,IPI00828056,IPI00828064,IPI00828117,IPI00828192 77,980.30 99.80% 2 2 5 3.52% YGFIEGHVVIPR R I 95.00% 100 38.5 4.66 2 462.9902 1,385.95 1,386.75 3 0.2031 146.4 79 90 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% EVPAGKYPFIVTSDDGR K K 95.00% 47.9 37.5 3.57 2 617.7135 1,850.12 1,850.93 3 0.1975 106.7 257 273 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% FPILSANIK K A 95.00% 30.6 39.8 0.638 2 501.8909 1,001.77 1,002.60 2 0.1762 175.7 137 145 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% FPILSANIK K A 95.00% 34.4 39.8 1.44 2 501.8581 1,001.70 1,002.60 2 0.1105 110.2 137 145 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% FPILSANIK K A 95.00% 45.3 39.8 0 2 501.8403 1,001.67 1,002.60 2 0.07493 74.73 137 145 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% GPLASQISGLYLPYK K V 95.00% 84 37.8 7.37 2 804.0589 1,606.10 1,606.88 2 0.2264 140.9 148 162 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% MKVIYPAVEGR K I 94.30% 39.3 38.9 0 2 631.9303 1,261.85 1,262.69 2 0.1606 127.2 535 545 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% VIYPAVEGR K I 95.00% 45.1 39.7 1.21 2 502.7951 1,003.58 1,003.56 2 1.026 22.86 537 545 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% VIYPAVEGR K I 95.00% 64.8 39.8 1.55 2 502.3514 1,002.69 1,003.56 2 0.1384 137.9 537 545 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% VLPVGDEVVGIVGYTSK K E 95.00% 57.8 37.8 4.96 2 866.5288 1,731.04 1,731.95 2 0.09747 56.27 163 179 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% VPSYDPLKMDEVYK R V 95.00% 31.1 37.8 0.796 2 562.3521 1,684.03 1,683.83 3 1.212 124 481 494 TRUE

HFF Repeat 2 NT5E 5'-nucleotidase precursor IPI00009456 63,351.00 100.00% 8 8 11 14.50% YPFIVTSDDGR K K 95.00% 81.3 38.7 3.8 2 635.3253 1,268.64 1,269.61 2 0.03213 25.3 263 273 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% EIETYHNLLEGGQEDFESSGAGK K I 95.00% 36.7 35.5 0.721 2 837.4914 2,509.45 2,510.13 3 0.3277 130.5 450 472 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% FSSSSGYGGGSSR R V 95.00% 46 39 2.04 2 618.3588 1,234.70 1,235.53 2 0.1817 147.1 47 59 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% FSSSSGYGGGSSR R V 95.00% 48.3 39 0.796 2 618.3157 1,234.62 1,235.53 2 0.0955 77.29 47 59 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% FSSSSGYGGGSSR R V 95.00% 57.4 39 1.64 2 618.3567 1,234.70 1,235.53 2 0.1776 143.7 47 59 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% FSSSSGYGGGSSR R V 95.00% 60.1 39 2.7 2 618.3143 1,234.61 1,235.53 2 0.09259 74.93 47 59 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% FSSSSGYGGGSSR R V 95.00% 62.3 39 3.92 2 618.3226 1,234.63 1,235.53 2 0.1094 88.51 47 59 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% FSSSSGYGGGSSR R V 95.00% 72.2 39 6.3 2 618.3562 1,234.70 1,235.53 2 0.1764 142.8 47 59 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% FSSSSGYGGGSSR R V 95.00% 72.4 39 3.52 2 618.3034 1,234.59 1,235.53 2 0.07088 57.36 47 59 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% FSSSSGYGGGSSR R V 95.00% 82.4 39 3.28 2 618.3171 1,234.62 1,235.53 2 0.09838 79.62 47 59 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 94.9 37.6 8.02 2 896.4971 1,790.98 1,791.73 2 0.2589 144.5 491 513 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% HGVQELEIELQSQLSKK R A 93.00% 0 0 2.28 2 656.7462 1,967.22 1,966.06 3 2.163 80.22 375 391 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% HGVQELEIELQSQLSKK R A 95.00% 27.9 37 1.16 2 656.3962 1,966.17 1,966.06 3 1.113 56.23 375 391 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% NYSPYYNTIDDLKDQIVDLTVGNNK K T 95.00% 40 34.8 3.09 2 968.2682 2,901.78 2,902.41 3 0.3792 130.6 200 224 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% QGVDADINGLR R Q 95.00% 44 39.3 0 2 579.4003 1,156.79 1,157.59 2 0.2021 174.6 251 261 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% SGGGGGGGLGSGGSIR R S 95.00% 57.2 39.1 4.46 2 616.8785 1,231.74 1,232.60 2 0.1516 123 14 29 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% SGGGGGGGLGSGGSIR R S 95.00% 57.2 39.1 6.54 2 616.9173 1,231.82 1,232.60 2 0.2293 186 14 29 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% SGGGGGGGLGSGGSIR R S 95.00% 68.9 39.1 5.25 2 616.8683 1,231.72 1,232.60 2 0.1313 106.5 14 29 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% SGGGGGGGLGSGGSIR R S 95.00% 76.2 39.1 5.1 2 616.8587 1,231.70 1,232.60 2 0.1121 90.9 14 29 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% SGGGGGGGLGSGGSIR R S 95.00% 102 39.1 5.05 2 616.8549 1,231.70 1,232.60 2 0.1044 84.68 14 29 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 21.4 39.2 1.01 2 533.3071 1,064.60 1,065.50 2 0.1076 101 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 25.5 39.2 3 2 533.3997 1,064.78 1,065.50 2 0.2928 274.7 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 27.7 39.2 1.41 2 533.3815 1,064.75 1,065.50 2 0.2563 240.5 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 32.1 39.2 0.854 2 533.3318 1,064.65 1,065.50 2 0.157 147.3 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 33.9 39.2 1.24 2 533.2868 1,064.56 1,065.50 2 0.06697 62.85 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 34.2 39.2 0.678 2 533.3766 1,064.74 1,065.50 2 0.2467 231.4 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 36.7 39.2 1.14 2 533.3188 1,064.62 1,065.50 2 0.1309 122.8 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 38.8 39.2 0.62 2 533.3029 1,064.59 1,065.50 2 0.09926 93.15 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 39.4 39.2 0.886 2 533.3324 1,064.65 1,065.50 2 0.1582 148.4 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 54.5 39.3 2.64 2 532.7878 1,063.56 1,065.50 2 -0.9311 67.31 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 54.7 39.1 1.82 2 533.7513 1,065.49 1,065.50 2 0.9959 -6.378 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% STMQELNSR K L 95.00% 57.5 39.2 1.37 2 533.2908 1,064.57 1,065.50 2 0.07499 70.38 155 163 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% TLLDIDNTR K M 95.00% 43 39.6 0 2 530.8406 1,059.67 1,060.56 2 0.1104 104.1 225 233 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% TLLDIDNTR K M 95.00% 44.9 39.6 0.602 2 530.8249 1,059.64 1,060.56 2 0.07896 74.44 225 233 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% TLLDIDNTR K M 95.00% 46.4 39.6 0 2 530.8119 1,059.61 1,060.56 2 0.05306 50.03 225 233 TRUE

HFF Repeat 2 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 9 9 35 23.40% TLLDIDNTR K M 95.00% 52.6 39.6 0 2 530.8063 1,059.60 1,060.56 2 0.04173 39.34 225 233 TRUE

HFF Repeat 2 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 3 3 3 6.69% HALIIYDDLSK K Q 95.00% 67.1 38.9 5.19 2 644.4053 1,286.80 1,287.69 2 0.1087 84.43 306 316 TRUE

HFF Repeat 2 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 3 3 3 6.69% TGAIVDVPVGEELLGR R V 95.00% 47.2 37.9 4.82 2 813.0506 1,624.09 1,624.89 2 0.2032 125 134 149 TRUE

HFF Repeat 2 ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 59,734.10 100.00% 3 3 3 6.69% VLSIGDGIAR R V 95.00% 50.7 39.7 1.42 2 500.8457 999.6768 1,000.58 2 0.1053 105.2 74 83 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% AMEKLLASVEER R Q 95.00% 43.1 38.7 0 2 458.8342 1,373.48 1,375.73 3 -1.237 -170.3 325 336 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% APAPASAPPGPSEELLR R Q 95.00% 30.9 37.8 2.68 2 830.5721 1,659.13 1,659.87 2 0.2667 160.6 276 292 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% APAPASAPPGPSEELLR R Q 95.00% 31.6 37.8 3.62 2 830.4536 1,658.89 1,659.87 2 0.02969 17.89 276 292 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% APAPASAPPGPSEELLR R Q 95.00% 45 37.9 2.68 2 830.749 1,659.48 1,659.87 2 0.6205 -230.2 276 292 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% APAPASAPPGPSEELLR R Q 95.00% 56.9 37.8 5.46 2 830.5567 1,659.10 1,659.87 2 0.2359 142.1 276 292 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% APAPASAPPGPSEELLR R Q 95.00% 65.9 37.8 5.68 2 830.5503 1,659.09 1,659.87 2 0.223 134.3 276 292 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% AVETAFNGR R Q 95.00% 39.8 39.6 1.03 2 482.8263 963.638 964.4846 2 0.1606 166.5 213 221 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% AVETAFNGR R Q 95.00% 47.5 39.4 0 2 483.294 964.5734 964.4846 2 1.096 96.59 213 221 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% ELQGLRGVLQGLSGR K L 95.00% 46.6 37.9 1.44 2 528.365 1,582.07 1,582.90 3 0.1778 112.3 191 205 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% GTELGGAAGQGGHPPGYTSLASR R L 95.00% 34.3 36.7 2.36 2 714.3791 2,140.12 2,141.04 3 0.08549 39.93 384 406 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% HVAGLWAGLR R E 95.00% 49.9 39.3 2.48 2 540.3603 1,078.71 1,079.61 2 0.1023 94.77 754 763 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% LDTVAGGLQGLR R E 95.00% 57 39.1 3 2 600.3983 1,198.78 1,199.67 2 0.1147 95.62 737 748 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% LDTVAGGLQGLREGLSR R H 95.00% 54.8 37.4 2.04 2 581.4055 1,741.19 1,741.96 3 0.246 141.2 737 753 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% LLASVEER K Q 89.50% 37.7 40.2 0 2 458.8554 915.6962 916.5098 2 0.1937 211.2 329 336 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% LLASVEER K Q 95.00% 43.2 40.2 0 2 458.7836 915.5527 916.5098 2 0.05009 54.65 329 336 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% LLASVEER K Q 95.00% 45.4 40.2 1.41 2 458.8394 915.6642 916.5098 2 0.1617 176.3 329 336 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% LLASVEER K Q 95.00% 53.6 40.2 0.921 2 458.8257 915.6368 916.5098 2 0.1342 146.4 329 336 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% LVGGQAGLGR K R 95.00% 61.7 39.1 0.886 2 464.3567 926.6989 927.5372 2 0.169 182.1 779 788 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% QATLEGLQEVVGR R L 95.00% 62.3 38.5 2.24 2 700.4085 1,398.80 1,399.75 2 0.05549 39.64 529 541 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% QATLEGLQEVVGR R L 95.00% 67.1 38.5 4.82 2 700.4403 1,398.87 1,399.75 2 0.1191 85.1 529 541 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% QATLEGLQEVVGR R L 95.00% 92 38.5 3.82 2 700.4153 1,398.82 1,399.75 2 0.06913 49.38 529 541 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% SEPGTVPFDR R V 95.00% 51.8 39.7 2 2 552.8144 1,103.61 1,104.53 2 0.08931 80.85 882 891 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VLDSEGQLR R L 95.00% 33.1 39.9 0.62 2 508.8214 1,015.63 1,016.54 2 0.09819 96.58 504 512 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VLDSEGQLR R L 95.00% 42.1 39.9 0 2 508.7872 1,015.56 1,016.54 2 0.0299 29.41 504 512 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VLLNDGGYYDPETGVFTAPLAGR R Y 95.00% 17.8 35.8 1.03 2 809.4695 2,425.39 2,425.20 3 1.19 77.26 892 914 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VLLNDGGYYDPETGVFTAPLAGR R Y 95.00% 26.1 35.8 1.23 2 809.4867 2,425.44 2,425.20 3 1.242 98.47 892 914 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VQQLEEQVQSLTK K E 95.00% 40 38.3 1.96 2 765.9203 1,529.83 1,529.82 2 1.016 8.752 178 190 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VQQLEEQVQSLTK K E 95.00% 50.2 38.3 1.68 2 765.9813 1,529.95 1,529.82 2 1.138 88.44 178 190 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VQQLEEQVQSLTK K E 95.00% 52.2 38.2 5.41 2 765.4678 1,528.92 1,529.82 2 0.1111 72.64 178 190 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VQQLEEQVQSLTK K E 95.00% 55 38.3 2.54 2 765.9874 1,529.96 1,529.82 2 1.15 96.46 178 190 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VQQLEEQVQSLTK K E 95.00% 55.8 38.2 2.55 2 765.5053 1,529.00 1,529.82 2 0.1861 121.7 178 190 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VQQLEEQVQSLTK K E 95.00% 70.6 38.2 4.89 2 765.414 1,528.81 1,529.82 2 0.003495 2.285 178 190 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% VQQLEEQVQSLTK K E 95.00% 70.7 38.2 3.68 2 765.5049 1,529.00 1,529.82 2 0.1854 121.1 178 190 TRUE

HFF Repeat 2 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 16 16 34 18.90% YLLSAVLTGHR R H 95.00% 51.1 39.2 2.16 2 615.3778 1,228.74 1,229.70 2 0.04813 39.14 915 925 TRUE

HFF Repeat 2 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 3 13.30% ILTFDQLALDSPK K G 95.00% 86.9 38.6 3.28 2 730.9556 1,459.90 1,460.80 2 0.104 71.2 120 132 TRUE

HFF Repeat 2 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 3 13.30% TNSTFNQVVLK R R 95.00% 40.5 38.8 2.59 2 626.3978 1,250.78 1,250.67 2 1.114 89.15 39 49 TRUE

HFF Repeat 2 RPL18 60S ribosomal protein L18 IPI00215719 21,617.20 100.00% 3 3 3 13.30% TNSTFNQVVLKR R L 95.00% 71.7 38.3 2.27 2 469.6836 1,406.03 1,406.78 3 0.2611 185.6 39 50 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% AGELTEDEVER R V 95.00% 66 39 2.85 2 624.3303 1,246.65 1,247.58 2 0.07813 62.62 56 66 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% AGELTEDEVER R V 95.00% 78.7 39 2.82 2 624.3383 1,246.66 1,247.58 2 0.09413 75.44 56 66 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% IAFAITAIK K G 95.00% 25.4 39.8 1.14 2 474.848 947.6813 947.5925 2 1.096 98.4 26 34 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% IPDWFLNR K Q 95.00% 42.5 39.6 1.59 2 530.7927 1,059.57 1,060.56 2 0.02053 19.35 79 86 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% IPDWFLNR K Q 95.00% 46.6 39.6 0 2 530.8803 1,059.75 1,060.56 2 0.1957 184.5 79 86 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% KIAFAITAIK R G 95.00% 56.1 39.6 2.82 2 538.3803 1,074.75 1,075.69 2 0.06573 61.1 25 34 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% VITImQNPR R Q 95.00% 41.6 39.8 0 2 m5: Oxidation (+15.99) 544.3305 1,086.65 1,087.59 2 0.06073 55.83 67 75 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% VITImQNPR R Q 95.00% 46.8 39.8 0 2 m5: Oxidation (+15.99) 544.3507 1,086.69 1,087.59 2 0.1011 92.95 67 75 TRUE

HFF Repeat 2 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 5 5 9 25.00% VITIMQNPR R Q 95.00% 54.3 39.6 0 2 536.3389 1,070.66 1,071.60 2 0.07256 67.71 67 75 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% AASADSTTEGTPADGFTVLSTK K S 95.00% 29.1 36.5 2.57 2 1,064.60 2,127.18 2,127.01 2 1.179 82.81 167 188 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% AGVIFPVGR K M 95.00% 46.9 39.9 0 2 458.3617 914.7089 915.5411 2 0.175 191.1 19 27 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% AGVIFPVGR K M 95.00% 48.5 39.9 0 2 458.3597 914.7048 915.5411 2 0.171 186.7 19 27 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% AGVIFPVGR K M 95.00% 48.9 39.9 0 2 458.3734 914.7322 915.5411 2 0.1983 216.6 19 27 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% AGVIFPVGR K M 95.00% 50.9 39.9 0.602 2 458.3571 914.6997 915.5411 2 0.1659 181.1 19 27 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% AGVIFPVGR K M 95.00% 52.8 39.9 0 2 458.3083 914.6021 915.5411 2 0.06826 74.55 19 27 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% AGVIFPVGR K M 95.00% 56.1 39.9 0 2 458.3403 914.666 915.5411 2 0.1321 144.3 19 27 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% NGPLEVAGAAVSAGHGLPAK K F 95.00% 52.1 37.5 3.82 2 606.3444 1,816.01 1,815.97 3 1.047 24.47 251 270 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% NGPLEVAGAAVSAGHGLPAK K F 95.00% 68 37.4 5.28 2 606.0465 1,815.12 1,815.97 3 0.1537 84.65 251 270 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% QTAAQLILK K A 95.00% 43.8 39.3 0 2 493.3392 984.6638 985.6042 2 0.06681 67.78 323 331 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% SIAFPSIGSGR K N 95.00% 38.3 39.5 2.08 2 546.3638 1,090.71 1,091.58 2 0.1358 124.4 307 317 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% SIAFPSIGSGR K N 95.00% 48.5 39.5 0 2 546.3346 1,090.65 1,091.58 2 0.0774 70.9 307 317 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% SIAFPSIGSGR K N 95.00% 49.5 39.5 1.46 2 546.3083 1,090.60 1,091.58 2 0.02483 22.74 307 317 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% SIAFPSIGSGR K N 95.00% 50.2 39.5 1.64 2 546.3541 1,090.69 1,091.58 2 0.1164 106.6 307 317 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% SIAFPSIGSGR K N 95.00% 50.4 39.5 1.06 2 546.3603 1,090.71 1,091.58 2 0.1288 118 307 317 TRUE

HFF Repeat 2 H2AFY H2A histone family, member Y isoform 2 IPI00059366,IPI00304171,IPI00744148 39,472.70 100.00% 5 5 16 19.10% SIAFPSIGSGR K N 95.00% 52.6 39.5 0 2 546.3603 1,090.71 1,091.58 2 0.1288 118 307 317 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% ALTcEPGYALK K D 95.00% 20.7 39 1.92 2 c4: Carbamidomethyl (+57.02) 611.7933 1,221.57 1,222.61 2 -0.03453 -28.24 748 758 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% GNEEGYFGTR K R 95.00% 37.7 39.4 1.11 2 565.2952 1,128.58 1,129.49 2 0.09214 81.57 1124 1133 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% GNEEGYFGTR K R 95.00% 42.9 39.4 3.02 2 565.2528 1,128.49 1,129.49 2 0.007327 6.487 1124 1133 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% GNEEGYFGTR K R 95.00% 47.3 39.4 3.64 2 565.2881 1,128.56 1,129.49 2 0.07788 68.95 1124 1133 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% GNEEGYFGTR K R 95.00% 53.2 39.4 2.52 2 565.3318 1,128.65 1,129.49 2 0.1654 146.4 1124 1133 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% GNEEGYFGTR K R 95.00% 56.2 39.4 3.07 2 565.2728 1,128.53 1,129.49 2 0.04733 41.9 1124 1133 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% IGPAPAFTGDTIALNIIK R G 95.00% 27.8 37.4 0.721 2 907.1434 1,812.27 1,812.03 2 1.252 137.7 1106 1123 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% IGPAPAFTGDTIALNIIK R G 95.00% 31.4 37.3 2.92 2 906.6207 1,811.23 1,812.03 2 0.2072 114.4 1106 1123 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% IGPAPAFTGDTIALNIIK R G 95.00% 53.5 37.4 2.92 2 907.056 1,812.10 1,812.03 2 1.078 41.44 1106 1123 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% IGPAPAFTGDTIALNIIK R G 95.00% 64.7 37.3 7.36 2 906.6317 1,811.25 1,812.03 2 0.2292 126.5 1106 1123 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% IGPAPAFTGDTIALNIIK R G 95.00% 68 37.3 4.25 2 906.6093 1,811.20 1,812.03 2 0.1843 101.7 1106 1123 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% IGPAPAFTGDTIALNIIK R G 95.00% 76.6 37.3 3.38 2 906.581 1,811.15 1,812.03 2 0.1278 70.54 1106 1123 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% LNAYTGVVYLQR R A 95.00% 44.1 38.4 1.02 2 699.4153 1,396.82 1,396.76 2 1.065 44.5 1135 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% LNAYTGVVYLQR R A 95.00% 51 38.5 1.85 2 698.929 1,395.84 1,396.76 2 0.09243 66.17 1135 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% LNAYTGVVYLQR R A 95.00% 55.3 38.4 1.23 2 699.4467 1,396.88 1,396.76 2 1.128 89.52 1135 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% LNAYTGVVYLQR R A 95.00% 61.2 38.5 2.92 2 698.891 1,395.77 1,396.76 2 0.01636 11.71 1135 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% LNAYTGVVYLQR R A 95.00% 70.8 38.5 1.51 2 698.8553 1,395.70 1,396.76 2 -0.05507 -39.43 1135 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% LNAYTGVVYLQR R A 95.00% 74.9 38.5 2.68 2 698.9444 1,395.87 1,396.76 2 0.1232 88.2 1135 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% LNAYTGVVYLQR R A 95.00% 77.1 38.5 1.89 2 698.8233 1,395.63 1,396.76 2 -0.1191 -85.26 1135 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% QGSVTTFLAK R M 95.00% 26.2 39.2 1.38 2 526.292 1,050.57 1,051.58 2 -0.001543 -1.467 1165 1174 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% QGSVTTFLAK R M 95.00% 48.2 39.2 2.52 2 526.3337 1,050.65 1,051.58 2 0.08187 77.84 1165 1174 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% QGSVTTFLAK R M 95.00% 49.8 39.2 3.07 2 526.3209 1,050.63 1,051.58 2 0.0562 53.44 1165 1174 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% QGSVTTFLAK R M 95.00% 53.2 39.2 3.15 2 526.3007 1,050.59 1,051.58 2 0.01575 14.97 1165 1174 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% QGSVTTFLAK R M 95.00% 53.3 39.2 2.96 2 526.3358 1,050.66 1,051.58 2 0.08604 81.81 1165 1174 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% QGSVTTFLAK R M 95.00% 60 39.2 2.35 2 526.3477 1,050.68 1,051.58 2 0.1098 104.4 1165 1174 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% QGSVTTFLAK R M 95.00% 64 39.2 2.32 2 526.3626 1,050.71 1,051.58 2 0.1396 132.8 1165 1174 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% RLNAYTGVVYLQR R A 95.00% 41.4 38.2 2.38 2 518.3342 1,551.98 1,552.86 3 0.1286 82.78 1134 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% RLNAYTGVVYLQR R A 95.00% 51 38 2.08 2 518.6702 1,552.99 1,552.86 3 1.137 86.12 1134 1146 TRUE

HFF Repeat 2 FBLN2 Fibulin-2 precursor IPI00023824,IPI00465038 126,521.60 100.00% 6 6 29 5.24% RLNAYTGVVYLQR R A 95.00% 54.2 38 3.51 2 518.7188 1,553.13 1,552.86 3 1.282 179.9 1134 1146 TRUE

HFF Repeat 2 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 5 19.20% AGVNTVTTLVENKK R A 95.00% 54.9 38.5 0 2 492.299 1,473.88 1,473.83 3 1.055 35.59 138 151 TRUE

HFF Repeat 2 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 5 19.20% HWGGNVLGPK R S 95.00% 41.7 39.2 1.49 2 533.3403 1,064.67 1,064.56 2 1.11 100.2 236 245 TRUE

HFF Repeat 2 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 5 19.20% LKVPPAINQFTQALDR R Q 95.00% 43.8 37.3 1.16 2 604.3762 1,810.11 1,811.02 3 0.09635 53.2 74 89 TRUE

HFF Repeat 2 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 5 19.20% LKVPPAINQFTQALDR R Q 95.00% 45.6 37.3 1.19 2 604.3537 1,810.04 1,811.02 3 0.02894 15.98 74 89 TRUE

HFF Repeat 2 RPL7A 60S ribosomal protein L7a IPI00299573,IPI00479315 29,978.30 100.00% 4 4 5 19.20% NFGIGQDIQPK K R 92.10% 38.1 39.3 0 2 609.2807 1,216.55 1,216.63 2 0.9218 -66.47 38 48 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% AQIINDAFNLASAHK R V 95.00% 38.8 38.2 0 2 538.6727 1,613.00 1,612.84 3 1.159 96.98 659 673 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DGRQQQDYWLIDVR R A 95.00% 47.9 37.6 1.17 2 598.0519 1,791.13 1,791.88 3 0.2635 147 593 606 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DGRQQQDYWLIDVR R A 95.00% 51.3 37.8 1.04 2 598.3529 1,792.04 1,791.88 3 1.167 91.41 593 606 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DHSAIPVINR R A 95.00% 42.4 39.5 3.82 2 561.3517 1,120.69 1,121.61 2 0.08989 80.13 649 658 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DLmVLNDVYR K V 95.00% 45.5 38.8 2.6 2 m3: Oxidation (+15.99) 627.3423 1,252.67 1,253.62 2 0.05771 46.03 433 442 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DLTALSNMLPK K G 95.00% 36.3 39.3 1.15 2 602.3515 1,202.69 1,202.65 2 1.051 39.79 242 252 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DLTALSNMLPK K G 95.00% 43.5 39.3 2 2 601.8731 1,201.73 1,202.65 2 0.09384 78.02 242 252 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DLTALSNMLPK K G 95.00% 44.2 39.3 2.72 2 601.8665 1,201.72 1,202.65 2 0.08054 66.97 242 252 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DNEETGFGSGTR K A 95.00% 58.3 38.7 3.96 2 635.2759 1,268.54 1,269.53 2 0.01018 8.016 924 935 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% DNEETGFGSGTR K A 95.00% 64.4 38.7 2.25 2 635.3634 1,268.71 1,269.53 2 0.1852 145.9 924 935 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% ENSLLFDPLSSSSSNKER R V 95.00% 34.2 36.9 2.89 2 671.0192 2,010.04 2,009.98 3 1.066 31.3 364 381 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% EVVLQWFTENSK K - 95.00% 45.8 38.2 2.31 2 740.4303 1,478.85 1,479.75 2 0.1054 71.24 956 967 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% FSTEYELQQLEQFKK R D 95.00% 59.8 37.3 0 2 640.0746 1,917.20 1,917.96 3 0.2497 130.2 909 923 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% KVVATTQMQAADAR R K 95.00% 41.1 38.4 2.82 2 497.5435 1,489.61 1,489.78 3 0.8368 -111.3 205 218 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% KVVATTQmQAADAR R K 95.00% 41.4 38.1 1.02 2 m8: Oxidation (+15.99) 502.7801 1,505.32 1,505.77 3 0.5517 -299.4 205 218 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% KVVATTQMQAADAR R K 95.00% 48.5 38.2 1.85 2 497.3402 1,489.00 1,489.78 3 0.2268 152.2 205 218 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% KVVATTQMQAADAR R K 95.00% 53.9 38.2 1.27 2 497.3427 1,489.01 1,489.78 3 0.2342 157.2 205 218 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% MLSSFLSEDVFK R Q 95.00% 69.7 38.5 3.57 2 701.839 1,401.66 1,402.69 2 -0.02157 -15.38 486 497 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% mLSSFLSEDVFK R Q 95.00% 71 38.6 3.38 2 m1: Oxidation (+15.99) 709.8938 1,417.77 1,418.69 2 0.09307 65.6 486 497 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% QQQDYWLIDVR R A 95.00% 39.4 38.2 2.06 2 732.9546 1,463.89 1,463.73 2 1.174 116.8 596 606 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% QQQDYWLIDVR R A 95.00% 43.3 38.2 1.41 2 732.949 1,463.88 1,463.73 2 1.163 109.3 596 606 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% QQQDYWLIDVR R A 95.00% 57.9 38.3 3.48 2 732.4061 1,462.80 1,463.73 2 0.07691 52.54 596 606 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% QQQDYWLIDVR R A 95.00% 60.2 38.3 2.05 2 732.4046 1,462.79 1,463.73 2 0.07396 50.53 596 606 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% SEYMEGNVR R K 95.00% 28.6 39.1 3.31 2 542.8334 1,083.65 1,084.47 2 0.1869 172.3 196 204 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% SEYMEGNVR R K 95.00% 40 39.1 1.07 2 542.8483 1,083.68 1,084.47 2 0.2167 199.7 196 204 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% SIQLPTTVR R D 95.00% 35.7 39.4 1.55 2 507.8576 1,013.70 1,014.59 2 0.1137 112 529 537 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% VNYDEENWR R K 95.00% 33.9 38.6 0.678 2 612.7941 1,223.57 1,224.53 2 0.05302 43.3 632 640 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% VNYDEENWR R K 95.00% 63.2 38.6 1.36 2 612.8214 1,223.63 1,224.53 2 0.1076 87.85 632 640 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% VVATTQmQAADAR K K 95.00% 43.3 38.6 2.74 2 m7: Oxidation (+15.99) 689.4314 1,376.85 1,377.68 2 0.1764 128 206 218 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% VVATTQMQAADAR K K 95.00% 91.2 38.7 5.43 2 681.8941 1,361.77 1,361.68 2 1.097 68.89 206 218 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% YLSYTLNPDLIR R K 95.00% 40.8 38.1 2.27 2 734.4473 1,466.88 1,467.78 2 0.103 70.14 844 855 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% YLSYTLNPDLIR R K 95.00% 59.9 38.3 4.31 2 734.9569 1,467.90 1,467.78 2 1.122 81.38 844 855 TRUE

HFF Repeat 2 ANPEP Aminopeptidase N IPI00221224 109,524.40 100.00% 17 17 33 18.80% YLSYTLNPDLIR R K 95.00% 67.3 38.3 2.68 2 734.9895 1,467.96 1,467.78 2 1.187 125.7 844 855 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% ALIEILATR K T 95.00% 43.6 39.4 1.72 2 500.3988 998.7831 999.6198 2 0.1706 170.6 457 465 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% AmEGAGTDEKALIEILATR K T 95.00% 43.3 36.8 0 2 m2: Oxidation (+15.99) 669.3752 2,005.10 2,005.03 3 1.084 40.33 447 465 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% AmEGAGTDEKALIEILATR K T 95.00% 52.9 37 1.32 2 m2: Oxidation (+15.99) 669.0138 2,004.02 2,005.03 3 -0.000456 -0.2274 447 465 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% DLEADIIGDTSGHFQK R M 92.80% 36.8 37.5 0 2 873.5778 1,745.14 1,745.83 2 0.3138 179.7 141 156 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% DLEADIIGDTSGHFQK R M 93.70% 36.7 37.5 0 2 582.6489 1,744.93 1,745.83 3 0.0978 56.02 141 156 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% DLmTDLKSEISGDLAR R L 95.00% 57 37.7 3.23 2 m3: Oxidation (+15.99) 593.9902 1,778.95 1,779.88 3 0.07634 42.89 412 427 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% EmSGDVRDAFVAIVQSVK K N 95.00% 19.3 36.9 1.05 2 m2: Oxidation (+15.99) 656.6877 1,967.04 1,966.99 3 1.058 28.15 581 598 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% GFGSDKEAILDIITSR K S 95.00% 28.3 37.7 3.57 2 574.3202 1,719.94 1,721.91 3 -0.9611 24.16 35 50 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% GFGSDKEAILDIITSR K S 95.00% 56.4 37.8 3.21 2 574.693 1,721.06 1,721.91 3 0.1574 91.41 35 50 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% GLGTDEDTIIDIITHR K S 95.00% 59 37.4 0 2 590.338 1,767.99 1,768.91 3 0.09152 51.74 378 393 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% GLGTDEDTIIDIITHR K S 95.00% 82.9 37.6 1.06 2 590.6907 1,769.05 1,768.91 3 1.149 82.85 378 393 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% GTVRPANDFNPDADAK K A 95.00% 28.5 37.8 1.26 2 563.3565 1,687.05 1,687.80 3 0.2512 148.8 355 370 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% LVFDEYLK R T 94.30% 39.2 38.9 0 2 513.8031 1,025.59 1,026.55 2 0.04824 46.99 213 220 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% NKPLFFADKLYK K S 95.00% 36.2 38.4 1.13 2 495.7157 1,484.13 1,483.83 3 1.302 201.3 599 610 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% SELDmLDIREIFR R T 95.00% 33.6 37.9 0.699 2 m5: Oxidation (+15.99) 551.9939 1,652.96 1,652.83 3 1.136 80.33 282 294 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% SLHQAIEGDTSGDFLK K A 94.60% 37.6 37.8 0 2 573.3902 1,717.15 1,717.84 3 0.3166 184.2 648 663 TRUE

HFF Repeat 2 ANXA6 Annexin A6 IPI00002459,IPI00221226 75,859.50 100.00% 13 14 17 26.00% STPEYFAER R L 95.00% 46.6 39.2 1.3 2 550.3253 1,098.64 1,099.51 2 0.1378 125.3 251 259 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANR K N 95.00% 44.5 39 2.64 2 547.3329 1,092.65 1,093.53 2 0.1312 120 295 304 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANR K N 95.00% 59.2 39 2.47 2 547.3236 1,092.63 1,093.53 2 0.1126 103 295 304 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANR K N 95.00% 60.7 39 1.66 2 547.3007 1,092.59 1,093.53 2 0.0668 61.08 295 304 TRUE
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HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANR K N 95.00% 62.7 39 3.02 2 547.3284 1,092.64 1,093.53 2 0.1222 111.8 295 304 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANR K N 95.00% 70.1 39 3.62 2 547.3114 1,092.61 1,093.53 2 0.08825 80.69 295 304 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANR K N 95.00% 74.8 39 2.6 2 547.2975 1,092.58 1,093.53 2 0.06057 55.39 295 304 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANR K N 95.00% 75.6 38.9 3.52 2 547.8131 1,093.61 1,093.53 2 1.092 81.32 295 304 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANRNNDALR K Q 95.00% 26.3 37.6 1.34 2 593.0238 1,776.05 1,776.86 3 0.1946 109.5 295 310 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANRNNDALR K Q 95.00% 30.1 37.6 2.27 2 593.3264 1,776.96 1,776.86 3 1.102 56.06 295 310 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANRNNDALR K Q 95.00% 35.6 37.6 3.48 2 593.0102 1,776.01 1,776.86 3 0.1537 86.47 295 310 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANRNNDALR K Q 95.00% 37.8 37.6 1 2 592.9802 1,775.92 1,776.86 3 0.06365 35.82 295 310 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANRNNDALR K Q 95.00% 41.5 37.6 1.42 2 593.3702 1,777.09 1,776.86 3 1.234 129.9 295 310 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANRNNDALR K Q 95.00% 41.8 37.6 2.06 2 592.9844 1,775.93 1,776.86 3 0.07628 42.93 295 310 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% FADLSEAANRNNDALR K Q 95.00% 44.8 37.6 1.34 2 593.3146 1,776.92 1,776.86 3 1.067 36.05 295 310 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% HLREYQDLLNVK R M 90.70% 35.5 38.1 0 2 510.3127 1,527.92 1,527.83 3 1.096 60.82 379 390 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% ILLAELEQLKGQGK K S 91.00% 35.7 38.2 0 2 514.0445 1,539.11 1,539.91 3 0.208 135.1 130 143 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% ILLAELEQLKGQGK K S 95.00% 31.2 38.2 0.678 2 770.5196 1,539.02 1,539.91 2 0.121 78.6 130 143 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% ILLAELEQLKGQGK K S 95.00% 45.3 38.2 1.77 2 514.0548 1,539.14 1,539.91 3 0.239 155.2 130 143 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% ILLAELEQLKGQGK K S 95.00% 50 38.2 1.55 2 514.0469 1,539.12 1,539.91 3 0.2152 139.7 130 143 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% ILLAELEQLKGQGK K S 95.00% 58.4 38.2 1.77 2 514.3682 1,540.08 1,539.91 3 1.179 114.5 130 143 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% ILLAELEQLKGQGK K S 95.00% 59.2 38.2 2.23 2 514.0135 1,539.02 1,539.91 3 0.1152 74.77 130 143 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% KVESLQEEIAFLK R K 95.00% 34.8 38.2 3 2 767.449 1,532.88 1,533.85 2 0.03833 24.99 223 235 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% KVESLQEEIAFLK R K 95.00% 46.8 38.2 2.8 2 512.0375 1,533.09 1,533.85 3 0.2456 160.1 223 235 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% KVESLQEEIAFLKK R L 95.00% 0 0 3.08 2 554.7327 1,661.18 1,661.95 3 0.2361 142 223 236 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% LLEGEESR K I 95.00% 39.6 40 0.699 2 466.9321 931.8496 932.4684 2 0.3884 416.4 403 410 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% LLEGEESR K I 95.00% 55 40 0.854 2 466.789 931.5635 932.4684 2 0.1023 109.7 403 410 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% LQDEIQNMKEEMAR R H 92.30% 35.9 37.7 0 2 579.3902 1,735.15 1,734.82 3 1.341 194.8 365 378 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% LQDEIQNMKEEMAR R H 95.00% 40.8 37.7 0 2 578.9822 1,733.92 1,734.82 3 0.1169 67.35 365 378 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% mFGGPGTASRPSSSR R S 92.80% 36.6 38.1 0 2 m1: Oxidation (+15.99) 504.4299 1,510.27 1,510.71 3 0.5685 -287.3 14 28 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% mFGGPGTASRPSSSR R S 93.30% 37 38.1 0 2 m1: Oxidation (+15.99) 504.3062 1,509.90 1,510.71 3 0.1974 130.6 14 28 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% MFGGPGTASRPSSSR R S 95.00% 41.4 38.2 1.07 2 499.1176 1,494.33 1,494.71 3 0.6263 -251.7 14 28 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% mFGGPGTASRPSSSR R S 95.00% 48.3 38.2 1.3 2 m1: Oxidation (+15.99) 504.3817 1,510.12 1,510.71 3 0.4238 280.4 14 28 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% mFGGPGTASRPSSSR R S 95.00% 49.5 38.1 0.886 2 m1: Oxidation (+15.99) 504.3216 1,509.94 1,510.71 3 0.2435 161.2 14 28 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% NLQEAEEWYK K S 95.00% 40.5 38.6 2.4 2 655.3113 1,308.61 1,309.61 2 0.009327 7.122 283 292 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% NLQEAEEWYK K S 95.00% 45.4 38.6 2.28 2 655.3328 1,308.65 1,309.61 2 0.0524 40.01 283 292 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SLYASSPGGVYATR R S 95.00% 16.5 38.5 2.47 2 715.4217 1,428.83 1,428.71 2 1.124 85.03 51 64 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SLYASSPGGVYATR R S 95.00% 31.3 38.6 0.699 2 714.8703 1,427.73 1,428.71 2 0.02153 15.07 51 64 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SLYASSPGGVYATR R S 95.00% 60 38.6 3.92 2 714.8523 1,427.69 1,428.71 2 -0.01447 -10.13 51 64 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SLYASSPGGVYATR R S 95.00% 61.4 38.6 5.28 2 714.9386 1,427.86 1,428.71 2 0.1582 110.7 51 64 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SLYASSPGGVYATR R S 95.00% 68.4 38.6 5.96 2 714.8655 1,427.72 1,428.71 2 0.01205 8.436 51 64 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SLYASSPGGVYATR R S 95.00% 68.9 38.5 5.01 2 715.4103 1,428.81 1,428.71 2 1.102 69.1 51 64 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SLYASSPGGVYATR R S 95.00% 72.5 38.6 5.8 2 714.9112 1,427.81 1,428.71 2 0.1033 72.33 51 64 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SLYASSPGGVYATR R S 95.00% 74.4 38.6 6.04 2 714.9143 1,427.81 1,428.71 2 0.1095 76.66 51 64 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SYVTTSTR R T 95.00% 26 39.7 1.42 2 457.8235 913.6325 914.4577 2 0.182 199 29 36 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% SYVTTSTR R T 95.00% 33.2 39.7 1.47 2 457.8916 913.7687 914.4577 2 0.3182 347.9 29 36 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% TYSLGSALRPSTSR R S 93.70% 37.5 38.4 0 2 499.6839 1,496.03 1,495.79 3 1.251 165.8 37 50 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% TYSLGSALRPSTSR R S 95.00% 38.8 38.2 0 2 499.3689 1,495.09 1,495.79 3 0.3059 204.5 37 50 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% TYSLGSALRPSTSR R S 95.00% 42.4 38.4 0 2 499.625 1,495.85 1,495.79 3 1.074 47.65 37 50 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% VEVERDNLAEDImR R L 95.00% 24.2 37.8 1.42 2 m13: Oxidation (+15.99) 569.0042 1,703.99 1,704.82 3 0.1757 103.1 171 184 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% VEVERDNLAEDIMR R L 95.00% 43 37.8 2.01 2 563.6777 1,688.01 1,688.83 3 0.1912 113.2 171 184 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% VEVERDNLAEDIMR R L 95.00% 46.4 37.8 0.959 2 563.6953 1,688.06 1,688.83 3 0.244 144.5 171 184 TRUE

HFF Repeat 2 VIM Vimentin IPI00418471 53,634.60 100.00% 14 16 52 32.80% VEVERDNLAEDIMR R L 95.00% 52.8 37.7 2.34 2 563.99 1,688.95 1,688.83 3 1.128 74.11 171 184 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% AAPLQGmLPGLLAPLR R T 95.00% 33.9 38 3 2 m7: Oxidation (+15.99) 545.3639 1,633.07 1,633.95 3 0.1309 80.1 610 625 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% AAPLQGmLPGLLAPLR R T 95.00% 38.6 38 1.82 2 m7: Oxidation (+15.99) 817.5049 1,633.00 1,633.95 2 0.05634 34.48 610 625 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% AAPLQGmLPGLLAPLR R T 95.00% 43.7 38 4.96 2 m7: Oxidation (+15.99) 817.5753 1,633.14 1,633.95 2 0.1971 120.6 610 625 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% AAPLQGmLPGLLAPLR R T 95.00% 48.6 37.8 1.15 2 m7: Oxidation (+15.99) 545.6702 1,633.99 1,633.95 3 1.05 28.81 610 625 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% AAPLQGMLPGLLAPLR R T 95.00% 53.5 38 4.24 2 809.5861 1,617.16 1,617.95 2 0.2136 132 610 625 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% AAPLQGmLPGLLAPLR R T 95.00% 56.7 38 4.4 2 m7: Oxidation (+15.99) 817.576 1,633.14 1,633.95 2 0.1985 121.5 610 625 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% AAPLQGMLPGLLAPLR R T 95.00% 62.3 38 4.68 2 809.4988 1,616.98 1,617.95 2 0.03917 24.21 610 625 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% AAPLQGMLPGLLAPLR R T 95.00% 65.9 38 2.74 2 809.559 1,617.10 1,617.95 2 0.1595 98.57 610 625 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALGSAIEYTIENVFESAPNPR R D 95.00% 35.1 36.2 2.49 2 760.4102 2,278.21 2,278.14 3 1.081 34.32 2714 2734 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALGSAIEYTIENVFESAPNPR R D 95.00% 39.4 36.2 0 2 760.1402 2,277.40 2,278.14 3 0.271 118.9 2714 2734 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALGSAIEYTIENVFESAPNPR R D 95.00% 54.8 36.2 1.57 2 760.4577 2,278.35 2,278.14 3 1.223 96.84 2714 2734 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALILVGLER R V 95.00% 44 38.9 0 2 492.373 982.7315 983.6249 2 0.1138 115.7 1976 1984 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALILVGLER R V 95.00% 66.7 38.9 1.52 2 492.3791 982.7436 983.6249 2 0.126 128 1976 1984 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALNLGYALDYAQR K Y 95.00% 53.1 38.1 5.28 2 734.4903 1,466.97 1,467.76 2 0.2141 145.9 913 925 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALNLGYALDYAQR K Y 95.00% 53.5 38.1 6.32 2 734.4327 1,466.85 1,467.76 2 0.09906 67.49 913 925 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALNLGYALDYAQR K Y 95.00% 61.8 38.1 5.23 2 734.4468 1,466.88 1,467.76 2 0.1271 86.61 913 925 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ALNLGYALDYAQR K Y 95.00% 68.4 38.1 5.64 2 734.425 1,466.84 1,467.76 2 0.08354 56.91 913 925 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% DGVPGGPGETGK R N 95.00% 30.9 39.1 0.77 2 535.8124 1,069.61 1,070.51 2 0.1059 98.91 2185 2196 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% DSFQEVLR R F 95.00% 53.2 39.5 0 2 497.2834 992.5523 993.5 2 0.05954 59.93 1653 1660 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% DSFQEVLR R F 95.00% 55.8 39.5 1.36 2 497.3066 992.5986 993.5 2 0.1058 106.5 1653 1660 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% DSFQEVLR R F 95.00% 60.8 39.5 0 2 497.3285 992.6424 993.5 2 0.1496 150.6 1653 1660 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% DVVFLIDGSQSAGPEFQYVR R T 95.00% 47.5 36.4 3.49 2 1,114.17 2,226.33 2,227.10 2 0.2301 103.3 1233 1252 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% EFRELPNIEER R I 95.00% 46.1 38.5 0 2 477.9227 1,430.75 1,431.72 3 0.03075 21.48 1598 1608 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ELPNIEER R I 92.60% 24.8 39.4 0.721 2 500.3224 998.6303 999.5106 2 0.1269 127 1601 1608 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ELPNIEER R I 92.60% 25.1 39.4 0.721 2 500.3419 998.6692 999.5106 2 0.1658 165.8 1601 1608 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% EVYTFASEPNDVFFK K L 95.00% 35 37.8 2.96 2 897.0636 1,792.11 1,792.84 2 0.277 154.5 2782 2796 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GAQGPAGPAGPPGLIGEQGISGPR R G 93.30% 35.6 36.7 0 2 714.6602 2,140.96 2,141.11 3 0.8557 -68.66 2228 2251 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GAQGPAGPAGPPGLIGEQGISGPR R G 95.00% 49.7 36.7 2.8 2 714.3856 2,140.13 2,141.11 3 0.03181 14.85 2228 2251 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GAQGPAGPAGPPGLIGEQGISGPR R G 95.00% 56.4 36.7 2.8 2 714.4248 2,140.25 2,141.11 3 0.1495 69.82 2228 2251 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GFESKVDAILNR K I 95.00% 48.4 39.1 5.35 2 674.901 1,347.79 1,348.72 2 0.07277 53.95 1857 1868 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GIPGEDGYR K G 95.00% 41.6 39.6 1.85 2 482.3053 962.596 963.4532 2 0.15 155.7 2053 2061 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GMTQLQGTR R A 95.00% 43.3 39.8 0 2 496.3254 990.6363 991.4991 2 0.1444 145.6 2705 2713 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GMTQLQGTR R A 95.00% 43.3 39.8 0.854 2 496.3467 990.6788 991.4991 2 0.187 188.5 2705 2713 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GMTQLQGTR R A 95.00% 47.3 39.8 1.01 2 496.3225 990.6305 991.4991 2 0.1386 139.8 2705 2713 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GMTQLQGTR R A 95.00% 59.3 39.8 2.05 2 496.2753 990.536 991.4991 2 0.04413 44.5 2705 2713 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GYPGDEGGPGER R G 95.00% 50 39.2 2.41 2 596.3023 1,190.59 1,190.51 2 1.09 73.01 2062 2073 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% GYPGDEGGPGER R G 95.00% 65.2 39.2 1.66 2 596.276 1,190.54 1,190.51 2 1.037 28.89 2062 2073 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IASNSATAFR K V 95.00% 66.1 39.1 1.39 2 519.3448 1,036.68 1,037.54 2 0.1449 139.7 1789 1798 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IASNSATAFR K V 95.00% 86 39.1 1.04 2 519.343 1,036.67 1,037.54 2 0.1414 136.2 1789 1798 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IASNSATAFR K V 95.00% 89.2 39.1 0 2 519.3322 1,036.65 1,037.54 2 0.1198 115.4 1789 1798 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IAVAQYSDDVKVESR R F 95.00% 23.2 37.8 1.2 2 560.7126 1,679.12 1,679.86 3 0.2632 156.7 875 889 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IAVAQYSDDVKVESR R F 95.00% 28.8 37.7 0.77 2 560.9402 1,679.80 1,679.86 3 0.9461 -33.72 875 889 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IAVAQYSDDVKVESR R F 95.00% 38.1 37.7 2.8 2 561.043 1,680.11 1,679.86 3 1.255 149.8 875 889 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IAVAQYSDDVKVESR R F 95.00% 65.2 37.7 4.21 2 561.0392 1,680.10 1,679.86 3 1.243 143.1 875 889 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IEDGVPQHLVLVLGGK R S 95.00% 30.7 37.8 2.02 2 558.7113 1,673.11 1,673.96 3 0.1605 95.86 1536 1551 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IEDGVPQHLVLVLGGK R S 95.00% 36.9 37.9 1.42 2 559.072 1,674.19 1,673.96 3 1.243 143.2 1536 1551 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IEDGVPQHLVLVLGGK R S 95.00% 40.8 37.9 4.34 2 838.0974 1,674.18 1,673.96 2 1.229 134.9 1536 1551 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IEDGVPQHLVLVLGGK R S 95.00% 41.5 37.8 1.35 2 559.1465 1,674.42 1,673.96 3 1.466 276.6 1536 1551 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IEDGVPQHLVLVLGGK R S 95.00% 43.2 37.8 3.07 2 558.7 1,673.08 1,673.96 3 0.1266 75.61 1536 1551 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IEDGVPQHLVLVLGGK R S 95.00% 49.8 37.8 2.08 2 559.0311 1,674.07 1,673.96 3 1.12 69.94 1536 1551 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IEEGVPQFLVLISSGK R S 95.00% 34.9 37.9 2.8 2 858.6038 1,715.19 1,715.96 2 0.2423 141.2 1332 1347 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IGDLHPQIVNLLK K S 94.20% 19.6 38.7 0.959 2 487.371 1,459.09 1,459.86 3 0.2351 161 1002 1014 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IGDLHPQIVNLLK K S 94.20% 22.5 38.7 0.959 2 487.3664 1,459.08 1,459.86 3 0.2213 151.6 1002 1014 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IGDLHPQIVNLLK K S 95.00% 13.6 38.6 1.25 2 731.0003 1,459.99 1,459.86 2 1.13 86.99 1002 1014 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IGDLHPQIVNLLK K S 95.00% 22.5 38.6 2.17 2 730.4403 1,458.87 1,459.86 2 0.009827 6.731 1002 1014 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IGDLHPQIVNLLK K S 95.00% 23.9 38.7 1.77 2 487.3661 1,459.08 1,459.86 3 0.2203 150.9 1002 1014 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IGDLHPQIVNLLK K S 95.00% 35.6 38.7 1.07 2 487.3903 1,459.15 1,459.86 3 0.2929 200.6 1002 1014 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IGDLHPQIVNLLK K S 95.00% 47 38.6 5.41 2 730.4919 1,458.97 1,459.86 2 0.1132 77.51 1002 1014 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IGDLHPQIVNLLK K S 95.00% 50 38.6 4.3 2 730.4749 1,458.94 1,459.86 2 0.07918 54.23 1002 1014 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IIDELNVKPEGTR K I 95.00% 44.4 38.2 0 2 495.3818 1,483.12 1,483.81 3 0.3192 215.1 862 874 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IIDELNVKPEGTR K I 95.00% 44.6 38.2 0 2 495.3688 1,483.08 1,483.81 3 0.28 188.6 862 874 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% IIDELNVKPEGTR K I 95.00% 53.3 38.2 3 2 742.4185 1,482.82 1,483.81 2 0.01789 12.06 862 874 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ISLSPEYVFSVSTFR K E 95.00% 65 37.8 1.52 2 866.5515 1,731.09 1,731.90 2 0.2006 115.8 1381 1395 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ITEGVPQLLIVLTADR R S 95.00% 29.7 37.6 2.72 2 869.5503 1,737.09 1,738.01 2 0.08203 47.19 1128 1143 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ITEGVPQLLIVLTADR R S 95.00% 51.3 37.5 1.55 2 580.2827 1,737.83 1,738.01 3 0.8223 -103.8 1128 1143 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% ITEGVPQLLIVLTADR R S 95.00% 57 37.6 3.64 2 869.6264 1,737.24 1,738.01 2 0.2343 134.8 1128 1143 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LDQRVPQIAFVITGGK R S 95.00% 35.2 37.4 1.05 2 581.4002 1,741.18 1,742.00 3 0.1898 108.9 1739 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LDQRVPQIAFVITGGK R S 95.00% 40.2 37.4 1.28 2 581.7364 1,742.19 1,742.00 3 1.198 112.2 1739 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LDQRVPQIAFVITGGK R S 95.00% 42.9 37.4 0 2 581.6956 1,742.06 1,742.00 3 1.076 41.98 1739 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LDQRVPQIAFVITGGK R S 95.00% 47.2 37.4 2.47 2 581.3865 1,741.14 1,742.00 3 0.1488 85.44 1739 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LDQRVPQIAFVITGGK R S 95.00% 63.3 37.4 0.959 2 581.4248 1,741.25 1,742.00 3 0.2637 151.3 1739 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLPYIVGVAQR K H 95.00% 41.9 39.1 1.05 2 614.8703 1,227.73 1,228.74 2 -0.008073 -6.57 415 425 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLPYIVGVAQR K H 95.00% 57.1 39.1 3 2 614.9168 1,227.82 1,228.74 2 0.0849 69.09 415 425 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLTPITTLTSEQIQK K L 95.00% 25.4 37.8 2.72 2 844.1053 1,686.20 1,685.97 2 1.235 137.4 1404 1418 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLTPITTLTSEQIQK K L 95.00% 32.5 37.8 2.96 2 843.6062 1,685.20 1,685.97 2 0.2364 140.2 1404 1418 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLTPITTLTSEQIQK K L 95.00% 52.1 37.9 3.92 2 844.0843 1,686.15 1,685.97 2 1.193 112.5 1404 1418 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLTPITTLTSEQIQK K L 95.00% 62.1 37.8 3.28 2 843.6065 1,685.20 1,685.97 2 0.237 140.5 1404 1418 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLVLITGGK K S 94.90% 40 39.1 0 2 457.3588 912.7031 913.6083 2 0.1021 111.7 552 560 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLVLITGGK K S 95.00% 47.6 39.1 0 2 457.4007 912.7869 913.6083 2 0.1858 203.4 552 560 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLVLITGGK K S 95.00% 60.7 39.1 1.01 2 457.361 912.7075 913.6083 2 0.1064 116.5 552 560 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LLVLITGGK K S 95.00% 60.9 39.1 0.796 2 457.3857 912.7569 913.6083 2 0.1558 170.5 552 560 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LMHLEFGR R G 95.00% 25 39.8 0.921 2 501.8253 1,001.64 1,002.52 2 0.1242 123.9 1991 1998 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LQPVLQPLPSPGVGGK R R 95.00% 28.7 38.4 0.824 2 794.5803 1,587.15 1,586.93 2 1.226 140.9 1216 1231 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LQPVLQPLPSPGVGGK R R 95.00% 34.3 38.2 1.34 2 794.07 1,586.13 1,586.93 2 0.2058 129.7 1216 1231 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LQPVLQPLPSPGVGGK R R 95.00% 51.7 38.2 2.85 2 794.0303 1,586.05 1,586.93 2 0.1264 79.66 1216 1231 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 28.9 38.4 1.7 2 702.9263 1,403.84 1,403.79 2 1.056 37.73 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 50.5 38.5 4.08 2 702.4723 1,402.93 1,403.79 2 0.1477 105.2 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 59.9 38.4 3.01 2 702.8728 1,403.73 1,403.79 2 0.9487 -38.44 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 60 38.4 2.64 2 702.9003 1,403.79 1,403.79 2 1.004 0.7107 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 62.5 38.5 2.82 2 702.409 1,402.80 1,403.79 2 0.02123 15.12 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 68.2 38.5 1.48 2 702.4953 1,402.98 1,403.79 2 0.1937 138 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 71.5 38.5 1.64 2 702.4424 1,402.87 1,403.79 2 0.08806 62.72 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 71.8 38.5 2.14 2 702.4388 1,402.86 1,403.79 2 0.08082 57.57 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 75.7 38.5 5.36 2 702.4373 1,402.86 1,403.79 2 0.07782 55.43 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 76.3 38.5 2.68 2 702.4203 1,402.83 1,403.79 2 0.04373 31.15 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LSDAGITPLFLTR K Q 95.00% 86.4 38.5 3.52 2 702.4438 1,402.87 1,403.79 2 0.09076 64.65 2533 2545 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LVDYLDVGFDTTR R V 95.00% 42 38.2 2.68 2 757.8603 1,513.71 1,513.75 2 0.9597 -28.39 1258 1270 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LVDYLDVGFDTTR R V 95.00% 73.1 38.2 3.37 2 757.4643 1,512.91 1,513.75 2 0.1677 110.8 1258 1270 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LVDYLDVGFDTTR R V 95.00% 73.8 38.2 4.96 2 757.4103 1,512.81 1,513.75 2 0.05973 39.45 1258 1270 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% LVDYLDVGFDTTR R V 95.00% 86.5 38.2 3.8 2 757.4403 1,512.87 1,513.75 2 0.1197 79.09 1258 1270 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% MKPLDGSALYTGSALDFVR K N 95.00% 45.5 36.8 1.15 2 680.5202 2,038.54 2,041.04 3 -1.497 -242.1 515 533 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% MKPLDGSALYTGSALDFVR K N 95.00% 55.2 36.9 0 2 681.0352 2,040.08 2,041.04 3 0.04845 23.74 515 533 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% MKPLDGSALYTGSALDFVR K N 95.00% 58.7 36.9 1.6 2 681.3498 2,041.03 2,041.04 3 0.9924 -5.05 515 533 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% MKPLDGSALYTGSALDFVR K N 95.00% 76.4 36.9 1.6 2 681.3626 2,041.07 2,041.04 3 1.031 13.67 515 533 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NADQEELVK R I 95.00% 35.6 39.6 1.35 2 523.3019 1,044.59 1,045.52 2 0.08031 76.81 1372 1380 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NIDRTELQTITNDPR R L 95.00% 54.2 37.8 1.4 2 596.3852 1,786.13 1,785.91 3 1.232 128.2 1577 1591 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NIDSEEVGKIASNSATAFR R V 95.00% 46.5 36.8 1.1 2 670.6802 2,009.02 2,008.99 3 1.033 14.84 1780 1798 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NIDSEEVGKIASNSATAFR R V 95.00% 55 36.9 2.8 2 670.2948 2,007.86 2,008.99 3 -0.1236 -61.53 1780 1798 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NIDSEEVGKIASNSATAFR R V 95.00% 62.7 36.9 2.35 2 670.3535 2,008.04 2,008.99 3 0.05255 26.16 1780 1798 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NLQVALTSK K Q 94.60% 17.8 39.8 0.824 2 486.8256 971.6367 973.5677 2 -0.9238 81.17 2475 2483 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NLQVALTSK K Q 95.00% 36.3 40 1.19 2 487.3807 972.7469 973.5677 2 0.1865 191.5 2475 2483 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NNLFTSSAGYR R A 95.00% 38.6 39.2 2.37 2 615.366 1,228.72 1,229.59 2 0.1338 108.8 534 544 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% NNLFTSSAGYR R A 95.00% 44.2 39.2 1.52 2 615.3322 1,228.65 1,229.59 2 0.06626 53.88 534 544 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QFGVAPFTIAR K N 95.00% 38.5 39.1 0.638 2 604.4288 1,206.84 1,206.66 2 1.187 152.9 1361 1371 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QFGVAPFTIAR K N 95.00% 48.7 39.1 2.29 2 604.3249 1,206.64 1,206.66 2 0.9795 -19.27 1361 1371 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QFGVAPFTIAR K N 95.00% 58.9 39.2 3.85 2 603.865 1,205.72 1,206.66 2 0.0596 49.39 1361 1371 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QFGVAPFTIAR K N 95.00% 60.9 39.2 3.8 2 603.8928 1,205.77 1,206.66 2 0.1152 95.48 1361 1371 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QFGVAPFTIAR K N 95.00% 62.4 39.2 3.41 2 603.8843 1,205.75 1,206.66 2 0.0983 81.46 1361 1371 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% qIIDAINKVVYK R G 95.00% 0 0 2.8 2 n-term: Pyro-cmC (-17.03) 693.9521 1,385.89 1,386.80 2 0.09771 70.45 1701 1712 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% qIIDAINKVVYK R G 95.00% 0 0 3.12 2 n-term: Pyro-cmC (-17.03) 693.9153 1,385.82 1,386.80 2 0.02398 17.29 1701 1712 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QINVGNALEYVSR R N 95.00% 49.5 38.3 4.62 2 731.9091 1,461.80 1,462.76 2 0.04598 31.43 1309 1321 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QINVGNALEYVSR R N 95.00% 66.5 38.3 4.92 2 731.9139 1,461.81 1,462.76 2 0.05563 38.03 1309 1321 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QINVGNALEYVSR R N 95.00% 68.7 38.3 1.77 2 731.9604 1,461.91 1,462.76 2 0.1486 101.6 1309 1321 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QLDMSPDPK R A 95.00% 50.6 39.7 0.921 2 515.8283 1,029.64 1,030.49 2 0.1616 156.8 2648 2656 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QLGTVQQVISER R V 95.00% 26.8 38.8 1.06 2 679.3771 1,356.74 1,357.74 2 0.003349 2.467 1193 1204 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QLGTVQQVISER R V 95.00% 57.7 38.8 3.89 2 679.3687 1,356.72 1,357.74 2 -0.01335 -9.832 1193 1204 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QLGTVQQVISER R V 95.00% 62.2 38.8 2.72 2 679.4243 1,356.83 1,357.74 2 0.09773 71.97 1193 1204 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QLGTVQQVISER R V 95.00% 65 38.8 2.41 2 679.4293 1,356.84 1,357.74 2 0.1078 79.36 1193 1204 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QLTLLGGPTPNTGAALEFVLR R N 95.00% 49 36.4 3.92 2 723.7802 2,168.32 2,168.21 3 1.118 53.25 1097 1117 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QQSLETAMSFVAR K N 95.00% 42.6 38.3 2.62 2 734.9487 1,467.88 1,467.73 2 1.164 109.8 2484 2496 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QQSLETAMSFVAR K N 95.00% 45 38.3 1.85 2 734.883 1,467.75 1,467.73 2 1.033 20.39 2484 2496 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QQSLETAmSFVAR K N 95.00% 53.3 38.2 1.15 2 m8: Oxidation (+15.99) 742.3678 1,482.72 1,483.72 2 0.007312 4.928 2484 2496 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QSGVVPFIFQAK K N 95.00% 21.5 38.6 1.25 2 661.4209 1,320.83 1,320.73 2 1.103 76.09 965 976 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QSGVVPFIFQAK K N 95.00% 33.8 38.9 1.74 2 660.9003 1,319.79 1,320.73 2 0.06213 47.04 965 976 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QSGVVPFIFQAK K N 95.00% 44.5 38.9 1.57 2 660.9014 1,319.79 1,320.73 2 0.06438 48.74 965 976 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QSGVVPFIFQAK K N 95.00% 52.2 38.9 3.85 2 660.8844 1,319.75 1,320.73 2 0.03036 22.99 965 976 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QSGVVPFIFQAK K N 95.00% 53.2 38.9 2.82 2 660.9104 1,319.81 1,320.73 2 0.08247 62.44 965 976 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QSGVVPFIFQAK K N 95.00% 54.5 38.9 4.02 2 660.9138 1,319.81 1,320.73 2 0.08927 67.59 965 976 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% QSGVVPFIFQAK K N 95.00% 54.9 38.9 3.32 2 660.9252 1,319.84 1,320.73 2 0.1119 84.73 965 976 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SGDDVRNPSVVVK R R 95.00% 43.3 38.6 0.77 2 457.9794 1,370.92 1,371.72 3 0.2009 146.4 1144 1156 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SGFPLLKEFVQR R V 95.00% 47.3 38.4 1.2 2 474.6902 1,421.05 1,420.79 3 1.261 181.7 1042 1053 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SGFPLLKEFVQR R V 95.00% 48.1 38.3 0.921 2 474.6998 1,421.08 1,420.79 3 1.29 202 1042 1053 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SGFPLLKEFVQR R V 95.00% 49 38.4 1.03 2 474.3335 1,419.98 1,420.79 3 0.1912 134.5 1042 1053 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SLDEISQPAQELKR K S 95.00% 53.8 38.2 2.02 2 807.4937 1,612.97 1,613.85 2 0.1306 80.93 561 574 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SQAPVLDAIR R R 95.00% 31.8 39.1 2.52 2 535.8351 1,069.66 1,069.60 2 1.063 56.14 1495 1504 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SQAPVLDAIR R R 95.00% 63.4 39 1.49 2 535.3442 1,068.67 1,069.60 2 0.08101 75.73 1495 1504 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SQAPVLDAIR R R 95.00% 63.6 39 2.57 2 535.3543 1,068.69 1,069.60 2 0.1011 94.54 1495 1504 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SQHPYVLTEDTLK R V 95.00% 35.2 38.3 1.34 2 511.0053 1,529.99 1,530.78 3 0.2213 144.6 1919 1931 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SQHPYVLTEDTLK R V 95.00% 38.3 38.3 3.28 2 765.919 1,529.82 1,530.78 2 0.05073 33.14 1919 1931 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SQHPYVLTEDTLK R V 95.00% 49.2 38.3 0 2 510.9782 1,529.91 1,530.78 3 0.14 91.42 1919 1931 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SQHPYVLTEDTLK R V 95.00% 51.2 38.3 1.37 2 510.9935 1,529.96 1,530.78 3 0.186 121.5 1919 1931 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSDRVDGPASNLK R Q 95.00% 43 38.9 1.19 2 673.3798 1,344.75 1,345.67 2 0.08154 60.59 952 964 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSGIVSLGVGDR R N 95.00% 31.9 39.2 1.06 2 573.8509 1,145.69 1,146.61 2 0.083 72.38 1565 1576 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSGIVSLGVGDR R N 95.00% 84.7 39.2 2.52 2 573.8772 1,145.74 1,146.61 2 0.1357 118.3 1565 1576 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSGIVSLGVGDR R N 95.00% 86.5 39.2 2.15 2 573.8559 1,145.70 1,146.61 2 0.0931 81.18 1565 1576 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSImAFAIGNK R G 95.00% 39.5 38.9 1.43 2 m4: Oxidation (+15.99) 577.7887 1,153.56 1,154.59 2 -0.01726 -14.95 575 585 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSImAFAIGNK R G 95.00% 44.5 38.9 1.82 2 m4: Oxidation (+15.99) 577.8594 1,153.70 1,154.59 2 0.124 107.4 575 585 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSIMAFAIGNK R G 95.00% 47.4 39 1.29 2 569.8007 1,137.59 1,138.59 2 0.001597 1.403 575 585 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSIMAFAIGNK R G 95.00% 48.3 38.8 0 2 570.3412 1,138.67 1,138.59 2 1.083 70.03 575 585 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SSIMAFAIGNK R G 95.00% 54.7 39 0.699 2 569.8349 1,137.66 1,138.59 2 0.06992 61.4 575 585 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% STELNEEPLMR K F 95.00% 47 39 2.16 2 659.8223 1,317.63 1,318.63 2 0.006427 4.874 2801 2811 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SVEDAQDVSLALTQR K G 95.00% 55 38.1 0.721 2 545.0402 1,632.10 1,631.82 3 1.282 171.2 1755 1769 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SVEDAQDVSLALTQR K G 95.00% 71.4 38.1 2.03 2 544.6488 1,630.92 1,631.82 3 0.1081 66.22 1755 1769 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SVEDAQDVSLALTQR K G 95.00% 73.8 38.1 2.59 2 816.9817 1,631.95 1,631.82 2 1.132 79.46 1755 1769 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% SVEDAQDVSLALTQR K G 95.00% 95.1 38.1 6.27 2 816.5111 1,631.01 1,631.82 2 0.1913 117.2 1755 1769 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% TLSGTPEVHSNKR R D 93.20% 37.3 38.5 0 2 476.0374 1,425.09 1,425.74 3 0.3532 247.7 626 638 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% TLSGTPEVHSNKR R D 95.00% 45.6 38.5 1.01 2 476.1338 1,425.38 1,425.74 3 0.6424 -252.6 626 638 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% TMFSLDTYSTK R A 95.00% 32.8 38.7 0.854 2 647.8414 1,293.67 1,293.60 2 1.072 53.7 292 302 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VAVFFSNTPTR K A 95.00% 42.8 38.6 1.21 2 619.9062 1,237.80 1,238.65 2 0.1524 123 2511 2521 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VAVFFSNTPTR K A 95.00% 57.4 38.6 3.89 2 619.8497 1,237.68 1,238.65 2 0.03948 31.87 2511 2521 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VAVFFSNTPTR K A 95.00% 57.4 38.6 3.12 2 619.8049 1,237.60 1,238.65 2 -0.05024 -40.56 2511 2521 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VAVFFSNTPTR K A 95.00% 59.5 38.6 1.77 2 619.8802 1,237.75 1,238.65 2 0.1004 81.02 2511 2521 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VAVVQYSDR R T 95.00% 46.9 39.2 0.699 2 518.8391 1,035.66 1,036.54 2 0.1288 124.2 1067 1075 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VAVVQYSDR R T 95.00% 52.5 39.2 2.72 2 518.8224 1,035.63 1,036.54 2 0.09541 92.04 1067 1075 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VAVVQYSDR R T 95.00% 52.5 39.2 1.68 2 518.8503 1,035.69 1,036.54 2 0.1511 145.8 1067 1075 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VAVVQYSDR R T 95.00% 60.7 39.2 1.72 2 518.8673 1,035.72 1,036.54 2 0.1852 178.7 1067 1075 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VGVVQFSDEPR R T 95.00% 51.4 39.1 1.96 2 616.8903 1,231.77 1,232.63 2 0.1462 118.6 281 291 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VGVVQFSNDVFPEFYLK R T 95.00% 28.5 36.8 1.01 2 995.0588 1,988.10 1,988.02 2 1.094 45.87 1475 1491 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VGVVQFSNDVFPEFYLK R T 95.00% 39.9 37 1.29 2 994.5956 1,987.18 1,988.02 2 0.1675 84.24 1475 1491 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VGVVQFSNDVFPEFYLK R T 95.00% 60.7 37 3.96 2 994.6526 1,987.29 1,988.02 2 0.2814 141.5 1475 1491 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VPQIAFVITGGK R S 95.00% 44.5 39.2 4.6 2 615.3728 1,228.73 1,229.73 2 0.01283 10.43 1743 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VPQIAFVITGGK R S 95.00% 59.1 39.2 6.11 2 615.4157 1,228.82 1,229.73 2 0.09864 80.21 1743 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VPQIAFVITGGK R S 95.00% 59.9 39.2 3.47 2 615.4353 1,228.86 1,229.73 2 0.1378 112.1 1743 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VPQIAFVITGGK R S 95.00% 70.1 39.1 4.46 2 615.921 1,229.83 1,229.73 2 1.109 86.64 1743 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VPQIAFVITGGK R S 95.00% 71.4 39.2 5.64 2 615.4296 1,228.84 1,229.73 2 0.1266 102.9 1743 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VPQIAFVITGGK R S 95.00% 79.4 39.2 5.03 2 615.41 1,228.81 1,229.73 2 0.08719 70.9 1743 1754 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VVESLDVGQDR R V 95.00% 52.4 39.3 1.09 2 609.3503 1,216.69 1,216.62 2 1.076 60.44 1054 1064 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VVESLDVGQDR R V 95.00% 64.6 39.3 2.54 2 608.8974 1,215.78 1,216.62 2 0.1706 140.2 1054 1064 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VVESLDVGQDR R V 95.00% 76.1 39.3 5.46 2 608.8757 1,215.74 1,216.62 2 0.1271 104.5 1054 1064 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VVESLDVGQDR R V 95.00% 83.2 39.3 4.42 2 608.838 1,215.66 1,216.62 2 0.05171 42.5 1054 1064 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VVESLDVGQDRVR R V 95.00% 34.4 38.4 0.658 2 736.4134 1,470.81 1,471.79 2 0.03314 22.52 1054 1066 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VVESLDVGQDRVR R V 95.00% 41.3 38.4 2.24 2 491.3497 1,471.03 1,471.79 3 0.248 168.5 1054 1066 TRUE

HFF Repeat 2 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 65 73 193 25.40% VVIHFTDGADGDLADLHR K A 95.00% 84.2 37.1 4.96 2 651.0514 1,950.13 1,950.97 3 0.1725 88.38 1947 1964 TRUE

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 99.80% 2 2 8 8.78% NKTGAAPIIDVVR K S 95.00% 68.6 38.6 5.09 2 677.4139 1,352.81 1,353.79 2 0.0355 26.22 93 105 TRUE

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 99.80% 2 2 8 8.78% TGAAPIIDVVR K S 92.00% 25.4 38.8 0.658 2 556.7878 1,111.56 1,111.65 2 0.9211 -73.35 95 105 TRUE

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 99.80% 2 2 8 8.78% TGAAPIIDVVR K S 95.00% 34.3 38.7 2.29 2 556.3674 1,110.72 1,111.65 2 0.08041 72.33 95 105 TRUE

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 99.80% 2 2 8 8.78% TGAAPIIDVVR K S 95.00% 40.6 38.7 1.96 2 556.3485 1,110.68 1,111.65 2 0.04249 38.22 95 105 TRUE

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 99.80% 2 2 8 8.78% TGAAPIIDVVR K S 95.00% 41.6 38.7 1.34 2 556.3533 1,110.69 1,111.65 2 0.05213 46.89 95 105 TRUE

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 99.80% 2 2 8 8.78% TGAAPIIDVVR K S 95.00% 49.6 38.7 2.19 2 556.3542 1,110.69 1,111.65 2 0.05395 48.53 95 105 TRUE

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 99.80% 2 2 8 8.78% TGAAPIIDVVR K S 95.00% 51.6 38.7 1.29 2 556.3692 1,110.72 1,111.65 2 0.08391 75.47 95 105 TRUE

HFF Repeat 2 RPL27A 60S ribosomal protein L27a IPI00398135,IPI00456758,IPI00827619 16,543.40 99.80% 2 2 8 8.78% TGAAPIIDVVR K S 95.00% 59.2 38.7 1.92 2 556.3646 1,110.71 1,111.65 2 0.07482 67.3 95 105 TRUE

HFF Repeat 2 ADAMTS1 ADAMTS-1 precursor IPI00005908 105,339.70 99.80% 2 2 2 1.96% NSVSLVVVK R I 95.00% 35.9 39.5 1.92 2 472.3836 942.7527 944.5774 2 -0.8175 196.3 300 308 TRUE

HFF Repeat 2 ADAMTS1 ADAMTS-1 precursor IPI00005908 105,339.70 99.80% 2 2 2 1.96% YSGSSAALER R I 95.00% 33.8 39 2.3 2 520.8579 1,039.70 1,040.50 2 0.2079 199.8 801 810 TRUE

HFF Repeat 2 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.10% LSQNNFALGYK K A 95.00% 76 38.9 3.64 2 628.3603 1,254.71 1,254.65 2 1.066 50.01 164 174 TRUE

HFF Repeat 2 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.10% LTLDTIFVPNTGK K K 95.00% 64.4 38.6 3.72 2 709.9229 1,417.83 1,418.79 2 0.04925 34.71 97 109 TRUE

HFF Repeat 2 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.10% LTLSALIDGK K N 95.00% 61.1 39.5 3.14 2 515.331 1,028.65 1,030.61 2 -0.9597 41.76 257 266 FALSE IPI00216308

HFF Repeat 2 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.10% LTLSALIDGK K N 95.00% 62.8 39.7 2.37 2 515.8303 1,029.65 1,030.61 2 0.03873 37.58 257 266 FALSE IPI00216308

HFF Repeat 2 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.10% LTLSALIDGK K N 95.00% 69.4 39.7 1.92 2 515.867 1,029.72 1,030.61 2 0.1122 108.9 257 266 FALSE IPI00216308

HFF Repeat 2 VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804,IPI00294779 30,641.90 100.00% 3 3 3 19.10% VNNASLIGLGYTQTLRPGVK K L 95.00% 42 36.8 3.92 2 701.1302 2,100.37 2,101.18 3 0.1994 94.87 237 256 TRUE

HFF Repeat 2 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 99.90% 2 2 7 10.50% ASGNYATVISHNPETK R K 95.00% 40 37.8 0 2 563.6602 1,687.96 1,688.82 3 0.1422 84.16 129 144 TRUE

HFF Repeat 2 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 99.90% 2 2 7 10.50% ASGNYATVISHNPETK R K 95.00% 44.4 37.7 1.36 2 563.9324 1,688.78 1,688.82 3 0.9587 -26.07 129 144 TRUE

HFF Repeat 2 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 99.90% 2 2 7 10.50% ASGNYATVISHNPETK R K 95.00% 47.4 37.8 2.54 2 563.6324 1,687.88 1,688.82 3 0.05893 34.89 129 144 TRUE

HFF Repeat 2 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 99.90% 2 2 7 10.50% ASGNYATVISHNPETK R K 95.00% 51.5 37.7 0.796 2 563.9916 1,688.95 1,688.82 3 1.136 79.12 129 144 TRUE

HFF Repeat 2 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 99.90% 2 2 7 10.50% AVVGVVAGGGR R I 95.00% 25.5 38.8 1.57 2 470.869 939.7235 941.5527 2 -0.822 192.1 164 174 TRUE

HFF Repeat 2 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 99.90% 2 2 7 10.50% AVVGVVAGGGR R I 95.00% 44.3 38.9 4.02 2 471.2955 940.5764 941.5527 2 0.03093 32.85 164 174 TRUE

HFF Repeat 2 RPL8 60S ribosomal protein L8 IPI00012772 28,006.80 99.90% 2 2 7 10.50% AVVGVVAGGGR R I 95.00% 49.4 38.9 4.33 2 471.3532 940.6919 941.5527 2 0.1464 155.5 164 174 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% ADITWELPDKSHLK K A 95.00% 44.9 37.9 1.89 2 552.0334 1,653.08 1,652.86 3 1.221 132.1 2763 2776 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% ADITWELPDKSHLK K A 95.00% 50.5 37.9 1.92 2 552.0281 1,653.06 1,652.86 3 1.205 122.4 2763 2776 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% FLHPQGSLTIQHATQR R D 95.00% 38 37.7 0 2 612.3784 1,834.11 1,833.97 3 1.149 79.56 2788 2803 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% FLHPQGSLTIQHATQR R D 95.00% 39.9 37.5 0 2 612.0502 1,833.13 1,833.97 3 0.164 89.39 2788 2803 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% GTPAPQISWIFPDR K R 95.00% 43.9 38 1.24 2 793.0329 1,584.05 1,584.82 2 0.2414 152.3 1976 1989 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% GTPAPQISWIFPDR K R 95.00% 60.3 38 5.6 2 792.9912 1,583.97 1,584.82 2 0.1579 99.64 1976 1989 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% ITSEPTPVIYTRPGNTVK R L 95.00% 26.6 37 1.25 2 658.7266 1,973.16 1,973.07 3 1.095 46.69 2735 2752 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% TVQLNVQR R A 95.00% 36 39.7 1.14 2 479.3719 956.7292 957.5476 2 0.1889 197.2 2134 2141 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% TVQLNVQR R A 95.00% 41.6 39.7 0.721 2 479.3298 956.6451 957.5476 2 0.1047 109.4 2134 2141 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% TVQLNVQR R A 95.00% 43.7 39.7 0 2 479.2853 956.556 957.5476 2 0.01563 16.32 2134 2141 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% TVQLNVQR R A 95.00% 47 39.7 0.699 2 479.3559 956.6972 957.5476 2 0.1568 163.8 2134 2141 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% TVQLNVQR R A 95.00% 47.6 39.7 0 2 479.3666 956.7186 957.5476 2 0.1782 186.1 2134 2141 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% VSTGALMTPNTR K I 95.00% 32.7 39 1.19 2 624.3632 1,246.71 1,247.64 2 0.07778 62.34 1890 1901 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% VSTGALMTPNTR K I 95.00% 55 39 1.24 2 624.3524 1,246.69 1,247.64 2 0.05614 44.99 1890 1901 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% VTWLSPTNK K V 92.10% 38.5 39.6 0 2 523.3775 1,044.74 1,045.57 2 0.1801 172.2 2378 2386 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% VTWLSPTNK K V 95.00% 36.6 39.6 1.72 2 523.3214 1,044.63 1,045.57 2 0.0678 64.84 2378 2386 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% VWQTVSPVESR R I 95.00% 33.9 38.9 1.16 2 644.3703 1,286.73 1,287.67 2 0.06413 49.8 1991 2001 TRUE

HFF Repeat 2 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 8 8 18 3.61% VWQTVSPVESR R I 95.00% 48.8 38.9 1.49 2 644.3426 1,286.67 1,287.67 2 0.008743 6.79 1991 2001 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DAVTYTEHAK R R 95.00% 43.9 39.4 2 2 567.8134 1,133.61 1,134.54 2 0.07686 67.74 69 78 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DAVTYTEHAK R R 95.00% 45.2 39.4 1.43 2 567.8375 1,133.66 1,134.54 2 0.1251 110.3 69 78 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DAVTYTEHAK R R 95.00% 47.3 39.4 1.72 2 567.864 1,133.71 1,134.54 2 0.1781 157 69 78 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DAVTYTEHAK R R 95.00% 48 39.4 1.01 2 567.8501 1,133.69 1,134.54 2 0.1503 132.5 69 78 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DAVTYTEHAK R R 95.00% 51.2 39.4 1.54 2 567.8321 1,133.65 1,134.54 2 0.1143 100.8 69 78 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DAVTYTEHAK R R 95.00% 52.2 39.4 1.02 2 567.8557 1,133.70 1,134.54 2 0.1614 142.2 69 78 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 24.6 38.5 0.921 2 663.4123 1,324.81 1,325.75 2 0.06343 47.84 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 39.8 38.5 1.48 2 663.4708 1,324.93 1,325.75 2 0.1805 136.1 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 43.1 38.6 1.68 2 663.9378 1,325.86 1,325.75 2 1.114 84.18 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 49.8 38.5 0 2 663.4207 1,324.83 1,325.75 2 0.08026 60.53 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 53.6 38.6 1.21 2 663.8429 1,325.67 1,325.75 2 0.9246 -58.86 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 56.4 38.5 1.24 2 663.4277 1,324.84 1,325.75 2 0.09424 71.08 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 56.6 38.5 2.2 2 663.41 1,324.81 1,325.75 2 0.05886 44.39 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 56.8 38.5 1.44 2 663.4118 1,324.81 1,325.75 2 0.0624 47.06 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 57.3 38.6 1.38 2 663.9019 1,325.79 1,325.75 2 1.043 30.17 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 59.4 38.6 2.49 2 663.8503 1,325.69 1,325.75 2 0.9394 -47.71 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 60.1 38.5 2.49 2 663.4043 1,324.79 1,325.75 2 0.04755 35.87 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 66.9 38.5 2.85 2 663.3978 1,324.78 1,325.75 2 0.03443 25.97 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 75.5 38.5 4.57 2 663.4047 1,324.79 1,325.75 2 0.04832 36.44 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIR R R 95.00% 76 38.5 3.15 2 663.4093 1,324.80 1,325.75 2 0.05746 43.34 25 36 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% DNIQGITKPAIRR R L 89.50% 21.1 38.2 0.721 2 494.7093 1,481.11 1,481.85 3 0.2583 174.3 25 37 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 30 38.9 0.721 2 591.2478 1,180.48 1,180.62 2 0.8673 -114.6 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 30 38.9 1.17 2 591.2977 1,180.58 1,180.62 2 0.9671 -30.15 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 34.1 38.9 2.42 2 591.3271 1,180.64 1,180.62 2 1.026 19.7 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 34.7 38.9 0.77 2 590.8503 1,179.69 1,180.62 2 0.07233 61.26 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 38.1 38.9 2.48 2 590.7988 1,179.58 1,180.62 2 -0.03053 -25.86 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 41.7 38.9 3.46 2 590.876 1,179.74 1,180.62 2 0.1238 104.8 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 41.8 38.9 1.05 2 590.8721 1,179.73 1,180.62 2 0.116 98.21 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 46.5 38.9 1.55 2 591.3712 1,180.73 1,180.62 2 1.114 94.28 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 46.8 38.9 0 2 590.9051 1,179.80 1,180.62 2 0.1819 154.1 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 48 38.9 1.19 2 590.8174 1,179.62 1,180.62 2 0.006521 5.523 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 49.1 38.9 1.64 2 590.8596 1,179.70 1,180.62 2 0.09108 77.14 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 49.2 38.9 2.17 2 590.8348 1,179.66 1,180.62 2 0.04129 34.97 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 49.5 38.9 2.42 2 591.3146 1,180.61 1,180.62 2 1.001 -1.443 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 50.6 38.9 1.74 2 590.8581 1,179.70 1,180.62 2 0.08804 74.57 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 52.7 38.9 3 2 590.8803 1,179.75 1,180.62 2 0.1323 112.1 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 54.2 38.9 2.28 2 590.8742 1,179.73 1,180.62 2 0.1202 101.8 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 54.8 38.9 2.24 2 590.8503 1,179.69 1,180.62 2 0.07233 61.26 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 56.9 38.9 2.96 2 590.8541 1,179.69 1,180.62 2 0.08007 67.81 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 61 39.1 3.82 2 590.3783 1,178.74 1,180.62 2 -0.8717 111.1 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 63.4 38.9 2.23 2 590.8746 1,179.73 1,180.62 2 0.121 102.5 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETR R G 95.00% 65.3 38.9 2.01 2 590.8517 1,179.69 1,180.62 2 0.07519 63.68 47 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 27.8 37.9 2.64 2 526.7029 1,577.09 1,577.89 3 0.2042 129.4 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 30.1 37.9 1 2 527.0552 1,578.14 1,577.89 3 1.261 163.6 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 30.9 37.9 1.55 2 526.6802 1,577.02 1,577.89 3 0.1361 86.22 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 34.5 38 0.959 2 789.6066 1,577.20 1,577.89 2 0.316 200.2 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 34.6 37.9 1.82 2 789.4928 1,576.97 1,577.89 2 0.08844 56.05 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 35.2 38 2.19 2 526.7178 1,577.13 1,577.89 3 0.2488 157.7 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 39.6 37.9 3.52 2 789.4163 1,576.82 1,577.89 2 -0.06467 -40.99 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 47.3 37.9 3.17 2 789.5138 1,577.01 1,577.89 2 0.1304 82.63 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% ISGLIYEETRGVLK R V 95.00% 50.6 37.9 3.24 2 789.5323 1,577.05 1,577.89 2 0.1675 106.1 47 60 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAmDVVYALK R R 95.00% 31.1 38.4 1.51 2 m6: Oxidation (+15.99) 485.6735 1,454.00 1,454.79 3 0.2135 146.8 80 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAMDVVYALK R R 95.00% 42.4 38.3 1.08 2 480.2523 1,437.74 1,438.80 3 -0.05525 -38.4 80 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAMDVVYALK R R 95.00% 63.1 38.3 6.17 2 719.9207 1,437.83 1,438.80 2 0.0365 25.37 80 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAmDVVYALKR R Q 95.00% 0 0 2.82 2 m6: Oxidation (+15.99) 537.6902 1,610.05 1,610.89 3 0.1624 100.8 80 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAmDVVYALKR R Q 95.00% 0 0 2.89 2 m6: Oxidation (+15.99) 538.0312 1,611.07 1,610.89 3 1.185 113.3 80 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAmDVVYALKR R Q 95.00% 0 0 3.08 2 m6: Oxidation (+15.99) 537.703 1,610.09 1,610.89 3 0.201 124.8 80 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 3.15 2 532.3609 1,594.06 1,594.90 3 0.1695 106.3 80 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAmDVVYALKR R Q 95.00% 0 0 3.46 2 m6: Oxidation (+15.99) 537.7047 1,610.09 1,610.89 3 0.2059 127.8 80 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 5.43 2 532.3365 1,593.99 1,594.90 3 0.09644 60.47 80 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 6.21 2 532.3736 1,594.10 1,594.90 3 0.2076 130.1 80 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% KTVTAMDVVYALKR R Q 95.00% 0 0 6.59 2 532.3905 1,594.15 1,594.90 3 0.2584 162 80 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% QGRTLYGFGG R - 95.00% 17.1 39.1 1.09 2 528.3228 1,054.63 1,055.53 2 0.1112 105.4 94 103 TRUE
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HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% QGRTLYGFGG R - 95.00% 25.8 39.1 1.68 2 528.3515 1,054.69 1,055.53 2 0.1687 159.8 94 103 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% RISGLIYEETR K G 95.00% 27.4 38.5 0.921 2 668.8841 1,335.75 1,336.72 2 0.03885 29.06 46 56 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 44.7 38.6 2.11 2 656.3932 1,310.77 1,310.70 2 1.077 56.32 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 47.6 38.6 0.886 2 655.8723 1,309.73 1,310.70 2 0.03473 26.49 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALK K R 95.00% 49.7 38.6 1.12 2 m5: Oxidation (+15.99) 663.8673 1,325.72 1,326.70 2 0.02996 22.58 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALK K R 95.00% 51 38.7 3.47 2 m5: Oxidation (+15.99) 664.3366 1,326.66 1,326.70 2 0.9685 -25.75 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALK K R 95.00% 51.7 38.6 3.57 2 m5: Oxidation (+15.99) 663.8869 1,325.76 1,326.70 2 0.06915 52.12 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 53.7 38.6 2.37 2 655.8768 1,309.74 1,310.70 2 0.04376 33.38 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 57.2 38.6 3.33 2 655.8787 1,309.74 1,310.70 2 0.0475 36.24 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 58.6 38.6 2.96 2 655.8695 1,309.72 1,310.70 2 0.02919 22.27 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALK K R 95.00% 60.8 38.7 2.35 2 m5: Oxidation (+15.99) 664.3931 1,326.77 1,326.70 2 1.082 59.35 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALK K R 95.00% 61.3 38.6 4.1 2 m5: Oxidation (+15.99) 663.9196 1,325.82 1,326.70 2 0.1345 101.4 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALK K R 95.00% 62.3 38.7 1.72 2 m5: Oxidation (+15.99) 664.3241 1,326.63 1,326.70 2 0.9436 -44.57 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALK K R 95.00% 69.3 38.6 3.48 2 m5: Oxidation (+15.99) 663.8622 1,325.71 1,326.70 2 0.01974 14.88 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALK K R 95.00% 70.3 38.6 2.96 2 m5: Oxidation (+15.99) 663.8771 1,325.74 1,326.70 2 0.04945 37.27 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 70.5 38.6 2.82 2 655.8842 1,309.75 1,310.70 2 0.05858 44.69 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 70.6 38.6 1.17 2 655.8803 1,309.75 1,310.70 2 0.05073 38.7 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 70.8 38.6 2.92 2 656.3488 1,310.68 1,310.70 2 0.9879 -11.33 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALK K R 95.00% 76.1 38.6 3.21 2 655.8988 1,309.78 1,310.70 2 0.08787 67.04 81 92 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 90.10% 35.3 38.1 0 2 489.6337 1,465.88 1,466.80 3 0.08294 56.54 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 90.90% 35.7 38.2 0 2 m5: Oxidation (+15.99) 495.359 1,483.06 1,482.80 3 1.264 176 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 38.3 38.2 0 2 m5: Oxidation (+15.99) 495.3413 1,483.00 1,482.80 3 1.211 140.3 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 39 38.1 0 2 489.6667 1,465.98 1,466.80 3 0.1818 123.9 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 39.4 38.2 0 2 m5: Oxidation (+15.99) 494.9552 1,481.84 1,482.80 3 0.05244 35.36 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 40.5 38.2 0 2 m5: Oxidation (+15.99) 495.0408 1,482.10 1,482.80 3 0.3091 208.4 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 41.8 38.1 0 2 m5: Oxidation (+15.99) 494.6402 1,480.90 1,482.80 3 -0.8926 74.34 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 42.4 38.2 1.66 2 m5: Oxidation (+15.99) 495.0282 1,482.06 1,482.80 3 0.2715 183 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 43 38.1 0 2 489.6765 1,466.01 1,466.80 3 0.2112 144 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 43.3 38.1 0 2 489.6271 1,465.86 1,466.80 3 0.06304 42.98 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 43.6 38.2 0 2 m5: Oxidation (+15.99) 494.8202 1,481.44 1,482.80 3 -0.3526 -237.8 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 43.6 38.2 1.19 2 m5: Oxidation (+15.99) 495.0243 1,482.05 1,482.80 3 0.2596 175.1 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 43.7 38.1 0 2 489.6443 1,465.91 1,466.80 3 0.1147 78.2 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 44.2 38.1 0 2 489.3002 1,464.88 1,466.80 3 -0.9176 58.04 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 44.8 38.1 0.921 2 489.9773 1,466.91 1,466.80 3 1.114 75.65 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 45 38.2 0.77 2 m5: Oxidation (+15.99) 494.9922 1,481.95 1,482.80 3 0.1634 110.2 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 45.9 38.1 1.31 2 490.008 1,467.00 1,466.80 3 1.206 138.3 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 46.8 38.1 1.66 2 489.6902 1,466.05 1,466.80 3 0.2524 172 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 47.6 38.1 0 2 489.6602 1,465.96 1,466.80 3 0.1624 110.7 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 47.7 38.1 1.29 2 489.6602 1,465.96 1,466.80 3 0.1624 110.7 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 47.8 38.1 0 2 489.5702 1,465.69 1,466.80 3 -0.1076 -73.4 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 47.9 38.1 0.699 2 489.6932 1,466.06 1,466.80 3 0.2614 178.1 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 47.9 38.1 2.89 2 490.0377 1,467.09 1,466.80 3 1.295 199 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 48.3 38.1 1.28 2 490.0122 1,467.01 1,466.80 3 1.218 146.9 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 50.1 38.1 2.82 2 489.9867 1,466.94 1,466.80 3 1.142 94.71 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 52 38.1 0.824 2 490.0119 1,467.01 1,466.80 3 1.218 146.3 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 54 38.2 1.85 2 m5: Oxidation (+15.99) 495.3039 1,482.89 1,482.80 3 1.099 64.67 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 54.1 38.2 0.745 2 m5: Oxidation (+15.99) 495.0172 1,482.03 1,482.80 3 0.2384 160.8 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 54.5 38.1 1.27 2 489.6787 1,466.01 1,466.80 3 0.2179 148.5 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 54.7 38.1 0 2 489.6525 1,465.94 1,466.80 3 0.1393 94.98 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 54.9 38.2 0 2 m5: Oxidation (+15.99) 495.0002 1,481.98 1,482.80 3 0.1874 126.4 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 56 38.2 1.47 2 m5: Oxidation (+15.99) 495.314 1,482.92 1,482.80 3 1.129 84.93 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 56 38.1 1.21 2 489.715 1,466.12 1,466.80 3 0.3267 222.7 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 57.6 38.1 2.07 2 489.6259 1,465.86 1,466.80 3 0.05936 40.47 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 57.8 38.1 1.52 2 489.9459 1,466.82 1,466.80 3 1.019 11.34 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 58.5 38.2 1.51 2 m5: Oxidation (+15.99) 495.0205 1,482.04 1,482.80 3 0.2484 167.5 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 59.6 38.1 1.49 2 489.6527 1,465.94 1,466.80 3 0.14 95.42 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 59.8 38.2 5.24 2 m5: Oxidation (+15.99) 741.9337 1,481.85 1,482.80 2 0.06153 41.49 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 59.8 38.1 1.05 2 489.9635 1,466.87 1,466.80 3 1.072 47.43 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 60.3 38.2 1.57 2 m5: Oxidation (+15.99) 495.0011 1,481.98 1,482.80 3 0.1902 128.3 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 61 38.2 2.06 2 m5: Oxidation (+15.99) 495.025 1,482.05 1,482.80 3 0.262 176.7 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 61.1 38.1 4.01 2 733.9643 1,465.91 1,466.80 2 0.1178 80.27 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 61.4 38.1 6.1 2 733.9863 1,465.96 1,466.80 2 0.1616 110.2 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 61.8 38.2 0 2 m5: Oxidation (+15.99) 495.3127 1,482.92 1,482.80 3 1.125 82.35 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 61.9 38.2 1.19 2 m5: Oxidation (+15.99) 494.9877 1,481.94 1,482.80 3 0.1499 101.1 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 62.2 38.2 0 2 m5: Oxidation (+15.99) 495.3249 1,482.95 1,482.80 3 1.161 106.9 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 63.9 38.1 2.14 2 489.6713 1,465.99 1,466.80 3 0.1958 133.5 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 65 38.1 5.15 2 733.9265 1,465.84 1,466.80 2 0.04208 28.69 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 65.4 38.1 1.2 2 489.6476 1,465.92 1,466.80 3 0.1247 85.02 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 67.4 38.2 0 2 m5: Oxidation (+15.99) 495.3002 1,482.88 1,482.80 3 1.087 57.08 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 67.9 38.1 0 2 489.6663 1,465.98 1,466.80 3 0.1806 123.1 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 68.1 38.1 4.01 2 733.9623 1,465.91 1,466.80 2 0.1136 77.46 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 68.4 38.2 2.36 2 m5: Oxidation (+15.99) 742.4609 1,482.91 1,482.80 2 1.116 76.31 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 68.9 38.1 4.15 2 734.0283 1,466.04 1,466.80 2 0.2456 167.4 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 69.1 38.1 2.08 2 489.6642 1,465.97 1,466.80 3 0.1744 118.9 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 70.4 38.1 4.72 2 733.9359 1,465.86 1,466.80 2 0.0609 41.51 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 70.7 38.2 2.92 2 m5: Oxidation (+15.99) 742.4003 1,482.79 1,482.80 2 0.9947 -5.403 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 71.4 38.1 5.39 2 733.9675 1,465.92 1,466.80 2 0.1241 84.6 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 72.5 38.1 1.29 2 490.0269 1,467.06 1,466.80 3 1.262 176.8 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 74.1 38.1 1 2 734.4528 1,466.89 1,466.80 2 1.095 62.61 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 74.2 38.1 4.39 2 733.9641 1,465.91 1,466.80 2 0.1173 79.98 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 75.1 38.2 3.55 2 m5: Oxidation (+15.99) 741.9883 1,481.96 1,482.80 2 0.1708 115.2 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 75.5 38.2 4.89 2 m5: Oxidation (+15.99) 741.9661 1,481.92 1,482.80 2 0.1263 85.19 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 77.8 38.2 5.82 2 m5: Oxidation (+15.99) 741.9545 1,481.89 1,482.80 2 0.1032 69.58 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAMDVVYALKR K Q 95.00% 81.1 38.1 5.32 2 733.9827 1,465.95 1,466.80 2 0.1544 105.3 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% TVTAmDVVYALKR K Q 95.00% 83.3 38.2 5.01 2 m5: Oxidation (+15.99) 741.9564 1,481.90 1,482.80 2 0.1069 72.08 81 93 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 34.2 39.8 0.721 2 495.9003 989.786 989.5778 2 1.215 214.7 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 35.8 40 0.886 2 495.3057 988.5969 989.5778 2 0.02634 26.61 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 38.3 40 0.62 2 495.3536 988.6927 989.5778 2 0.1221 123.4 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 42.8 40 0 2 495.3723 988.73 989.5778 2 0.1594 161.1 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 42.8 40 0 2 495.3334 988.6523 989.5778 2 0.08174 82.6 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 44.8 40 0 2 495.3563 988.698 989.5778 2 0.1275 128.8 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 45.4 40 0 2 495.3431 988.6716 989.5778 2 0.101 102.1 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 47 40 1.4 2 495.3875 988.7604 989.5778 2 0.1898 191.8 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 47 39.8 0 2 495.849 989.6835 989.5778 2 1.113 111.2 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 48.2 40 0 2 495.4203 988.826 989.5778 2 0.2554 258.1 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 49.1 40 0 2 495.3761 988.7376 989.5778 2 0.167 168.7 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 54.2 40 0 2 495.36 988.7054 989.5778 2 0.1348 136.2 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 54.5 40 0.721 2 495.2936 988.5727 989.5778 2 0.002093 2.115 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 56 40 0 2 495.3498 988.685 989.5778 2 0.1145 115.7 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 56.2 40 0 2 495.3653 988.716 989.5778 2 0.1454 146.9 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 56.4 40 0.678 2 495.3251 988.6357 989.5778 2 0.06514 65.82 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 57.9 39.8 1.92 2 495.7978 989.581 989.5778 2 1.01 7.772 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 58.4 40 0 2 495.3508 988.6871 989.5778 2 0.1165 117.7 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 59 40 1.26 2 495.3846 988.7547 989.5778 2 0.1842 186.1 61 68 TRUE

HFF Repeat 2 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 12 15 168 68.00% VFLENVIR K D 95.00% 59.3 40 0 2 495.3566 988.6987 989.5778 2 0.1281 129.4 61 68 TRUE

HFF Repeat 2 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 99.80% 2 2 3 7.32% IAQSDYIPTQQDVLR R T 95.00% 20.4 37.7 0.854 2 873.9653 1,745.92 1,746.90 2 0.02093 11.98 163 177 TRUE

HFF Repeat 2 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 99.80% 2 2 3 7.32% IAQSDYIPTQQDVLR R T 95.00% 37.2 37.7 1.62 2 874.0203 1,746.03 1,746.90 2 0.1309 74.94 163 177 TRUE

HFF Repeat 2 GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00465121,IPI00748145 40,434.00 99.80% 2 2 3 7.32% LLLLGAGESGK K S 95.00% 63.8 39.6 1.41 2 529.3792 1,056.74 1,057.63 2 0.1256 118.7 36 46 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% eIAQDFKTDLR R F 89.60% 0 0 1.64 2 e1: Pyro_glu (-18.01) 659.8888 1,317.76 1,317.68 2 1.09 66.51 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 92.50% 37.7 38.7 0 2 668.3712 1,334.73 1,335.69 2 0.04455 33.35 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 92.80% 38 38.7 0 2 667.89 1,333.77 1,335.69 2 -0.9178 63.63 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 27.2 38.5 0.699 2 668.8503 1,335.69 1,335.69 2 1.003 -0.00122 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 34.5 38.7 0.745 2 668.3497 1,334.68 1,335.69 2 0.001675 1.254 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 39.8 38.5 0 2 668.8236 1,335.63 1,335.69 2 0.9494 -39.9 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% eIAQDFKTDLR R F 95.00% 0 0 1.96 2 e1: Pyro_glu (-18.01) 659.3721 1,316.73 1,317.68 2 0.05704 43.29 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 45.6 38.7 1.57 2 668.4095 1,334.80 1,335.69 2 0.1212 90.7 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 46.3 38.7 0.886 2 668.3687 1,334.72 1,335.69 2 0.03964 29.67 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 48.1 38.7 1.41 2 668.333 1,334.65 1,335.69 2 -0.03182 -23.82 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 48.3 38.7 1.32 2 668.3825 1,334.75 1,335.69 2 0.06722 50.32 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 48.6 38.7 1.34 2 668.3653 1,334.72 1,335.69 2 0.03273 24.5 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 49.3 38.7 0 2 668.3565 1,334.70 1,335.69 2 0.0151 11.3 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 49.7 38.7 0 2 668.3773 1,334.74 1,335.69 2 0.05683 42.55 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 58.3 38.7 1.19 2 668.3495 1,334.68 1,335.69 2 0.001143 0.8557 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 60.2 38.7 1.24 2 668.3384 1,334.66 1,335.69 2 -0.02096 -15.7 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 62.2 38.7 2.28 2 668.384 1,334.75 1,335.69 2 0.07024 52.58 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% EIAQDFKTDLR R F 95.00% 64.3 38.7 1.28 2 668.3781 1,334.74 1,335.69 2 0.05838 43.71 74 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% LVREIAQDFK R T 95.00% 44.4 39.1 0 2 609.8878 1,217.76 1,218.68 2 0.08403 68.94 71 80 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% LVREIAQDFK R T 95.00% 46.7 39.1 1.19 2 609.8907 1,217.77 1,218.68 2 0.08994 73.79 71 80 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% LVREIAQDFK R T 95.00% 48.4 39.1 0.721 2 609.9129 1,217.81 1,218.68 2 0.1344 110.2 71 80 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% LVREIAQDFKTDLR R F 91.80% 0 0 2.19 2 569.0023 1,703.99 1,703.94 3 1.048 26.72 71 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% LVREIAQDFKTDLR R F 95.00% 0 0 3 2 568.7268 1,703.16 1,703.94 3 0.2216 130 71 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% LVREIAQDFKTDLR R F 95.00% 0 0 3.28 2 568.7102 1,703.11 1,703.94 3 0.1719 100.8 71 84 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% STELLIRK K L 95.00% 45.6 40 0 2 480.388 958.7614 959.5885 2 0.1801 187.7 58 65 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 92.50% 0 0 2.25 2 m4: Oxidation (+15.99) 468.3449 1,402.01 1,400.79 3 2.227 157.9 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 94.70% 38.3 38.5 0 2 m4: Oxidation (+15.99) 467.7075 1,400.10 1,400.79 3 0.3148 224.7 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 27.1 38.6 1.64 2 693.4585 1,384.90 1,384.80 2 1.111 78.33 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 33.6 38.5 1.29 2 m4: Oxidation (+15.99) 467.6739 1,400.00 1,400.79 3 0.214 152.7 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 35.2 38.5 0.62 2 m4: Oxidation (+15.99) 700.8933 1,399.77 1,400.79 2 -0.01399 -9.986 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 35.5 38.6 1.26 2 462.3634 1,384.07 1,384.80 3 0.2773 200.2 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 36.6 38.6 1.37 2 693.3303 1,384.65 1,384.80 2 0.8549 -106.7 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 38.8 38.5 1 2 m4: Oxidation (+15.99) 700.8709 1,399.73 1,400.79 2 -0.05881 -41.99 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 40.2 38.5 0 2 m4: Oxidation (+15.99) 701.0085 1,400.00 1,400.79 2 0.2164 154.4 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 42.7 38.5 2.04 2 462.7373 1,385.19 1,384.80 3 1.399 285.9 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 44.2 38.6 2.26 2 462.3411 1,384.00 1,384.80 3 0.2104 151.9 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 44.7 38.5 2.96 2 m4: Oxidation (+15.99) 700.9317 1,399.85 1,400.79 2 0.06287 44.88 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 44.8 38.5 2.74 2 m4: Oxidation (+15.99) 467.6492 1,399.93 1,400.79 3 0.1397 99.74 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 47.2 38.6 1.3 2 462.6378 1,384.89 1,384.80 3 1.101 70.59 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 48.4 38.6 4.11 2 692.8711 1,383.73 1,384.80 2 -0.06333 -45.74 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 48.5 38.6 0.77 2 462.3474 1,384.02 1,384.80 3 0.2292 165.5 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 50.8 38.5 2.14 2 m4: Oxidation (+15.99) 468.0045 1,400.99 1,400.79 3 1.206 144.7 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 51 38.5 1.64 2 m4: Oxidation (+15.99) 467.6728 1,400.00 1,400.79 3 0.2104 150.2 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 51.2 38.6 3.09 2 692.9064 1,383.80 1,384.80 2 0.007267 5.248 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 53.4 38.5 0 2 m4: Oxidation (+15.99) 467.6964 1,400.07 1,400.79 3 0.2813 200.8 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTIMPKDIQLAR R R 95.00% 56.6 38.6 2.06 2 462.6469 1,384.92 1,384.80 3 1.128 90.35 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% VTImPKDIQLAR R R 95.00% 59 38.5 3.14 2 m4: Oxidation (+15.99) 467.6702 1,399.99 1,400.79 3 0.2027 144.7 118 129 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YQKSTELLIR R K 95.00% 53.2 38.8 2.21 2 625.8649 1,249.72 1,250.71 2 0.01218 9.736 55 64 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YQKSTELLIR R K 95.00% 58 38.8 2.33 2 626.3475 1,250.68 1,250.71 2 0.9772 -20.37 55 64 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YQKSTELLIR R K 95.00% 59.3 38.8 2.1 2 625.8908 1,249.77 1,250.71 2 0.06387 51.07 55 64 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YQKSTELLIR R K 95.00% 59.6 38.8 3.09 2 626.3103 1,250.61 1,250.71 2 0.9028 -79.82 55 64 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YQKSTELLIR R K 95.00% 60.9 38.8 1.96 2 625.9246 1,249.83 1,250.71 2 0.1316 105.2 55 64 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YQKSTELLIR R K 95.00% 62.4 38.8 2.77 2 625.9203 1,249.83 1,250.71 2 0.1228 98.2 55 64 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YQKSTELLIR R K 95.00% 75.9 38.8 3.21 2 625.889 1,249.76 1,250.71 2 0.06022 48.15 55 64 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 92.00% 24.8 39.8 0.699 2 516.8767 1,031.74 1,032.59 2 0.1512 146.4 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 95.00% 26.2 39.8 1.08 2 516.8801 1,031.75 1,032.59 2 0.158 153 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 95.00% 27.5 39.8 1 2 516.8604 1,031.71 1,032.59 2 0.1186 114.8 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 95.00% 30 39.8 0.959 2 516.8608 1,031.71 1,032.59 2 0.1194 115.6 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 95.00% 31.4 39.8 0.921 2 516.8676 1,031.72 1,032.59 2 0.133 128.8 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 95.00% 31.6 39.8 1.64 2 516.853 1,031.69 1,032.59 2 0.1039 100.6 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 95.00% 34.1 39.8 0.854 2 516.8616 1,031.71 1,032.59 2 0.121 117.2 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 95.00% 37.1 39.8 1.4 2 516.8675 1,031.72 1,032.59 2 0.1327 128.5 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALR R E 95.00% 38.3 39.8 2 2 516.8691 1,031.72 1,032.59 2 0.1361 131.7 42 50 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALREIR R R 95.00% 29.8 38.5 2.96 2 477.7186 1,430.13 1,430.82 3 0.3184 222.5 42 53 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALREIR R R 95.00% 30.2 38.5 1 2 477.9511 1,430.83 1,430.82 3 1.016 9.172 42 53 TRUE

HFF Repeat 2 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 8 9 66 36.00% YRPGTVALREIR R R 95.00% 37 38.5 1.89 2 477.9917 1,430.95 1,430.82 3 1.138 94.41 42 53 TRUE

HFF Repeat 2 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 6 12.30% ATDAEADVASLNRR K I 93.40% 37.1 38.2 0 2 497.0064 1,488.00 1,488.74 3 0.2645 177.7 78 91 TRUE

HFF Repeat 2 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 6 12.30% IQLVEEELDRAQER R L 93.20% 36.3 37.5 0 2 576.6938 1,727.06 1,727.89 3 0.1744 100.9 92 105 TRUE

HFF Repeat 2 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 6 12.30% IQLVEEELDRAQER R L 95.00% 37.7 37.6 0 2 577.0552 1,728.14 1,727.89 3 1.259 147.9 92 105 TRUE

HFF Repeat 2 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 6 12.30% IQLVEEELDRAQER R L 95.00% 40.6 37.6 0 2 577.0235 1,728.05 1,727.89 3 1.164 93.01 92 105 TRUE

HFF Repeat 2 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 6 12.30% QLEEQLR R I 95.00% 42.4 39.9 0 2 458.3273 914.64 915.4895 2 0.1577 172.2 192 198 TRUE

HFF Repeat 2 TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135,IPI00296039,IPI00742825 32,859.10 100.00% 4 4 6 12.30% RIQLVEEELDRAQER R L 90.60% 0 0 2.12 2 628.706 1,883.10 1,883.99 3 0.11 58.4 91 105 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% DALKSSVDAVK R Y 95.00% 18.2 39.4 1.48 2 567.3748 1,132.74 1,132.62 2 1.121 104.7 111 121 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% DQLLPPSPNNR R I 95.00% 66.1 38.8 2.6 2 625.8513 1,249.69 1,250.65 2 0.04633 37.04 712 722 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% GDPGFEGER R G 95.00% 46.1 39.6 1.41 2 482.3253 962.636 963.4168 2 0.2264 235 263 271 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% GLEQLLVGGSHLK K E 95.00% 38.8 38.8 2.35 2 675.9983 1,349.98 1,350.77 2 0.215 159.2 136 148 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% GLEQLLVGGSHLK K E 95.00% 41.2 38.8 2.51 2 675.8812 1,349.75 1,350.77 2 -0.01915 -14.18 136 148 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% GLEQLLVGGSHLKENK K Y 94.70% 25.4 37.8 0.886 2 574.7248 1,721.15 1,721.95 3 0.2052 119.2 136 151 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% GVFHQTVSR R K 95.00% 29.2 39.7 1.49 2 515.8527 1,029.69 1,030.54 2 0.1554 150.7 1015 1023 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% IALVITDGR R S 95.00% 45.2 39.7 1.28 2 479.3543 956.694 957.5729 2 0.1283 134 723 731 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% IALVITDGR R S 95.00% 49.5 39.7 2 2 479.3348 956.655 957.5729 2 0.08935 93.3 723 731 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% IALVITDGR R S 95.00% 59.2 39.7 1.96 2 479.3195 956.6245 957.5729 2 0.05886 61.47 723 731 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% LKPYGALVDK R V 95.00% 41.4 39.7 0 2 552.8632 1,103.71 1,103.65 2 1.073 63.55 52 61 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% LLLFSDGNSQGATPAAIEK R A 95.00% 33.6 37.6 2.31 2 967.1285 1,932.24 1,932.01 2 1.242 123.8 939 957 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% LLLFSDGNSQGATPAAIEK R A 95.00% 56.1 37.4 1.96 2 966.6214 1,931.23 1,932.01 2 0.228 118 939 957 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% LLLFSDGNSQGATPAAIEK R A 95.00% 74.9 37.4 2.96 2 966.6718 1,931.33 1,932.01 2 0.3288 170.2 939 957 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% qVNEPHIR R V 95.00% 0 0 3.25 2 n-term: Pyro-cmC (-17.03) 488.3548 974.695 975.5007 2 0.2015 206.6 977 984 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% RLLLFSDGNSQGATPAAIEK K A 95.00% 55.1 36.6 3 2 696.763 2,087.27 2,088.11 3 0.1659 79.45 938 957 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% SSVDAVKYFGK K G 95.00% 66.3 39.2 1.15 2 600.8879 1,199.76 1,200.63 2 0.1426 118.8 115 125 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% TAEYDVAYGESHLFR K V 95.00% 48 37.5 0 2 586.6849 1,757.03 1,757.81 3 0.2272 129.2 991 1005 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% TAEYDVAYGESHLFR K V 95.00% 61.6 37.5 2.92 2 586.6802 1,757.02 1,757.81 3 0.2131 121.2 991 1005 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% TAEYDVAYGESHLFR K V 95.00% 63.3 37.6 1.31 2 586.9802 1,757.92 1,757.81 3 1.113 62.72 991 1005 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VAVVQYSGTGQQRPER R A 95.00% 27.3 37.7 0.824 2 592.4295 1,774.27 1,774.92 3 0.3544 199.6 873 888 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VAVVQYSGTGQQRPER R A 95.00% 41.3 37.7 0.824 2 592.402 1,774.18 1,774.92 3 0.272 153.2 873 888 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VFSVAITPDHLEPR K L 95.00% 32.5 37.8 1.42 2 527.7002 1,580.08 1,580.84 3 0.2428 153.5 186 199 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VFSVAITPDHLEPR K L 95.00% 34 37.8 0.921 2 527.6875 1,580.04 1,580.84 3 0.2047 129.5 186 199 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VFSVAITPDHLEPR K L 95.00% 48.6 37.8 1.85 2 527.6362 1,579.89 1,580.84 3 0.05075 32.1 186 199 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VFSVAITPDHLEPR K L 95.00% 50.6 37.8 2.41 2 790.9983 1,579.98 1,580.84 2 0.146 92.36 186 199 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VFSVAITPDHLEPR K L 95.00% 65.2 37.8 3.89 2 527.9973 1,580.97 1,580.84 3 1.134 82.96 186 199 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VPSYQALLR R G 95.00% 31.1 39.7 1.21 2 523.8865 1,045.76 1,046.60 2 0.1664 159 1006 1014 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VPSYQALLR R G 95.00% 33.1 39.7 0.721 2 523.8663 1,045.72 1,046.60 2 0.126 120.4 1006 1014 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VPSYQALLR R G 95.00% 48.2 39.7 2.6 2 523.8217 1,045.63 1,046.60 2 0.03679 35.15 1006 1014 TRUE

HFF Repeat 2 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 16 17 31 15.70% VPSYQALLR R G 95.00% 65.5 39.7 1.37 2 523.8756 1,045.74 1,046.60 2 0.1447 138.2 1006 1014 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% AGVLAHLEEER R D 95.00% 45.3 39 1.89 2 611.8503 1,221.69 1,223.64 2 -0.9447 47.48 765 775 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% AGVLAHLEEERDLK R I 90.90% 35.3 37.8 0 2 527.3723 1,579.09 1,579.84 3 0.2582 163.4 765 778 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% AGVLAHLEEERDLK R I 95.00% 21.5 37.8 1.62 2 527.3734 1,579.10 1,579.84 3 0.2617 165.6 765 778 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEEAMEQKAELER R L 95.00% 37.7 38.1 0.721 2 549.9648 1,646.87 1,646.81 3 1.074 43.43 1484 1497 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEEAmEQKAELER R L 95.00% 49.5 37.9 0 2 m6: Oxidation (+15.99) 554.9339 1,661.78 1,662.80 3 -0.01341 -8.066 1484 1497 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEEAmEQKAELER R L 95.00% 52.2 37.8 0.721 2 m6: Oxidation (+15.99) 555.3287 1,662.96 1,662.80 3 1.171 101.1 1484 1497 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEEAMEQKAELER R L 95.00% 58.3 38 0 2 549.7028 1,646.09 1,646.81 3 0.2884 175.1 1484 1497 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEEAMEQKAELER R L 95.00% 63.8 38 0 2 549.6617 1,645.96 1,646.81 3 0.165 100.2 1484 1497 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEEAMEQKAELER R L 95.00% 68.2 38.1 0 2 550.0202 1,647.04 1,646.81 3 1.24 144.2 1484 1497 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEEAMEQKAELER R L 95.00% 75.4 38.1 1.43 2 550.0112 1,647.01 1,646.81 3 1.213 127.9 1484 1497 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 32.9 38.8 0.959 2 597.8703 1,193.73 1,193.62 2 1.117 95.75 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 40.6 38.9 0 2 597.3854 1,192.76 1,193.62 2 0.1473 123.4 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 43.5 38.9 1.14 2 597.3863 1,192.76 1,193.62 2 0.1491 124.9 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 43.8 38.8 1.62 2 597.8478 1,193.68 1,193.62 2 1.072 58.09 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 48.8 38.9 0.921 2 597.3466 1,192.68 1,193.62 2 0.06968 58.37 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 50 38.9 2.24 2 597.4138 1,192.81 1,193.62 2 0.2043 171.1 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 52 38.9 1.01 2 597.3203 1,192.63 1,193.62 2 0.01713 14.35 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 55.7 38.9 1.74 2 597.3363 1,192.66 1,193.62 2 0.04913 41.16 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 57.6 38.9 1.08 2 597.3437 1,192.67 1,193.62 2 0.06394 53.56 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 58.7 38.8 1.96 2 597.8703 1,193.73 1,193.62 2 1.117 95.75 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 59.1 38.9 2.77 2 597.373 1,192.73 1,193.62 2 0.1227 102.8 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 62.4 38.9 2.43 2 597.3528 1,192.69 1,193.62 2 0.08213 68.8 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 65.1 38.9 0 2 597.3793 1,192.74 1,193.62 2 0.1352 113.2 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 65.4 38.8 1.08 2 597.8476 1,193.68 1,193.62 2 1.072 57.78 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 70.7 38.9 0.959 2 597.3295 1,192.64 1,193.62 2 0.03551 29.74 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALELDSNLYR K I 95.00% 79.4 38.9 1.06 2 597.3419 1,192.67 1,193.62 2 0.06046 50.65 746 755 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEQQVEEMK R T 95.00% 44.1 39.3 1.6 2 602.8413 1,203.67 1,204.59 2 0.08746 72.6 1529 1538 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ALEQQVEEMK R T 95.00% 58.9 39.3 2.19 2 602.8394 1,203.66 1,204.59 2 0.08366 69.45 1529 1538 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 93.10% 36.1 37.4 0 2 624.3982 1,870.17 1,869.97 3 1.213 112.5 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 95.00% 0 0 3.51 2 936.626 1,871.24 1,869.97 2 2.278 145.5 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 95.00% 43.9 37.4 2.26 2 624.3862 1,870.14 1,869.97 3 1.177 93.27 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 95.00% 45.6 37.2 1.07 2 624.0402 1,869.10 1,869.97 3 0.1393 74.46 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 95.00% 53.1 37.4 3.21 2 936.0714 1,870.13 1,869.97 2 1.169 88.73 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 95.00% 61.9 37.2 3.46 2 935.5949 1,869.18 1,869.97 2 0.2158 115.4 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 95.00% 64.9 37.2 4.43 2 935.6007 1,869.19 1,869.97 2 0.2273 121.6 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 95.00% 74 37.2 4.06 2 935.5981 1,869.18 1,869.97 2 0.2222 118.8 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ANLQIDQINTDLNLER K S 95.00% 75.6 37.2 6.29 2 935.5909 1,869.17 1,869.97 2 0.2077 111.1 1755 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ASREEILAQAK R E 95.00% 54.1 39.2 2.47 2 608.3749 1,214.74 1,215.67 2 0.07326 60.26 1659 1669 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% DFSALESQLQDTQELLQEENRQK K L 95.00% 20.3 34.9 1.18 2 917.2622 2,748.76 2,749.33 3 0.4442 161.5 1302 1324 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 30.1 38.7 2.4 2 653.3789 1,304.74 1,305.67 2 0.0819 62.72 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 32.7 38.7 0.959 2 653.3143 1,304.61 1,305.67 2 -0.04737 -36.28 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 40.9 38.7 0.678 2 653.869 1,305.72 1,305.67 2 1.062 45.46 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 41.6 38.7 2.57 2 653.3359 1,304.66 1,305.67 2 -0.004153 -3.181 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 43.6 38.7 0 2 653.343 1,304.67 1,305.67 2 0.01008 7.721 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 45.7 38.7 2.17 2 653.3651 1,304.72 1,305.67 2 0.05419 41.5 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 45.7 38.7 1.48 2 653.3672 1,304.72 1,305.67 2 0.05844 44.76 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 46.9 38.7 2.11 2 653.3574 1,304.70 1,305.67 2 0.03891 29.8 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 47.9 38.7 3.24 2 653.4003 1,304.79 1,305.67 2 0.1246 95.44 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 48.9 38.7 2.64 2 653.3463 1,304.68 1,305.67 2 0.01663 12.73 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 49.1 38.7 0.658 2 653.2849 1,304.56 1,305.67 2 -0.1061 -81.3 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 49.4 38.7 2.32 2 653.8378 1,305.66 1,305.67 2 0.9996 -2.374 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 49.9 38.7 1.77 2 653.3842 1,304.75 1,305.67 2 0.09249 70.83 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 50.4 38.7 0 2 653.8523 1,305.69 1,305.67 2 1.029 19.93 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 51 38.7 1.6 2 653.3731 1,304.73 1,305.67 2 0.07034 53.87 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 51.5 38.7 2.59 2 653.8503 1,305.69 1,305.67 2 1.025 16.76 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 51.6 38.7 1.19 2 653.2503 1,304.49 1,305.67 2 -0.1754 -134.3 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 55.3 38.7 2.82 2 653.3624 1,304.71 1,305.67 2 0.04898 37.51 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 56.7 38.7 3.54 2 653.3692 1,304.72 1,305.67 2 0.06252 47.88 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 57.5 38.7 3.38 2 653.3603 1,304.71 1,305.67 2 0.04463 34.18 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 57.9 38.7 2.8 2 653.3555 1,304.70 1,305.67 2 0.03503 26.83 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 58.2 38.7 1.72 2 653.3643 1,304.71 1,305.67 2 0.05263 40.3 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 63.2 38.7 2.72 2 653.3317 1,304.65 1,305.67 2 -0.01251 -9.585 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQADFAIEALAK K A 95.00% 70.6 38.7 2.6 2 653.814 1,305.61 1,305.67 2 0.952 -38.83 408 419 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% EQEVNILKK R T 95.00% 43.3 39.4 0 2 550.8872 1,099.76 1,100.63 2 0.1359 123.5 1166 1174 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% FDQLLAEEK K T 95.00% 44.5 39.3 1.37 2 546.8913 1,091.77 1,092.56 2 0.2181 199.5 1446 1454 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% FDQLLAEEK K T 95.00% 47 39.3 1.38 2 546.8389 1,091.66 1,092.56 2 0.1131 103.5 1446 1454 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% FDQLLAEEK K T 95.00% 49.8 39.3 0 2 546.7836 1,091.55 1,092.56 2 0.002593 2.373 1446 1454 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% FDQLLAEEK K T 95.00% 59.4 39.3 1.07 2 546.8501 1,091.69 1,092.56 2 0.1355 124 1446 1454 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% GALALEEKR K R 95.00% 59.7 39.6 0 2 493.8718 985.7291 986.563 2 0.1734 175.7 1717 1725 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% GDLPFVVPR R R 95.00% 49.8 39.4 1.25 2 500.3703 998.726 999.5623 2 0.1709 171 1924 1932 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HEmPPHIYAITDTAYR R S 95.00% 45.3 37.4 0 2 m3: Oxidation (+15.99) 644.6862 1,931.04 1,930.91 3 1.132 67.03 144 159 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HEMPPHIYAITDTAYR R S 95.00% 48 37.2 4 2 639.4008 1,915.18 1,914.92 3 1.271 140 144 159 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HSQAVEELAEQLEQTKR K V 95.00% 31.9 37 1.36 2 666.0048 1,994.99 1,996.01 3 -0.009704 -4.862 1194 1210 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HSQAVEELAEQLEQTKR K V 95.00% 42.1 37 5.8 2 666.0899 1,995.25 1,996.01 3 0.2457 123.1 1194 1210 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HSQAVEELAEQLEQTKR K V 95.00% 47.1 37 4.62 2 666.0902 1,995.25 1,996.01 3 0.2465 123.5 1194 1210 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HSQAVEELAEQLEQTKR K V 95.00% 47.3 37 0.854 2 666.065 1,995.17 1,996.01 3 0.1709 85.59 1194 1210 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HSQAVEELAEQLEQTKR K V 95.00% 75.6 37 1.59 2 666.3869 1,996.14 1,996.01 3 1.137 67.09 1194 1210 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HSQAVEELAEQLEQTKR K V 95.00% 76.9 37 1.46 2 666.4272 1,996.26 1,996.01 3 1.258 127.6 1194 1210 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HSQAVEELAEQLEQTKR K V 95.00% 86.4 37 3.77 2 666.0709 1,995.19 1,996.01 3 0.1887 94.52 1194 1210 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% HSQAVEELAEQLEQTKR K V 95.00% 88.3 37 1.11 2 666.0112 1,995.01 1,996.01 3 0.009451 4.735 1194 1210 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAEFTTNLTEEEEKSK R S 95.00% 42.8 37.1 2.08 2 623.6973 1,868.07 1,868.91 3 0.1647 88.14 1001 1016 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAEFTTNLTEEEEKSK R S 95.00% 52.8 37.1 0.745 2 623.6985 1,868.07 1,868.91 3 0.1683 90.05 1001 1016 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAEFTTNLTEEEEKSK R S 95.00% 56 37.1 0 2 623.6693 1,867.99 1,868.91 3 0.08072 43.19 1001 1016 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEELEEEQGNTELINDR R L 95.00% 56.3 35.7 0 2 824.7962 2,471.37 2,472.17 3 0.2001 80.91 1731 1751 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEELEEEQGNTELINDR R L 95.00% 62.6 35.7 2.07 2 825.1866 2,472.54 2,472.17 3 1.371 149 1731 1751 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEELEEEQGNTELINDR R L 95.00% 62.6 35.7 1.72 2 825.1581 2,472.45 2,472.17 3 1.286 114.5 1731 1751 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEELEEEQGNTELINDRLK R K 95.00% 28.2 35.2 1.52 2 905.2022 2,712.58 2,713.35 3 0.239 88.06 1731 1753 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEQLDNETKER K Q 93.70% 36.5 37.4 0 2 606.0471 1,815.12 1,815.91 3 0.2182 120.1 1816 1830 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEQLDNETKER K Q 94.30% 36.9 37.4 0 2 606.0178 1,815.03 1,815.91 3 0.1304 71.8 1816 1830 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEQLDNETKER K Q 95.00% 31.7 37.5 1.68 2 606.3339 1,815.98 1,815.91 3 1.079 41.81 1816 1830 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEQLDNETKER K Q 95.00% 37.2 37.4 2 2 908.5203 1,815.03 1,815.91 2 0.1247 68.68 1816 1830 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEQLDNETKER K Q 95.00% 39.4 37.4 0 2 606.0554 1,815.14 1,815.91 3 0.243 133.8 1816 1830 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEQLDNETKER K Q 95.00% 40.7 37.5 1.11 2 606.3694 1,816.09 1,815.91 3 1.185 100.4 1816 1830 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEQLDNETKER K Q 95.00% 58.4 37.4 2.77 2 908.5645 1,815.11 1,815.91 2 0.2132 117.4 1816 1830 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IAQLEEQLDNETKER K Q 95.00% 65 37.4 0 2 606.0702 1,815.19 1,815.91 3 0.2875 158.3 1816 1830 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGMSETALPGAFK R T 95.00% 25.1 37 2.17 2 1,009.59 2,017.18 2,018.06 2 0.1195 59.19 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGmSETALPGAFK R T 95.00% 28.3 37 1.82 2 m10: Oxidation (+15.99) 1,017.69 2,033.37 2,034.06 2 0.3153 155 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGMSETALPGAFK R T 95.00% 32.8 36.9 1 2 1,010.21 2,018.40 2,018.06 2 1.345 169.5 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGMSETALPGAFK R T 95.00% 37.8 36.9 1.72 2 673.6389 2,017.90 2,018.06 3 0.8392 -81 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGMSETALPGAFK R T 95.00% 0 0 2.51 2 674.061 2,019.16 2,018.06 3 2.105 49.4 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGmSETALPGAFK R T 95.00% 42.8 37 3.3 2 m10: Oxidation (+15.99) 1,018.14 2,034.27 2,034.06 2 1.221 107.5 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGmSETALPGAFK R T 95.00% 47.9 37 0 2 m10: Oxidation (+15.99) 1,017.67 2,033.34 2,034.06 2 0.2846 139.9 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGMSETALPGAFK R T 95.00% 51.4 36.9 1.23 2 673.6762 2,018.01 2,018.06 3 0.951 -25.65 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGmSETALPGAFK R T 95.00% 57 37 2.26 2 m10: Oxidation (+15.99) 678.6922 2,033.05 2,034.06 3 0.004036 1.984 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGMSETALPGAFK R T 95.00% 63.2 37 5.09 2 1,009.63 2,017.25 2,018.06 2 0.194 96.1 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IIGLDQVAGMSETALPGAFK R T 95.00% 70.5 37 2.54 2 673.375 2,017.10 2,018.06 3 0.0473 23.44 618 637 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQmGLLR R V 90.30% 21.1 38.1 0.638 2 m10: Oxidation (+15.99) 816.4951 1,630.98 1,631.81 2 0.1695 103.8 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQMGLLR R V 94.10% 19.6 38.1 0.796 2 809.0136 1,616.01 1,615.82 2 1.201 122.9 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQMGLLR R V 95.00% 24.2 38.2 1.68 2 808.4574 1,614.90 1,615.82 2 0.08901 55.09 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQMGLLR R V 95.00% 31.6 38.1 1.49 2 808.974 1,615.93 1,615.82 2 1.122 73.82 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% ImGIPEEEQMGLLR R V 95.00% 31.7 38.1 3.49 2 m2: Oxidation (+15.99) 816.4732 1,630.93 1,631.81 2 0.1257 77.02 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQMGLLR R V 95.00% 32.5 38.1 1.59 2 808.9503 1,615.89 1,615.82 2 1.075 44.53 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQMGLLR R V 95.00% 40.4 38.1 1.09 2 809.0113 1,616.01 1,615.82 2 1.197 120 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQMGLLR R V 95.00% 50.8 38.2 4.25 2 808.4903 1,614.97 1,615.82 2 0.1547 95.75 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQMGLLR R V 95.00% 56.6 38.2 4.2 2 808.5003 1,614.99 1,615.82 2 0.1747 108.1 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IMGIPEEEQMGLLR R V 95.00% 59.9 38.2 1.42 2 808.5189 1,615.02 1,615.82 2 0.212 131.2 328 341 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IRELESQISELQEDLESER K A 95.00% 69.4 36.2 4.24 2 768.7802 2,303.32 2,303.14 3 1.19 81.12 1106 1124 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% IRELESQISELQEDLESER K A 95.00% 80.5 36.2 2.92 2 768.8023 2,303.39 2,303.14 3 1.256 109.9 1106 1124 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KANLQIDQINTDLNLER K S 92.70% 35.5 37 0 2 666.7261 1,997.16 1,998.06 3 0.102 51.03 1754 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KANLQIDQINTDLNLER K S 95.00% 43.8 37 0 2 667.0578 1,998.15 1,998.06 3 1.097 47.21 1754 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KANLQIDQINTDLNLER K S 95.00% 44.3 37 0 2 666.7621 1,997.26 1,998.06 3 0.21 105.1 1754 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KANLQIDQINTDLNLER K S 95.00% 44.8 37 2.51 2 667.0706 1,998.19 1,998.06 3 1.135 66.39 1754 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KANLQIDQINTDLNLER K S 95.00% 55.5 37 1.08 2 666.7173 1,997.13 1,998.06 3 0.07568 37.88 1754 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KANLQIDQINTDLNLER K S 95.00% 59.2 37 2.21 2 666.7292 1,997.17 1,998.06 3 0.1113 55.68 1754 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KANLQIDQINTDLNLER K S 95.00% 67.7 37 0.699 2 666.7989 1,997.38 1,998.06 3 0.3205 160.4 1754 1770 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KFDQLLAEEK K T 95.00% 43.6 39 1.96 2 610.8721 1,219.73 1,220.65 2 0.08458 69.28 1445 1454 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KFDQLLAEEK K T 95.00% 54.2 39 2.11 2 610.8475 1,219.68 1,220.65 2 0.03547 29.06 1445 1454 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KFDQLLAEEKTISAK K Y 95.00% 0 0 3.04 2 574.385 1,720.13 1,720.95 3 0.1922 111.6 1445 1459 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KLEGDSTDLSDQIAELQAQIAELK R M 95.00% 51 35.3 4.43 2 872.5689 2,614.69 2,615.34 3 0.3507 134.1 1052 1075 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KLVWVPSDK K S 95.00% 35.8 39.6 2.36 2 536.3779 1,070.74 1,071.62 2 0.1286 120 30 38 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KLVWVPSDK K S 95.00% 44.9 39.6 2.62 2 536.3591 1,070.70 1,071.62 2 0.0911 85.01 30 38 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KVEAQLQELQVK K F 95.00% 31.7 38.4 0.745 2 471.6674 1,411.98 1,412.81 3 0.1767 125 1249 1260 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KVEAQLQELQVK K F 95.00% 32.8 38.4 2.43 2 707.4431 1,412.87 1,412.81 2 1.068 46.19 1249 1260 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KVEAQLQELQVK K F 95.00% 77.1 38.4 4.52 2 706.9794 1,411.94 1,412.81 2 0.1405 99.46 1249 1260 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KVIQYLAYVASSHK K S 95.00% 32.7 37.8 2.48 2 536.3691 1,606.09 1,606.90 3 0.1977 123 186 199 TRUE
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HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KVIQYLAYVASSHK K S 95.00% 44.7 37.8 0 2 536.3402 1,606.00 1,606.90 3 0.1109 68.98 186 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% KVIQYLAYVASSHK K S 95.00% 48.2 37.8 0 2 536.3793 1,606.12 1,606.90 3 0.2282 142 186 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LDPHLVLDQLR K C 95.00% 27.8 39 0.77 2 660.4811 1,318.95 1,318.75 2 1.207 154.7 683 693 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LDPHLVLDQLR K C 95.00% 41.9 39 3 2 659.9181 1,317.82 1,318.75 2 0.08088 61.33 683 693 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LDPHLVLDQLR K C 95.00% 44.5 39 1.48 2 659.8777 1,317.74 1,318.75 2 0.00008502 0.06447 683 693 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LDPHLVLDQLR K C 95.00% 46.7 39 1.27 2 659.9173 1,317.82 1,318.75 2 0.07935 60.16 683 693 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LEVNLQAMK R A 95.00% 48.3 39.6 0 2 523.3846 1,044.75 1,045.57 2 0.1907 182.4 1558 1566 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LEVNLQAMK R A 95.00% 52.4 39.6 0 2 523.3402 1,044.67 1,045.57 2 0.1019 97.44 1558 1566 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LEVNLQAMK R A 95.00% 54.6 39.6 0 2 523.3626 1,044.71 1,045.57 2 0.1467 140.3 1558 1566 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQEMEGTVK K S 95.00% 32.4 39.6 0.602 2 517.7689 1,033.52 1,034.52 2 0.01164 11.25 1794 1802 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQEMEGTVK K S 95.00% 34.2 39.6 0.886 2 517.8196 1,033.62 1,034.52 2 0.113 109.2 1794 1802 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQEMEGTVK K S 95.00% 49.4 39.6 0 2 517.8024 1,033.59 1,034.52 2 0.0786 75.97 1794 1802 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQQELDDLLVDLDHQR R Q 93.60% 36.2 37.2 0 2 650.7365 1,949.19 1,949.99 3 0.2017 103.4 1418 1433 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQQELDDLLVDLDHQR R Q 95.00% 37.6 37.1 2.12 2 651.0319 1,950.07 1,949.99 3 1.088 43.78 1418 1433 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQQELDDLLVDLDHQR R Q 95.00% 38.2 37.1 0 2 651.0507 1,950.13 1,949.99 3 1.144 72.62 1418 1433 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQQELDDLLVDLDHQR R Q 95.00% 49.5 37.2 2.1 2 650.7012 1,949.08 1,949.99 3 0.0959 49.18 1418 1433 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQQELDDLLVDLDHQR R Q 95.00% 51.7 37.1 1.55 2 651.0443 1,950.11 1,949.99 3 1.125 62.75 1418 1433 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQQELDDLLVDLDHQR R Q 95.00% 76.9 37.2 1.72 2 650.6702 1,948.99 1,949.99 3 0.002851 1.462 1418 1433 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQQLFNHTmFILEQEEYQR K E 95.00% 40.8 35.8 1.22 2 m9: Oxidation (+15.99) 828.5286 2,482.56 2,483.20 3 0.3686 148.4 476 494 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQVELDNVTGLLSQSDSK K S 95.00% 22.6 37.2 1.32 2 974.1648 1,946.32 1,946.01 2 1.314 160 1278 1295 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQVELDNVTGLLSQSDSK K S 95.00% 33.3 37.2 0.854 2 974.1439 1,946.27 1,946.01 2 1.273 138.6 1278 1295 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQVELDNVTGLLSQSDSK K S 95.00% 64.2 37.1 8.18 2 973.6453 1,945.28 1,946.01 2 0.2753 141.5 1278 1295 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQVELDNVTGLLSQSDSK K S 95.00% 64.6 37.1 4.47 2 973.6421 1,945.27 1,946.01 2 0.269 138.2 1278 1295 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LQVELDNVTGLLSQSDSK K S 95.00% 80.9 37.1 5.7 2 973.6392 1,945.26 1,946.01 2 0.2632 135.2 1278 1295 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LTEMETLQSQLmAEK R L 95.00% 26.5 37.4 2.3 2 m12: Oxidation (+15.99) 885.0115 1,768.01 1,767.85 2 1.165 91.85 868 882 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LTEMETLQSQLMAEK R L 95.00% 34.7 37.8 1.51 2 876.5363 1,751.06 1,751.86 2 0.2096 119.6 868 882 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LTEMETLQSQLMAEK R L 95.00% 41.1 37.6 1.77 2 876.9963 1,751.98 1,751.86 2 1.13 72.39 868 882 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LTEMETLQSQLMAEK R L 95.00% 59.6 37.8 5.12 2 876.5389 1,751.06 1,751.86 2 0.215 122.7 868 882 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LTEMETLQSQLMAEK R L 95.00% 63.5 37.6 3 2 877.0703 1,752.13 1,751.86 2 1.278 156.8 868 882 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% LTEMETLQSQLMAEK R L 95.00% 63.7 37.8 3.77 2 876.5438 1,751.07 1,751.86 2 0.2247 128.2 868 882 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% MQQNIQELEEQLEEEESAR K Q 95.00% 46.7 35.9 0 2 778.7402 2,333.20 2,333.06 3 1.15 62.94 941 959 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% MQQNIQELEEQLEEEESAR K Q 95.00% 62 36 3.07 2 778.4102 2,332.21 2,333.06 3 0.1597 68.43 941 959 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NLPIYSEEIVEMYK K G 95.00% 39.6 37.6 0.745 2 864.936 1,727.86 1,727.86 2 1.009 3.37 126 139 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NLPIYSEEIVEMYK K G 95.00% 43 37.5 2.96 2 864.5533 1,727.09 1,727.86 2 0.2432 140.7 126 139 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NLPIYSEEIVEmYK K G 95.00% 48.2 37.7 2.64 2 m12: Oxidation (+15.99) 873.0412 1,744.07 1,743.85 2 1.224 126.8 126 139 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NLPIYSEEIVEMYK K G 95.00% 51.9 37.5 3.14 2 864.4824 1,726.95 1,727.86 2 0.1014 58.69 126 139 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTDQASMPDNTAAQK R V 95.00% 31.8 38 3.03 2 796.9523 1,591.89 1,591.70 2 1.195 120.9 359 373 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTDQASMPDNTAAQK R V 95.00% 48.2 37.9 1.77 2 796.4791 1,590.94 1,591.70 2 0.249 156.4 359 373 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTDQASMPDNTAAQK R V 95.00% 54.5 37.9 4.85 2 796.4944 1,590.97 1,591.70 2 0.2798 175.7 359 373 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTDQASMPDNTAAQK R V 95.00% 62.2 37.9 3.85 2 796.4413 1,590.87 1,591.70 2 0.1734 108.9 359 373 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTDQASMPDNTAAQK R V 95.00% 77.5 37.9 6.42 2 796.4902 1,590.97 1,591.70 2 0.2713 170.4 359 373 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 90.90% 38.1 39.9 0 2 481.2447 960.4749 961.4849 2 -0.002785 -2.897 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 94.10% 25.3 39.9 0.796 2 481.307 960.5994 961.4849 2 0.1217 126.6 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 94.80% 26.8 39.9 0.796 2 481.3403 960.666 961.4849 2 0.1883 195.8 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 95.00% 28.5 39.9 1.48 2 481.343 960.6714 961.4849 2 0.1937 201.5 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 95.00% 32.4 39.9 1.8 2 481.307 960.5994 961.4849 2 0.1217 126.6 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 95.00% 39 39.9 1.43 2 481.2872 960.5599 961.4849 2 0.0822 85.48 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 95.00% 40.2 39.9 2.6 2 481.2363 960.458 961.4849 2 -0.01967 -20.46 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 95.00% 42.6 39.9 1.29 2 481.2706 960.5267 961.4849 2 0.04899 50.95 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% NTNPNFVR R C 95.00% 43.7 39.9 2.34 2 481.3181 960.6216 961.4849 2 0.1439 149.7 663 670 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QAQQERDELADEIANSSGK R G 93.70% 35.8 36.8 0 2 697.0429 2,088.11 2,088.98 3 0.1346 64.41 1698 1716 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QAQQERDELADEIANSSGK R G 95.00% 36.7 36.8 1.44 2 697.0319 2,088.07 2,088.98 3 0.1018 48.71 1698 1716 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QAQQERDELADEIANSSGK R G 95.00% 42.6 36.9 0.886 2 697.3502 2,089.03 2,088.98 3 1.057 25.75 1698 1716 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QAQQERDELADEIANSSGK R G 95.00% 47.7 36.9 0 2 697.3562 2,089.05 2,088.98 3 1.075 34.36 1698 1716 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QAQQERDELADEIANSSGK R G 95.00% 57.8 36.8 0 2 697.0643 2,088.17 2,088.98 3 0.1989 95.19 1698 1716 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QGFPNRVVFQEFR R Q 94.70% 37.6 37.8 0 2 541.9642 1,622.87 1,623.84 3 0.03914 24.1 706 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% qIATLHAQVADMKK K K 95.00% 0 0 2.66 2 n-term: Pyro-cmC (-17.03) 513.0158 1,536.03 1,536.82 3 0.2125 138.2 1358 1371 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQR R A 94.80% 39.6 38.9 0 2 666.7849 1,331.56 1,331.61 2 0.9551 -35.77 1878 1888 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQR R A 95.00% 51.6 38.8 2.85 2 666.4163 1,330.82 1,331.61 2 0.2179 163.6 1878 1888 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQR R A 95.00% 51.7 38.8 2.35 2 666.3282 1,330.64 1,331.61 2 0.04174 31.34 1878 1888 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQR R A 95.00% 55.9 38.9 2.35 2 666.8503 1,331.69 1,331.61 2 1.086 62.35 1878 1888 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQR R A 95.00% 64.2 38.8 1.82 2 666.3403 1,330.67 1,331.61 2 0.06583 49.43 1878 1888 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQR R A 95.00% 67.6 38.8 2.28 2 666.3506 1,330.69 1,331.61 2 0.08647 64.93 1878 1888 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQRANASR R R 95.00% 42.6 37.4 0 2 610.9584 1,829.85 1,830.86 3 0.002897 1.582 1878 1893 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQRANASR R R 95.00% 43.2 37.5 1.31 2 611.3748 1,831.10 1,830.86 3 1.252 136.2 1878 1893 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQRANASR R R 95.00% 47.5 37.5 1.02 2 611.3427 1,831.01 1,830.86 3 1.156 83.58 1878 1893 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLEEAEEEAQRANASR R R 95.00% 75.6 37.4 3.04 2 610.959 1,829.86 1,830.86 3 0.004823 2.634 1878 1893 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 90.10% 35.3 37.5 0 2 864.5831 1,727.15 1,726.95 2 1.21 120 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 26.6 37.5 2.03 2 576.6697 1,726.99 1,726.95 3 1.046 24.94 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 27.3 37.6 2.19 2 576.3562 1,726.05 1,726.95 3 0.1052 60.88 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 30.6 37.6 1.28 2 864.1069 1,726.20 1,726.95 2 0.2578 149.2 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 39.1 37.6 2.28 2 864.0959 1,726.18 1,726.95 2 0.2357 136.5 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% qLLQANPILEAFGNAK R T 95.00% 0 0 2.6 2 n-term: Pyro-cmC (-17.03) 856.0451 1,710.08 1,709.92 2 1.161 92.32 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 43.1 37.5 1.66 2 576.4502 1,726.33 1,726.95 3 0.3872 224.1 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 45.5 37.6 0 2 576.3302 1,725.97 1,726.95 3 0.02715 15.72 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 46.8 37.6 2.8 2 864.0739 1,726.13 1,726.95 2 0.1917 111 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 47.3 37.6 2.11 2 864.066 1,726.12 1,726.95 2 0.1759 101.8 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 53.3 37.6 0 2 864.0465 1,726.08 1,726.95 2 0.1368 79.21 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 54.5 37.6 4.23 2 864.1369 1,726.26 1,726.95 2 0.3178 184 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 56.2 37.6 3.54 2 864.0928 1,726.17 1,726.95 2 0.2294 132.8 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 56.7 37.6 3.03 2 864.0557 1,726.10 1,726.95 2 0.1552 89.86 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 59.5 37.6 1.62 2 864.1224 1,726.23 1,726.95 2 0.2887 167.2 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 59.6 37.6 1.96 2 864.1071 1,726.20 1,726.95 2 0.2582 149.5 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 62.3 37.6 3.24 2 864.0385 1,726.06 1,726.95 2 0.1208 69.94 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 70.6 37.6 4.59 2 864.0683 1,726.12 1,726.95 2 0.1805 104.5 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QLLQANPILEAFGNAK R T 95.00% 76.5 37.6 2.89 2 864.0948 1,726.18 1,726.95 2 0.2334 135.1 210 225 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QRYEILTPNSIPK R G 95.00% 27.6 38.2 0.854 2 520.7025 1,559.09 1,558.86 3 1.234 148.3 719 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QRYEILTPNSIPK R G 95.00% 27.9 38.2 1.46 2 520.7143 1,559.12 1,558.86 3 1.269 170.9 719 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QRYEILTPNSIPK R G 95.00% 29.7 38.2 1 2 520.6773 1,559.01 1,558.86 3 1.158 99.84 719 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QRYEILTPNSIPK R G 95.00% 36.3 38.4 1.42 2 780.0303 1,558.05 1,558.86 2 0.1943 124.6 719 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QRYEILTPNSIPK R G 95.00% 36.2 38.2 2.43 2 520.6802 1,559.02 1,558.86 3 1.167 105.3 719 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% qRYEILTPNSIPK R G 95.00% 0 0 2.02 2 n-term: Pyro-cmC (-17.03) 771.5703 1,541.13 1,541.83 2 0.3009 195.1 719 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% qRYEILTPNSIPK R G 95.00% 0 0 2.8 2 n-term: Pyro-cmC (-17.03) 771.494 1,540.97 1,541.83 2 0.1482 96.13 719 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% QTLENERGELANEVK K V 90.70% 21.2 37.7 0.77 2 577.4137 1,729.22 1,729.87 3 0.3549 205.1 1220 1234 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% RGDLPFVVPR R R 95.00% 25.1 38.9 1.92 2 578.8966 1,155.78 1,155.66 2 1.123 103.6 1923 1932 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% RGDLPFVVPR R R 95.00% 34.7 38.9 0.699 2 578.8203 1,155.63 1,155.66 2 0.9698 -28.45 1923 1932 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% RGDLPFVVPR R R 95.00% 39.2 39 1.89 2 578.4036 1,154.79 1,155.66 2 0.1365 118.1 1923 1932 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% RGDLPFVVPR R R 95.00% 53.8 39 2.02 2 578.4108 1,154.81 1,155.66 2 0.1509 130.5 1923 1932 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% RGDLPFVVPR R R 95.00% 62.5 39 4.01 2 578.3989 1,154.78 1,155.66 2 0.127 109.9 1923 1932 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% RGDLPFVVPR R R 95.00% 76.9 39 3.54 2 578.399 1,154.78 1,155.66 2 0.1273 110.1 1923 1932 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% SmEAEMIQLQEELAAAER K A 91.00% 34.2 36.6 0 2 m2: Oxidation (+15.99) 689.3102 2,064.91 2,064.96 3 0.9582 -21.54 1677 1694 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% SMEAEMIQLQEELAAAER K A 95.00% 58.5 36.9 0.854 2 683.7669 2,048.28 2,048.96 3 0.3232 157.7 1677 1694 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% SMEAEMIQLQEELAAAER K A 95.00% 64.7 36.9 2.33 2 683.6702 2,047.99 2,048.96 3 0.03315 16.18 1677 1694 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% SMEAEMIQLQEELAAAER K A 95.00% 71 36.9 1.55 2 683.6589 2,047.96 2,048.96 3 -0.000599 -0.2923 1677 1694 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% SMEAEMIQLQEELAAAER K A 95.00% 85.1 36.9 2.48 2 683.7102 2,048.11 2,048.96 3 0.1532 74.74 1677 1694 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% SMEAEMIQLQEELAAAER K A 95.00% 93.6 36.7 8.15 2 1,025.61 2,049.21 2,048.96 2 1.259 125.2 1677 1694 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% SMEAEMIQLQEELAAAER K A 95.00% 96.1 36.9 8.28 2 1,025.16 2,048.30 2,048.96 2 0.3419 166.8 1677 1694 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TDLLLEPYNK K Y 95.00% 35 39.2 1.96 2 603.3478 1,204.68 1,205.64 2 0.04683 38.84 290 299 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TDLLLEPYNK K Y 95.00% 64.8 39.2 3.7 2 603.3573 1,204.70 1,205.64 2 0.06583 54.6 290 299 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TLEEEAKTHEAQIQEmR K Q 95.00% 25.6 36.8 1.51 2 m16: Oxidation (+15.99) 687.0492 2,058.13 2,058.98 3 0.1567 76.12 1175 1191 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TLEEEAKTHEAQIQEmR K Q 95.00% 30.5 36.8 1.52 2 m16: Oxidation (+15.99) 687.0411 2,058.10 2,058.98 3 0.1325 64.33 1175 1191 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TLEEEAKTHEAQIQEMR K Q 95.00% 44 37 0.886 2 681.6914 2,042.05 2,042.98 3 0.0784 38.37 1175 1191 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TLEEEAKTHEAQIQEMR K Q 95.00% 47.1 37 2.01 2 682.0342 2,043.08 2,042.98 3 1.107 50.93 1175 1191 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TLEEEAKTHEAQIQEMR K Q 95.00% 52.7 37 0 2 681.7173 2,042.13 2,042.98 3 0.1561 76.39 1175 1191 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TRLQQELDDLLVDLDHQR K Q 95.00% 62 36.6 2.64 2 736.4616 2,206.36 2,207.14 3 0.2283 103.4 1416 1433 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TRLQQELDDLLVDLDHQR K Q 95.00% 90.4 36.4 2.51 2 736.7802 2,207.32 2,207.14 3 1.184 82.11 1416 1433 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TVGQLYKEQLAK R L 95.00% 26 38.6 1.06 2 460.0016 1,376.98 1,377.77 3 0.2163 156.9 645 656 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TVGQLYKEQLAK R L 95.00% 50.4 38.6 3.59 2 689.4237 1,376.83 1,377.77 2 0.06626 48.09 645 656 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% TVGQLYKEQLAK R L 95.00% 51.5 38.6 3.11 2 689.4397 1,376.86 1,377.77 2 0.09838 71.4 645 656 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VAAYDKLEK K T 94.50% 39.7 39.2 0 2 518.8582 1,035.70 1,036.57 2 0.1417 136.7 1405 1413 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VDYKADEWLmK K N 91.90% 36.5 38.4 0 2 m10: Oxidation (+15.99) 472.2852 1,413.83 1,413.67 3 1.169 117.5 577 587 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VDYKADEWLmK K N 95.00% 40.1 38.4 0 2 m10: Oxidation (+15.99) 471.9611 1,412.86 1,413.67 3 0.1967 139.2 577 587 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VDYKADEWLmK K N 95.00% 47.8 38.4 0 2 m10: Oxidation (+15.99) 471.9839 1,412.93 1,413.67 3 0.265 187.4 577 587 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VDYKADEWLMK K N 95.00% 58.7 38.5 3.38 2 699.3903 1,396.77 1,397.68 2 0.09613 68.77 577 587 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VEAQLQELQVK K F 95.00% 19.7 38.5 1.16 2 642.9146 1,283.81 1,284.72 2 0.106 82.52 1250 1260 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VEAQLQELQVK K F 95.00% 40.9 38.5 1.11 2 642.9257 1,283.84 1,284.72 2 0.1281 99.7 1250 1260 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 20.4 38.4 2.8 2 493.6916 1,478.05 1,478.80 3 0.2601 175.9 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 31.2 38.2 1.42 2 493.9979 1,478.97 1,478.80 3 1.179 119.1 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 32.3 38.3 1.22 2 493.6866 1,478.04 1,478.80 3 0.2452 165.8 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 32.6 38.3 3.92 2 493.6748 1,478.00 1,478.80 3 0.2097 141.8 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 40.5 38.2 0 2 493.9802 1,478.92 1,478.80 3 1.126 83.19 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 41.2 38.2 0.854 2 494.0028 1,478.99 1,478.80 3 1.194 129 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 42.2 38.2 0 2 494.0022 1,478.98 1,478.80 3 1.192 127.8 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 42.7 38.4 1.38 2 493.6564 1,477.95 1,478.80 3 0.1545 104.4 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 44.1 38.3 2.1 2 493.6695 1,477.99 1,478.80 3 0.1939 131.1 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 45.8 38.3 2.28 2 493.6699 1,477.99 1,478.80 3 0.1951 131.9 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 54.5 38.4 2.39 2 493.6572 1,477.95 1,478.80 3 0.1568 106 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 60.4 38.4 5.11 2 739.9371 1,477.86 1,478.80 2 0.06688 45.22 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 64.6 38.5 3.41 2 739.4103 1,476.81 1,478.80 2 -0.9869 10.73 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VIQYLAYVASSHK K S 95.00% 69.6 38.4 4.64 2 739.9251 1,477.84 1,478.80 2 0.04273 28.89 187 199 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFK R K 95.00% 59.7 38.6 5.16 2 744.0731 1,486.13 1,486.90 2 0.2396 161.1 342 355 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFK R K 95.00% 67.6 38.6 3.59 2 743.982 1,485.95 1,486.90 2 0.05734 38.56 342 355 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFKK R E 89.70% 35.2 38.2 0 2 539.4043 1,615.19 1,614.99 3 1.204 124.5 342 356 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFKK R E 95.00% 31.3 38.2 1 2 539.4062 1,615.20 1,614.99 3 1.21 128 342 356 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFKK R E 95.00% 35.8 38.2 1.26 2 539.0802 1,614.22 1,614.99 3 0.2317 143.4 342 356 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFKK R E 95.00% 36 38.2 0.854 2 539.3727 1,615.10 1,614.99 3 1.109 65.85 342 356 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFKK R E 95.00% 42.7 38.2 1.4 2 539.0436 1,614.11 1,614.99 3 0.1219 75.5 342 356 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFKK R E 95.00% 48 38.2 1 2 539.0552 1,614.14 1,614.99 3 0.1567 96.99 342 356 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VISGVLQLGNIVFKK R E 95.00% 50.2 38.2 1.25 2 539.3852 1,615.13 1,614.99 3 1.147 89.05 342 356 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VLLQGKGDSEHKR K K 93.80% 0 0 2.36 2 489.654 1,465.94 1,466.81 3 0.1399 95.36 1235 1247 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 91.30% 35.9 38.2 0 2 524.6819 1,571.02 1,571.85 3 0.1769 112.6 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 93.70% 18.9 38.2 0.921 2 524.7097 1,571.11 1,571.85 3 0.2605 165.7 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 27.6 38.2 1.62 2 524.6761 1,571.01 1,571.85 3 0.1597 101.6 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 27.9 38.2 0.721 2 787.0286 1,572.04 1,571.85 2 1.196 122.7 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 33.3 38.2 1.8 2 786.4767 1,570.94 1,571.85 2 0.09207 58.57 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 34.4 38.2 1.74 2 524.7055 1,571.09 1,571.85 3 0.2478 157.6 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 39.1 38.2 1.89 2 524.6662 1,570.98 1,571.85 3 0.1299 82.6 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 39.9 38.2 2.23 2 787.0094 1,572.00 1,571.85 2 1.157 98.27 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 39.9 38.2 0.921 2 524.7002 1,571.08 1,571.85 3 0.2319 147.5 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 44.1 38.2 0 2 524.7221 1,571.14 1,571.85 3 0.2975 189.2 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 44.7 38.2 3.57 2 786.5025 1,570.99 1,571.85 2 0.1436 91.34 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 47.5 38.2 3.38 2 525.0177 1,572.03 1,571.85 3 1.184 115.5 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 47.9 38.2 3.35 2 524.676 1,571.01 1,571.85 3 0.1594 101.4 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 49.2 38.2 3.34 2 525.0213 1,572.04 1,571.85 3 1.195 122.3 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 51.7 38.2 1.1 2 524.9788 1,571.91 1,571.85 3 1.068 41.22 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 58 38.2 2.85 2 786.4623 1,570.91 1,571.85 2 0.06313 40.16 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 60.1 38.2 1.74 2 525.0302 1,572.07 1,571.85 3 1.222 139.3 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 68.5 38.2 2.68 2 524.7052 1,571.09 1,571.85 3 0.247 157.1 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 70.6 38.2 0.959 2 525.0349 1,572.08 1,571.85 3 1.236 148.2 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 71 38.2 3.6 2 786.4403 1,570.87 1,571.85 2 0.01913 12.17 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 71.2 38.2 2.66 2 524.6927 1,571.06 1,571.85 3 0.2094 133.2 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 73.2 38.2 2.35 2 524.9748 1,571.90 1,571.85 3 1.056 33.67 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 74.4 38.2 3.02 2 524.6659 1,570.98 1,571.85 3 0.129 82.06 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VSHLLGINVTDFTR K G 95.00% 74.7 38.2 1.42 2 524.9873 1,571.94 1,571.85 3 1.093 57.57 374 387 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 93.80% 39 39 0 2 462.8352 923.6559 924.4937 2 0.1694 183.2 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 95.00% 41.3 39 0 2 462.8289 923.6432 924.4937 2 0.1567 169.5 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 95.00% 43.5 39 0 2 462.8016 923.5887 924.4937 2 0.1022 110.5 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 95.00% 45.2 39 0 2 462.8166 923.6186 924.4937 2 0.1321 142.9 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 95.00% 45.8 39 0 2 462.7943 923.5741 924.4937 2 0.08765 94.8 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 95.00% 47.2 39 0 2 462.8076 923.6006 924.4937 2 0.1142 123.5 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 95.00% 47.8 39 0 2 462.8205 923.6265 924.4937 2 0.1401 151.5 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 95.00% 48.2 39 0 2 462.7851 923.5556 924.4937 2 0.06913 74.77 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% VVFQEFR R Q 95.00% 49.1 39 0 2 462.785 923.5555 924.4937 2 0.069 74.63 712 718 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% YEILTPNSIPK R G 95.00% 22.3 38.8 1.42 2 637.8626 1,273.71 1,274.70 2 0.0186 14.59 721 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% YEILTPNSIPK R G 95.00% 23.3 38.9 1.92 2 638.3103 1,274.61 1,274.70 2 0.914 -69.54 721 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% YEILTPNSIPK R G 95.00% 32.4 38.8 1.89 2 637.8978 1,273.78 1,274.70 2 0.08903 69.84 721 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% YEILTPNSIPK R G 95.00% 33.1 38.8 1.74 2 637.88 1,273.75 1,274.70 2 0.0534 41.89 721 731 TRUE

HFF Repeat 2 MYH9 Myosin-9 IPI00019502 226,519.50 100.00% 65 76 323 38.00% YKASITALEAK K I 95.00% 66.3 38.8 4.13 2 597.9192 1,193.82 1,194.67 2 0.1583 132.5 1805 1815 TRUE

HFF Repeat 2 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 99.80% 2 2 2 5.60% QDIAFAYQR R R 95.00% 45.3 38.8 0 2 556.7853 1,111.56 1,111.55 2 1.01 6.65 69 77 TRUE

HFF Repeat 2 ANXA2 Annexin A2 IPI00418169,IPI00455315 38,588.10 99.80% 2 2 2 5.60% TNQELQEINR R V 95.00% 61.6 39 2.52 2 622.8111 1,243.61 1,244.62 2 -0.008023 -6.446 136 145 TRUE

HFF Repeat 2 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 2 2 3 2.60% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 40.9 37.1 2.4 2 655.0187 1,962.03 1,961.98 3 1.062 30.37 1063 1084 TRUE

HFF Repeat 2 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 2 2 3 2.60% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 41.6 37.1 2.15 2 654.9935 1,961.96 1,961.98 3 0.9869 -8.089 1063 1084 TRUE

HFF Repeat 2 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 100.00% 2 2 3 2.60% SLSQQIENIRSPEGSR K K 93.70% 36.7 37.6 0 2 601.3384 1,800.99 1,800.92 3 1.081 43.34 1237 1252 TRUE

HFF Repeat 2 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 99.80% 2 2 2 6.00% IIEETLALK R F 95.00% 50.8 39.5 0 2 515.3403 1,028.67 1,029.62 2 0.05403 52.47 10 18 TRUE

HFF Repeat 2 ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34,315.70 99.80% 2 2 2 6.00% MILLEVNNR - I 95.00% 49.7 39.6 0 2 551.3523 1,100.69 1,101.61 2 0.08873 80.54 1 9 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% AGYQSTLTR R T 95.00% 43.6 38.8 0 2 498.8895 995.7644 996.5109 2 0.2607 261.5 517 525 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% AGYQSTLTR R T 95.00% 65.8 38.8 1.11 2 498.8193 995.6241 996.5109 2 0.1204 120.8 517 525 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% AGYQSTLTR R T 95.00% 68 38.8 0.921 2 498.8255 995.6364 996.5109 2 0.1327 133.2 517 525 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% AGYQSTLTR R T 95.00% 69.8 38.8 1.43 2 498.8299 995.6453 996.5109 2 0.1417 142.1 517 525 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% AGYQSTLTR R T 95.00% 75.9 38.8 0.854 2 498.807 995.5995 996.5109 2 0.09586 96.19 517 525 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% AGYQSTLTR R T 95.00% 78.4 38.8 2.52 2 498.8439 995.6732 996.5109 2 0.1695 170.1 517 525 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% AGYQSTLTR R T 95.00% 86.1 38.8 2.47 2 498.8053 995.596 996.5109 2 0.09233 92.64 517 525 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% GFIYKPDLK K T 95.00% 45.7 39 0 2 540.8351 1,079.66 1,080.61 2 0.05379 49.78 795 803 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% GYILQEDGR K S 95.00% 26.4 39.3 1.96 2 525.8037 1,049.59 1,050.52 2 0.07839 74.62 2473 2481 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% GYILQEDGR K S 95.00% 40 39.3 1.59 2 525.8463 1,049.68 1,050.52 2 0.1636 155.7 2473 2481 TRUE

HFF Repeat 2 FBN1 312 kDa protein IPI00784458 312,207.00 100.00% 3 3 11 0.94% GYILQEDGR K S 95.00% 43.4 39.3 0 2 525.7917 1,049.57 1,050.52 2 0.05449 51.86 2473 2481 TRUE

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 8 8.87% AGNFYVPAEPK K L 95.00% 37.4 39 1.74 2 596.8549 1,191.70 1,192.60 2 0.1028 86.15 78 88 TRUE

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 8 8.87% IALTDNALIAR R S 95.00% 60.3 39.1 4.46 2 585.8875 1,169.76 1,170.68 2 0.08347 71.3 167 177 TRUE

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 8 8.87% IALTDNALIAR R S 95.00% 69.8 39.1 3.59 2 585.8975 1,169.78 1,170.68 2 0.1036 88.46 167 177 TRUE

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 8 8.87% IALTDNALIAR R S 95.00% 72.7 39.1 3.34 2 585.8897 1,169.76 1,170.68 2 0.08795 75.12 167 177 TRUE

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 8 8.87% IALTDNALIAR R S 95.00% 74 39.1 3.08 2 585.8473 1,169.68 1,170.68 2 0.003145 2.686 167 177 TRUE

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 8 8.87% IALTDNALIAR R S 95.00% 76.9 39.1 3.4 2 585.9187 1,169.82 1,170.68 2 0.1458 124.5 167 177 TRUE

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 8 8.87% IALTDNALIAR R S 95.00% 77.8 39.1 2.43 2 585.878 1,169.74 1,170.68 2 0.06456 55.14 167 177 TRUE

HFF Repeat 2 RPL7 60S ribosomal protein L7 IPI00030179,IPI00144171,IPI00472171,IPI00794746 29,209.70 99.80% 2 2 8 8.87% IALTDNALIAR R S 95.00% 86.8 39.1 5.24 2 585.8622 1,169.71 1,170.68 2 0.03287 28.08 167 177 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% ALGQNPTNAEVLK R V 95.00% 24.7 38.7 1.89 2 678.3603 1,354.71 1,354.73 2 0.9806 -16.3 38 50 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% ALGQNPTNAEVLK R V 95.00% 35.4 38.6 1.96 2 677.8463 1,353.68 1,354.73 2 -0.04737 -34.97 38 50 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% ALGQNPTNAEVLK R V 95.00% 38.2 38.6 1.24 2 677.9391 1,353.86 1,354.73 2 0.1383 102.1 38 50 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% ALGQNPTNAEVLK R V 95.00% 41.5 38.6 2 2 677.8689 1,353.72 1,354.73 2 -0.002075 -1.532 38 50 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% ALGQNPTNAEVLK R V 95.00% 55.3 38.6 1.74 2 677.8551 1,353.70 1,354.73 2 -0.02968 -21.91 38 50 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% ALGQNPTNAEVLKVLGNPK R S 95.00% 46.1 37 0 2 655.402 1,963.18 1,963.10 3 1.094 46.52 38 56 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% DQGTYEDYVEGLR K V 95.00% 64.6 38.2 4.16 2 773.3628 1,544.71 1,544.69 2 1.032 18.76 82 94 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% EAFQLFDR K T 95.00% 36.5 39 0.921 2 513.2866 1,024.56 1,025.51 2 0.06086 59.34 14 21 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% EAFQLFDR K T 95.00% 52.6 38.9 1.39 2 513.8213 1,025.63 1,025.51 2 1.13 124.1 14 21 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% EAFQLFDR K T 95.00% 56.7 39 1.21 2 513.3171 1,024.62 1,025.51 2 0.1219 118.8 14 21 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% EGNGTVmGAEIR K H 95.00% 40.7 38.8 0 2 m7: Oxidation (+15.99) 625.7992 1,249.58 1,249.58 2 1.007 3.34 99 110 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% EGNGTVmGAEIR K H 95.00% 42 38.8 1.04 2 m7: Oxidation (+15.99) 625.3057 1,248.60 1,249.58 2 0.01987 15.9 99 110 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% HVLVTLGEK R M 95.00% 38.9 38.9 1.36 2 498.3614 994.7082 995.5885 2 0.1269 127.5 111 119 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% HVLVTLGEK R M 95.00% 40.6 38.9 1.74 2 498.3676 994.7207 995.5885 2 0.1394 140 111 119 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% HVLVTLGEK R M 95.00% 41.4 38.9 1.62 2 498.3755 994.7364 995.5885 2 0.1551 155.8 111 119 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% ILYSQcGDVMR K A 95.00% 61.5 38.7 4 2 c6: Carbamidomethyl (+57.02) 671.3451 1,340.68 1,341.63 2 0.0539 40.18 27 37 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% NKDQGTYEDYVEGLR K V 95.00% 35.5 37.8 1.37 2 596.2971 1,785.87 1,786.82 3 0.05228 29.26 80 94 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% NKDQGTYEDYVEGLR K V 95.00% 39.8 37.7 2.04 2 596.6802 1,787.02 1,786.82 3 1.202 111.2 80 94 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% NKDQGTYEDYVEGLR K V 95.00% 56.2 37.8 3.32 2 894.0114 1,786.01 1,786.82 2 0.1911 106.9 80 94 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% NKDQGTYEDYVEGLR K V 95.00% 67.1 37.8 3.24 2 596.3518 1,786.03 1,786.82 3 0.2163 121.1 80 94 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VFDKEGNGTVMGAEIR R H 93.40% 36.6 37.7 0 2 575.3288 1,722.96 1,722.85 3 1.124 70.09 95 110 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VFDKEGNGTVmGAEIR R H 95.00% 38.5 37.5 0.699 2 m11: Oxidation (+15.99) 580.3146 1,737.92 1,738.84 3 0.08606 49.49 95 110 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VFDKEGNGTVmGAEIR R H 95.00% 39.8 37.5 2.33 2 m11: Oxidation (+15.99) 580.2949 1,737.86 1,738.84 3 0.02722 15.65 95 110 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VFDKEGNGTVMGAEIR R H 95.00% 43.3 37.7 1.96 2 575.001 1,721.98 1,722.85 3 0.1403 81.43 95 110 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VFDKEGNGTVmGAEIR R H 95.00% 44.9 37.7 1.1 2 m11: Oxidation (+15.99) 580.6449 1,738.91 1,738.84 3 1.077 42.77 95 110 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VLDFEHFLPmLQTVAK K N 95.00% 19.1 37.1 1.7 2 m10: Oxidation (+15.99) 952.6413 1,903.27 1,904.00 2 0.2765 145.2 64 79 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VLDFEHFLPmLQTVAK K N 95.00% 30 37.2 0.77 2 m10: Oxidation (+15.99) 635.3552 1,903.04 1,904.00 3 0.05214 27.38 64 79 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VLDFEHFLPmLQTVAK K N 95.00% 33.9 37.2 3.17 2 m10: Oxidation (+15.99) 952.5723 1,903.13 1,904.00 2 0.1384 72.69 64 79 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VLDFEHFLPmLQTVAK K N 95.00% 46.3 37.2 0 2 m10: Oxidation (+15.99) 635.354 1,903.04 1,904.00 3 0.04867 25.56 64 79 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VLGNPKSDEMNVK K V 95.00% 31.4 38.5 3.38 2 477.9738 1,430.90 1,430.73 3 1.176 120.9 51 63 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VLGNPKSDEMNVK K V 95.00% 32.4 38.6 2.17 2 477.6444 1,429.91 1,430.73 3 0.1878 131.2 51 63 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VLGNPKSDEMNVK K V 95.00% 40.2 38.5 1.77 2 477.9639 1,430.87 1,430.73 3 1.146 100.3 51 63 TRUE

HFF Repeat 2 MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168,IPI00744444,IPI00789605,IPI00796366,IPI00797001 16,911.80 100.00% 11 13 33 66.90% VLGNPKSDEMNVK K V 95.00% 40.9 38.6 1.64 2 477.6326 1,429.88 1,430.73 3 0.1524 106.5 51 63 TRUE

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22% DANGNSFATR K L 95.00% 37.9 38.9 1.38 2 527.2873 1,052.56 1,052.48 2 1.092 84.59 212 221 TRUE

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22% LSNIFVIGK R G 92.40% 38.8 39.8 0 2 495.8021 989.5896 990.5983 2 -0.001437 -1.451 222 230 TRUE

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22% LSNIFVIGK R G 95.00% 41.5 39.8 0.921 2 495.8417 989.6688 990.5983 2 0.07772 78.45 222 230 TRUE

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22% LSNIFVIGK R G 95.00% 55.2 39.8 1 2 495.8307 989.6469 990.5983 2 0.0558 56.32 222 230 TRUE

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22% LSNIFVIGK R G 95.00% 55.2 39.8 1.21 2 495.864 989.7134 990.5983 2 0.1223 123.4 222 230 TRUE

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22% LSNIFVIGK R G 95.00% 55.8 39.8 1.43 2 495.8863 989.7581 990.5983 2 0.167 168.6 222 230 TRUE

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22% LSNIFVIGK R G 95.00% 65.4 39.8 1.12 2 495.8403 989.666 990.5983 2 0.07493 75.63 222 230 TRUE

HFF Repeat 2 RPS4X 40S ribosomal protein S4, X isoform IPI00217030 29,581.30 100.00% 2 2 8 7.22% LSNIFVIGK R G 95.00% 74.2 39.8 1.31 2 495.8936 989.7727 990.5983 2 0.1816 183.3 222 230 TRUE

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60% AAYDIEVNTR K R 95.00% 30.6 38.9 1.07 2 576.3153 1,150.62 1,151.57 2 0.05413 47 221 230 TRUE

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60% AQQVAVQEQEIAR R R 95.00% 33.1 38.5 1.03 2 735.4393 1,468.86 1,469.77 2 0.1005 68.4 262 274 TRUE

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60% AQQVAVQEQEIARR R E 95.00% 48.2 37.8 2.46 2 542.7911 1,625.35 1,625.87 3 0.487 299.4 262 275 TRUE

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60% HGVPISVTGIAQVK R I 95.00% 66 38.4 3.52 2 703.4071 1,404.80 1,405.82 2 -0.009389 -6.679 59 72 TRUE

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60% ISLNTLTLNVK R S 95.00% 76.6 39.2 2.7 2 608.422 1,214.83 1,215.73 2 0.1059 87.08 41 51 TRUE

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60% TEAEIAHIALETLEGHQR K A 95.00% 42.5 36.9 0 2 673.7122 2,018.11 2,018.03 3 1.092 44.01 92 109 TRUE

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60% VQVQVVER R A 95.00% 47.9 39.4 0 2 478.8603 955.706 956.5523 2 0.1609 168.2 254 261 TRUE

HFF Repeat 2 FLOT1 Flotillin-1 IPI00027438 47,336.80 100.00% 8 8 8 20.60% VSAQYLSEIEMAK K A 95.00% 30.1 38.3 2.26 2 734.8997 1,467.78 1,468.74 2 0.05685 38.71 199 211 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% GFRNVIIGPA K - 95.00% 41.1 39.5 0 2 522.3571 1,042.70 1,043.60 2 0.1072 102.7 678 687 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% LAEKEETGMAMR K I 95.00% 31.7 38.5 1.31 2 456.0566 1,365.15 1,365.65 3 0.505 -364.3 465 476 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% LAEKEETGMAMR K I 95.00% 65.3 38.6 1.89 2 455.9326 1,364.78 1,365.65 3 0.1329 97.33 465 476 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% LVVNFESDKLK K A 95.00% 38.2 38.8 1.23 2 646.4453 1,290.88 1,291.73 2 0.1575 121.9 664 674 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% LVVNFESDKLK K A 95.00% 54.5 38.8 0 2 646.385 1,290.76 1,291.73 2 0.0369 28.57 664 674 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% RSSPVYVGR R V 95.00% 37.8 39.6 2.41 2 510.8507 1,019.69 1,020.56 2 0.1356 132.8 214 222 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% RSSPVYVGR R V 95.00% 50 39.6 3.21 2 510.9137 1,019.81 1,020.56 2 0.2616 256.3 214 222 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% TVEIPDPVEAGEEVK K V 95.00% 31.5 38.1 1.12 2 806.9103 1,611.81 1,611.81 2 1.002 -0.559 635 649 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% TVEIPDPVEAGEEVKVR K M 95.00% 46.6 37.1 2.37 2 623.3752 1,867.10 1,866.98 3 1.13 68.16 635 651 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% TVEIPDPVEAGEEVKVR K M 95.00% 60.7 37.1 2.38 2 623.364 1,867.07 1,866.98 3 1.096 50.16 635 651 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% TVEIPDPVEAGEEVKVR K M 95.00% 76 37.1 3.8 2 623.3814 1,867.12 1,866.98 3 1.149 78.19 635 651 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% VVTNYNSAHDQNSNLLIEYFR R N 95.00% 32.7 35.6 1.37 2 833.5071 2,497.50 2,497.21 3 1.296 117.4 297 317 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% VVTNYNSAHDQNSNLLIEYFR R N 95.00% 36.8 35.6 0 2 833.5347 2,497.58 2,497.21 3 1.379 150.6 297 317 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% VVTNYNSAHDQNSNLLIEYFR R N 95.00% 37 35.4 1.82 2 833.1562 2,496.45 2,497.21 3 0.2435 97.48 297 317 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% YLLNLNLEPFSEK K S 95.00% 21.6 37.8 1.49 2 791.0303 1,580.05 1,579.84 2 1.217 135.2 528 540 TRUE

HFF Repeat 2 TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 IPI00294578 77,311.10 100.00% 8 8 16 13.50% YLLNLNLEPFSEK K S 95.00% 49.3 37.8 1.39 2 790.468 1,578.92 1,579.84 2 0.09191 58.17 528 540 TRUE

HFF Repeat 2 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,649.40 99.80% 2 2 3 11.30% AENFFILR R R 95.00% 43.2 38.9 0 2 505.7734 1,009.53 1,009.55 2 0.993 -9.585 98 105 TRUE

HFF Repeat 2 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,649.40 99.80% 2 2 3 11.30% AENFFILR R R 95.00% 44.6 39 0 2 505.3203 1,008.63 1,009.55 2 0.08673 85.9 98 105 TRUE

HFF Repeat 2 ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811,IPI00744414 19,649.40 99.80% 2 2 3 11.30% VLIEGSINSVR K V 95.00% 48.1 39.4 1.29 2 593.8319 1,185.65 1,186.68 2 -0.02255 -19 61 71 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 38.8 36.3 0 2 738.1045 2,211.29 2,211.10 3 1.195 86.82 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 44 36.4 0 2 737.7035 2,210.09 2,211.10 3 -0.00825 -3.731 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 45.4 36.4 0.77 2 737.7471 2,210.22 2,211.10 3 0.1224 55.34 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 46.2 36.4 1.72 2 737.7335 2,210.18 2,211.10 3 0.08175 36.97 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 46.9 36.3 0 2 738.0395 2,211.10 2,211.10 3 0.9997 -1.378 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 47.1 36.4 1.04 2 737.7902 2,210.35 2,211.10 3 0.2518 113.8 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 49.2 36.3 4.62 2 738.0342 2,211.08 2,211.10 3 0.9838 -8.579 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 49.2 36.3 1.47 2 738.0637 2,211.17 2,211.10 3 1.072 31.47 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 50.6 36.3 1.04 2 738.1456 2,211.41 2,211.10 3 1.318 142.5 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 55.2 36.3 2.89 2 738.0902 2,211.25 2,211.10 3 1.152 67.36 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 56.1 36.3 0 2 738.0702 2,211.19 2,211.10 3 1.092 40.24 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 57.1 36.4 2.22 2 737.6702 2,209.99 2,211.10 3 -0.1082 -48.96 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 57.3 36.4 1.96 2 737.7227 2,210.15 2,211.10 3 0.04925 22.27 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 57.6 36.4 0 2 737.7138 2,210.12 2,211.10 3 0.02266 10.25 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 58.2 36.3 4.21 2 738.0802 2,211.22 2,211.10 3 1.122 53.8 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 58.3 36.4 4.02 2 737.7302 2,210.17 2,211.10 3 0.07175 32.45 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 59.2 36.3 1.77 2 738.0902 2,211.25 2,211.10 3 1.152 67.36 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 63.2 36.3 4.1 2 738.0969 2,211.27 2,211.10 3 1.172 76.4 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 65.2 36.3 2.57 2 738.1477 2,211.42 2,211.10 3 1.324 145.3 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 70.7 36.4 2.89 2 737.7547 2,210.24 2,211.10 3 0.1454 65.75 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 75.4 36.4 3.07 2 737.7864 2,210.34 2,211.10 3 0.2405 108.8 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 78.6 36.3 1.92 2 738.1008 2,211.28 2,211.10 3 1.184 81.72 58 77 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 22.8 39.6 1.35 2 523.3338 1,044.65 1,045.56 2 0.09677 92.54 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 39.8 39.6 0.854 2 523.3562 1,044.70 1,045.56 2 0.1415 135.3 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 41.7 39.6 2.2 2 523.3512 1,044.69 1,045.56 2 0.1315 125.8 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 45.3 39.6 1.24 2 523.3369 1,044.66 1,045.56 2 0.103 98.46 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 47.5 39.6 1.66 2 523.2795 1,044.54 1,045.56 2 -0.01197 -11.45 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 48.4 39.6 2.52 2 523.3369 1,044.66 1,045.56 2 0.103 98.46 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 49.8 39.6 1.74 2 523.3377 1,044.66 1,045.56 2 0.1045 99.97 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 52.5 39.6 1.82 2 523.3521 1,044.69 1,045.56 2 0.1333 127.4 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 53.2 39.6 1.7 2 523.3559 1,044.70 1,045.56 2 0.1409 134.7 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 53.3 39.6 1.29 2 523.3098 1,044.61 1,045.56 2 0.0487 46.57 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 54 39.6 1.31 2 523.3555 1,044.70 1,045.56 2 0.1401 133.9 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 54.9 39.6 1.77 2 523.3318 1,044.65 1,045.56 2 0.09276 88.71 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 55.5 39.6 1.96 2 523.3257 1,044.64 1,045.56 2 0.08054 77.02 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 56 39.6 1.77 2 523.3564 1,044.70 1,045.56 2 0.1419 135.7 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 56.7 39.6 1.36 2 523.3263 1,044.64 1,045.56 2 0.08163 78.06 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 56.9 39.6 1.96 2 523.3165 1,044.62 1,045.56 2 0.06213 59.42 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 57.7 39.6 1.92 2 523.3311 1,044.65 1,045.56 2 0.09129 87.31 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 58.4 39.6 1.54 2 523.3355 1,044.66 1,045.56 2 0.1001 95.75 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 61.1 39.6 1.89 2 523.3479 1,044.68 1,045.56 2 0.1249 119.5 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 62 39.6 2.66 2 523.3596 1,044.70 1,045.56 2 0.1484 141.9 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 62.7 39.6 1.12 2 523.3181 1,044.62 1,045.56 2 0.06518 62.34 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 64 39.6 1.11 2 523.3411 1,044.67 1,045.56 2 0.1113 106.5 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 64.5 39.6 2.12 2 523.3498 1,044.69 1,045.56 2 0.1287 123.1 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 66.9 39.6 1.64 2 523.3239 1,044.63 1,045.56 2 0.07681 73.46 98 107 TRUE

HFF Repeat 2 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 47 13.00% LSSPATLNSR K V 95.00% 68.4 39.6 1.89 2 523.3224 1,044.63 1,045.56 2 0.07391 70.69 98 107 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ALAAGGYDVEK K N 95.00% 35.6 39 2.29 2 547.3268 1,092.64 1,093.55 2 0.09385 85.81 68 78 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ALAAGGYDVEK K N 95.00% 60.1 39 3 2 547.3109 1,092.61 1,093.55 2 0.06206 56.75 68 78 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ALAAGGYDVEK K N 95.00% 71.8 39 2.3 2 547.3746 1,092.73 1,093.55 2 0.1893 173.1 68 78 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ALAAGGYDVEKNNSR K I 95.00% 33.4 38.1 1.42 2 522.4412 1,564.30 1,564.77 3 0.5375 -297.2 68 82 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ALAAGGYDVEKNNSR K I 95.00% 35.8 38.1 2.17 2 522.3821 1,564.12 1,564.77 3 0.3603 230.2 68 82 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ALAAGGYDVEKNNSR K I 95.00% 37.5 38 1.54 2 522.6262 1,564.86 1,564.77 3 1.093 57.36 68 82 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ALAAGGYDVEKNNSR K I 95.00% 44 38.2 2.47 2 522.2702 1,563.79 1,564.77 3 0.02455 15.69 68 82 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ATGPPVSELITK K A 95.00% 48.9 38.6 2.7 2 606.9084 1,211.80 1,212.68 2 0.1259 103.8 38 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ATGPPVSELITK K A 95.00% 57.7 38.6 3.4 2 606.8491 1,211.68 1,212.68 2 0.007187 5.927 38 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ATGPPVSELITK K A 95.00% 65.3 38.6 2.39 2 606.8652 1,211.72 1,212.68 2 0.03951 32.58 38 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ATGPPVSELITK K A 95.00% 75.6 38.6 2.17 2 606.8981 1,211.78 1,212.68 2 0.1053 86.86 38 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ATGPPVSELITK K A 95.00% 78.2 38.6 3.02 2 606.9003 1,211.79 1,212.68 2 0.1096 90.39 38 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ATGPPVSELITK K A 95.00% 83.5 38.6 3.27 2 606.8727 1,211.73 1,212.68 2 0.05453 44.96 38 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% ATGPPVSELITK K A 95.00% 95.9 38.6 1.96 2 606.8673 1,211.72 1,212.68 2 0.04363 35.97 38 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% KATGPPVSELITK R A 95.00% 54.8 38.6 5.72 2 670.9597 1,339.90 1,340.78 2 0.1336 99.62 37 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% KATGPPVSELITK R A 95.00% 75.7 38.6 3.85 2 670.9151 1,339.82 1,340.78 2 0.04428 33.03 37 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% KATGPPVSELITK R A 95.00% 80.4 38.6 8.64 2 670.9243 1,339.83 1,340.78 2 0.06263 46.71 37 49 TRUE
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HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% NGLSLAALKK R A 95.00% 37.2 39.4 0.658 2 507.8531 1,013.69 1,014.63 2 0.06824 67.25 58 67 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% NGLSLAALKK R A 95.00% 48 39.9 1.62 2 508.3787 1,014.74 1,014.63 2 1.119 114.9 58 67 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% RKATGPPVSELITK K A 93.80% 0 0 2.36 2 500.0272 1,497.06 1,496.88 3 1.187 123.2 36 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% RKATGPPVSELITK K A 95.00% 0 0 3.06 2 499.7173 1,496.13 1,496.88 3 0.2577 172.1 36 49 TRUE

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% SLVSKGTLVQTK K G 95.00% 33.1 39 0.638 2 630.9222 1,259.83 1,260.75 2 0.08471 67.19 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% SLVSKGTLVQTK K G 95.00% 55.8 39 4.24 2 630.842 1,259.67 1,260.75 2 -0.07564 -60 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 2 HIST1H1B Histone H1.5 IPI00217468 22,563.70 100.00% 6 6 21 22.60% SLVSKGTLVQTK K G 95.00% 68.8 39 4.06 2 630.9263 1,259.84 1,260.75 2 0.0929 73.68 89 100 FALSE IPI00217466,IPI00217467

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% EAFNMIDQNR K D 95.00% 43.5 38.7 1.66 2 619.2838 1,236.55 1,237.56 2 -0.002631 -2.126 36 45 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% ELLTTMGDR R F 95.00% 33.8 39.5 1.47 2 518.3288 1,034.64 1,035.51 2 0.1363 131.6 125 133 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% ELLTTmGDRFTDEEVDELYR R E 95.00% 24.3 35.9 1.09 2 m6: Oxidation (+15.99) 817.1675 2,448.48 2,448.12 3 1.364 147.5 125 144 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% FTDEEVDELYR R E 95.00% 66.4 38.5 2.96 2 708.3701 1,414.73 1,415.63 2 0.1003 70.85 134 144 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% FTDEEVDELYR R E 95.00% 69.1 38.5 2.85 2 708.3412 1,414.67 1,415.63 2 0.04245 29.98 134 144 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% FTDEEVDELYR R E 95.00% 79.4 38.5 5.51 2 708.8583 1,415.70 1,415.63 2 1.077 52.16 134 144 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% GNFNYIEFTR K I 95.00% 18 39 2.82 2 630.8489 1,259.68 1,260.60 2 0.08986 71.28 152 161 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% GNFNYIEFTR K I 95.00% 36 39 0.959 2 630.7253 1,259.44 1,260.60 2 -0.1575 -124.9 152 161 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% GNFNYIEFTR K I 95.00% 46.4 39 2.48 2 631.3151 1,260.62 1,260.60 2 1.022 15.47 152 161 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% GNFNYIEFTR K I 95.00% 50.5 39 3.55 2 630.8194 1,259.62 1,260.60 2 0.03073 24.38 152 161 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% GNFNYIEFTR K I 95.00% 56.6 39 3.72 2 630.8223 1,259.63 1,260.60 2 0.03653 28.98 152 161 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% GNFNYIEFTR K I 95.00% 59.5 39 2.82 2 630.8407 1,259.67 1,260.60 2 0.0734 58.23 152 161 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% GNFNYIEFTR K I 95.00% 62 39 3.46 2 631.3203 1,260.63 1,260.60 2 1.033 23.62 152 161 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% LNGTDPEDVIR K N 95.00% 0 0 3.48 2 615.8208 1,229.63 1,228.62 2 2.017 9.564 94 104 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% LNGTDPEDVIR K N 95.00% 64 39.1 4.3 2 614.8401 1,227.67 1,228.62 2 0.05593 45.52 94 104 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% LNGTDPEDVIR K N 95.00% 70.9 39.1 4.12 2 614.8345 1,227.65 1,228.62 2 0.04465 36.34 94 104 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% LNGTDPEDVIR K N 95.00% 74.9 39.2 2.89 2 615.2828 1,228.55 1,228.62 2 0.9412 -50.02 94 104 TRUE

HFF Repeat 2 MRLC2 Myosin regulatory light chain IPI00033494,IPI00220573,IPI00604523 19,762.30 100.00% 6 6 18 29.70% LNGTDPEDVIR K N 95.00% 77 39.1 3.31 2 614.8511 1,227.69 1,228.62 2 0.07779 63.31 94 104 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEK K N 93.10% 25 39.4 0.745 2 554.3263 1,106.64 1,107.57 2 0.07713 69.63 66 76 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEK K N 95.00% 27.2 39.4 1.3 2 554.3274 1,106.64 1,107.57 2 0.07941 71.7 66 76 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEK K N 95.00% 37.7 39.4 1.66 2 554.3188 1,106.62 1,107.57 2 0.06227 56.22 66 76 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEK K N 95.00% 41.1 39.4 2.47 2 554.3297 1,106.64 1,107.57 2 0.08395 75.79 66 76 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEK K N 95.00% 46.3 39.4 3.74 2 554.3207 1,106.63 1,107.57 2 0.0659 59.49 66 76 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEK K N 95.00% 56 39.4 3.15 2 554.2976 1,106.58 1,107.57 2 0.01986 17.93 66 76 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEKNNSR K I 92.60% 24.3 37.9 0.796 2 527.0233 1,578.05 1,578.79 3 0.2682 169.8 66 80 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEKNNSR K I 95.00% 36.3 37.9 3.06 2 526.9823 1,577.93 1,578.79 3 0.1453 92.05 66 80 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEKNNSR K I 95.00% 41.4 37.9 3.49 2 527.0024 1,577.99 1,578.79 3 0.2055 130.1 66 80 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEKNNSR K I 95.00% 44.4 37.8 3.28 2 527.2706 1,578.79 1,578.79 3 1.01 4.698 66 80 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEKNNSR K I 95.00% 46.5 37.9 4.18 2 526.9852 1,577.93 1,578.79 3 0.154 97.5 66 80 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ALAAAGYDVEKNNSR K I 95.00% 59.8 37.9 6.09 2 527.0225 1,578.05 1,578.79 3 0.2659 168.4 66 80 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ASGPPVSELITK K A 95.00% 29.5 39 2.42 2 599.8818 1,197.75 1,198.67 2 0.08833 73.68 36 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ASGPPVSELITK K A 95.00% 37.3 39 0.678 2 599.8631 1,197.71 1,198.67 2 0.05094 42.49 36 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ASGPPVSELITK K A 95.00% 44.9 39 0 2 599.8378 1,197.66 1,198.67 2 0.000327 0.2728 36 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ASGPPVSELITK K A 95.00% 53.5 39 3.15 2 599.8941 1,197.77 1,198.67 2 0.113 94.28 36 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ASGPPVSELITK K A 95.00% 69.1 39 2.36 2 599.8716 1,197.73 1,198.67 2 0.06793 56.67 36 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ASGPPVSELITK K A 95.00% 74.9 39 3.46 2 599.8923 1,197.77 1,198.67 2 0.1093 91.2 36 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% ASGPPVSELITK K A 95.00% 82.5 39 4.02 2 599.883 1,197.75 1,198.67 2 0.09073 75.69 36 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% KASGPPVSELITK R A 95.00% 31.4 38.6 2.62 2 663.9275 1,325.84 1,326.76 2 0.08487 63.97 35 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% KASGPPVSELITK R A 95.00% 56.6 38.6 5.57 2 663.9003 1,325.79 1,326.76 2 0.03033 22.86 35 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% KASGPPVSELITK R A 95.00% 67.6 38.6 4.66 2 663.8933 1,325.77 1,326.76 2 0.01643 12.38 35 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% KASGPPVSELITK R A 95.00% 69.8 38.6 5.4 2 663.9369 1,325.86 1,326.76 2 0.1037 78.12 35 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% KASGPPVSELITK R A 95.00% 78.2 38.6 8.41 2 663.9142 1,325.81 1,326.76 2 0.05826 43.91 35 47 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% SGVSLAALKK R A 95.00% 43.8 40 1.96 2 487.3203 972.626 973.6041 2 0.02913 29.92 56 65 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% SGVSLAALKK R A 95.00% 69.8 40 1.15 2 487.3686 972.7227 973.6041 2 0.1258 129.2 56 65 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% SLVSKGTLVQTK K G 95.00% 33.1 39 0.638 2 630.9222 1,259.83 1,260.75 2 0.08471 67.19 87 98 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% SLVSKGTLVQTK K G 95.00% 55.8 39 4.24 2 630.842 1,259.67 1,260.75 2 -0.07564 -60 87 98 TRUE

HFF Repeat 2 HIST1H1D Histone H1.3 IPI00217466,IPI00217467 22,333.30 100.00% 6 6 29 22.60% SLVSKGTLVQTK K G 95.00% 68.8 39 4.06 2 630.9263 1,259.84 1,260.75 2 0.0929 73.68 87 98 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% AILVDLEPGTmDSVR R S 92.60% 37.2 38.1 0 2 m11: Oxidation (+15.99) 816.495 1,630.98 1,631.83 2 0.1516 92.87 63 77 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% AILVDLEPGTmDSVR R S 95.00% 17.7 38.1 1.12 2 m11: Oxidation (+15.99) 816.9675 1,631.92 1,631.83 2 1.097 57.43 63 77 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% AILVDLEPGTmDSVR R S 95.00% 31.4 38.1 2.16 2 m11: Oxidation (+15.99) 816.4403 1,630.87 1,631.83 2 0.04211 25.81 63 77 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% AILVDLEPGTMDSVR R S 95.00% 66 38.2 5.57 2 808.5053 1,615.00 1,615.84 2 0.167 103.4 63 77 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% ALTVPELTQQVFDAK R N 95.00% 22.5 37.8 1.74 2 830.4663 1,658.92 1,659.90 2 0.02983 17.97 283 297 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% FPGQLNADLR R K 95.00% 51.8 39.3 0 2 565.8936 1,129.77 1,130.60 2 0.1845 163.2 242 251 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% ISVYYNEATGGK R Y 95.00% 71.9 38.7 2.89 2 651.3603 1,300.71 1,301.64 2 0.07603 58.41 47 58 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% KLAVNMVPFPR R L 95.00% 46.7 38.7 2.51 2 636.4203 1,270.83 1,271.73 2 0.1039 81.71 252 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNmVPFPR K L 95.00% 23.6 39.3 1.08 2 m5: Oxidation (+15.99) 580.8036 1,159.59 1,159.63 2 0.9707 -27.62 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNmVPFPR K L 95.00% 30.5 39.4 1.29 2 m5: Oxidation (+15.99) 580.3374 1,158.66 1,159.63 2 0.0383 33.02 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNmVPFPR K L 95.00% 32.1 39.3 2.11 2 m5: Oxidation (+15.99) 580.9069 1,159.80 1,159.63 2 1.177 150.4 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 35.7 39.5 1.62 2 572.7928 1,143.57 1,143.63 2 0.9439 -51.37 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 37.3 39.5 1.33 2 572.3292 1,142.64 1,143.63 2 0.01682 14.71 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 37.3 39.5 1.92 2 572.2503 1,142.49 1,143.63 2 -0.1411 -123.4 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 37.3 39.5 0.854 2 572.3894 1,142.76 1,143.63 2 0.1371 119.9 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 38.6 39.5 1.54 2 572.364 1,142.71 1,143.63 2 0.0863 75.45 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 38.9 39.5 2.07 2 572.9103 1,143.81 1,143.63 2 1.179 153.9 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 42.2 39.5 2.89 2 572.3553 1,142.70 1,143.63 2 0.06893 60.27 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNmVPFPR K L 95.00% 42.8 39.4 4.11 2 m5: Oxidation (+15.99) 580.3703 1,158.73 1,159.63 2 0.104 89.69 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 43.9 39.5 1.6 2 572.3736 1,142.73 1,143.63 2 0.1056 92.32 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNmVPFPR K L 95.00% 43.8 39.3 1.1 2 m5: Oxidation (+15.99) 580.8934 1,159.77 1,159.63 2 1.15 127.2 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 47.7 39.5 2.48 2 572.3618 1,142.71 1,143.63 2 0.08193 71.63 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 50.5 39.5 2.24 2 572.3718 1,142.73 1,143.63 2 0.102 89.15 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 51.2 39.5 2.85 2 572.3434 1,142.67 1,143.63 2 0.04524 39.56 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 53.3 39.5 1.11 2 572.3203 1,142.63 1,143.63 2 -0.001073 -0.9382 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 53.8 39.5 3.85 2 572.335 1,142.66 1,143.63 2 0.0284 24.83 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 54.2 39.5 3.92 2 572.3772 1,142.74 1,143.63 2 0.1128 98.6 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNmVPFPR K L 95.00% 54.2 39.4 3.04 2 m5: Oxidation (+15.99) 580.3957 1,158.78 1,159.63 2 0.1548 133.5 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNmVPFPR K L 95.00% 58.3 39.4 3.43 2 m5: Oxidation (+15.99) 580.3458 1,158.68 1,159.63 2 0.05512 47.53 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 63.2 39.5 1.59 2 572.8857 1,143.76 1,143.63 2 1.13 111 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LAVNMVPFPR K L 95.00% 66.2 39.5 3.96 2 572.3403 1,142.67 1,143.63 2 0.03893 34.04 253 262 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LHFFmPGFAPLTSR R G 95.00% 51.3 37.8 0.959 2 m5: Oxidation (+15.99) 546.6388 1,636.89 1,636.83 3 1.071 41.77 263 276 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% LHFFmPGFAPLTSR R G 95.00% 62 37.8 1.59 2 m5: Oxidation (+15.99) 546.6035 1,636.79 1,636.83 3 0.9654 -22.77 263 276 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% NSSYFVEWIPNNVK K T 95.00% 38.5 37.7 1.51 2 849.4803 1,696.95 1,696.83 2 1.12 69.32 337 350 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% YLTVAAVFR R G 95.00% 46.9 39 2.51 2 520.3365 1,038.66 1,039.59 2 0.07226 69.5 310 318 TRUE

HFF Repeat 2 TUBB Tubulin beta chain IPI00011654 49,652.60 100.00% 9 9 36 22.50% YLTVAAVFR R G 95.00% 55.5 39 1.89 2 520.3494 1,038.68 1,039.59 2 0.09806 94.32 310 318 TRUE

HFF Repeat 2 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 3 3 3 5.11% ATSFLLALEPELEAR R L 95.00% 47.3 37.8 2.6 2 830.4178 1,658.82 1,659.90 2 -0.06707 -40.41 105 119 TRUE

HFF Repeat 2 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 3 3 3 5.11% FPLFGGWK R T 95.00% 35 39.3 0.921 2 476.3119 950.6092 951.5088 2 0.1077 113.1 359 366 TRUE

HFF Repeat 2 RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 72,762.00 100.00% 3 3 3 5.11% QPDSGISSIR R S 95.00% 36.1 39.8 1.52 2 530.3876 1,058.76 1,059.54 2 0.2249 212.2 308 317 TRUE

HFF Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 4 4 6 7.25% ALEESNYELEGK R I 95.00% 34.1 38.6 1.19 2 691.3103 1,380.61 1,381.65 2 -0.03497 -25.31 166 177 TRUE

HFF Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 4 4 6 7.25% SLLEGEGSSGGGGR R G 95.00% 36.5 38.9 0.721 2 631.8479 1,261.68 1,262.60 2 0.09122 72.24 451 464 TRUE

HFF Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 4 4 6 7.25% SLLEGEGSSGGGGR R G 95.00% 46.2 38.9 0 2 631.8208 1,261.63 1,262.60 2 0.03698 29.29 451 464 TRUE

HFF Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 4 4 6 7.25% VTMQNLNDR K L 95.00% 39.2 39.6 0.602 2 545.8155 1,089.62 1,090.53 2 0.09263 84.93 148 156 TRUE

HFF Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 4 4 6 7.25% VTMQNLNDR K L 95.00% 68.4 39.6 0 2 545.8583 1,089.70 1,090.53 2 0.1782 163.4 148 156 TRUE

HFF Repeat 2 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 4 4 6 7.25% YENEVALR K Q 95.00% 42.3 39.5 0.921 2 497.3423 992.6701 993.4999 2 0.1775 178.6 238 245 TRUE

HFF Repeat 2 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29% APDFVFYAPR K L 93.60% 23.3 38.9 0.77 2 592.3403 1,182.67 1,182.59 2 1.079 64.46 264 273 TRUE

HFF Repeat 2 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29% APDFVFYAPR K L 95.00% 36.9 38.9 2.68 2 592.3236 1,182.63 1,182.59 2 1.046 36.3 264 273 TRUE

HFF Repeat 2 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29% IGFPWSEIR K N 95.00% 57.8 39.7 1.27 2 552.8403 1,103.67 1,104.58 2 0.08953 81.04 238 246 TRUE

HFF Repeat 2 MSN Moesin IPI00219365 67,803.80 99.80% 2 2 3 3.29% KPDTIEVQQmK R A 90.30% 15.6 38.8 0.638 2 m10: Oxidation (+15.99) 667.1403 1,332.27 1,332.68 2 0.5902 -309.4 296 306 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% GEELLSPLNLEQAAYAR K N 95.00% 31.8 37.3 2.92 2 937.6057 1,873.20 1,873.97 2 0.2387 127.3 327 343 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% LGTDEISPR R V 95.00% 34 39.9 1.59 2 494.3303 986.646 987.5107 2 0.1425 144.3 866 874 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% LGTDEISPR R V 95.00% 46.8 39.6 1.51 2 493.8322 985.6499 987.5107 2 -0.8536 151.2 866 874 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% LGTDEISPR R V 95.00% 57.1 39.9 1.28 2 494.3134 986.6122 987.5107 2 0.1087 110.1 866 874 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% LLQSNPVLEAFGNAK R T 95.00% 27.8 38 1.25 2 801.5543 1,601.09 1,600.87 2 1.232 143 139 153 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% LLQSNPVLEAFGNAK R T 95.00% 46 38 2.17 2 801.0414 1,600.07 1,600.87 2 0.2061 128.7 139 153 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% LLQSNPVLEAFGNAK R T 95.00% 50.5 38 5.57 2 801.0055 1,600.00 1,600.87 2 0.1343 83.86 139 153 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% LLSVEGSTLR R E 95.00% 62.5 39.8 1.38 2 537.8589 1,073.70 1,074.62 2 0.09513 88.51 306 315 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% NPQSYLYLVK R G 94.20% 26.3 38.6 0.658 2 612.9174 1,223.82 1,224.66 2 0.1652 134.9 225 234 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% TFTWLVGK R I 95.00% 38.8 39.3 1.43 2 476.3461 950.6776 951.5299 2 0.1549 162.8 354 361 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% TSFLLNLR R R 95.00% 46.8 39.6 2.82 2 482.3613 962.708 963.5622 2 0.153 158.8 779 786 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% YLGLLENLR K V 95.00% 37.6 39.6 1.04 2 545.844 1,089.67 1,090.63 2 0.055 50.42 613 621 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% YLGLLENLR K V 95.00% 52.7 39.6 0 2 545.8708 1,089.73 1,090.63 2 0.1087 99.64 613 621 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% YLGLLENLR K V 95.00% 53.6 39.6 0 2 545.875 1,089.74 1,090.63 2 0.117 107.3 613 621 TRUE

HFF Repeat 2 MYO1C Myosin-Ic IPI00010418,IPI00743335,IPI00829992 118,024.20 100.00% 8 8 15 8.37% YLGLLENLR K V 95.00% 55 39.6 0.921 2 545.8171 1,089.62 1,090.63 2 0.001311 1.202 613 621 TRUE

HFF Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% AALQELLSK R G 95.00% 46.2 40 0 2 487.2997 972.5849 972.5725 2 1.02 17.41 86 94 TRUE

HFF Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% AALQELLSK R G 95.00% 53.7 39.8 1.12 2 486.8121 971.6097 972.5725 2 0.04442 45.67 86 94 TRUE

HFF Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 41.6 39.1 1.11 2 542.8712 1,083.73 1,084.64 2 0.0989 91.18 67 76 TRUE

HFF Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 42.4 39.1 0 2 542.8546 1,083.69 1,084.64 2 0.0657 60.57 67 76 TRUE

HFF Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 57.8 39.1 2.62 2 542.8581 1,083.70 1,084.64 2 0.07271 67.03 67 76 TRUE

HFF Repeat 2 RPS25 40S ribosomal protein S25 IPI00012750,IPI00401105,IPI00478694 13,725.00 99.80% 2 2 6 15.20% LITPAVVSER K L 95.00% 59 39.1 1.48 2 542.8849 1,083.76 1,084.64 2 0.1264 116.5 67 76 TRUE

HFF Repeat 2 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 4 4 5 12.50% AIPQLQGYLR K S 95.00% 53.4 39.4 1.28 2 580.3265 1,158.64 1,158.66 2 0.9825 -17.41 263 272 TRUE

HFF Repeat 2 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 4 4 5 12.50% AVDSQILPK K I 92.10% 37.8 39 0 2 485.7892 969.5638 970.5569 2 0.01411 14.53 252 260 TRUE

HFF Repeat 2 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 4 4 5 12.50% HLTDAYFK K K 95.00% 28.4 39.2 1.13 2 497.8023 993.59 994.4993 2 0.09793 98.46 211 218 TRUE

HFF Repeat 2 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 4 4 5 12.50% HLTDAYFK K K 95.00% 45.5 39.2 2.89 2 497.7936 993.5727 994.4993 2 0.08066 81.09 211 218 TRUE

HFF Repeat 2 RPL6 60S ribosomal protein L6 IPI00329389,IPI00790342,IPI00867533 32,711.30 100.00% 4 4 5 12.50% YYPTEDVPR R K 95.00% 39.2 38.8 0.921 2 570.8403 1,139.67 1,139.54 2 1.136 117.2 115 123 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 93.80% 40 40.1 0 2 488.8467 975.6788 976.4484 2 0.2376 243.3 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 33.2 40.1 1.4 2 488.8141 975.6136 976.4484 2 0.1724 176.5 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 42.4 40.1 1.59 2 488.8072 975.5999 976.4484 2 0.1587 162.5 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 42.9 40.1 1.41 2 488.8243 975.634 976.4484 2 0.1928 197.4 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 42.7 39.8 1.14 2 489.2985 976.5824 976.4484 2 1.141 141.6 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 47.8 40.1 0 2 488.795 975.5755 976.4484 2 0.1343 137.5 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 54.1 40.1 2.77 2 488.8099 975.6053 976.4484 2 0.1641 168.1 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 54.5 40.1 2.24 2 488.7788 975.5431 976.4484 2 0.1019 104.3 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 56.2 40.1 1.85 2 488.797 975.5795 976.4484 2 0.1383 141.6 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 57.5 40.1 1.25 2 488.8341 975.6536 976.4484 2 0.2124 217.5 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 59.1 40.1 2.82 2 488.7658 975.5171 976.4484 2 0.07595 77.77 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 59.4 40.1 2.8 2 488.8113 975.6081 976.4484 2 0.167 171 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 60.9 40.1 1 2 488.812 975.6094 976.4484 2 0.1683 172.3 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 66.6 40.1 1.42 2 488.8006 975.5867 976.4484 2 0.1455 149 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 67 40.1 2.51 2 488.8867 975.7588 976.4484 2 0.3176 325.1 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 72.5 40.1 1.82 2 488.8053 975.596 976.4484 2 0.1548 158.5 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 72.9 40.1 1.92 2 488.7774 975.5402 976.4484 2 0.09908 101.5 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 73.2 40.1 1.64 2 488.8008 975.5871 976.4484 2 0.1459 149.4 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 73.3 40.1 2.05 2 488.8352 975.6559 976.4484 2 0.2147 219.8 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 73.4 40.1 1.77 2 488.7732 975.5319 976.4484 2 0.09074 92.92 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 76.9 40.1 3.05 2 488.7435 975.4725 976.4484 2 0.03131 32.07 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AGFAGDDAPR K A 95.00% 82.4 40.1 3.12 2 488.7857 975.5569 976.4484 2 0.1157 118.5 19 28 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AVFPSIVGRPR R H 95.00% 45.3 39 0 2 599.8771 1,197.74 1,198.71 2 0.04141 34.55 29 39 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AVFPSIVGRPR R H 95.00% 54.7 39 1.31 2 599.8703 1,197.73 1,198.71 2 0.02773 23.13 29 39 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AVFPSIVGRPR R H 95.00% 64.6 39 0 2 599.899 1,197.78 1,198.71 2 0.08521 71.08 29 39 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% AVFPSIVGRPR R H 95.00% 65.8 39 0 2 599.9167 1,197.82 1,198.71 2 0.1206 100.6 29 39 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DLYANTVLSGGTTmYPGIADR K M 93.00% 35.1 36.4 0 2 m14: Oxidation (+15.99) 744.7089 2,231.11 2,231.07 3 1.047 19.87 292 312 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DLYANTVLSGGTTmYPGIADR K M 95.00% 39.8 36.4 1.31 2 m14: Oxidation (+15.99) 744.6902 2,231.05 2,231.07 3 0.9908 -5.328 292 312 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DLYANTVLSGGTTMYPGIADR K M 95.00% 53.4 36.3 2.85 2 1,108.17 2,214.33 2,215.07 2 0.263 118.7 292 312 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DLYANTVLSGGTTmYPGIADR K M 95.00% 64.7 36.5 3.96 2 m14: Oxidation (+15.99) 1,116.12 2,230.23 2,231.07 2 0.1723 77.23 292 312 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DLYANTVLSGGTTmYPGIADR K M 95.00% 81.2 36.5 1.89 2 m14: Oxidation (+15.99) 1,116.16 2,230.30 2,231.07 2 0.2377 106.5 292 312 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DSYVGDEAQSK K R 95.00% 26.1 39 2.38 2 599.8211 1,197.63 1,198.52 2 0.1125 93.85 51 61 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DSYVGDEAQSK K R 95.00% 39.5 39 0.921 2 599.8553 1,197.70 1,198.52 2 0.1809 150.9 51 61 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DSYVGDEAQSK K R 95.00% 60.2 39 1.39 2 599.8309 1,197.65 1,198.52 2 0.1323 110.3 51 61 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DSYVGDEAQSK K R 95.00% 67.6 39 2.19 2 599.8611 1,197.71 1,198.52 2 0.1926 160.6 51 61 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DSYVGDEAQSK K R 95.00% 73.5 39 2.64 2 599.9155 1,197.82 1,198.52 2 0.3014 251.4 51 61 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DSYVGDEAQSKR K G 95.00% 52.7 38.6 1.89 2 452.3814 1,354.12 1,354.62 3 0.5062 -366.4 51 62 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DSYVGDEAQSKR K G 95.00% 57 38.6 2.39 2 677.8681 1,353.72 1,354.62 2 0.1055 77.86 51 62 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% DSYVGDEAQSKR K G 95.00% 88.5 38.6 6.77 2 677.9216 1,353.83 1,354.62 2 0.2125 156.8 51 62 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 94.00% 39.3 39.2 0 2 581.3358 1,160.66 1,161.62 2 0.04584 39.46 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTmK K I 95.00% 29.6 39.3 2.48 2 m10: Oxidation (+15.99) 589.3811 1,176.75 1,177.61 2 0.1414 120 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTmK K I 95.00% 32.4 39.3 1.85 2 m10: Oxidation (+15.99) 589.3696 1,176.72 1,177.61 2 0.1185 100.6 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTmK K I 95.00% 32.8 39.3 2.02 2 m10: Oxidation (+15.99) 589.3402 1,176.67 1,177.61 2 0.05967 50.66 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 41.8 39.2 0 2 581.3971 1,160.78 1,161.62 2 0.1683 144.9 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTmK K I 95.00% 41.9 39.3 0 2 m10: Oxidation (+15.99) 589.3383 1,176.66 1,177.61 2 0.05581 47.39 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTmK K I 95.00% 42.6 39.3 2 2 m10: Oxidation (+15.99) 589.3606 1,176.71 1,177.61 2 0.1004 85.24 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 43.8 39.2 1.46 2 581.3691 1,160.72 1,161.62 2 0.1124 96.77 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 44 39.2 0 2 581.3717 1,160.73 1,161.62 2 0.1176 101.2 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 45.8 39.2 1.04 2 581.3382 1,160.66 1,161.62 2 0.05052 43.49 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 47.2 39.2 0.959 2 581.389 1,160.76 1,161.62 2 0.1522 131 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 47.9 39.2 0 2 581.3209 1,160.63 1,161.62 2 0.0159 13.69 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 48.3 39.2 0 2 581.3519 1,160.69 1,161.62 2 0.07795 67.1 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 49 39.2 1.74 2 581.3408 1,160.67 1,161.62 2 0.05586 48.09 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 50.1 39.2 0 2 581.3648 1,160.72 1,161.62 2 0.1038 89.36 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 50.3 39.2 1.08 2 581.328 1,160.64 1,161.62 2 0.03018 25.98 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 51 39.2 0 2 581.3232 1,160.63 1,161.62 2 0.02056 17.7 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 52.4 39.2 1.92 2 581.3703 1,160.73 1,161.62 2 0.1147 98.76 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 53.3 39.2 0.959 2 581.3206 1,160.63 1,161.62 2 0.0153 13.17 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 54.4 39.2 1.39 2 581.304 1,160.59 1,161.62 2 -0.0179 -15.41 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 54.5 39.2 1.03 2 581.3596 1,160.70 1,161.62 2 0.09337 80.37 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% EITALAPSTMK K I 95.00% 60.1 39.2 0 2 581.3258 1,160.64 1,161.62 2 0.02584 22.24 316 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 28.6 39.4 2.64 2 566.8036 1,131.59 1,132.53 2 0.07289 64.35 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 40.9 39.4 0 2 566.7996 1,131.58 1,132.53 2 0.06508 57.46 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 41.6 39.4 1 2 566.8064 1,131.60 1,132.53 2 0.0785 69.31 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 44.1 39.4 3.21 2 567.3049 1,132.60 1,132.53 2 1.076 64.25 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 44.5 39.4 3.7 2 566.8333 1,131.65 1,132.53 2 0.1324 116.9 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 46.2 39.4 1.49 2 566.7609 1,131.51 1,132.53 2 -0.01247 -11.01 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 46.3 39.4 2 2 566.8079 1,131.60 1,132.53 2 0.08165 72.09 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 46.5 39.4 2.19 2 567.3197 1,132.62 1,132.53 2 1.105 90.35 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 47 39.4 1.2 2 566.8461 1,131.68 1,132.53 2 0.1581 139.5 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 48.9 39.4 0.921 2 567.3162 1,132.62 1,132.53 2 1.098 84.19 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 56.4 39.4 1.92 2 566.8019 1,131.59 1,132.53 2 0.06955 61.41 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAER R E 95.00% 60.1 39.4 3.14 2 566.8194 1,131.62 1,132.53 2 0.1047 92.41 197 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% GYSFTTTAEREIVR R D 94.20% 37.5 38.1 0 2 544.3373 1,629.99 1,629.82 3 1.174 105.2 197 210 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% HQGVMVGMGQK R D 95.00% 64.8 39 6.46 2 586.3429 1,170.67 1,171.57 2 0.1072 91.5 40 50 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% HQGVMVGMGQK R D 95.00% 72.3 39 7.7 2 586.346 1,170.68 1,171.57 2 0.1135 96.91 40 50 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% HQGVMVGMGQKDSYVGDEAQSK R R 95.00% 19.8 36 2.11 2 784.4385 2,350.29 2,351.08 3 0.2251 95.74 40 61 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% IKIIAPPER K K 90.70% 37.3 39.2 0 2 518.8598 1,035.71 1,036.65 2 0.06075 58.6 327 335 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% IKIIAPPER K K 91.70% 37.8 39.2 0 2 518.8403 1,035.67 1,036.65 2 0.02173 20.96 327 335 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% IKIIAPPER K K 95.00% 45.7 39.2 0 2 518.8744 1,035.73 1,036.65 2 0.08998 86.79 327 335 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% IKIIAPPER K K 95.00% 46.3 39.2 0 2 518.8531 1,035.69 1,036.65 2 0.04728 45.61 327 335 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% ILTERGYSFTTTAER K E 95.00% 38.8 37.5 0 2 582.6635 1,744.97 1,744.89 3 1.089 49.67 192 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% ILTERGYSFTTTAER K E 95.00% 39 37.7 0 2 582.3072 1,743.90 1,744.89 3 0.02063 11.82 192 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% ILTERGYSFTTTAER K E 95.00% 40.6 37.7 0 2 582.3513 1,744.03 1,744.89 3 0.1527 87.5 192 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% ILTERGYSFTTTAER K E 95.00% 43.1 37.7 0 2 582.3302 1,743.97 1,744.89 3 0.08945 51.26 192 206 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% IWHHTFYNELR K V 95.00% 48.7 38.3 0 2 505.9712 1,514.89 1,515.75 3 0.1499 98.85 85 95 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% IWHHTFYNELR K V 95.00% 59 38.3 0 2 506.285 1,515.83 1,515.75 3 1.091 58.36 85 95 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% KDLYANTVLSGGTTmYPGIADR R M 95.00% 0 0 4.62 2 m15: Oxidation (+15.99) 787.8002 2,360.38 2,359.16 3 2.226 93.33 291 312 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% KDLYANTVLSGGTTmYPGIADR R M 95.00% 46.9 36.2 4.1 2 m15: Oxidation (+15.99) 787.4877 2,359.44 2,359.16 3 1.288 121 291 312 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% KDLYANTVLSGGTTmYPGIADR R M 95.00% 74.1 36.3 4.89 2 m15: Oxidation (+15.99) 787.4597 2,359.36 2,359.16 3 1.205 85.5 291 312 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% LDLAGRDLTDYLMK R I 93.10% 15.8 38 0.745 2 813.0271 1,624.04 1,623.84 2 1.206 124.8 178 191 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% LDLAGRDLTDYLmK R I 94.90% 24 37.7 0.959 2 m13: Oxidation (+15.99) 547.3229 1,638.95 1,639.84 3 0.1178 71.84 178 191 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% LDLAGRDLTDYLMK R I 95.00% 13.7 37.8 1.32 2 542.0294 1,623.07 1,623.84 3 0.2322 142.9 178 191 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% LDLAGRDLTDYLMK R I 95.00% 17.4 37.8 2.55 2 812.5112 1,623.01 1,623.84 2 0.1736 106.9 178 191 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% LDLAGRDLTDYLMK R I 95.00% 20.3 37.8 2.34 2 812.5153 1,623.02 1,623.84 2 0.1819 112 178 191 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% LDLAGRDLTDYLmK R I 95.00% 26.4 37.7 1.23 2 m13: Oxidation (+15.99) 547.3526 1,639.04 1,639.84 3 0.207 126.2 178 191 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% LDLAGRDLTDYLMK R I 95.00% 27 37.8 1.82 2 812.5203 1,623.03 1,623.84 2 0.1918 118.1 178 191 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% LDLAGRDLTDYLmK R I 95.00% 32 37.7 1.82 2 m13: Oxidation (+15.99) 820.5081 1,639.00 1,639.84 2 0.1726 105.3 178 191 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% mQKEITALAPSTmK R I 95.00% 24.6 37.8 1.37 2 m1: Oxidation (+15.99), m13: Oxidation (+15.99) 527.6621 1,579.96 1,580.80 3 0.1694 107.1 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% mQKEITALAPSTmK R I 95.00% 31.7 37.8 1.77 2 m1: Oxidation (+15.99), m13: Oxidation (+15.99) 527.6572 1,579.95 1,580.80 3 0.1547 97.82 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% mQKEITALAPSTMK R I 95.00% 32.2 38 2.02 2 m1: Oxidation (+15.99) 522.5962 1,564.77 1,564.81 3 0.9664 -23.18 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% mQKEITALAPSTMK R I 95.00% 39.3 38 0.796 2 m1: Oxidation (+15.99) 522.6275 1,564.86 1,564.81 3 1.06 36.74 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% MQKEITALAPSTMK R I 95.00% 40.1 38.2 0 2 517.0355 1,548.08 1,548.81 3 0.2794 180.4 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% MQKEITALAPSTMK R I 95.00% 41.6 38.2 1.29 2 517.0189 1,548.03 1,548.81 3 0.2295 148.1 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% MQKEITALAPSTMK R I 95.00% 45.3 38.2 0 2 517.0266 1,548.06 1,548.81 3 0.2526 163.1 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% MQKEITALAPSTMK R I 95.00% 48 38.2 2.14 2 516.995 1,547.96 1,548.81 3 0.1579 102 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% MQKEITALAPSTMK R I 95.00% 70.9 38.2 4.17 2 774.9749 1,547.94 1,548.81 2 0.13 83.9 313 326 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 35.7 38.3 2.21 2 506.33 1,515.97 1,516.70 3 0.2727 179.8 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% qEYDESGPSIVHR K K 95.00% 0 0 3.16 2 n-term: Pyro-cmC (-17.03) 750.3371 1,498.66 1,499.68 2 -0.009211 -6.142 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% qEYDESGPSIVHR K K 95.00% 0 0 3.74 2 n-term: Pyro-cmC (-17.03) 750.4022 1,498.79 1,499.68 2 0.1209 80.62 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% qEYDESGPSIVHR K K 95.00% 0 0 3.77 2 n-term: Pyro-cmC (-17.03) 750.8953 1,499.78 1,499.68 2 1.107 69.53 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% qEYDESGPSIVHR K K 95.00% 0 0 4.1 2 n-term: Pyro-cmC (-17.03) 750.3975 1,498.78 1,499.68 2 0.1116 74.4 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 43.1 38.3 2.21 2 506.3554 1,516.04 1,516.70 3 0.3488 229.9 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 45.2 38.3 2.68 2 506.271 1,515.79 1,516.70 3 0.09568 63.08 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 46.4 38.3 0 2 506.3273 1,515.96 1,516.70 3 0.2645 174.3 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 46.8 38.3 2.31 2 758.8873 1,515.76 1,516.70 2 0.06465 42.62 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 52 38.3 2.2 2 506.6277 1,516.86 1,516.70 3 1.166 107.4 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 53.6 38.3 4.8 2 506.3166 1,515.93 1,516.70 3 0.2326 153.3 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 54.2 38.3 2.19 2 506.3136 1,515.92 1,516.70 3 0.2236 147.4 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 59.5 38.3 3.11 2 506.3188 1,515.93 1,516.70 3 0.239 157.5 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 61.1 38.3 3.24 2 506.3044 1,515.89 1,516.70 3 0.1958 129 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 63.1 38.3 0 2 506.2502 1,515.73 1,516.70 3 0.03325 21.92 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 63.7 38.3 1.26 2 506.271 1,515.79 1,516.70 3 0.09556 63 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 82.4 38.3 0.959 2 506.6428 1,516.91 1,516.70 3 1.211 137.3 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 83 38.3 1.55 2 506.3132 1,515.92 1,516.70 3 0.2223 146.5 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% QEYDESGPSIVHR K K 95.00% 97.6 38.3 5.89 2 758.9178 1,515.82 1,516.70 2 0.1255 82.76 360 372 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 93.80% 36.7 37.5 0 2 597.6489 1,789.93 1,790.89 3 0.0401 22.39 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 94.40% 37.2 37.6 0 2 598.0202 1,791.04 1,790.89 3 1.154 84.33 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 25.1 37.6 3.33 2 896.4603 1,790.91 1,790.89 2 1.021 10.27 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 34.5 37.5 5.22 2 896.0311 1,790.05 1,790.89 2 0.1628 90.89 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 38.9 37.6 0 2 598.0665 1,791.18 1,790.89 3 1.293 161.9 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 40.5 37.6 0 2 598.0139 1,791.02 1,790.89 3 1.135 73.76 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 0 0 3.64 2 897.0003 1,791.99 1,790.89 2 2.101 53.36 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 42.1 37.6 1.27 2 896.5666 1,791.12 1,790.89 2 1.234 129 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 43.2 37.5 0 2 896.0709 1,790.13 1,790.89 2 0.2424 135.4 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 45.4 37.6 2.08 2 896.5286 1,791.04 1,790.89 2 1.158 86.53 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 53.2 37.5 4 2 896.0742 1,790.13 1,790.89 2 0.249 139 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 53.5 37.5 3.85 2 896.0345 1,790.05 1,790.89 2 0.1695 94.66 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 54 37.5 4.36 2 896.0354 1,790.06 1,790.89 2 0.1714 95.67 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 56.7 37.5 0 2 597.702 1,790.08 1,790.89 3 0.1993 111.3 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 57.4 37.5 0 2 597.6239 1,789.85 1,790.89 3 -0.0351 -19.6 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 59.2 37.5 6.62 2 896.0595 1,790.10 1,790.89 2 0.2195 122.6 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 59.5 37.5 4.32 2 896.0246 1,790.03 1,790.89 2 0.1497 83.58 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 60.5 37.5 4.85 2 896.1553 1,790.30 1,790.89 2 0.4111 229.5 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 61.5 37.5 3.7 2 896.0546 1,790.09 1,790.89 2 0.2098 117.1 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 62.5 37.6 3.44 2 896.5683 1,791.12 1,790.89 2 1.237 130.8 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 64 37.5 4.04 2 896.0624 1,790.11 1,790.89 2 0.2255 125.9 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 67.4 37.5 4 2 896.0303 1,790.05 1,790.89 2 0.1611 89.96 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 67.6 37.5 3.64 2 896.0739 1,790.13 1,790.89 2 0.2483 138.6 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 68.1 37.5 0 2 597.6735 1,790.00 1,790.89 3 0.1139 63.57 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 68.9 37.5 2.52 2 896.0978 1,790.18 1,790.89 2 0.2961 165.3 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 69 37.5 3.57 2 896.0422 1,790.07 1,790.89 2 0.185 103.3 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 69.4 37.5 5.17 2 896.0628 1,790.11 1,790.89 2 0.2261 126.2 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 70.3 37.5 5.55 2 896.0601 1,790.11 1,790.89 2 0.2207 123.2 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 71.2 37.5 4.57 2 896.0574 1,790.10 1,790.89 2 0.2154 120.3 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 73.8 37.6 4.27 2 896.5701 1,791.13 1,790.89 2 1.241 132.9 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 77.6 37.6 6.25 2 896.4903 1,790.97 1,790.89 2 1.081 43.75 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 80.9 37.5 3.77 2 896.0563 1,790.10 1,790.89 2 0.2131 119 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 84.9 37.5 6.12 2 896.065 1,790.12 1,790.89 2 0.2307 128.8 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% SYELPDGQVITIGNER K F 95.00% 85.5 37.5 5.37 2 896.0157 1,790.02 1,790.89 2 0.132 73.72 239 254 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% TTGIVmDSGDGVTHTVPIYEGYALPHAILR R L 95.00% 30.3 33.9 1.82 2 m6: Oxidation (+15.99) 1,067.64 3,199.90 3,199.61 3 1.298 92.35 148 177 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 90.90% 34.5 37 0 2 652.3871 1,954.14 1,954.06 3 1.082 40.61 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 94.00% 36.3 37 0 2 652.3927 1,954.16 1,954.06 3 1.099 49.16 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 32.9 37 1.16 2 652.0258 1,953.06 1,954.06 3 -0.001669 -0.8541 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 36.2 37 1.24 2 652.1146 1,953.32 1,954.06 3 0.2647 135.4 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 38.7 37 0 2 651.9796 1,952.92 1,954.06 3 -0.1404 -71.86 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 39.7 37 0 2 652.0677 1,953.18 1,954.06 3 0.1239 63.38 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 39.8 37 0 2 652.0689 1,953.19 1,954.06 3 0.1276 65.3 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 40 37 0 2 652.0614 1,953.16 1,954.06 3 0.1051 53.78 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 41.8 37 3.47 2 977.6428 1,953.27 1,954.06 2 0.2138 109.4 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 42.4 37 3.55 2 977.6089 1,953.20 1,954.06 2 0.1458 74.62 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 43.7 37 1.7 2 652.4242 1,954.25 1,954.06 3 1.193 97.49 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 46.4 37 1.8 2 652.3883 1,954.14 1,954.06 3 1.086 42.42 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 49.3 37 0.77 2 652.3343 1,953.98 1,954.06 3 0.9237 -40.42 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 52.9 37 0.824 2 652.3971 1,954.17 1,954.06 3 1.112 55.93 96 113 TRUE

HFF Repeat 2 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 20 27 176 56.00% VAPEEHPVLLTEAPLNPK R A 95.00% 56.3 37 1.68 2 652.0156 1,953.02 1,954.06 3 -0.03249 -16.63 96 113 TRUE

HFF Repeat 2 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 3 4.68% mINTDLSR K I 95.00% 26.2 39.4 1.2 2 m1: Oxidation (+15.99) 483.3091 964.6036 965.4722 2 0.1387 143.6 284 291 TRUE

HFF Repeat 2 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 3 4.68% NIPGITLLNVSK R L 95.00% 39.3 38.7 2.44 2 634.8223 1,267.63 1,268.76 2 -0.1202 -94.73 223 234 TRUE

HFF Repeat 2 RPL4 60S ribosomal protein L4 IPI00003918 47,681.10 99.80% 2 2 3 4.68% NIPGITLLNVSK R L 95.00% 40.9 38.7 2.52 2 634.8846 1,267.75 1,268.76 2 0.004399 3.467 223 234 TRUE

HFF Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 17.90% IGRIEDVTPIPSDSTR K R 95.00% 40.2 37.7 3.03 2 586.0365 1,755.09 1,755.92 3 0.1712 97.51 126 141 TRUE

HFF Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 17.90% TPGPGAQSALR K A 95.00% 30.6 39 0.699 2 527.7973 1,053.58 1,054.56 2 0.02325 22.04 107 117 TRUE

HFF Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 17.90% TPGPGAQSALR K A 95.00% 50.3 39 0.77 2 527.8552 1,053.70 1,054.56 2 0.1391 131.8 107 117 TRUE

HFF Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 17.90% TPGPGAQSALR K A 95.00% 53.8 39 2.07 2 527.8162 1,053.62 1,054.56 2 0.06101 57.85 107 117 TRUE

HFF Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 17.90% TPGPGAQSALR K A 95.00% 55.6 39 2.25 2 527.8488 1,053.68 1,054.56 2 0.1261 119.6 107 117 TRUE

HFF Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 17.90% TPGPGAQSALR K A 95.00% 69.9 39 4.28 2 527.8429 1,053.67 1,054.56 2 0.1144 108.5 107 117 TRUE

HFF Repeat 2 RPS14 40S ribosomal protein S14 IPI00026271 16,254.90 99.80% 2 2 7 17.90% TPGPGAQSALR K A 95.00% 70.7 39 4.09 2 527.8012 1,053.59 1,054.56 2 0.03095 29.34 107 117 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% AVFVDLEPTVIDEVR R T 91.40% 19.9 37.8 0.678 2 851.5441 1,701.07 1,701.91 2 0.175 102.8 65 79 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% AVFVDLEPTVIDEVR R T 95.00% 21 37.8 1.47 2 851.471 1,700.93 1,701.91 2 0.02876 16.9 65 79 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% DVNAAIATIK K T 95.00% 38 39.9 0.721 2 508.3449 1,014.68 1,015.58 2 0.1042 102.6 327 336 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% DVNAAIATIK K T 95.00% 44.4 39.9 1.01 2 508.3094 1,014.60 1,015.58 2 0.03311 32.6 327 336 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% DVNAAIATIK K T 95.00% 52.2 39.9 1.38 2 508.3053 1,014.60 1,015.58 2 0.02493 24.54 327 336 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% EIIDLVLDR K I 95.00% 35.6 39.3 1.54 2 543.2703 1,084.53 1,085.62 2 -0.08707 -80.21 113 121 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% IHFPLATYAPVISAEK R A 95.00% 30.2 37.5 1.29 2 586.7329 1,757.18 1,756.96 3 1.221 124.1 265 280 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% IHFPLATYAPVISAEK R A 95.00% 44.4 37.5 0 2 586.3663 1,756.08 1,756.96 3 0.1209 68.79 265 280 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% IHFPLATYAPVISAEK R A 95.00% 44.7 37.5 1.8 2 586.3429 1,756.01 1,756.96 3 0.05083 28.93 265 280 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% IHFPLATYAPVISAEK R A 95.00% 57.7 37.5 3.49 2 586.3737 1,756.10 1,756.96 3 0.1433 81.53 265 280 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% LDHKFDLMYAK R R 91.80% 36.5 38.6 0 2 461.2938 1,380.86 1,380.70 3 1.169 120.1 391 401 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% LDHKFDLMYAK R R 95.00% 30.7 38.7 1.74 2 460.9863 1,379.94 1,380.70 3 0.2462 178.3 391 401 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% NLDIERPTYTNLNR R L 89.50% 34.7 37.8 0 2 574.0025 1,718.99 1,718.88 3 1.111 62.85 216 229 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% NLDIERPTYTNLNR R L 90.20% 35 37.8 0 2 574.0408 1,719.10 1,718.88 3 1.226 129.6 216 229 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% NLDIERPTYTNLNR R L 95.00% 39.2 37.8 0 2 573.6623 1,717.96 1,718.88 3 0.09006 52.39 216 229 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% TIGGGDDSFNTFFSETGAGK K H 95.00% 40.8 36.8 1.04 2 1,004.56 2,007.10 2,007.89 2 0.214 106.6 41 60 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% TIGGGDDSFNTFFSETGAGK K H 95.00% 62.9 36.8 5.96 2 1,004.49 2,006.97 2,007.89 2 0.08659 43.12 41 60 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% VGINYQPPTVVPGGDLAK K V 94.10% 12.9 37.3 0.796 2 913.5947 1,825.17 1,824.99 2 1.196 106.1 353 370 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% VGINYQPPTVVPGGDLAK K V 95.00% 14.4 37.3 2.12 2 913.0553 1,824.10 1,824.99 2 0.1175 64.39 353 370 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% VGINYQPPTVVPGGDLAK K V 95.00% 19.1 37.3 0.921 2 913.0738 1,824.13 1,824.99 2 0.1547 84.74 353 370 TRUE

HFF Repeat 2 TUBA1B Tubulin alpha-1B chain IPI00387144,IPI00792677,IPI00867501 50,133.70 100.00% 8 8 21 25.10% VGINYQPPTVVPGGDLAK K V 95.00% 33.6 37.3 2.7 2 913.0746 1,824.13 1,824.99 2 0.1563 85.62 353 370 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 34.2 39.9 0.921 2 472.759 943.5035 944.5313 2 -0.02057 -21.78 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 34.9 40.2 0.602 2 473.334 944.6534 944.5313 2 1.129 133.8 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 37.1 40.2 0.77 2 473.3324 944.6503 944.5313 2 1.126 130.6 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 44.4 39.9 0.824 2 472.7935 943.5725 944.5313 2 0.04843 51.27 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 45.4 39.9 0 2 472.7661 943.5177 944.5313 2 -0.006407 -6.783 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 48 39.9 1.3 2 472.8582 943.7018 944.5313 2 0.1778 188.2 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 48.4 39.9 0 2 472.8854 943.7563 944.5313 2 0.2322 245.8 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 48.5 39.9 0 2 472.8179 943.6212 944.5313 2 0.09713 102.8 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 49.7 39.9 0 2 472.8436 943.6727 944.5313 2 0.1486 157.3 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 50.5 39.9 1.14 2 472.8021 943.5897 944.5313 2 0.06564 69.49 22 30 TRUE
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HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 50.5 39.9 1.08 2 472.8449 943.6752 944.5313 2 0.1512 160 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 50.7 39.9 1.05 2 472.8143 943.6141 944.5313 2 0.09003 95.31 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 52 39.9 0 2 472.8644 943.7143 944.5313 2 0.1902 201.3 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 52.6 39.9 0.854 2 472.8651 943.7156 944.5313 2 0.1915 202.7 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 52.7 39.9 0.796 2 472.8003 943.586 944.5313 2 0.06193 65.56 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 53 39.9 0.959 2 472.8218 943.629 944.5313 2 0.1049 111 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 53.1 39.9 0.824 2 472.8669 943.7192 944.5313 2 0.1951 206.5 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 53.4 39.9 0.921 2 472.8539 943.6933 944.5313 2 0.1692 179.1 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 53.9 39.9 1.06 2 472.844 943.6735 944.5313 2 0.1494 158.2 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 54.6 39.9 1.28 2 472.86 943.7055 944.5313 2 0.1814 192.1 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 54.8 39.9 1.57 2 472.8165 943.6184 944.5313 2 0.09432 99.84 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 55.5 39.9 0 2 472.8054 943.5963 944.5313 2 0.07224 76.48 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 55.8 39.9 1 2 472.8292 943.6438 944.5313 2 0.1197 126.7 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 57 39.9 1.04 2 472.8139 943.6132 944.5313 2 0.08917 94.39 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 57.5 39.9 1.04 2 472.8334 943.6522 944.5313 2 0.1281 135.7 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 58 39.9 0.62 2 472.8443 943.674 944.5313 2 0.1499 158.7 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 59 39.9 1.34 2 472.8407 943.6669 944.5313 2 0.1428 151.2 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 62.3 39.9 1.34 2 472.8286 943.6426 944.5313 2 0.1185 125.5 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 62.3 39.9 0.959 2 472.7951 943.5757 944.5313 2 0.05164 54.67 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 64.2 39.9 1.43 2 472.8485 943.6825 944.5313 2 0.1585 167.8 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 64.5 39.9 1.68 2 472.8019 943.5893 944.5313 2 0.06521 69.03 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% AGLQFPVGR R V 95.00% 67.5 39.9 1.16 2 472.8565 943.6985 944.5313 2 0.1744 184.6 22 30 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% HLQLAIRNDEELNK R L 95.00% 21.6 37.6 1.4 2 847.5683 1,693.12 1,692.90 2 1.226 132 83 96 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% HLQLAIRNDEELNK R L 95.00% 39.9 37.7 3 2 847.0679 1,692.12 1,692.90 2 0.2255 133.2 83 96 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% HLQLAIRNDEELNK R L 95.00% 40.6 37.7 2.3 2 565.033 1,692.08 1,692.90 3 0.1814 107.2 83 96 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% NDEELNKLLGK R V 95.00% 28.4 38.9 1.04 2 636.8587 1,271.70 1,272.68 2 0.0304 23.89 90 100 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% NDEELNKLLGK R V 95.00% 41.9 38.9 1.82 2 636.8957 1,271.78 1,272.68 2 0.1044 82.02 90 100 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% NDEELNKLLGK R V 95.00% 53.1 38.9 0.721 2 637.3203 1,272.63 1,272.68 2 0.9536 -38.55 90 100 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% NDEELNKLLGK R V 95.00% 57.5 38.9 4.49 2 636.8852 1,271.76 1,272.68 2 0.08346 65.57 90 100 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% NDEELNKLLGK R V 95.00% 66.7 38.9 3.48 2 636.889 1,271.76 1,272.68 2 0.09105 71.54 90 100 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% NDEELNKLLGK R V 95.00% 76.9 38.9 4.18 2 636.8639 1,271.71 1,272.68 2 0.04082 32.07 90 100 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 17.4 37.4 1.68 2 966.1132 1,930.21 1,931.17 2 0.05001 25.9 101 119 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 17.7 37.4 2.16 2 966.1956 1,930.38 1,931.17 2 0.2147 111.2 101 119 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 32.2 37.4 0.638 2 966.2164 1,930.42 1,931.17 2 0.2564 132.7 101 119 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 33.5 37.4 1.77 2 966.1353 1,930.26 1,931.17 2 0.09413 48.74 101 119 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 38.7 37.4 0 2 644.3786 1,930.11 1,931.17 3 -0.04803 -24.87 101 119 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 39.7 37.4 0.854 2 644.4228 1,930.25 1,931.17 3 0.0847 43.86 101 119 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 53.1 37.4 3.96 2 644.4077 1,930.20 1,931.17 3 0.03935 20.38 101 119 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPK K K 95.00% 71.9 37.4 0 2 644.7354 1,931.18 1,931.17 3 1.023 10.23 101 119 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPKK K T 95.00% 35.2 36.8 1.57 2 687.0902 2,058.25 2,059.26 3 -0.008149 -3.957 101 120 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPKK K T 95.00% 40.7 36.8 2.62 2 687.0773 2,058.21 2,059.26 3 -0.04672 -22.69 101 120 TRUE

HFF Repeat 2 HIST1H2AH Histone H2A type 1-H IPI00081836,IPI00102165,IPI00216457,IPI00220855,IPI00255316,IPI00291764,IPI00339274,IPI00552873 13,888.80 100.00% 5 7 52 36.70% VTIAQGGVLPNIQAVLLPKK K T 95.00% 40.8 36.9 0 2 687.458 2,059.35 2,059.26 3 1.095 44.94 101 120 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% AKVIAAEGEmNASR R A 95.00% 39.8 38.3 0.959 2 m10: Oxidation (+15.99) 488.3712 1,462.09 1,462.73 3 0.3673 251 219 232 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% AKVIAAEGEmNASR R A 95.00% 69.8 38.4 3.62 2 m10: Oxidation (+15.99) 488.4049 1,462.19 1,462.73 3 0.4683 320 219 232 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% ALKEASmVITESPAALQLR R Y 90.90% 0 0 2.14 2 m7: Oxidation (+15.99) 682.6735 2,045.00 2,044.11 3 1.895 -53.92 233 251 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% ALKEASmVITESPAALQLR R Y 95.00% 56.2 37 4.43 2 m7: Oxidation (+15.99) 682.0502 2,043.13 2,044.11 3 0.02514 12.3 233 251 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% LLAQTTLR R N 95.00% 46.4 39.9 1.28 2 458.3612 914.7079 915.5623 2 0.1529 166.9 145 152 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% LLAQTTLR R N 95.00% 61.5 39.9 0 2 458.3385 914.6624 915.5623 2 0.1073 117.2 145 152 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% VIAAEGEmNASR K A 95.00% 52 38.9 1.89 2 m8: Oxidation (+15.99) 632.4317 1,262.85 1,263.60 2 0.2564 202.9 221 232 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% VIAAEGEMNASR K A 95.00% 63.2 39 1.92 2 624.3193 1,246.62 1,247.60 2 0.02643 21.18 221 232 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% YLQTLTTIAAEK R N 95.00% 16.7 38.6 1.52 2 676.3203 1,350.63 1,351.75 2 -0.1137 -84.1 252 263 TRUE

HFF Repeat 2 STOM Erythrocyte band 7 integral membrane protein IPI00219682 31,714.10 100.00% 5 5 10 18.40% YLQTLTTIAAEK R N 95.00% 62 38.8 2.7 2 676.0588 1,350.10 1,351.75 2 -0.6365 271 252 263 TRUE

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 100.00% 4 4 8 5.83% DSFDIIKR R Y 95.00% 48.9 39.5 1.52 2 497.374 992.7335 993.5365 2 0.2042 205.5 643 650 TRUE

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 100.00% 4 4 8 5.83% EFTRPEEIIFLR R A 95.00% 38.5 38.2 0 2 517.6502 1,549.93 1,549.84 3 1.099 61.78 608 619 TRUE

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 100.00% 4 4 8 5.83% EFTRPEEIIFLR R A 95.00% 53.3 38.2 0 2 517.6802 1,550.02 1,549.84 3 1.189 119.8 608 619 TRUE

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 100.00% 4 4 8 5.83% TGYYFDGISR K M 95.00% 60.4 39.2 3.26 2 589.8303 1,177.65 1,178.55 2 0.1055 89.53 386 395 TRUE

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 100.00% 4 4 8 5.83% YMDGMTVGVVR R Q 90.30% 11.9 39.1 0.638 2 614.8803 1,227.75 1,227.59 2 1.167 133.8 651 661 TRUE

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 100.00% 4 4 8 5.83% YMDGMTVGVVR R Q 95.00% 55.9 39 5.8 2 614.3503 1,226.69 1,227.59 2 0.1071 87.26 651 661 TRUE

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 100.00% 4 4 8 5.83% YMDGMTVGVVR R Q 95.00% 64.5 39.1 4.51 2 614.7712 1,227.53 1,227.59 2 0.9489 -43.78 651 661 TRUE

HFF Repeat 2 FBLN1 Isoform B of Fibulin-1 precursor IPI00218803,IPI00296534 77,165.90 100.00% 4 4 8 5.83% YMDGMTVGVVR R Q 95.00% 67.7 39 6.52 2 614.3603 1,226.71 1,227.59 2 0.1271 103.5 651 661 TRUE

HFF Repeat 2 MYO1D Isoform 1 of Myosin-Id IPI00329719 116,188.20 99.90% 2 2 2 1.99% SIPASDLPQVR K A 95.00% 34.4 38.8 1 2 591.8871 1,181.76 1,182.65 2 0.1192 100.8 791 801 TRUE

HFF Repeat 2 MYO1D Isoform 1 of Myosin-Id IPI00329719 116,188.20 99.90% 2 2 2 1.99% VIVQQPGER R S 89.70% 36.5 39 0 2 513.3639 1,024.71 1,025.57 2 0.1466 142.9 191 199 TRUE

HFF Repeat 2 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 4 4 5 11.20% DADIGVAEAER R D 95.00% 36.5 39.3 2.17 2 573.3194 1,144.62 1,145.54 2 0.08801 76.82 178 188 TRUE

HFF Repeat 2 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 4 4 5 11.20% ISLEIMTLQPR R C 95.00% 71.3 38.7 4 2 650.8928 1,299.77 1,300.73 2 0.04873 37.46 45 55 TRUE

HFF Repeat 2 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 4 4 5 11.20% MALVLEALPQIAAK K I 95.00% 41.5 38.1 2.28 2 734.4678 1,466.92 1,467.86 2 0.06773 46.14 357 370 TRUE

HFF Repeat 2 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 4 4 5 11.20% mALVLEALPQIAAK K I 95.00% 54.2 38.2 2.03 2 m1: Oxidation (+15.99) 742.4336 1,482.85 1,483.86 2 0.004478 3.018 357 370 TRUE

HFF Repeat 2 FLOT2 flotillin 2 IPI00789008 47,045.90 100.00% 4 4 5 11.20% NVVLQTLEGHLR K S 95.00% 57.8 38.7 3.54 2 689.9023 1,377.79 1,378.78 2 0.01703 12.35 101 112 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 92.00% 24.1 37.6 0.638 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9651 1,775.92 1,775.81 2 1.114 62.52 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 15.8 37.6 1.43 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.969 1,775.92 1,775.81 2 1.122 66.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 25.2 37.6 0.959 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0615 1,776.11 1,775.81 2 1.307 171 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 36.8 37.6 1.92 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4853 1,774.96 1,775.81 2 0.1541 86.77 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 0 0 2 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 890.0046 1,777.99 1,775.81 2 3.193 103.7 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 0 0 2.48 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.4943 1,776.97 1,775.81 2 2.172 93.72 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AMGImNSFVNDIFER K I 95.00% 46.8 37.6 0 2 m5: Oxidation (+15.99) 587.3402 1,759.00 1,759.81 3 0.1917 108.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 48.1 37.6 3.08 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4612 1,774.91 1,775.81 2 0.1059 59.64 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 52 37.6 3.96 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4614 1,774.91 1,775.81 2 0.1064 59.93 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 52.8 37.6 6 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9928 1,775.97 1,775.81 2 1.169 93.62 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 56.9 37.6 4.54 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5451 1,775.08 1,775.81 2 0.2738 154.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 57.1 37.6 5.08 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4863 1,774.96 1,775.81 2 0.1561 87.89 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AMGIMNSFVNDIFER K I 95.00% 57.3 37.7 5.41 2 872.9953 1,743.98 1,743.82 2 1.164 92.38 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 57.7 37.6 1.92 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.9523 1,775.83 1,775.81 3 1.033 17.05 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 58.5 37.6 3.68 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.965 1,775.92 1,775.81 2 1.113 62.32 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 58.8 37.6 3.24 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4908 1,774.97 1,775.81 2 0.1651 92.96 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 59 37.6 1.64 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9873 1,775.96 1,775.81 2 1.158 87.52 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 64.9 37.6 6.1 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.9679 1,775.92 1,775.81 2 1.119 65.67 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 65.1 37.6 5.77 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5103 1,775.01 1,775.81 2 0.2041 114.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 66.2 37.6 2.16 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 592.9713 1,775.89 1,775.81 3 1.09 49.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 66.5 37.6 3.36 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.529 1,775.04 1,775.81 2 0.2416 136 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 66.6 37.6 4.55 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5005 1,774.99 1,775.81 2 0.1845 103.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 68.5 37.6 0 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5079 1,775.00 1,775.81 2 0.1993 112.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 71.7 37.6 4.77 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5236 1,775.03 1,775.81 2 0.2308 129.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGIMNSFVNDIFER K I 95.00% 73.7 37.7 7.04 2 m2: Oxidation (+15.99) 881.008 1,760.00 1,759.81 2 1.195 108.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 74.6 37.6 3.09 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 889.0803 1,776.15 1,775.81 2 1.344 192.1 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 74.9 37.6 6.52 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4203 1,774.83 1,775.81 2 0.0241 13.57 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGIMNSFVNDIFER K I 95.00% 82.6 37.6 3.89 2 m2: Oxidation (+15.99) 880.54 1,759.07 1,759.81 2 0.2584 146.8 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGIMNSFVNDIFER K I 95.00% 87.7 37.6 5.32 2 m2: Oxidation (+15.99) 880.5157 1,759.02 1,759.81 2 0.2099 119.3 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 88 37.6 5.77 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4803 1,774.95 1,775.81 2 0.1441 81.14 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 88.3 37.6 6.51 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.4892 1,774.96 1,775.81 2 0.1619 91.15 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGImNSFVNDIFER K I 95.00% 89.4 37.6 4.38 2 m2: Oxidation (+15.99), m5: Oxidation (+15.99) 888.5166 1,775.02 1,775.81 2 0.2167 122 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AmGIMNSFVNDIFER K I 95.00% 93.2 37.6 7.47 2 m2: Oxidation (+15.99) 880.5078 1,759.00 1,759.81 2 0.194 110.2 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AMGImNSFVNDIFER K I 95.00% 94.1 37.6 5.54 2 m5: Oxidation (+15.99) 880.5181 1,759.02 1,759.81 2 0.2146 121.9 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% AMGImNSFVNDIFER K I 95.00% 109 37.7 6.26 2 m5: Oxidation (+15.99) 880.9053 1,759.80 1,759.81 2 0.989 -7.79 59 73 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% EIQTAVRLLLPGELAK R H 95.00% 24.2 37.8 1.59 2 876.6281 1,751.24 1,751.04 2 1.206 116 94 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% ESYSIYVYK K V 95.00% 44.3 38.9 0 2 576.3631 1,150.71 1,151.56 2 0.1571 136.4 36 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% ESYSIYVYK K V 95.00% 48.6 38.9 0.921 2 576.3203 1,150.63 1,151.56 2 0.07143 62.02 36 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% ESYSIYVYK K V 95.00% 62.6 38.9 0 2 576.3258 1,150.64 1,151.56 2 0.08247 71.61 36 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% ESYSIYVYK K V 95.00% 63 38.9 1.68 2 576.3203 1,150.63 1,151.56 2 0.07143 62.02 36 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% ESYSIYVYK K V 95.00% 64 38.9 0 2 576.2984 1,150.58 1,151.56 2 0.02774 24.08 36 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% KESYSIYVYK R V 95.00% 28.2 38.6 2.68 2 640.8525 1,279.69 1,279.66 2 1.041 29.78 35 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% KESYSIYVYK R V 95.00% 42.8 38.6 4.04 2 640.3242 1,278.63 1,279.66 2 -0.01565 -12.23 35 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% KESYSIYVYK R V 95.00% 46 38.6 1.82 2 640.8446 1,279.67 1,279.66 2 1.025 17.49 35 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% KESYSIYVYK R V 95.00% 53.4 38.6 4.11 2 640.3668 1,278.72 1,279.66 2 0.06953 54.33 35 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% KESYSIYVYK R V 95.00% 58.2 38.6 4.46 2 640.385 1,278.76 1,279.66 2 0.1058 82.7 35 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% KESYSIYVYK R V 95.00% 61.8 38.6 4.46 2 640.3561 1,278.70 1,279.66 2 0.04812 37.6 35 44 TRUE

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% LLLPGELAK R H 91.20% 37.1 38.8 0 2 477.3153 952.616 953.6032 2 0.02003 21 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% LLLPGELAK R H 91.80% 37.4 38.8 0 2 477.3441 952.6736 953.6032 2 0.0776 81.36 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% LLLPGELAK R H 95.00% 37.7 38.8 0.886 2 477.3838 952.753 953.6032 2 0.157 164.6 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% LLLPGELAK R H 95.00% 40.5 38.8 0 2 477.3541 952.6936 953.6032 2 0.09761 102.4 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% LLLPGELAK R H 95.00% 42.5 38.8 0 2 477.3841 952.7536 953.6032 2 0.1576 165.3 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% LLLPGELAK R H 95.00% 43.9 38.8 0 2 477.3544 952.6942 953.6032 2 0.09825 103 101 109 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% LLLPGELAKHAVSEGTK R A 95.00% 36.4 37.8 0.824 2 588.3798 1,762.12 1,763.01 3 0.1184 67.15 101 117 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% qVHPDTGISSK K A 93.70% 0 0 1.85 2 n-term: Pyro-cmC (-17.03) 576.3408 1,150.67 1,151.57 2 0.105 91.2 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% qVHPDTGISSK K A 93.70% 0 0 1.85 2 n-term: Pyro-cmC (-17.03) 576.353 1,150.69 1,151.57 2 0.1294 112.3 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% qVHPDTGISSK K A 93.70% 0 0 1.85 2 n-term: Pyro-cmC (-17.03) 576.3453 1,150.68 1,151.57 2 0.1141 99.08 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% qVHPDTGISSK K A 94.60% 0 0 1.92 2 n-term: Pyro-cmC (-17.03) 576.3367 1,150.66 1,151.57 2 0.0969 84.14 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% qVHPDTGISSK K A 95.00% 0 0 2.23 2 n-term: Pyro-cmC (-17.03) 576.315 1,150.62 1,151.57 2 0.05343 46.39 48 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% STITSREIQTAVR R L 91.00% 36 38.5 0 2 487.9771 1,460.91 1,461.80 3 0.1148 78.53 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% STITSREIQTAVR R L 95.00% 29.6 38.5 0.62 2 731.4507 1,460.89 1,461.80 2 0.09203 62.95 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% STITSREIQTAVR R L 95.00% 38.2 38.5 2.08 2 731.4499 1,460.89 1,461.80 2 0.09041 61.85 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% STITSREIQTAVR R L 95.00% 42.8 38.5 0 2 487.9502 1,460.83 1,461.80 3 0.03395 23.22 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% STITSREIQTAVR R L 95.00% 45.2 38.5 3.77 2 731.477 1,460.94 1,461.80 2 0.1446 98.9 88 100 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% VLKQVHPDTGISSK K A 95.00% 21.4 38.2 1.03 2 503.7275 1,508.16 1,508.84 3 0.3247 215.1 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% VLKQVHPDTGISSK K A 95.00% 23.2 38.2 1.04 2 503.7121 1,508.11 1,508.84 3 0.2783 184.4 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% VLKQVHPDTGISSK K A 95.00% 27.5 38.2 1.46 2 503.7002 1,508.08 1,508.84 3 0.2427 160.8 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% VLKQVHPDTGISSK K A 95.00% 35.5 38.2 2.68 2 503.7218 1,508.14 1,508.84 3 0.3074 203.7 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% VLKQVHPDTGISSK K A 95.00% 40.1 38.2 0 2 503.6388 1,507.89 1,508.84 3 0.0584 38.7 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% VLKQVHPDTGISSK K A 95.00% 44.5 38.2 3.06 2 754.9528 1,507.89 1,508.84 2 0.05493 36.4 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 HIST2H2BE Histone H2B type 2-E IPI00003935,IPI00152785,IPI00220403,IPI00515061 13,902.70 99.80% 2 2 11 54.80% VLKQVHPDTGISSK K A 95.00% 45.5 38.2 4.4 2 754.9969 1,507.98 1,508.84 2 0.1433 94.94 45 58 FALSE IPI00152906,IPI00303133,IPI00794461,IPI00419833,IPI00816252,IPI00020101,IPI00554798,IPI00477495,IPI00329665,IPI00018534

HFF Repeat 2 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 99.60% 2 3 3 5.99% KYDAFLASESLIK K Q 95.00% 48.8 38.6 1.8 2 495.9302 1,484.77 1,484.80 3 0.9764 -17.75 106 118 TRUE

HFF Repeat 2 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 99.60% 2 3 3 5.99% KYDAFLASESLIK K Q 95.00% 81 38.4 5.66 2 742.9096 1,483.80 1,484.80 2 0.01234 8.309 106 118 TRUE

HFF Repeat 2 RPL10A 60S ribosomal protein L10a IPI00412579,IPI00827508 24,814.00 99.60% 2 3 3 5.99% YDAFLASESLIK K Q 91.90% 37.5 38.8 0 2 679.4115 1,356.81 1,356.70 2 1.111 79.83 107 118 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% AKIQDKEGIPPDQQR K L 93.20% 0 0 2.3 2 575.0474 1,722.12 1,722.91 3 0.2139 124.1 28 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% ESTLHLVLR K L 95.00% 48.6 39 0 2 534.0653 1,066.12 1,067.62 2 -0.4976 -466.3 64 72 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% ESTLHLVLR K L 95.00% 51.8 39.1 0 2 533.5865 1,065.16 1,067.62 2 -1.455 -424.4 64 72 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% ESTLHLVLR K L 95.00% 74.2 39.1 2.55 2 534.3781 1,066.74 1,067.62 2 0.128 119.9 64 72 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% ESTLHLVLR K L 95.00% 74.3 39.1 1.43 2 534.3607 1,066.71 1,067.62 2 0.09331 87.39 64 72 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 25.3 38.1 1.28 2 508.7046 1,523.09 1,523.78 3 0.3175 208.3 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 26.8 38.2 0.745 2 508.7939 1,523.36 1,523.78 3 0.5856 -273.7 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 30.8 38.2 1.21 2 508.6509 1,522.93 1,523.78 3 0.1565 102.7 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 35.1 38.2 1.41 2 508.6269 1,522.86 1,523.78 3 0.08437 55.36 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 36.8 38.2 2.6 2 508.6395 1,522.90 1,523.78 3 0.1222 80.19 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 38.5 38.2 0 2 508.6476 1,522.92 1,523.78 3 0.1465 96.15 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 38.6 38.1 1.66 2 508.7779 1,523.31 1,523.78 3 0.5374 -305.3 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 39.2 38.2 0 2 508.9575 1,523.85 1,523.78 3 1.076 48.25 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 42.3 38.2 1.57 2 508.6603 1,522.96 1,523.78 3 0.1847 121.2 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 47.8 38.2 0 2 508.6836 1,523.03 1,523.78 3 0.2547 167.1 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 50 38.2 3.15 2 762.9283 1,523.84 1,523.78 2 1.068 42.65 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 62.1 38.2 2.96 2 762.4563 1,522.90 1,523.78 2 0.1236 81.13 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% IQDKEGIPPDQQR K L 95.00% 71.9 38.2 4.7 2 762.4421 1,522.87 1,523.78 2 0.09526 62.51 30 42 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% LIFAGKQLEDGR R T 95.00% 31.2 39 0.699 2 673.8603 1,345.71 1,346.74 2 -0.02967 -22.03 43 54 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% LIFAGKQLEDGR R T 95.00% 82.1 39 3.38 2 673.8838 1,345.75 1,346.74 2 0.01728 12.83 43 54 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TITLEVEPSDTIENVK K A 95.00% 27.1 37.6 1.11 2 895.089 1,788.16 1,787.93 2 1.243 134.4 12 27 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TITLEVEPSDTIENVK K A 95.00% 54.2 37.6 1.85 2 895.0482 1,788.08 1,787.93 2 1.162 88.82 12 27 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TITLEVEPSDTIENVK K A 95.00% 54.5 37.6 1.72 2 894.9981 1,787.98 1,787.93 2 1.061 32.78 12 27 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TLSDYNIQK R E 95.00% 52.7 38.9 1.01 2 541.3485 1,080.68 1,081.55 2 0.1372 126.8 55 63 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TLSDYNIQK R E 95.00% 52.7 38.9 0 2 541.3023 1,080.59 1,081.55 2 0.04473 41.35 55 63 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TLSDYNIQKESTLHLVLR R L 95.00% 45.8 36.5 1.77 2 710.7672 2,129.28 2,130.16 3 0.1314 61.67 55 72 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TLSDYNIQKESTLHLVLR R L 95.00% 47.9 36.6 0 2 711.0959 2,130.27 2,130.16 3 1.118 53.92 55 72 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TLTGKTITLEVEPSDTIENVK K A 95.00% 41.2 36.4 1.27 2 763.4728 2,287.40 2,288.22 3 0.1803 78.81 7 27 TRUE

HFF Repeat 2 RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 17,947.60 100.00% 8 9 29 42.30% TLTGKTITLEVEPSDTIENVK K A 95.00% 53.2 36.5 2.6 2 763.4782 2,287.41 2,288.22 3 0.1965 85.85 7 27 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% AEFVEVTK K L 95.00% 37.9 39.4 1.13 2 461.8328 921.651 922.488 2 0.1702 184.5 249 256 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% AEFVEVTK K L 95.00% 42.4 39.4 0 2 461.8251 921.6357 922.488 2 0.1549 167.9 249 256 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% AEFVEVTK K L 95.00% 46.6 39.4 0.886 2 461.7555 921.4964 922.488 2 0.01563 16.94 249 256 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% DAFLGSFLYEYSR K R 95.00% 49.8 38.1 2.96 2 784.3765 1,566.74 1,567.74 2 0.003027 1.931 347 359 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% HLVDEPQNLIK K Q 95.00% 62.3 38.7 4.72 2 653.3758 1,304.74 1,305.72 2 0.02795 21.4 402 412 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% KQTALVELLK K H 95.00% 59 39.2 1.8 2 571.8924 1,141.77 1,142.71 2 0.06294 55.07 548 557 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% KVPQVSTPTLVEVSR R S 93.80% 37.7 37.7 0 2 821.1385 1,640.26 1,639.94 2 1.332 200.5 437 451 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% KVPQVSTPTLVEVSR R S 95.00% 61.8 37.8 3.29 2 547.7206 1,640.14 1,639.94 3 1.209 126 437 451 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% KVPQVSTPTLVEVSR R S 95.00% 64.8 37.8 3.27 2 547.7302 1,640.17 1,639.94 3 1.238 143.4 437 451 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% KVPQVSTPTLVEVSR R S 95.00% 79.3 37.7 3.21 2 547.3592 1,639.06 1,639.94 3 0.1253 76.37 437 451 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% LGEYGFQNALIVR K Y 95.00% 93.6 38.2 4.74 2 740.4391 1,478.86 1,479.80 2 0.07538 50.93 421 433 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% LVNELTEFAK K T 95.00% 59.6 39.2 1.26 2 582.3896 1,162.76 1,163.63 2 0.1411 121.2 66 75 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% QTALVELLK K H 93.80% 39.4 39.4 0 2 507.8744 1,013.73 1,014.62 2 0.1221 120.3 549 557 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% QTALVELLK K H 95.00% 49 39.4 0 2 507.8908 1,013.77 1,014.62 2 0.1548 152.5 549 557 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% RHPEYAVSVLLR R L 95.00% 30.1 38.2 1.16 2 480.6302 1,438.87 1,439.81 3 0.06425 44.62 360 371 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% RHPEYAVSVLLR R L 95.00% 41.5 38.2 1.62 2 480.6302 1,438.87 1,439.81 3 0.06425 44.62 360 371 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% RHPEYAVSVLLR R L 95.00% 52.5 38.2 4 2 480.9862 1,439.94 1,439.81 3 1.132 89.89 360 371 TRUE

HFF Repeat 2 Serum albumin precursor IPI00708398 69,276.20 100.00% 10 11 18 16.30% YLYEIAR K R 95.00% 27.8 39.1 0.678 2 464.2896 926.5646 927.4934 2 0.07838 84.5 161 167 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% LALQALTEK R L 95.00% 55.4 39.6 0 2 493.8603 985.706 986.5882 2 0.125 126.7 347 355 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% QREELGQGLQGVEQK R V 95.00% 34 37.7 1.19 2 567.3499 1,699.03 1,698.88 3 1.158 91.31 147 161 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% QTESLESLLSK R S 95.00% 30.4 39 0.824 2 617.8803 1,233.75 1,234.65 2 0.1006 81.5 430 440 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% QTESLESLLSK R S 95.00% 56.7 39 2.66 2 617.8342 1,233.65 1,234.65 2 0.008533 6.911 430 440 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% QTESLESLLSK R S 95.00% 59.1 39 2.55 2 617.9103 1,233.81 1,234.65 2 0.1606 130.1 430 440 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% SINDNIAIFTEVQKR K S 95.00% 38.5 37.7 3.26 2 583.5988 1,747.77 1,747.93 3 0.8479 -88.56 247 261 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% SLGETQLVLYGDVEELKR R S 95.00% 55.8 36.9 0 2 683.7002 2,048.08 2,049.09 3 -0.000549 -0.2679 474 491 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% SVGELPSTVESLQK R V 95.00% 52.5 38.4 2.29 2 737.4603 1,472.91 1,473.78 2 0.1336 90.66 492 505 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% VASLEESEGNKQDLK K A 93.50% 37 38.1 0 2 549.7714 1,646.29 1,646.82 3 0.4763 289.1 273 287 TRUE

HFF Repeat 2 CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318,IPI00433214,IPI00604713 66,004.20 100.00% 8 8 10 19.10% VQEQVHTLLSQDQAQAAR K L 95.00% 72.1 36.9 2.32 2 675.0575 2,022.15 2,022.04 3 1.121 58.64 506 523 TRUE

HFF Repeat 2 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 3 3 3 16.00% ELAEDGYSGVEVR R V 95.00% 65.7 38.4 3.39 2 712.8769 1,423.74 1,423.67 2 1.077 51.82 28 40 TRUE

HFF Repeat 2 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 3 3 3 16.00% GGKPEPPAMPQPVPTA K - 95.00% 23.9 38.3 2.92 2 787.5034 1,572.99 1,573.80 2 0.1949 123.9 228 243 TRUE

HFF Repeat 2 RPS3 40S ribosomal protein S3 IPI00011253 26,670.50 100.00% 3 3 3 16.00% IMLPWDPTGK K I 95.00% 46.9 39.3 1.22 2 579.3379 1,156.66 1,157.60 2 0.06595 56.97 188 197 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% AGVLAHLEEER R D 95.00% 45.3 39 1.89 2 611.8503 1,221.69 1,223.64 2 -0.9447 47.48 772 782 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% AGVLAHLEEERDLK R I 90.90% 35.3 37.8 0 2 527.3723 1,579.09 1,579.84 3 0.2582 163.4 772 785 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% AGVLAHLEEERDLK R I 95.00% 21.5 37.8 1.62 2 527.3734 1,579.10 1,579.84 3 0.2617 165.6 772 785 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% ALAYDKLEK K T 95.00% 42.3 39.3 0 2 525.8328 1,049.65 1,050.58 2 0.07513 71.5 1412 1420 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% ALELDPNLYR R I 95.00% 13.1 39.3 0.886 2 602.3136 1,202.61 1,203.64 2 -0.01701 -14.13 753 762 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% ALELDPNLYR R I 95.00% 32.4 39.3 3.51 2 602.9053 1,203.80 1,203.64 2 1.166 135.8 753 762 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% ALELDPNLYR R I 95.00% 51.4 39.3 2.41 2 602.3688 1,202.72 1,203.64 2 0.0934 77.59 753 762 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% ELDDATEANEGLSR R E 95.00% 50.6 38.3 1.37 2 760.9203 1,519.83 1,519.69 2 1.146 94.22 1906 1919 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% ELDDATEANEGLSR R E 95.00% 77 38.3 6.6 2 760.4839 1,518.95 1,519.69 2 0.2733 179.8 1906 1919 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% FDQLLAEEK K S 95.00% 44.5 39.3 1.37 2 546.8913 1,091.77 1,092.56 2 0.2181 199.5 1453 1461 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% FDQLLAEEK K S 95.00% 47 39.3 1.38 2 546.8389 1,091.66 1,092.56 2 0.1131 103.5 1453 1461 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% FDQLLAEEK K S 95.00% 49.8 39.3 0 2 546.7836 1,091.55 1,092.56 2 0.002593 2.373 1453 1461 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% FDQLLAEEK K S 95.00% 59.4 39.3 1.07 2 546.8501 1,091.69 1,092.56 2 0.1355 124 1453 1461 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% HATALEELSEQLEQAKR R F 95.00% 86.1 37 3.19 2 652.1005 1,953.28 1,953.00 3 1.283 143.5 1201 1217 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% IGQLEEQLEQEAKER K A 95.00% 53 37.5 0 2 601.0502 1,800.13 1,799.91 3 1.222 121.9 1823 1837 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% IGQLEEQLEQEAKER K A 95.00% 58.3 37.4 1.85 2 600.7346 1,799.18 1,799.91 3 0.2756 153.1 1823 1837 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% IVFQEFR R Q 94.60% 39.5 39 0 2 469.8303 937.646 938.5094 2 0.1438 153.2 719 725 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% KFDQLLAEEK K S 95.00% 43.6 39 1.96 2 610.8721 1,219.73 1,220.65 2 0.08458 69.28 1452 1461 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% KFDQLLAEEK K S 95.00% 54.2 39 2.11 2 610.8475 1,219.68 1,220.65 2 0.03547 29.06 1452 1461 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% LDPHLVLDQLR K C 95.00% 27.8 39 0.77 2 660.4811 1,318.95 1,318.75 2 1.207 154.7 690 700 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% LDPHLVLDQLR K C 95.00% 41.9 39 3 2 659.9181 1,317.82 1,318.75 2 0.08088 61.33 690 700 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% LDPHLVLDQLR K C 95.00% 44.5 39 1.48 2 659.8777 1,317.74 1,318.75 2 0.00008502 0.06447 690 700 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% LDPHLVLDQLR K C 95.00% 46.7 39 1.27 2 659.9173 1,317.82 1,318.75 2 0.07935 60.16 690 700 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% LQNELDNVSTLLEEAEKK K G 94.00% 36 36.7 0 2 691.9502 2,072.83 2,073.07 3 0.7648 -114.8 1285 1302 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% LQQELDDLTVDLDHQR R Q 95.00% 47.8 37 0.854 2 646.648 1,936.92 1,937.96 3 -0.02741 -14.15 1425 1440 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% LQQLFNHTmFILEQEEYQR K E 95.00% 40.8 35.8 1.22 2 m9: Oxidation (+15.99) 828.5286 2,482.56 2,483.20 3 0.3686 148.4 483 501 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 90.90% 38.1 39.9 0 2 481.2447 960.4749 961.4849 2 -0.002785 -2.897 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 94.10% 25.3 39.9 0.796 2 481.307 960.5994 961.4849 2 0.1217 126.6 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 94.80% 26.8 39.9 0.796 2 481.3403 960.666 961.4849 2 0.1883 195.8 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 95.00% 28.5 39.9 1.48 2 481.343 960.6714 961.4849 2 0.1937 201.5 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 95.00% 32.4 39.9 1.8 2 481.307 960.5994 961.4849 2 0.1217 126.6 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 95.00% 39 39.9 1.43 2 481.2872 960.5599 961.4849 2 0.0822 85.48 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 95.00% 40.2 39.9 2.6 2 481.2363 960.458 961.4849 2 -0.01967 -20.46 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 95.00% 42.6 39.9 1.29 2 481.2706 960.5267 961.4849 2 0.04899 50.95 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% NTNPNFVR R C 95.00% 43.7 39.9 2.34 2 481.3181 960.6216 961.4849 2 0.1439 149.7 670 677 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% QLLQANPILESFGNAK R T 95.00% 48.7 37.4 4.04 2 872.0703 1,742.13 1,742.94 2 0.1895 108.7 217 232 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% QVLALQSQLADTK K K 95.00% 46 38.5 3.64 2 708.3903 1,414.77 1,414.79 2 0.983 -13.92 1365 1377 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% QVLALQSQLADTK K K 95.00% 63.7 38.4 5.36 2 707.9278 1,413.84 1,414.79 2 0.05803 41.01 1365 1377 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% TGLEDPERYLFVDR R A 95.00% 41.9 37.6 2.24 2 571.0102 1,710.01 1,709.85 3 1.166 95.69 5 18 TRUE

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% VDYKADEWLmK K N 91.90% 36.5 38.4 0 2 m10: Oxidation (+15.99) 472.2852 1,413.83 1,413.67 3 1.169 117.5 584 594 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% VDYKADEWLmK K N 95.00% 40.1 38.4 0 2 m10: Oxidation (+15.99) 471.9611 1,412.86 1,413.67 3 0.1967 139.2 584 594 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% VDYKADEWLmK K N 95.00% 47.8 38.4 0 2 m10: Oxidation (+15.99) 471.9839 1,412.93 1,413.67 3 0.265 187.4 584 594 FALSE IPI00019502

HFF Repeat 2 MYH10 Isoform 1 of Myosin-10 IPI00397526,IPI00479307,IPI00790503 228,927.20 100.00% 11 11 16 11.20% VDYKADEWLMK K N 95.00% 58.7 38.5 3.38 2 699.3903 1,396.77 1,397.68 2 0.09613 68.77 584 594 FALSE IPI00019502

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 93.80% 40 40.1 0 2 488.8467 975.6788 976.4484 2 0.2376 243.3 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 33.2 40.1 1.4 2 488.8141 975.6136 976.4484 2 0.1724 176.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 42.4 40.1 1.59 2 488.8072 975.5999 976.4484 2 0.1587 162.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 42.9 40.1 1.41 2 488.8243 975.634 976.4484 2 0.1928 197.4 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 42.7 39.8 1.14 2 489.2985 976.5824 976.4484 2 1.141 141.6 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 47.8 40.1 0 2 488.795 975.5755 976.4484 2 0.1343 137.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 54.1 40.1 2.77 2 488.8099 975.6053 976.4484 2 0.1641 168.1 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 54.5 40.1 2.24 2 488.7788 975.5431 976.4484 2 0.1019 104.3 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 56.2 40.1 1.85 2 488.797 975.5795 976.4484 2 0.1383 141.6 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 57.5 40.1 1.25 2 488.8341 975.6536 976.4484 2 0.2124 217.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 59.1 40.1 2.82 2 488.7658 975.5171 976.4484 2 0.07595 77.77 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 59.4 40.1 2.8 2 488.8113 975.6081 976.4484 2 0.167 171 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 60.9 40.1 1 2 488.812 975.6094 976.4484 2 0.1683 172.3 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 66.6 40.1 1.42 2 488.8006 975.5867 976.4484 2 0.1455 149 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 67 40.1 2.51 2 488.8867 975.7588 976.4484 2 0.3176 325.1 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 72.5 40.1 1.82 2 488.8053 975.596 976.4484 2 0.1548 158.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 72.9 40.1 1.92 2 488.7774 975.5402 976.4484 2 0.09908 101.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 73.2 40.1 1.64 2 488.8008 975.5871 976.4484 2 0.1459 149.4 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 73.3 40.1 2.05 2 488.8352 975.6559 976.4484 2 0.2147 219.8 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 73.4 40.1 1.77 2 488.7732 975.5319 976.4484 2 0.09074 92.92 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 76.9 40.1 3.05 2 488.7435 975.4725 976.4484 2 0.03131 32.07 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AGFAGDDAPR K A 95.00% 82.4 40.1 3.12 2 488.7857 975.5569 976.4484 2 0.1157 118.5 21 30 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AVFPSIVGRPR R H 95.00% 45.3 39 0 2 599.8771 1,197.74 1,198.71 2 0.04141 34.55 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AVFPSIVGRPR R H 95.00% 54.7 39 1.31 2 599.8703 1,197.73 1,198.71 2 0.02773 23.13 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AVFPSIVGRPR R H 95.00% 64.6 39 0 2 599.899 1,197.78 1,198.71 2 0.08521 71.08 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% AVFPSIVGRPR R H 95.00% 65.8 39 0 2 599.9167 1,197.82 1,198.71 2 0.1206 100.6 31 41 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% DSYVGDEAQSK K R 95.00% 26.1 39 2.38 2 599.8211 1,197.63 1,198.52 2 0.1125 93.85 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% DSYVGDEAQSK K R 95.00% 39.5 39 0.921 2 599.8553 1,197.70 1,198.52 2 0.1809 150.9 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% DSYVGDEAQSK K R 95.00% 60.2 39 1.39 2 599.8309 1,197.65 1,198.52 2 0.1323 110.3 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% DSYVGDEAQSK K R 95.00% 67.6 39 2.19 2 599.8611 1,197.71 1,198.52 2 0.1926 160.6 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% DSYVGDEAQSK K R 95.00% 73.5 39 2.64 2 599.9155 1,197.82 1,198.52 2 0.3014 251.4 53 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% DSYVGDEAQSKR K G 95.00% 52.7 38.6 1.89 2 452.3814 1,354.12 1,354.62 3 0.5062 -366.4 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% DSYVGDEAQSKR K G 95.00% 57 38.6 2.39 2 677.8681 1,353.72 1,354.62 2 0.1055 77.86 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% DSYVGDEAQSKR K G 95.00% 88.5 38.6 6.77 2 677.9216 1,353.83 1,354.62 2 0.2125 156.8 53 64 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 94.00% 39.3 39.2 0 2 581.3358 1,160.66 1,161.62 2 0.04584 39.46 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTmK K I 95.00% 29.6 39.3 2.48 2 m10: Oxidation (+15.99) 589.3811 1,176.75 1,177.61 2 0.1414 120 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTmK K I 95.00% 32.4 39.3 1.85 2 m10: Oxidation (+15.99) 589.3696 1,176.72 1,177.61 2 0.1185 100.6 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTmK K I 95.00% 32.8 39.3 2.02 2 m10: Oxidation (+15.99) 589.3402 1,176.67 1,177.61 2 0.05967 50.66 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 41.8 39.2 0 2 581.3971 1,160.78 1,161.62 2 0.1683 144.9 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTmK K I 95.00% 41.9 39.3 0 2 m10: Oxidation (+15.99) 589.3383 1,176.66 1,177.61 2 0.05581 47.39 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTmK K I 95.00% 42.6 39.3 2 2 m10: Oxidation (+15.99) 589.3606 1,176.71 1,177.61 2 0.1004 85.24 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 43.8 39.2 1.46 2 581.3691 1,160.72 1,161.62 2 0.1124 96.77 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 44 39.2 0 2 581.3717 1,160.73 1,161.62 2 0.1176 101.2 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 45.8 39.2 1.04 2 581.3382 1,160.66 1,161.62 2 0.05052 43.49 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 47.2 39.2 0.959 2 581.389 1,160.76 1,161.62 2 0.1522 131 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 47.9 39.2 0 2 581.3209 1,160.63 1,161.62 2 0.0159 13.69 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 48.3 39.2 0 2 581.3519 1,160.69 1,161.62 2 0.07795 67.1 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 49 39.2 1.74 2 581.3408 1,160.67 1,161.62 2 0.05586 48.09 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 50.1 39.2 0 2 581.3648 1,160.72 1,161.62 2 0.1038 89.36 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 50.3 39.2 1.08 2 581.328 1,160.64 1,161.62 2 0.03018 25.98 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 51 39.2 0 2 581.3232 1,160.63 1,161.62 2 0.02056 17.7 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 52.4 39.2 1.92 2 581.3703 1,160.73 1,161.62 2 0.1147 98.76 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 53.3 39.2 0.959 2 581.3206 1,160.63 1,161.62 2 0.0153 13.17 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 54.4 39.2 1.39 2 581.304 1,160.59 1,161.62 2 -0.0179 -15.41 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 54.5 39.2 1.03 2 581.3596 1,160.70 1,161.62 2 0.09337 80.37 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% EITALAPSTMK K I 95.00% 60.1 39.2 0 2 581.3258 1,160.64 1,161.62 2 0.02584 22.24 318 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% GYSFVTTAER R E 95.00% 33.7 39.3 2.62 2 566.3324 1,130.65 1,130.55 2 1.11 94.77 199 208 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% GYSFVTTAER R E 95.00% 44.6 39.3 3.07 2 566.2803 1,130.55 1,130.55 2 1.006 2.561 199 208 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% GYSFVTTAER R E 95.00% 44.7 39.3 2.89 2 565.7839 1,129.55 1,130.55 2 0.0129 11.41 199 208 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% HQGVMVGMGQK R D 95.00% 64.8 39 6.46 2 586.3429 1,170.67 1,171.57 2 0.1072 91.5 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% HQGVMVGMGQK R D 95.00% 72.3 39 7.7 2 586.346 1,170.68 1,171.57 2 0.1135 96.91 42 52 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% HQGVMVGMGQKDSYVGDEAQSK R R 95.00% 19.8 36 2.11 2 784.4385 2,350.29 2,351.08 3 0.2251 95.74 42 63 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% IKIIAPPER K K 90.70% 37.3 39.2 0 2 518.8598 1,035.71 1,036.65 2 0.06075 58.6 329 337 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% IKIIAPPER K K 91.70% 37.8 39.2 0 2 518.8403 1,035.67 1,036.65 2 0.02173 20.96 329 337 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% IKIIAPPER K K 95.00% 45.7 39.2 0 2 518.8744 1,035.73 1,036.65 2 0.08998 86.79 329 337 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% IKIIAPPER K K 95.00% 46.3 39.2 0 2 518.8531 1,035.69 1,036.65 2 0.04728 45.61 329 337 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% IWHHTFYNELR K V 95.00% 48.7 38.3 0 2 505.9712 1,514.89 1,515.75 3 0.1499 98.85 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% IWHHTFYNELR K V 95.00% 59 38.3 0 2 506.285 1,515.83 1,515.75 3 1.091 58.36 87 97 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% LDLAGRDLTDYLMK R I 93.10% 15.8 38 0.745 2 813.0271 1,624.04 1,623.84 2 1.206 124.8 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% LDLAGRDLTDYLmK R I 94.90% 24 37.7 0.959 2 m13: Oxidation (+15.99) 547.3229 1,638.95 1,639.84 3 0.1178 71.84 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% LDLAGRDLTDYLMK R I 95.00% 13.7 37.8 1.32 2 542.0294 1,623.07 1,623.84 3 0.2322 142.9 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% LDLAGRDLTDYLMK R I 95.00% 17.4 37.8 2.55 2 812.5112 1,623.01 1,623.84 2 0.1736 106.9 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% LDLAGRDLTDYLMK R I 95.00% 20.3 37.8 2.34 2 812.5153 1,623.02 1,623.84 2 0.1819 112 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% LDLAGRDLTDYLmK R I 95.00% 26.4 37.7 1.23 2 m13: Oxidation (+15.99) 547.3526 1,639.04 1,639.84 3 0.207 126.2 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% LDLAGRDLTDYLMK R I 95.00% 27 37.8 1.82 2 812.5203 1,623.03 1,623.84 2 0.1918 118.1 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% LDLAGRDLTDYLmK R I 95.00% 32 37.7 1.82 2 m13: Oxidation (+15.99) 820.5081 1,639.00 1,639.84 2 0.1726 105.3 180 193 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% mQKEITALAPSTmK R I 95.00% 24.6 37.8 1.37 2 m1: Oxidation (+15.99), m13: Oxidation (+15.99) 527.6621 1,579.96 1,580.80 3 0.1694 107.1 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% mQKEITALAPSTmK R I 95.00% 31.7 37.8 1.77 2 m1: Oxidation (+15.99), m13: Oxidation (+15.99) 527.6572 1,579.95 1,580.80 3 0.1547 97.82 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% mQKEITALAPSTMK R I 95.00% 32.2 38 2.02 2 m1: Oxidation (+15.99) 522.5962 1,564.77 1,564.81 3 0.9664 -23.18 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% mQKEITALAPSTMK R I 95.00% 39.3 38 0.796 2 m1: Oxidation (+15.99) 522.6275 1,564.86 1,564.81 3 1.06 36.74 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% MQKEITALAPSTMK R I 95.00% 40.1 38.2 0 2 517.0355 1,548.08 1,548.81 3 0.2794 180.4 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% MQKEITALAPSTMK R I 95.00% 41.6 38.2 1.29 2 517.0189 1,548.03 1,548.81 3 0.2295 148.1 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% MQKEITALAPSTMK R I 95.00% 45.3 38.2 0 2 517.0266 1,548.06 1,548.81 3 0.2526 163.1 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% MQKEITALAPSTMK R I 95.00% 48 38.2 2.14 2 516.995 1,547.96 1,548.81 3 0.1579 102 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% MQKEITALAPSTMK R I 95.00% 70.9 38.2 4.17 2 774.9749 1,547.94 1,548.81 2 0.13 83.9 315 328 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% qEYDEAGPSIVHR K K 95.00% 0 0 2.92 2 n-term: Pyro-cmC (-17.03) 742.3636 1,482.71 1,483.68 2 0.03864 26.04 362 374 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% QEYDEAGPSIVHR K K 95.00% 45.8 38.4 0 2 501.3025 1,500.89 1,500.71 3 1.185 121.4 362 374 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% QEYDEAGPSIVHR K K 95.00% 62.8 38.2 3.04 2 500.9764 1,499.91 1,500.71 3 0.2067 137.7 362 374 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 93.80% 36.7 37.5 0 2 597.6489 1,789.93 1,790.89 3 0.0401 22.39 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 94.40% 37.2 37.6 0 2 598.0202 1,791.04 1,790.89 3 1.154 84.33 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 25.1 37.6 3.33 2 896.4603 1,790.91 1,790.89 2 1.021 10.27 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 34.5 37.5 5.22 2 896.0311 1,790.05 1,790.89 2 0.1628 90.89 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 38.9 37.6 0 2 598.0665 1,791.18 1,790.89 3 1.293 161.9 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 40.5 37.6 0 2 598.0139 1,791.02 1,790.89 3 1.135 73.76 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 0 0 3.64 2 897.0003 1,791.99 1,790.89 2 2.101 53.36 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 42.1 37.6 1.27 2 896.5666 1,791.12 1,790.89 2 1.234 129 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 43.2 37.5 0 2 896.0709 1,790.13 1,790.89 2 0.2424 135.4 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 45.4 37.6 2.08 2 896.5286 1,791.04 1,790.89 2 1.158 86.53 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 53.2 37.5 4 2 896.0742 1,790.13 1,790.89 2 0.249 139 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 53.5 37.5 3.85 2 896.0345 1,790.05 1,790.89 2 0.1695 94.66 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 54 37.5 4.36 2 896.0354 1,790.06 1,790.89 2 0.1714 95.67 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 56.7 37.5 0 2 597.702 1,790.08 1,790.89 3 0.1993 111.3 241 256 FALSE IPI00848058,IPI00021439,IPI00021440
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HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 57.4 37.5 0 2 597.6239 1,789.85 1,790.89 3 -0.0351 -19.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 59.2 37.5 6.62 2 896.0595 1,790.10 1,790.89 2 0.2195 122.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 59.5 37.5 4.32 2 896.0246 1,790.03 1,790.89 2 0.1497 83.58 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 60.5 37.5 4.85 2 896.1553 1,790.30 1,790.89 2 0.4111 229.5 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 61.5 37.5 3.7 2 896.0546 1,790.09 1,790.89 2 0.2098 117.1 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 62.5 37.6 3.44 2 896.5683 1,791.12 1,790.89 2 1.237 130.8 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 64 37.5 4.04 2 896.0624 1,790.11 1,790.89 2 0.2255 125.9 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 67.4 37.5 4 2 896.0303 1,790.05 1,790.89 2 0.1611 89.96 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 67.6 37.5 3.64 2 896.0739 1,790.13 1,790.89 2 0.2483 138.6 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 68.1 37.5 0 2 597.6735 1,790.00 1,790.89 3 0.1139 63.57 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 68.9 37.5 2.52 2 896.0978 1,790.18 1,790.89 2 0.2961 165.3 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 69 37.5 3.57 2 896.0422 1,790.07 1,790.89 2 0.185 103.3 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 69.4 37.5 5.17 2 896.0628 1,790.11 1,790.89 2 0.2261 126.2 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 70.3 37.5 5.55 2 896.0601 1,790.11 1,790.89 2 0.2207 123.2 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 71.2 37.5 4.57 2 896.0574 1,790.10 1,790.89 2 0.2154 120.3 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 73.8 37.6 4.27 2 896.5701 1,791.13 1,790.89 2 1.241 132.9 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 77.6 37.6 6.25 2 896.4903 1,790.97 1,790.89 2 1.081 43.75 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 80.9 37.5 3.77 2 896.0563 1,790.10 1,790.89 2 0.2131 119 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 84.9 37.5 6.12 2 896.065 1,790.12 1,790.89 2 0.2307 128.8 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% SYELPDGQVITIGNER K F 95.00% 85.5 37.5 5.37 2 896.0157 1,790.02 1,790.89 2 0.132 73.72 241 256 FALSE IPI00848058,IPI00021439,IPI00021440

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% VAPEEHPTLLTEAPLNPK R A 94.00% 36.3 37 0 2 652.3927 1,954.16 1,956.04 3 -0.8804 62.54 98 115 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% VAPEEHPTLLTEAPLNPK R A 89.90% 33.9 36.8 0 2 653.0123 1,956.02 1,956.04 3 0.9785 -12.39 98 115 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% VAPEEHPTLLTEAPLNPK R A 92.30% 22.7 37 0.796 2 652.393 1,954.16 1,956.04 3 -0.8795 63.01 98 115 FALSE IPI00021428

HFF Repeat 2 ACTC1 Actin, alpha cardiac muscle 1 IPI00023006 42,002.10 100.00% 3 4 10 39.50% VAPEEHPTLLTEAPLNPK R A 95.00% 42.1 37 0 2 652.717 1,955.13 1,956.04 3 0.09262 47.35 98 115 FALSE IPI00021428

HFF Repeat 2 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 99.70% 2 2 2 4.82% NTLLIAGLQAR K N 95.00% 51.3 38.9 2.59 2 585.4092 1,168.80 1,169.70 2 0.1109 94.82 240 250 TRUE

HFF Repeat 2 DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 50,784.50 99.70% 2 2 2 4.82% TLVLLDNLNVR R E 93.90% 38.7 38.7 0 2 635.3403 1,268.67 1,269.75 2 -0.07937 -62.51 47 57 TRUE

HFF Repeat 3 COL5A2 Collagen alpha-2(V) chain precursor IPI00739099,IPI00844306 144,891.60 100.00% 3 3 4 2.13% KTWWASK R S 95.00% 46.5 39.9 0 2 453.8156 905.6166 906.4832 2 0.1406 155.1 1347 1353 TRUE

HFF Repeat 3 COL5A2 Collagen alpha-2(V) chain precursor IPI00739099,IPI00844306 144,891.60 100.00% 3 3 4 2.13% SLSSQIETMR K S 95.00% 46.1 38.9 1.92 2 576.2836 1,150.55 1,151.57 2 -0.01261 -10.95 1274 1283 TRUE

HFF Repeat 3 COL5A2 Collagen alpha-2(V) chain precursor IPI00739099,IPI00844306 144,891.60 100.00% 3 3 4 2.13% SLSSQIETMR K S 95.00% 49.5 38.9 1 2 576.2874 1,150.56 1,151.57 2 -0.004987 -4.331 1274 1283 TRUE

HFF Repeat 3 COL5A2 Collagen alpha-2(V) chain precursor IPI00739099,IPI00844306 144,891.60 100.00% 3 3 4 2.13% SPDNKPVWYGLDMNR K G 95.00% 42.1 37.6 0.824 2 598.0202 1,791.04 1,791.85 3 0.1976 110.2 1354 1368 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% LRVDPVNFK K L 95.00% 32.8 39.8 1.7 2 544.3587 1,086.70 1,087.63 2 0.08413 77.34 92 100 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 89.80% 35.8 39.8 0 2 m1: Oxidation (+15.99) 544.3318 1,086.65 1,087.55 2 0.107 98.37 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 90.20% 35.9 39.6 0 2 536.3427 1,070.67 1,071.55 2 0.1237 115.4 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 94.90% 22.5 39.6 0.678 2 536.3278 1,070.64 1,071.55 2 0.09383 87.55 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 95.00% 38.9 39.6 0 2 536.3381 1,070.66 1,071.55 2 0.1145 106.9 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 12.6 39.8 0.959 2 m1: Oxidation (+15.99) 544.3361 1,086.66 1,087.55 2 0.1156 106.3 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 15.4 39.8 0.796 2 m1: Oxidation (+15.99) 544.3032 1,086.59 1,087.55 2 0.04986 45.84 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 19.2 39.8 0.854 2 m1: Oxidation (+15.99) 544.3249 1,086.64 1,087.55 2 0.0931 85.59 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 26.5 39.8 1.82 2 m1: Oxidation (+15.99) 544.3458 1,086.68 1,087.55 2 0.135 124.1 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 28.5 39.8 1.8 2 m1: Oxidation (+15.99) 544.2963 1,086.58 1,087.55 2 0.03591 33.02 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 30.3 39.8 1.31 2 m1: Oxidation (+15.99) 544.3151 1,086.62 1,087.55 2 0.07348 67.56 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 30.7 39.8 3.48 2 m1: Oxidation (+15.99) 544.3343 1,086.65 1,087.55 2 0.112 103 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 30.9 39.8 1.09 2 m1: Oxidation (+15.99) 544.3035 1,086.59 1,087.55 2 0.05031 46.26 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 31.8 39.8 2.07 2 m1: Oxidation (+15.99) 544.3459 1,086.68 1,087.55 2 0.1352 124.3 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 32.5 39.8 0.721 2 m1: Oxidation (+15.99) 544.3133 1,086.61 1,087.55 2 0.06996 64.32 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 32.5 39.8 0.959 2 m1: Oxidation (+15.99) 544.3342 1,086.65 1,087.55 2 0.1118 102.8 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 33.7 39.8 2.1 2 m1: Oxidation (+15.99) 544.3386 1,086.66 1,087.55 2 0.1206 110.9 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 95.00% 34.2 39.6 0.959 2 536.2986 1,070.58 1,071.55 2 0.03549 33.12 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 36.7 39.8 3.36 2 m1: Oxidation (+15.99) 544.3408 1,086.67 1,087.55 2 0.125 114.9 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 37 39.7 1.77 2 m1: Oxidation (+15.99) 544.7363 1,087.46 1,087.55 2 0.9159 -79.76 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 37.6 39.7 2.44 2 m1: Oxidation (+15.99) 544.849 1,087.68 1,087.55 2 1.141 127.4 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 95.00% 38.2 39.6 1.33 2 536.3278 1,070.64 1,071.55 2 0.09395 87.67 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 95.00% 39.7 39.6 1.36 2 536.2517 1,070.49 1,071.55 2 -0.05825 -54.36 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 95.00% 40.8 39.6 1.11 2 536.3403 1,070.67 1,071.55 2 0.1188 110.9 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 95.00% 41 39.6 0.959 2 536.3006 1,070.59 1,071.55 2 0.03947 36.84 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% MFLSFPTTK R T 95.00% 44.2 39.6 0 2 536.3793 1,070.74 1,071.55 2 0.1968 183.6 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% mFLSFPTTK R T 95.00% 44.6 39.8 2.11 2 m1: Oxidation (+15.99) 544.351 1,086.69 1,087.55 2 0.1453 133.6 33 41 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 49.7 38.2 1.07 2 510.6397 1,528.90 1,529.73 3 0.1703 111.3 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 50.5 38.2 2.27 2 510.6752 1,529.00 1,529.73 3 0.2767 180.8 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 51.2 38.2 0 2 510.6033 1,528.79 1,529.73 3 0.06113 39.96 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 52 38.2 2.02 2 510.6657 1,528.98 1,529.73 3 0.2482 162.2 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 53.4 38.2 1.36 2 510.6602 1,528.96 1,529.73 3 0.2317 151.4 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 55 38.2 1.77 2 510.7004 1,529.08 1,529.73 3 0.3523 230.2 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 55.2 38.2 2.46 2 510.6732 1,529.00 1,529.73 3 0.2708 177 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 56.9 38.2 1.02 2 510.6362 1,528.89 1,529.73 3 0.1597 104.4 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 57.9 38.2 3.05 2 510.6608 1,528.96 1,529.73 3 0.2334 152.5 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 58 38.2 0 2 510.6491 1,528.93 1,529.73 3 0.1983 129.6 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 61.3 38.3 4.17 2 510.9817 1,529.92 1,529.73 3 1.196 126.5 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 62.4 38.2 2.42 2 510.6506 1,528.93 1,529.73 3 0.2029 132.6 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 63 38.2 2.3 2 510.6563 1,528.95 1,529.73 3 0.2201 143.9 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 66.3 38.2 1.64 2 510.677 1,529.01 1,529.73 3 0.2822 184.4 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 68.4 38.3 1.32 2 510.9688 1,529.88 1,529.73 3 1.157 101 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 69.3 38.2 1.92 2 510.6465 1,528.92 1,529.73 3 0.1905 124.5 18 32 TRUE

HFF Repeat 3 HBA2;HBA1 Hemoglobin subunit alpha IPI00410714,IPI00853068 15,239.60 100.00% 3 3 44 23.20% VGAHAGEYGAEALER K M 95.00% 72.9 38.3 0 2 510.9926 1,529.96 1,529.73 3 1.229 147.6 18 32 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% AAVFHEKDYDSLAQPGFFDR R F 95.00% 54.2 36.1 2.8 2 771.831 2,312.47 2,313.09 3 0.3847 166.3 994 1013 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% DIASTPHELYR R N 95.00% 57.4 38.7 2.96 2 651.3603 1,300.71 1,301.65 2 0.06473 49.72 203 213 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% DIASTPHELYR R N 95.00% 60.1 38.7 4.8 2 651.3465 1,300.68 1,301.65 2 0.03718 28.56 203 213 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% HDPRDDDLNLR R A 95.00% 15 38.4 2.54 2 456.3002 1,365.88 1,365.65 3 1.235 170 735 745 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% HDPRDDDLNLR R A 95.00% 26.2 38.6 2.92 2 455.9757 1,364.91 1,365.65 3 0.2618 191.6 735 745 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLK R E 91.90% 22.3 39.2 0.538 2 608.3103 1,214.61 1,214.69 2 0.924 -64.74 187 197 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLK R E 95.00% 28.1 39 3.4 2 607.8903 1,213.77 1,214.69 2 0.08403 69.17 187 197 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLK R E 95.00% 30.8 39 3.49 2 607.8869 1,213.76 1,214.69 2 0.07736 63.68 187 197 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLK R E 95.00% 33.2 39 1.82 2 607.884 1,213.75 1,214.69 2 0.0714 58.77 187 197 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLK R E 95.00% 38.5 39 0 2 607.9081 1,213.80 1,214.69 2 0.1196 98.45 187 197 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLK R E 95.00% 39 39.2 1.92 2 608.4024 1,214.79 1,214.69 2 1.108 86.84 187 197 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLK R E 95.00% 46.5 39 2.89 2 607.9117 1,213.81 1,214.69 2 0.1269 104.4 187 197 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLKEQGLR R D 95.00% 37.9 37.4 0 2 600.0427 1,797.11 1,798.00 3 0.1164 64.71 187 202 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLKEQGLR R D 95.00% 39.7 37.3 0 2 600.395 1,798.16 1,798.00 3 1.173 94.78 187 202 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LFAVAPNQNLKEQGLR R D 95.00% 67 37.3 1.77 2 600.3327 1,797.98 1,798.00 3 0.9864 -9.104 187 202 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LGAIAKDPKSETGTR R V 95.00% 0 0 2.74 2 515.3826 1,543.13 1,543.84 3 0.289 187.2 645 659 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% LGEQNFHK R A 95.00% 39 39.8 0 2 486.8093 971.6041 972.4898 2 0.1216 125 844 851 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% NDYATMLPDSTEIDQDTINR R I 94.40% 35.2 36.1 0 2 771.7502 2,312.23 2,312.04 3 1.201 85.69 214 233 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% NDYATMLPDSTEIDQDTINR R I 95.00% 40.7 36.1 0 2 771.7731 2,312.30 2,312.04 3 1.27 115.4 214 233 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% NDYATMLPDSTEIDQDTINR R I 95.00% 69 36.1 3.52 2 771.4063 2,311.20 2,312.04 3 0.1692 73.16 214 233 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% NFVINVVNR K L 93.60% 38 39.8 0 2 537.8743 1,073.73 1,074.61 2 0.1359 126.5 636 644 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% NFVINVVNR K L 95.00% 41.9 39.8 0.745 2 537.8427 1,073.67 1,074.61 2 0.07273 67.67 636 644 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% NFVINVVNR K L 95.00% 43.6 39.6 0 2 538.378 1,074.74 1,074.61 2 1.143 130.7 636 644 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% NLQGISSFR K R 94.30% 38.2 39.5 0 2 511.3099 1,020.61 1,021.54 2 0.06989 68.41 121 129 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% NLQGISSFR K R 95.00% 39.1 39.5 0 2 511.3631 1,020.71 1,021.54 2 0.1764 172.7 121 129 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% RDDDPLNAR R V 95.00% 28.5 39.6 0.745 2 536.3378 1,070.66 1,071.52 2 0.1504 140.4 868 876 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% RDDDPLNAR R V 95.00% 46.5 39.6 3.74 2 536.3206 1,070.63 1,071.52 2 0.116 108.3 868 876 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% RDDDPLNAR R V 95.00% 47.2 39.6 2.82 2 536.3295 1,070.64 1,071.52 2 0.1337 124.8 868 876 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% RFVEQVAR R R 95.00% 24.3 39.7 0.796 2 502.8268 1,003.64 1,004.56 2 0.08287 82.49 854 861 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% RFVEQVAR R R 95.00% 32.5 39.7 0.638 2 502.8655 1,003.72 1,004.56 2 0.1602 159.4 854 861 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% RFVEQVAR R R 95.00% 33 39.7 1.16 2 502.8612 1,003.71 1,004.56 2 0.1516 150.9 854 861 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% RFVEQVAR R R 95.00% 57 39.7 0 2 502.8678 1,003.72 1,004.56 2 0.1647 164 854 861 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% VFAVVITDGR R H 95.00% 41.7 39.6 1.28 2 539.3675 1,076.72 1,076.61 2 1.118 106.8 725 734 TRUE

HFF Repeat 3 COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 108,562.80 100.00% 13 13 34 14.30% VFAVVITDGR R H 95.00% 57.5 39.6 3.37 2 538.8862 1,075.76 1,076.61 2 0.1552 144.1 725 734 TRUE

HFF Repeat 3 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 99.80% 2 2 4 14.70% VYNYNHLmPTR K Y 95.00% 28.4 38.3 1.43 2 m8: Oxidation (+15.99) 475.3185 1,422.93 1,423.68 3 0.2622 184.2 74 84 TRUE

HFF Repeat 3 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 99.80% 2 2 4 14.70% VYNYNHLmPTR K Y 95.00% 34 38.3 1.09 2 m8: Oxidation (+15.99) 475.3305 1,422.97 1,423.68 3 0.2984 209.5 74 84 TRUE

HFF Repeat 3 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 99.80% 2 2 4 14.70% YSVDIPLDK R T 95.00% 33.3 39.5 3.51 2 525.3088 1,048.60 1,049.55 2 0.05887 56.09 85 93 TRUE

HFF Repeat 3 RPL27 60S ribosomal protein L27 IPI00219155,IPI00382885 15,780.40 99.80% 2 2 4 14.70% YSVDIPLDK R T 95.00% 43.6 39.5 1.8 2 525.351 1,048.69 1,049.55 2 0.1433 136.5 85 93 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% DGTPPIDAHTR K N 93.40% 37.2 39.1 0 2 590.37 1,178.73 1,179.58 2 0.1571 133.1 422 432 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% EGVYTVFAPTNEAFR R A 95.00% 35.3 37.7 2.74 2 851.0181 1,700.02 1,700.83 2 0.2012 118.3 534 548 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% EGVYTVFAPTNEAFR R A 95.00% 37.6 37.8 1.24 2 851.5503 1,701.09 1,700.83 2 1.265 154.3 534 548 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% GDELADSALEIFK R Q 95.00% 63.1 38.3 4.27 2 704.4017 1,406.79 1,407.70 2 0.09564 67.94 643 655 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% GRYGTLFTMDR R V 95.00% 49.5 38.8 1.85 2 658.8712 1,315.73 1,316.64 2 0.09335 70.89 486 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% ILGDPEALR R D 95.00% 49.9 38.9 0.62 2 492.3428 982.6711 983.5522 2 0.1261 128.2 296 304 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% IPSETLNR K I 93.60% 38 39.7 0 2 465.3256 928.6367 929.5051 2 0.1388 149.3 288 295 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% IPSETLNR K I 95.00% 37.5 40 2.44 2 465.6503 929.286 929.5051 2 0.7881 -230.7 288 295 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% IPSETLNR K I 95.00% 48.2 39.7 1.85 2 465.3166 928.6187 929.5051 2 0.1209 130 288 295 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% IPSETLNR K I 95.00% 50.8 39.7 2.74 2 465.3003 928.586 929.5051 2 0.08813 94.8 288 295 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% LLGDAKELANILK R Y 95.00% 43.8 38.5 0.959 2 466.707 1,397.10 1,397.84 3 0.27 193.1 558 570 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% LTLLAPLNSVFK R D 95.00% 53.1 38.7 2.22 2 658.4266 1,314.84 1,315.80 2 0.0473 35.95 410 421 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% qAGLGNHLSGSER R L 93.00% 0 0 1.48 2 n-term: Pyro-cmC (-17.03) 654.8684 1,307.72 1,308.63 2 0.1003 76.63 397 409 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% QAGLGNHLSGSER R L 95.00% 46.6 38.5 2.62 2 663.3418 1,324.67 1,325.66 2 0.0206 15.54 397 409 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% SPYQLVLQHSR K L 95.00% 64.2 38.7 4.55 2 664.3581 1,326.70 1,327.71 2 -0.002917 -2.197 28 38 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% VLTPPmGTVmDVLK R G 93.60% 36.4 38.2 0 2 m6: Oxidation (+15.99), m10: Oxidation (+15.99) 766.9597 1,531.90 1,532.81 2 0.1056 68.92 497 510 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% VLTPPMGTVmDVLK R G 95.00% 19.8 38.3 0.699 2 m10: Oxidation (+15.99) 758.9362 1,515.86 1,516.81 2 0.05339 35.2 497 510 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YGTLFTMDR R V 95.00% 34.4 39.7 1.28 2 552.3096 1,102.60 1,103.52 2 0.0927 84 488 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YGTLFTMDR R V 95.00% 41.4 39.7 0 2 552.2663 1,102.52 1,103.52 2 0.006127 5.552 488 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YGTLFTMDR R V 95.00% 42.9 39.7 1.44 2 552.8703 1,103.73 1,103.52 2 1.214 191.4 488 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YGTLFTmDR R V 95.00% 43.4 39.6 1.1 2 m7: Oxidation (+15.99) 560.3133 1,118.61 1,119.51 2 0.1052 93.97 488 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YGTLFTMDR R V 95.00% 43.6 39.7 2.14 2 552.3774 1,102.74 1,103.52 2 0.2284 206.9 488 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YGTLFTMDR R V 95.00% 53.4 39.7 0.921 2 552.2888 1,102.56 1,103.52 2 0.05121 46.4 488 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YGTLFTmDR R V 95.00% 56.5 39.6 0.854 2 m7: Oxidation (+15.99) 560.2989 1,118.58 1,119.51 2 0.07639 68.23 488 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YGTLFTMDR R V 95.00% 59.5 39.7 2.74 2 552.342 1,102.67 1,103.52 2 0.1576 142.8 488 496 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YLYHGQTLETLGGK K K 95.00% 33.6 37.8 1.05 2 527.3482 1,579.02 1,579.81 3 0.2183 138.1 448 461 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YLYHGQTLETLGGK K K 95.00% 57.9 37.8 2.14 2 527.3489 1,579.02 1,579.81 3 0.2203 139.4 448 461 TRUE

HFF Repeat 3 TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 74,664.90 100.00% 13 13 28 21.10% YLYHGQTLETLGGK K K 95.00% 68.5 37.8 1.19 2 527.6769 1,580.01 1,579.81 3 1.204 127.5 448 461 TRUE

HFF Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 99.70% 2 2 4 15.90% LLLPGELAK R H 92.70% 36.4 38.8 0 2 477.3903 952.766 953.6032 2 0.17 178.3 101 109 TRUE

HFF Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 99.70% 2 2 4 15.90% LLLPGELAK R H 92.80% 36.4 38.8 0 2 477.3472 952.6798 953.6032 2 0.08385 87.92 101 109 TRUE

HFF Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 99.70% 2 2 4 15.90% LLLPGELAK R H 95.00% 47.5 38.8 0 2 477.3915 952.7685 953.6032 2 0.1725 180.9 101 109 TRUE

HFF Repeat 3 HIST1H2BL Histone H2B type 1-L IPI00018534,IPI00020101,IPI00152906,IPI00303133,IPI00329665,IPI00419833,IPI00477495,IPI00554798,IPI00794461,IPI00816252 13,934.70 99.70% 2 2 4 15.90% qVHPDTGISSK K A 93.20% 0 0 1.49 2 n-term: Pyro-cmC (-17.03) 576.3705 1,150.73 1,151.57 2 0.1644 142.7 48 58 TRUE

HFF Repeat 3 DPT Dermatopontin precursor IPI00292130 23,986.70 99.80% 2 2 3 9.45% GATTTFSAVER R D 95.00% 51.4 38.8 1.34 2 570.373 1,138.73 1,139.57 2 0.1695 148.7 170 180 TRUE

HFF Repeat 3 DPT Dermatopontin precursor IPI00292130 23,986.70 99.80% 2 2 3 9.45% GATTTFSAVER R D 95.00% 64.5 38.8 0.921 2 570.3309 1,138.65 1,139.57 2 0.08533 74.87 170 180 TRUE

HFF Repeat 3 DPT Dermatopontin precursor IPI00292130 23,986.70 99.80% 2 2 3 9.45% YFESVLDR R E 95.00% 28.8 39.3 1.19 2 514.805 1,027.60 1,028.50 2 0.098 95.28 119 126 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% FLATTPNSLLVSWQPPR R A 95.00% 42.1 37 1.36 2 643.0502 1,926.13 1,927.04 3 0.09225 47.87 1911 1927 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% FTNIGPDTMR R V 95.00% 40.8 38.9 0.921 2 576.8645 1,151.71 1,151.55 2 1.17 145.2 1275 1284 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% GATYNIIVEALKDQQR R H 94.80% 37.2 37.8 0 2 607.369 1,819.09 1,818.97 3 1.121 65.19 2109 2124 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% GATYNIIVEALKDQQR R H 95.00% 46.3 37.8 2.42 2 607.4123 1,819.22 1,818.97 3 1.251 136.6 2109 2124 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% HTSVQTTSSGSGPFTDVR R A 95.00% 41.6 37.5 2.49 2 622.3611 1,864.06 1,863.88 3 1.186 98.04 273 290 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% IScTIANR R C 95.00% 44.1 40 0 2 c3: Carbamidomethyl (+57.02) 467.2937 932.5729 934.4775 2 -0.8973 112.9 133 140 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% ITGYIIKYEKPGSPPR R E 95.00% 41 37.6 1.54 2 607.0484 1,818.12 1,819.01 3 0.119 65.41 1930 1945 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% IYLYTLNDNAR K S 95.00% 43.9 38.7 0.854 2 678.3003 1,354.59 1,355.70 2 -0.1022 -75.37 1881 1891 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% qYNVGPSVSKYPLR R N 95.00% 0 0 1.7 2 n-term: Pyro-cmC (-17.03) 796.0153 1,590.02 1,590.83 2 0.1958 123 1041 1054 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% qYNVGPSVSKYPLR R N 95.00% 0 0 3.62 2 n-term: Pyro-cmC (-17.03) 796.0038 1,589.99 1,590.83 2 0.1728 108.6 1041 1054 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% QYNVGPSVSKYPLR R N 95.00% 56.8 37.9 3.05 2 536.7066 1,607.10 1,607.85 3 0.2511 156.1 1041 1054 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% QYNVGPSVSKYPLR R N 95.00% 57.7 37.9 1.68 2 536.6897 1,607.05 1,607.85 3 0.2005 124.7 1041 1054 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% QYNVGPSVSKYPLR R N 95.00% 62 38.1 3.66 2 537.0092 1,608.01 1,607.85 3 1.159 97.17 1041 1054 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% SSPVVIDASTAIDAPSNLR R F 95.00% 28.9 37.2 1.8 2 957.0963 1,912.18 1,913.00 2 0.1877 98.12 1892 1910 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% SSPVVIDASTAIDAPSNLR R F 95.00% 37.5 37.2 0 2 957.1067 1,912.20 1,913.00 2 0.2086 109 1892 1910 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% SSPVVIDASTAIDAPSNLR R F 95.00% 47.8 37.1 3.15 2 957.1255 1,912.24 1,913.00 2 0.2462 128.7 1892 1910 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% SSPVVIDASTAIDAPSNLR R F 95.00% 49.9 37.2 2.04 2 957.5703 1,913.13 1,913.00 2 1.136 69.48 1892 1910 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% STTPDITGYR R I 93.50% 36.9 38.7 0 2 556.3666 1,110.72 1,110.54 2 1.183 162.4 1198 1207 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% STTPDITGYR R I 95.00% 37.1 38.7 0.721 2 556.2843 1,110.55 1,110.54 2 1.019 14.21 1198 1207 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% STTPDITGYR R I 95.00% 41 38.8 2.06 2 555.8841 1,109.75 1,110.54 2 0.2182 196.5 1198 1207 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% STTPDITGYR R I 95.00% 41.4 38.7 1.15 2 556.333 1,110.65 1,110.54 2 1.116 101.9 1198 1207 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% STTPDITGYR R I 95.00% 42.2 38.8 1.68 2 555.8324 1,109.65 1,110.54 2 0.1149 103.4 1198 1207 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% STTPDITGYR R I 95.00% 42.3 38.8 0.538 2 555.8554 1,109.70 1,110.54 2 0.1608 144.8 1198 1207 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% STTPDITGYR R I 95.00% 44.7 38.8 2.28 2 555.812 1,109.61 1,110.54 2 0.07406 66.68 1198 1207 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% STTPDITGYR R I 95.00% 53.7 38.8 1.74 2 555.8319 1,109.65 1,110.54 2 0.1139 102.5 1198 1207 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VDVIPVNLPGEHGQR R L 94.40% 26 38 0.886 2 544.0462 1,629.12 1,629.87 3 0.2531 155.2 939 953 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 23.6 38.5 2.59 2 731.4375 1,460.86 1,461.79 2 0.07673 52.49 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 31.2 38.5 0.824 2 731.4243 1,460.83 1,461.79 2 0.05033 34.43 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 36.9 38.5 4.25 2 731.4408 1,460.87 1,461.79 2 0.08333 57 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 49.7 38.5 2.33 2 731.4853 1,460.96 1,461.79 2 0.1723 117.9 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 52.8 38.5 5.01 2 731.4044 1,460.79 1,461.79 2 0.0106 7.253 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 68.1 38.5 7.48 2 731.453 1,460.89 1,461.79 2 0.1078 73.77 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 71 38.5 5.72 2 731.4547 1,460.89 1,461.79 2 0.1113 76.12 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 71.2 38.5 7.12 2 731.4283 1,460.84 1,461.79 2 0.05833 39.9 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% VPGTSTSATLTGLTR R G 95.00% 96.2 38.5 7.33 2 731.474 1,460.93 1,461.79 2 0.1498 102.4 2094 2108 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WLPSSSPVTGYR K V 95.00% 23.4 39.1 1.01 2 675.3217 1,348.63 1,349.68 2 -0.04871 -36.09 1562 1573 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WLPSSSPVTGYR K V 95.00% 26.7 39.1 1.17 2 675.3566 1,348.70 1,349.68 2 0.02116 15.67 1562 1573 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WLPSSSPVTGYR K V 95.00% 35.8 39.1 1.66 2 675.3747 1,348.73 1,349.68 2 0.05732 42.46 1562 1573 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WLPSSSPVTGYR K V 95.00% 40.2 39.1 2.57 2 675.3719 1,348.73 1,349.68 2 0.05165 38.27 1562 1573 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WLPSSSPVTGYR K V 95.00% 51.9 38.8 3.59 2 675.8296 1,349.64 1,349.68 2 0.967 -26.45 1562 1573 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WLPSSSPVTGYR K V 95.00% 52.7 39.1 3.32 2 675.3603 1,348.71 1,349.68 2 0.02843 21.06 1562 1573 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WLPSSSPVTGYR K V 95.00% 58.7 39.1 1.89 2 675.3533 1,348.69 1,349.68 2 0.01447 10.72 1562 1573 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WLPSSSPVTGYR K V 95.00% 59.3 39.1 2.55 2 675.3903 1,348.77 1,349.68 2 0.08843 65.51 1562 1573 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WSRPQAPITGYR R I 94.10% 26.2 38.5 0.921 2 478.0092 1,431.01 1,431.75 3 0.2637 184.1 831 842 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WSRPQAPITGYR R I 95.00% 25.4 38.5 1.51 2 477.9333 1,430.78 1,431.75 3 0.03623 25.3 831 842 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WSRPQAPITGYR R I 95.00% 46.5 38.5 2.8 2 478.0025 1,430.99 1,431.75 3 0.2438 170.3 831 842 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WSRPQAPITGYR R I 95.00% 46.9 38.5 2.39 2 477.9621 1,430.86 1,431.75 3 0.1226 85.59 831 842 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WSRPQAPITGYR R I 95.00% 48 38.5 1.34 2 477.9648 1,430.87 1,431.75 3 0.1306 91.21 831 842 TRUE

HFF Repeat 3 FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 256,486.40 100.00% 14 15 49 8.28% WSRPQAPITGYR R I 95.00% 53 38.5 3.68 2 478.3448 1,432.01 1,431.75 3 1.271 187 831 842 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% APTAQVESFR R I 95.00% 44.7 39.6 0 2 553.3574 1,104.70 1,105.56 2 0.144 130.2 1732 1741 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% APTAQVESFR R I 95.00% 65.4 39.6 1.46 2 553.8263 1,105.64 1,105.56 2 1.082 71.3 1732 1741 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% AVDIPGLEAATPYR R V 95.00% 30.1 38.4 0.921 2 736.9609 1,471.91 1,472.77 2 0.1399 94.97 1401 1414 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% AVDIPGLEAATPYR R V 95.00% 112 38.4 5.35 2 736.9462 1,471.88 1,472.77 2 0.1105 75.05 1401 1414 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% ENFYQNWK R A 93.00% 37.1 39.3 0 2 564.7763 1,127.54 1,128.51 2 0.03443 30.51 2034 2041 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% ETFTTGLDAPR K N 95.00% 41.7 39.1 1.7 2 604.3443 1,206.67 1,207.60 2 0.08573 70.98 887 897 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% ETFTTGLDAPR K N 95.00% 70.5 39.1 3.59 2 604.3278 1,206.64 1,207.60 2 0.05273 43.66 887 897 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% FTTDLDSPR K D 95.00% 67.9 39.2 0.585 2 526.3817 1,050.75 1,051.51 2 0.2505 238.2 1883 1891 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% FTTDLDSPR K D 95.00% 69.2 39.2 1.15 2 526.3242 1,050.63 1,051.51 2 0.1355 128.9 1883 1891 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% FTTDLDSPR K D 95.00% 70.1 39.2 0 2 526.3345 1,050.65 1,051.51 2 0.1561 148.5 1883 1891 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% FTTDLDSPR K D 95.00% 71.9 39.2 0.745 2 526.2863 1,050.56 1,051.51 2 0.05976 56.83 1883 1891 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% FTTDLDSPR K D 95.00% 71.9 39.2 0 2 526.3152 1,050.62 1,051.51 2 0.1175 111.7 1883 1891 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GHEHSIQFAEmK K L 94.90% 38 38.6 0 2 m11: Oxidation (+15.99) 477.5857 1,429.74 1,429.65 3 1.09 60.79 2174 2185 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GHEHSIQFAEMK K L 95.00% 34.5 38.4 1 2 471.9958 1,412.97 1,413.66 3 0.3148 222.7 2174 2185 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GLEPGQEYNVLLTAEK R G 95.00% 43.9 37.7 2.55 2 881.0463 1,760.08 1,760.91 2 0.1785 101.4 1042 1057 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GLEPGQEYNVLLTAEK R G 95.00% 44.2 37.6 2.85 2 881.527 1,761.04 1,760.91 2 1.14 77.93 1042 1057 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GLEPGQEYNVLLTAEK R G 95.00% 64.2 37.7 2.52 2 881.073 1,760.13 1,760.91 2 0.232 131.7 1042 1057 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GLEPGQEYNVLLTAEKGR R H 93.10% 35.1 36.9 0 2 659.1302 1,974.37 1,974.03 3 1.347 174.1 1042 1059 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GLEPGQEYNVLLTAEKGR R H 95.00% 68.3 36.9 5.33 2 659.0289 1,974.07 1,974.03 3 1.043 20.34 1042 1059 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GLEPGQEYNVLLTAEKGR R H 95.00% 74.5 36.9 4.41 2 659.0644 1,974.17 1,974.03 3 1.149 74.13 1042 1059 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% GLEPGQEYNVLLTAEKGR R H 95.00% 105 37 3.55 2 658.7244 1,973.15 1,974.03 3 0.1292 65.42 1042 1059 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% IFAEKGPQK R S 95.00% 34.8 40 0.523 2 509.3551 1,016.70 1,017.57 2 0.13 127.8 1867 1875 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% IKYAPISGGDHAEVDVPK R S 90.20% 16.7 37.2 0.796 2 632.7065 1,895.10 1,895.99 3 0.1185 62.5 925 942 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% IQALNGPLR K S 95.00% 23.9 38.9 1.08 2 491.8436 981.6727 981.5841 2 1.096 94.7 1955 1963 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% IQALNGPLR K S 95.00% 34 39 0.824 2 491.3701 980.7256 981.5841 2 0.1488 151.5 1955 1963 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% IQALNGPLR K S 95.00% 53.9 39 0 2 491.3723 980.73 981.5841 2 0.1531 156 1955 1963 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% IQALNGPLR K S 95.00% 54.6 39 0.602 2 491.3571 980.6996 981.5841 2 0.1227 125 1955 1963 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% ITAQGQYELR K V 95.00% 77.3 39.2 1.74 2 589.8698 1,177.73 1,178.62 2 0.1158 98.24 2064 2073 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% KQSEPLEITLLAPER K T 95.00% 45.2 37.7 0 2 575.7243 1,724.15 1,723.96 3 1.199 113.9 1659 1673 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% KQSEPLEITLLAPER K T 95.00% 51.4 37.7 0 2 575.365 1,723.07 1,723.96 3 0.1214 70.43 1659 1673 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% KQSEPLEITLLAPER K T 95.00% 59.5 37.7 1.28 2 575.4002 1,723.18 1,723.96 3 0.2269 131.6 1659 1673 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% KQSEPLEITLLAPER K T 95.00% 68.2 37.7 4.54 2 862.5236 1,723.03 1,723.96 2 0.08079 46.86 1659 1673 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% KQSEPLEITLLAPER K T 95.00% 74.3 37.7 1 2 575.8202 1,724.44 1,723.96 3 1.487 280.6 1659 1673 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% NMNKEDEGEITK R S 91.20% 35.4 38.3 0 2 469.9965 1,406.97 1,407.64 3 0.3326 236.2 748 759 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% NMNKEDEGEITK R S 95.00% 38.7 38.2 0 2 470.3056 1,407.89 1,407.64 3 1.26 182.5 748 759 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% NMNKEDEGEITK R S 95.00% 43.9 38.3 1.32 2 469.9616 1,406.86 1,407.64 3 0.2279 161.9 748 759 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% QSEPLEITLLAPER K T 95.00% 32 37.9 1.68 2 798.5528 1,595.09 1,595.86 2 0.2341 146.7 1660 1673 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% QSEPLEITLLAPER K T 95.00% 50.9 37.9 3.17 2 798.6003 1,595.19 1,595.86 2 0.3291 206.2 1660 1673 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% QSEPLEITLLAPER K T 95.00% 52.9 37.9 1.85 2 799.0063 1,596.00 1,595.86 2 1.141 86.66 1660 1673 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% RVSQTDNSITLEWR R N 95.00% 58.2 37.8 2.6 2 568.9802 1,703.92 1,704.87 3 0.05955 34.93 901 914 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% SQTVSAIATTAmGSPK R E 95.00% 31.7 38.2 1.8 2 m12: Oxidation (+15.99) 783.9903 1,565.97 1,565.78 2 1.189 119 1699 1714 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% VATYLPAPEGLK R F 91.10% 18.7 38.9 0.509 2 629.9367 1,257.86 1,258.70 2 0.1619 128.6 708 719 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% VATYLPAPEGLK R F 94.60% 37.8 38.9 0 2 629.8795 1,257.74 1,258.70 2 0.04739 37.65 708 719 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% VATYLPAPEGLK R F 95.00% 34.4 38.9 0.77 2 629.8761 1,257.74 1,258.70 2 0.04065 32.29 708 719 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% VATYLPAPEGLK R F 95.00% 39.8 38.9 0 2 629.9076 1,257.80 1,258.70 2 0.1037 82.36 708 719 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% VFAILENKK R S 95.00% 52.8 39.6 0 2 531.3796 1,060.74 1,061.64 2 0.1166 109.8 692 700 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% VSIYGVIR R G 95.00% 46.6 39.9 0 2 453.8765 905.7385 906.5407 2 0.205 226.1 1415 1422 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% VSQTDNSITLEWR R N 95.00% 105 38.2 5.19 2 774.9507 1,547.89 1,548.77 2 0.1288 83.18 902 914 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% VSQTDNSITLEWR R N 95.00% 105 38.2 4.57 2 775.4377 1,548.86 1,548.77 2 1.103 64.58 902 914 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% YAPISGGDHAEVDVPK K S 95.00% 22.5 37.7 3.21 2 552.3425 1,654.01 1,654.81 3 0.2056 124.2 927 942 TRUE

HFF Repeat 3 TNC Isoform 1 of Tenascin precursor IPI00031008 240,845.20 100.00% 22 23 51 9.72% YAPISGGDHAEVDVPK K S 95.00% 23.1 37.7 2.66 2 552.3371 1,653.99 1,654.81 3 0.1894 114.5 927 942 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% AQYEEIAQR K S 95.00% 36.7 39.1 1.21 2 554.8734 1,107.73 1,107.54 2 1.196 174.8 360 368 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% AQYEEIAQR K S 95.00% 41.5 39.4 0.921 2 554.3302 1,106.65 1,107.54 2 0.1101 99.39 360 368 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% AQYEEIAQR K S 95.00% 53.6 39.4 3.55 2 554.3017 1,106.59 1,107.54 2 0.05319 48.02 360 368 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% FLEQQNQVLQTK R W 95.00% 33.4 38.6 1.39 2 738.444 1,474.87 1,475.79 2 0.0952 64.5 204 215 FALSE IPI00220327

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% FLEQQNQVLQTK R W 95.00% 51.8 38.6 1.89 2 738.3881 1,474.76 1,475.79 2 -0.01662 -11.26 204 215 FALSE IPI00220327

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% FLEQQNQVLQTK R W 95.00% 60.5 38.6 2.01 2 738.5075 1,475.00 1,475.79 2 0.2224 150.7 204 215 FALSE IPI00220327

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% GFSSGSAVVSGGSR R R 95.00% 32.7 38.8 2.8 2 627.8845 1,253.75 1,254.61 2 0.1545 123.1 21 34 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% GFSSGSAVVSGGSR R R 95.00% 71.2 38.8 6.14 2 627.8328 1,253.65 1,254.61 2 0.05103 40.67 21 34 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% GFSSGSAVVSGGSR R R 95.00% 73.9 38.8 6.48 2 627.8474 1,253.68 1,254.61 2 0.08024 63.95 21 34 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% GSSSGGGYSSGSSSYGSGGR R Q 95.00% 76.3 37.5 7.96 2 871.0143 1,740.01 1,740.71 2 0.3158 181.4 531 550 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% STSSFScLSR R H 95.00% 36 39.3 1.1 2 c7: Carbamidomethyl (+57.02) 566.3115 1,130.61 1,131.51 2 0.106 93.69 36 45 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% STSSFScLSR R H 95.00% 36.7 39.3 1.01 2 c7: Carbamidomethyl (+57.02) 566.3138 1,130.61 1,131.51 2 0.1105 97.68 36 45 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% STSSFScLSR R H 95.00% 40.4 39.3 0 2 c7: Carbamidomethyl (+57.02) 566.328 1,130.64 1,131.51 2 0.1389 122.8 36 45 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% STSSFScLSR R H 95.00% 41.7 39.3 0.921 2 c7: Carbamidomethyl (+57.02) 566.3227 1,130.63 1,131.51 2 0.1284 113.4 36 45 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% YLDGLTAER R T 91.30% 35.9 39.1 0 2 519.3428 1,036.67 1,037.53 2 0.1519 146.4 245 253 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% YLDGLTAER R T 95.00% 25.3 39.1 3 2 519.3209 1,036.63 1,037.53 2 0.1082 104.3 245 253 TRUE

HFF Repeat 3 KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 65,848.40 100.00% 5 5 14 11.50% YLDGLTAER R T 95.00% 58.4 39.1 1.39 2 519.3303 1,036.65 1,037.53 2 0.1269 122.3 245 253 TRUE

HFF Repeat 3 SERPINF1 Pigment epithelium-derived factor precursor IPI00006114,IPI00796279 46,326.40 99.80% 2 2 2 3.11% KTSLEDFYLDEER R T 95.00% 56.7 37.9 0 2 549.013 1,644.02 1,644.78 3 0.2492 151.5 225 237 TRUE

HFF Repeat 3 SERPINF1 Pigment epithelium-derived factor precursor IPI00006114,IPI00796279 46,326.40 99.80% 2 2 2 3.11% TSLEDFYLDEER K T 95.00% 21.2 38.3 0.824 2 758.8887 1,515.76 1,516.68 2 0.08977 59.18 226 237 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% FLEQQNQVLQTK R W 95.00% 33.4 38.6 1.39 2 738.444 1,474.87 1,475.79 2 0.0952 64.5 200 211 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% FLEQQNQVLQTK R W 95.00% 51.8 38.6 1.89 2 738.3881 1,474.76 1,475.79 2 -0.01662 -11.26 200 211 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% FLEQQNQVLQTK R W 95.00% 60.5 38.6 2.01 2 738.5075 1,475.00 1,475.79 2 0.2224 150.7 200 211 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR R G 95.00% 108 36.2 5.96 2 795.4275 2,383.26 2,383.95 3 0.3156 132.4 519 549 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLDLDSIIAEVK R A 95.00% 53.3 38.7 2.02 2 651.8268 1,301.64 1,302.72 2 -0.06907 -53.03 344 355 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLDLDSIIAEVK R A 95.00% 56 38.7 1.89 2 651.9373 1,301.86 1,302.72 2 0.1519 116.6 344 355 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLDLDSIIAEVK R A 95.00% 58 38.7 2.64 2 651.8791 1,301.74 1,302.72 2 0.03549 27.24 344 355 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLDLDSIIAEVK R A 95.00% 59.1 38.7 1.18 2 651.8949 1,301.78 1,302.72 2 0.06721 51.59 344 355 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLNNQFASFIDKVR K F 92.10% 35.3 37.7 0 2 547.3533 1,639.04 1,638.86 3 1.186 111.5 186 199 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLNNQFASFIDKVR K F 94.60% 36.9 37.7 0 2 547.0179 1,638.03 1,638.86 3 0.1792 109.3 186 199 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLNNQFASFIDKVR K F 95.00% 43 37.7 0 2 547.0082 1,638.00 1,638.86 3 0.1502 91.61 186 199 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLNNQFASFIDKVR K F 95.00% 43.9 37.7 1.55 2 547.3269 1,638.96 1,638.86 3 1.106 63.06 186 199 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLNNQFASFIDKVR K F 95.00% 54.1 37.7 1.55 2 547.2969 1,638.87 1,638.86 3 1.016 8.186 186 199 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLNNQFASFIDKVR K F 95.00% 57 37.7 1.89 2 547.0502 1,638.13 1,638.86 3 0.2762 168.5 186 199 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% SLNNQFASFIDKVR K F 95.00% 62.7 37.7 3.52 2 820.0234 1,638.03 1,638.86 2 0.1796 109.6 186 199 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 37 39.8 1.09 2 517.3783 1,032.74 1,033.52 2 0.2331 225.5 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 40.6 39.8 0 2 517.3251 1,032.64 1,033.52 2 0.1268 122.6 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 46.1 39.8 0 2 517.3345 1,032.65 1,033.52 2 0.1457 140.9 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 46.2 39.8 0 2 517.3002 1,032.59 1,033.52 2 0.07693 74.43 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 46.2 39.8 0 2 517.3067 1,032.60 1,033.52 2 0.09003 87.1 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 47.2 39.8 0 2 517.3408 1,032.67 1,033.52 2 0.1582 153 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 49.2 39.8 0.854 2 517.3271 1,032.64 1,033.52 2 0.1307 126.4 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 50.5 39.8 0 2 517.3142 1,032.61 1,033.52 2 0.1049 101.5 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 51.6 39.8 1.1 2 517.3367 1,032.66 1,033.52 2 0.15 145.2 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 51.6 39.8 0 2 517.3165 1,032.62 1,033.52 2 0.1095 106 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 52.6 39.8 0 2 517.3461 1,032.68 1,033.52 2 0.1688 163.3 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 54.1 39.8 0 2 517.3236 1,032.63 1,033.52 2 0.1237 119.7 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 57.6 39.6 1.37 2 517.8035 1,033.59 1,033.52 2 1.084 78.12 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 58.2 39.8 1.15 2 517.2934 1,032.57 1,033.52 2 0.06343 61.37 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 59.7 39.8 0 2 517.3186 1,032.62 1,033.52 2 0.1137 110 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 64.9 39.8 0 2 517.3083 1,032.60 1,033.52 2 0.09313 90.1 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TLLEGEESR R M 95.00% 79.4 39.8 1.66 2 517.3198 1,032.62 1,033.52 2 0.1161 112.3 484 492 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIK R K 95.00% 52.3 38.8 0.745 2 633.353 1,264.69 1,265.64 2 0.06157 48.64 278 288 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIK R K 95.00% 61.5 38.8 3.14 2 633.4425 1,264.87 1,265.64 2 0.2405 190 278 288 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIKK R D 93.20% 36.7 38.4 0 2 465.3032 1,392.89 1,393.73 3 0.1628 116.8 278 289 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIKK R D 94.20% 37.3 38.4 0 2 465.3192 1,392.94 1,393.73 3 0.2109 151.3 278 289 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIKK R D 95.00% 34 38.4 0.921 2 465.3398 1,393.00 1,393.73 3 0.2726 195.6 278 289 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIKK R D 95.00% 40.7 38.4 0 2 465.3465 1,393.02 1,393.73 3 0.2928 210 278 289 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIKK R D 95.00% 42.8 38.4 0 2 465.2888 1,392.84 1,393.73 3 0.1195 85.71 278 289 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIKK R D 95.00% 50.4 38.4 0 2 465.3138 1,392.92 1,393.73 3 0.1947 139.6 278 289 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% TNAENEFVTIKK R D 95.00% 67.8 38.4 5.28 2 697.4119 1,392.81 1,393.73 2 0.0843 60.48 278 289 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% WELLQQVDTSTR K T 95.00% 42.3 38.6 2.24 2 738.4321 1,474.85 1,475.75 2 0.1079 73.09 212 223 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% WELLQQVDTSTR K T 95.00% 49.5 38.6 4.15 2 738.4158 1,474.82 1,475.75 2 0.07527 51 212 223 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% YEELQITAGR K H 95.00% 37.7 39.1 2.55 2 590.3555 1,178.70 1,179.60 2 0.1031 87.42 377 386 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% YEELQITAGR K H 95.00% 45.1 39.1 1.01 2 590.3278 1,178.64 1,179.60 2 0.04773 40.46 377 386 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% YEELQITAGR K H 95.00% 47.4 39.1 2.57 2 590.3767 1,178.74 1,179.60 2 0.1456 123.4 377 386 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% YEELQITAGR K H 95.00% 48.2 39.1 1.55 2 590.3435 1,178.67 1,179.60 2 0.07916 67.1 377 386 TRUE

HFF Repeat 3 KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66,001.20 100.00% 9 11 48 17.40% YEELQITAGR K H 95.00% 68.1 39.1 3.02 2 590.3677 1,178.72 1,179.60 2 0.1275 108.1 377 386 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 34.5 39 1.04 2 618.366 1,234.72 1,235.53 2 0.1961 158.7 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 34.5 39 1.23 2 618.3534 1,234.69 1,235.53 2 0.1708 138.2 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 41.8 39 1.96 2 618.3592 1,234.70 1,235.53 2 0.1825 147.7 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 42.2 39 2.1 2 618.3938 1,234.77 1,235.53 2 0.2517 203.7 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 55.8 39 5.16 2 618.3918 1,234.77 1,235.53 2 0.2477 200.5 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 57.7 39 2.8 2 618.3529 1,234.69 1,235.53 2 0.1699 137.5 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 59.5 39 2.82 2 618.3496 1,234.68 1,235.53 2 0.1633 132.2 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 61.4 39 3.66 2 618.3959 1,234.78 1,235.53 2 0.2558 207 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 62.7 39 6.17 2 618.3669 1,234.72 1,235.53 2 0.1978 160.1 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 64.6 39 3.06 2 618.3697 1,234.72 1,235.53 2 0.2034 164.6 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 69.3 39 5 2 618.3546 1,234.69 1,235.53 2 0.1732 140.2 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 72.6 39 3.2 2 618.3127 1,234.61 1,235.53 2 0.08942 72.37 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 76.7 39 3.92 2 618.3641 1,234.71 1,235.53 2 0.1922 155.6 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% FSSSSGYGGGSSR R V 95.00% 79.4 39 3.72 2 618.3983 1,234.78 1,235.53 2 0.2608 211 47 59 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 64.7 37.6 5.32 2 598.1052 1,791.29 1,791.73 3 0.5729 -239.8 491 513 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% GGSGGSYGGGGSGGGYGGGSGSR R G 95.00% 126 37.6 13.6 2 896.5529 1,791.09 1,791.73 2 0.3705 206.7 491 513 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% mTLDDFR R I 95.00% 39.6 39.1 0.509 2 m1: Oxidation (+15.99) 457.2665 912.5184 913.4086 2 0.1172 128.2 234 240 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% mTLDDFR R I 95.00% 44.6 39.1 0 2 m1: Oxidation (+15.99) 457.2874 912.5603 913.4086 2 0.159 174 234 240 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% QFSSSYLSR R S 95.00% 42 39.8 0 2 537.7703 1,073.53 1,074.52 2 0.01193 11.1 5 13 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 18.1 39.1 0.854 2 616.8691 1,231.72 1,232.60 2 0.1328 107.7 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 32 39.1 2.74 2 616.8003 1,231.59 1,232.60 2 -0.004873 -3.953 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 43.6 39.1 4.85 2 616.8749 1,231.74 1,232.60 2 0.1443 117 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 54.4 39.1 5.59 2 616.8898 1,231.77 1,232.60 2 0.1742 141.3 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 58.1 39.1 6.96 2 616.8358 1,231.66 1,232.60 2 0.06626 53.75 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 61.5 39.1 3.74 2 616.8939 1,231.77 1,232.60 2 0.1823 147.9 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 65.9 39.1 3.38 2 616.8746 1,231.73 1,232.60 2 0.1438 116.6 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 69.9 39.1 5.19 2 616.8986 1,231.78 1,232.60 2 0.1919 155.6 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 71.1 39.1 2.51 2 616.9166 1,231.82 1,232.60 2 0.2277 184.7 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 77.7 39.1 6.59 2 616.8568 1,231.70 1,232.60 2 0.1082 87.79 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 79.6 39.1 5.48 2 616.8755 1,231.74 1,232.60 2 0.1456 118.1 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 81.1 39.1 4.54 2 616.8811 1,231.75 1,232.60 2 0.1568 127.2 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 82.2 39.1 6.59 2 616.8499 1,231.69 1,232.60 2 0.09441 76.59 14 29 TRUE

65



Number of unique peptidesBiological sample name Gene symbol and protein name Protein accession numbers Protein molecular weight (Da) Protein identification probability ModificationsNumber of unique spectra Number of total spectra Percentage sequence coverage Peptide sequence Previous amino acid Next amino acid Peptide identification probability Mascot Ion score Mascot Identity score X! Tandem -log(e) score Number of enzymatic termini Peptide start index Peptide stop index Exclusive (*) Other proteins matched to peptideObserved m/z Actual peptide mass (AMU) Calculated +1H Peptide Mass (AMU) Spectrum charge Actual minus calculated peptide mass (AMU) Actual minus calculated peptide mass (PPM)

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 89 39.1 5.68 2 616.885 1,231.76 1,232.60 2 0.1646 133.5 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% SGGGGGGGLGSGGSIR R S 95.00% 94.2 39.1 5.77 2 616.8617 1,231.71 1,232.60 2 0.118 95.76 14 29 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 31.3 39.2 1.25 2 533.2937 1,064.57 1,065.50 2 0.08071 75.74 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 32.5 39.2 1.37 2 533.3039 1,064.59 1,065.50 2 0.1011 94.87 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 37.3 39.2 1.7 2 533.2832 1,064.55 1,065.50 2 0.05978 56.1 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 39.1 39.2 1.72 2 533.3315 1,064.65 1,065.50 2 0.1563 146.7 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 40.3 39.2 1.62 2 533.2957 1,064.58 1,065.50 2 0.08474 79.52 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 42.5 39.2 1.11 2 533.3182 1,064.62 1,065.50 2 0.1299 121.9 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 44.7 39.2 1.55 2 533.3008 1,064.59 1,065.50 2 0.09503 89.18 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 47 39.2 1.09 2 533.3319 1,064.65 1,065.50 2 0.1571 147.4 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 47.5 39.2 1.66 2 533.3148 1,064.62 1,065.50 2 0.123 115.4 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 47.6 39.2 2.1 2 533.3399 1,064.67 1,065.50 2 0.1731 162.5 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 50.3 39.2 1.09 2 533.3024 1,064.59 1,065.50 2 0.09826 92.21 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 53.7 39.2 1.37 2 533.3202 1,064.63 1,065.50 2 0.1338 125.5 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 54.3 39.2 0.796 2 533.3215 1,064.63 1,065.50 2 0.1363 127.9 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% STMQELNSR K L 95.00% 57.6 39.2 1.4 2 533.3337 1,064.65 1,065.50 2 0.1608 150.9 155 163 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% TLLDIDNTR K M 95.00% 45.3 39.6 0 2 530.8307 1,059.65 1,060.56 2 0.0906 85.42 225 233 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% TLLDIDNTR K M 95.00% 58.6 39.6 1.21 2 530.8066 1,059.60 1,060.56 2 0.04246 40.03 225 233 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% TLNDMRQEYEQLIAK K N 90.20% 18.1 37.3 0.796 2 618.0538 1,851.14 1,851.93 3 0.2197 118.6 322 336 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% TLNDmRQEYEQLIAK K N 92.90% 24.1 37.1 0.886 2 m5: Oxidation (+15.99) 623.3776 1,867.11 1,867.92 3 0.1961 105 322 336 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% TLNDmRQEYEQLIAK K N 95.00% 20.1 37.1 1.35 2 m5: Oxidation (+15.99) 623.365 1,867.07 1,867.92 3 0.1584 84.8 322 336 TRUE

HFF Repeat 3 KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62,113.00 100.00% 8 9 54 16.20% TLNDMRQEYEQLIAK K N 95.00% 29.7 37.3 0.824 2 617.9967 1,850.97 1,851.93 3 0.04826 26.06 322 336 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% AVETAFNGR R Q 95.00% 47.1 39.6 2 2 482.8189 963.6232 964.4846 2 0.1458 151.2 213 221 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% LDTVAGGLQGLR R E 95.00% 49.2 39.2 1.72 2 600.8403 1,199.67 1,199.67 2 0.9987 -3.333 737 748 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% LLASVEER K Q 95.00% 58 40.2 1.17 2 458.8425 915.6705 916.5098 2 0.1679 183.2 329 336 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% LVGGQAGLGR K R 95.00% 56.4 39.1 1.13 2 464.3428 926.671 927.5372 2 0.141 152 779 788 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% SEPGTVPFDR R V 95.00% 50.5 39.7 1.12 2 552.774 1,103.53 1,104.53 2 0.008495 7.691 882 891 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% SEPGTVPFDR R V 95.00% 54.2 39.7 0.553 2 552.8878 1,103.76 1,104.53 2 0.2361 213.7 882 891 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% SEPGTVPFDR R V 95.00% 59.5 39.7 0 2 552.7547 1,103.49 1,104.53 2 -0.02998 -27.15 882 891 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% VQQLEEQVQSLTK K E 95.00% 59.5 38.2 3.34 2 765.4971 1,528.98 1,529.82 2 0.1697 110.9 178 190 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% VQQLEEQVQSLTK K E 95.00% 60.6 38.2 2.82 2 765.4421 1,528.87 1,529.82 2 0.05969 39.02 178 190 TRUE

HFF Repeat 3 EMILIN1 EMILIN-1 precursor IPI00013079 106,676.70 100.00% 6 6 10 6.10% VQQLEEQVQSLTK K E 95.00% 61.5 38.2 3.17 2 765.4679 1,528.92 1,529.82 2 0.1115 72.86 178 190 TRUE

HFF Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 3 3 4 19.10% AGELTEDEVER R V 95.00% 52.1 39 1.4 2 624.3282 1,246.64 1,247.58 2 0.07399 59.3 56 66 TRUE

HFF Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 3 3 4 19.10% AGELTEDEVER R V 95.00% 53.8 39 2.54 2 624.3495 1,246.68 1,247.58 2 0.1166 93.42 56 66 TRUE

HFF Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 3 3 4 19.10% VITImQNPR R Q 90.80% 36.3 39.8 0 2 m5: Oxidation (+15.99) 544.3695 1,086.72 1,087.59 2 0.1387 127.5 67 75 TRUE

HFF Repeat 3 RPS18 40S ribosomal protein S18 IPI00013296 17,701.30 100.00% 3 3 4 19.10% VLNTNIDGR R R 95.00% 61 39.9 1.42 2 501.3261 1,000.64 1,001.54 2 0.1074 107.3 15 23 TRUE

HFF Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 3 3 6 6.44% FADLSEAANR K N 95.00% 54.1 39 3.05 2 547.2957 1,092.58 1,093.53 2 0.05694 52.06 295 304 TRUE

HFF Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 3 3 6 6.44% FADLSEAANRNNDALR K Q 92.20% 35.2 37.6 0 2 593.015 1,776.02 1,776.86 3 0.1682 94.63 295 310 TRUE

HFF Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 3 3 6 6.44% FADLSEAANRNNDALR K Q 95.00% 39.1 37.6 0.824 2 593.0173 1,776.03 1,776.86 3 0.175 98.47 295 310 TRUE

HFF Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 3 3 6 6.44% SLYASSPGGVYATR R S 95.00% 30.9 38.6 2.36 2 714.9069 1,427.80 1,428.71 2 0.09473 66.3 51 64 TRUE

HFF Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 3 3 6 6.44% SLYASSPGGVYATR R S 95.00% 42.5 38.6 1.2 2 714.9033 1,427.79 1,428.71 2 0.08753 61.26 51 64 TRUE

HFF Repeat 3 VIM Vimentin IPI00418471 53,634.60 100.00% 3 3 6 6.44% SLYASSPGGVYATR R S 95.00% 89.8 38.6 6.66 2 714.9063 1,427.80 1,428.71 2 0.09353 65.46 51 64 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% AAEGIPKLLVLITGGK R S 95.00% 31.1 37.8 3.04 2 527.7547 1,580.24 1,579.98 3 1.271 169.7 545 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% AAEGIPKLLVLITGGK R S 95.00% 42 37.8 2.26 2 527.3474 1,579.02 1,579.98 3 0.04905 31.04 545 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% AAPLQGmLPGLLAPLR R T 95.00% 22.7 38 1.1 2 m7: Oxidation (+15.99) 817.5703 1,633.13 1,633.95 2 0.1871 114.5 610 625 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% AAPLQGmLPGLLAPLR R T 95.00% 27.4 38 2.57 2 m7: Oxidation (+15.99) 817.6098 1,633.21 1,633.95 2 0.2662 162.9 610 625 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% AAPLQGmLPGLLAPLR R T 95.00% 37.8 38 3.21 2 m7: Oxidation (+15.99) 817.5723 1,633.13 1,633.95 2 0.1911 116.9 610 625 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% AAPLQGmLPGLLAPLR R T 95.00% 51.7 38 4.06 2 m7: Oxidation (+15.99) 817.5629 1,633.11 1,633.95 2 0.1723 105.4 610 625 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% AAPLQGmLPGLLAPLR R T 95.00% 52.2 37.8 4.23 2 m7: Oxidation (+15.99) 818.0703 1,634.13 1,633.95 2 1.187 112.8 610 625 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% AAPLQGmLPGLLAPLR R T 95.00% 53.7 38 3.23 2 m7: Oxidation (+15.99) 817.5703 1,633.13 1,633.95 2 0.1871 114.5 610 625 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALILVGLER R V 95.00% 40.2 38.9 0 2 492.3698 982.7251 983.6249 2 0.1074 109.2 1976 1984 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALILVGLER R V 95.00% 40.6 39.1 0 2 492.8103 983.606 983.6249 2 0.9883 -14.63 1976 1984 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALILVGLER R V 95.00% 40.9 38.9 1.77 2 492.3466 982.6787 983.6249 2 0.06106 62.07 1976 1984 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALILVGLER R V 95.00% 51.5 38.9 1 2 492.3908 982.7671 983.6249 2 0.1494 151.9 1976 1984 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALILVGLER R V 95.00% 56.8 38.9 0.796 2 492.3353 982.656 983.6249 2 0.03833 38.96 1976 1984 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALILVGLER R V 95.00% 63.8 38.9 0.658 2 492.3993 982.7841 983.6249 2 0.1664 169.1 1976 1984 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALNLGYALDYAQR K Y 95.00% 29.9 38.3 1.48 2 734.9063 1,467.80 1,467.76 2 1.046 29.55 913 925 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALNLGYALDYAQR K Y 95.00% 30.3 38.3 2.64 2 734.8763 1,467.74 1,467.76 2 0.9861 -11.3 913 925 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALNLGYALDYAQR K Y 95.00% 54.8 38.1 4.16 2 734.4003 1,466.79 1,467.76 2 0.03413 23.25 913 925 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALNLGYALDYAQR K Y 95.00% 55.4 38.1 3.34 2 734.4451 1,466.88 1,467.76 2 0.1237 84.3 913 925 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ALNLGYALDYAQR K Y 95.00% 63.7 38.1 3.25 2 734.4563 1,466.90 1,467.76 2 0.1461 99.55 913 925 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DGVPGGPGETGK R N 95.00% 25.3 39.1 1.66 2 535.8423 1,069.67 1,070.51 2 0.1656 154.7 2185 2196 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DQNVFVAQK R G 95.00% 36.3 39.5 1.82 2 524.8251 1,047.64 1,048.54 2 0.1007 96.01 1848 1856 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DQNVFVAQK R G 95.00% 37.3 39.5 1.04 2 524.8593 1,047.70 1,048.54 2 0.169 161.2 1848 1856 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DSFQEVLR R F 95.00% 52.8 39.5 1.07 2 497.3326 992.6507 993.5 2 0.1579 158.9 1653 1660 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DSFQEVLR R F 95.00% 55.8 39.5 0.824 2 497.3653 992.7161 993.5 2 0.2233 224.7 1653 1660 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DSFQEVLR R F 95.00% 56 39.5 0 2 497.3231 992.6317 993.5 2 0.1389 139.8 1653 1660 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DSFQEVLR R F 95.00% 59.9 39.5 0 2 497.3228 992.631 993.5 2 0.1382 139.1 1653 1660 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DSFQEVLR R F 95.00% 60.4 39.5 0.77 2 497.3128 992.611 993.5 2 0.1182 119 1653 1660 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DSFQEVLR R F 95.00% 60.5 39.5 0 2 497.324 992.6334 993.5 2 0.1406 141.5 1653 1660 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DSFQEVLR R F 95.00% 60.8 39.2 0.959 2 497.8473 993.68 993.5 2 1.187 185.5 1653 1660 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% DSFQEVLR R F 95.00% 67.1 39.5 1.17 2 497.313 992.6115 993.5 2 0.1187 119.4 1653 1660 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EAVLKLSDAGITPLFLTR R Q 95.00% 36.9 37 0 2 649.0762 1,944.21 1,944.12 3 1.097 48.59 2528 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EFRELPNIEER R I 95.00% 38.9 38.5 0 2 478.0027 1,430.99 1,431.72 3 0.2708 189.1 1598 1608 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EFRELPNIEER R I 95.00% 40.4 38.5 0 2 477.9814 1,430.92 1,431.72 3 0.2069 144.5 1598 1608 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EFRELPNIEER R I 95.00% 57.9 38.5 2.11 2 716.4203 1,430.83 1,431.72 2 0.1105 77.19 1598 1608 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EKLVDFLSR K G 95.00% 29.8 39.6 1.41 2 553.8453 1,105.68 1,106.62 2 0.06273 56.68 2696 2704 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EKLVDFLSR K G 95.00% 48 39.6 1.31 2 553.8533 1,105.69 1,106.62 2 0.07873 71.14 2696 2704 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ELPNIEER R I 95.00% 18 39.4 0.824 2 500.3279 998.6412 999.5106 2 0.1379 137.9 1601 1608 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EVQVFEITENSAK R L 95.00% 50.1 38.2 1.6 2 747.4376 1,492.86 1,493.75 2 0.1198 80.17 2994 3006 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EVYTFASEPNDVFFK K L 95.00% 20.4 37.8 0.886 2 897.0225 1,792.03 1,792.84 2 0.1949 108.7 2782 2796 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% EVYTFASEPNDVFFK K L 95.00% 44.3 37.8 4.72 2 897.029 1,792.04 1,792.84 2 0.2079 116 2782 2796 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% FDEHQSKPEILNLVK R R 95.00% 26.5 37.4 1.8 2 599.7011 1,796.08 1,796.95 3 0.1344 74.8 890 904 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% FDEHQSKPEILNLVKR R M 95.00% 51.7 37 0 2 651.739 1,952.20 1,953.06 3 0.1471 75.32 890 905 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GFESKVDAILNR K I 95.00% 55.6 39.1 5.09 2 674.8808 1,347.75 1,348.72 2 0.03223 23.89 1857 1868 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GFESKVDAILNR K I 95.00% 67.5 39.1 2.92 2 674.8776 1,347.74 1,348.72 2 0.02585 19.17 1857 1868 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GGSPLNTGKALEFVAR R N 95.00% 42.8 38.1 1.24 2 539.6979 1,616.07 1,616.88 3 0.2034 125.8 1510 1525 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GMTQLQGTR R A 95.00% 39.8 39.8 0 2 496.3177 990.6209 991.4991 2 0.129 130.1 2705 2713 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GMTQLQGTR R A 95.00% 42.3 39.8 1.35 2 496.3288 990.643 991.4991 2 0.1512 152.4 2705 2713 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GMTQLQGTR R A 95.00% 45.4 39.8 1.85 2 496.331 990.6475 991.4991 2 0.1556 156.9 2705 2713 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GMTQLQGTR R A 95.00% 45.8 39.8 1.8 2 496.2603 990.506 991.4991 2 0.01413 14.25 2705 2713 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GMTQLQGTR R A 95.00% 47.1 39.8 1.7 2 496.3482 990.6819 991.4991 2 0.19 191.6 2705 2713 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GMTQLQGTR R A 95.00% 47.2 39.8 1.7 2 496.3085 990.6024 991.4991 2 0.1106 111.5 2705 2713 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GMTQLQGTR R A 95.00% 47.9 39.8 1.11 2 496.3235 990.6324 991.4991 2 0.1405 141.7 2705 2713 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GMTQLQGTR R A 95.00% 56.8 39.8 1.1 2 496.3116 990.6086 991.4991 2 0.1167 117.7 2705 2713 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GVKVFAVGVR R N 95.00% 35.7 39.8 2.41 2 516.415 1,030.82 1,031.64 2 0.1866 180.9 1770 1779 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% GVKVFAVGVR R N 95.00% 63.9 39.8 1.59 2 516.3888 1,030.76 1,031.64 2 0.1343 130.2 1770 1779 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IASNSATAFR K V 95.00% 62.6 39.1 0 2 519.3433 1,036.67 1,037.54 2 0.142 136.9 1789 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IASNSATAFR K V 95.00% 72.2 39.1 1.12 2 519.3639 1,036.71 1,037.54 2 0.1832 176.5 1789 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IASNSATAFR K V 95.00% 86.5 39.1 1.1 2 519.3344 1,036.65 1,037.54 2 0.1242 119.7 1789 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IASNSATAFR K V 95.00% 96.1 39.1 1.28 2 519.3465 1,036.68 1,037.54 2 0.1484 143 1789 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVK R V 95.00% 47.8 38.9 1.52 2 604.8892 1,207.76 1,208.62 2 0.1553 128.5 875 885 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 39.5 37.7 3.62 2 560.992 1,679.95 1,679.86 3 1.102 58.76 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 45.1 37.8 3.43 2 560.6941 1,679.06 1,679.86 3 0.2078 123.7 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 46 37.8 0 2 560.7004 1,679.08 1,679.86 3 0.2268 135 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 55 37.8 7.35 2 560.6902 1,679.05 1,679.86 3 0.1961 116.7 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 55.2 37.7 5.52 2 561.0602 1,680.16 1,679.86 3 1.306 180.4 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 59 37.7 3.15 2 561.0377 1,680.09 1,679.86 3 1.239 140.3 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 59.4 37.8 5.22 2 560.6985 1,679.07 1,679.86 3 0.2211 131.6 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 73.7 37.8 2.96 2 560.6529 1,678.94 1,679.86 3 0.08413 50.08 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IAVAQYSDDVKVESR R F 95.00% 85.8 37.8 3.74 2 560.7214 1,679.14 1,679.86 3 0.2898 172.5 875 889 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IEDGVPQHLVLVLGGK R S 95.00% 31.7 37.9 3.06 2 838.0643 1,674.11 1,673.96 2 1.162 95.34 1536 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IEDGVPQHLVLVLGGK R S 95.00% 41.2 37.9 1.11 2 559.0452 1,674.11 1,673.96 3 1.162 95.17 1536 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IEDGVPQHLVLVLGGK R S 95.00% 42.3 37.8 2.39 2 558.7274 1,673.16 1,673.96 3 0.2089 124.8 1536 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IEDGVPQHLVLVLGGK R S 95.00% 48 37.9 2.51 2 559.0561 1,674.15 1,673.96 3 1.195 114.7 1536 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IEDGVPQHLVLVLGGK R S 95.00% 53.9 37.8 4.2 2 837.5805 1,673.15 1,673.96 2 0.195 116.4 1536 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IGDLHPQIVNLLK K S 95.00% 8.92 38.6 1.72 2 730.4812 1,458.95 1,459.86 2 0.09165 62.77 1002 1014 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IGDLHPQIVNLLK K S 95.00% 26.6 38.6 1.57 2 487.3243 1,458.95 1,459.86 3 0.09476 64.9 1002 1014 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IGDLHPQIVNLLK K S 95.00% 29.7 38.6 2.16 2 730.5199 1,459.03 1,459.86 2 0.1691 115.8 1002 1014 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IGDLHPQIVNLLK K S 95.00% 50.5 38.6 6.54 2 730.4539 1,458.89 1,459.86 2 0.03702 25.35 1002 1014 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IIDELNVKPEGTR K I 94.40% 37.3 38.2 0 2 495.3645 1,483.07 1,483.81 3 0.2673 180.1 862 874 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IIDELNVKPEGTR K I 95.00% 27.8 38.5 1.09 2 495.7282 1,484.16 1,483.81 3 1.358 239.4 862 874 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IIDELNVKPEGTR K I 95.00% 38.2 38.2 1.09 2 495.3088 1,482.90 1,483.81 3 0.09996 67.37 862 874 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% IIDELNVKPEGTR K I 95.00% 53.7 38.2 0 2 495.3427 1,483.01 1,483.81 3 0.2018 135.9 862 874 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% ISLSPEYVFSVSTFR K E 95.00% 44.6 37.6 1.92 2 578.2952 1,731.86 1,731.90 3 0.9759 -15.51 1381 1395 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% KVAVFFSNTPTR R A 95.00% 61.1 38.4 5.57 2 684.414 1,366.81 1,366.75 2 1.073 51.3 2510 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% KVAVFFSNTPTR R A 95.00% 69.3 38.4 5.51 2 683.8655 1,365.72 1,366.75 2 -0.02398 -17.55 2510 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LDQRVPQIAFVITGGK R S 95.00% 41.6 37.4 0 2 581.3145 1,740.92 1,742.00 3 -0.06739 -38.69 1739 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LDQRVPQIAFVITGGK R S 95.00% 42 37.4 0 2 581.4046 1,741.19 1,742.00 3 0.203 116.5 1739 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LDQRVPQIAFVITGGK R S 95.00% 50.8 37.4 1.77 2 581.7189 1,742.14 1,742.00 3 1.146 82.19 1739 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LDQRVPQIAFVITGGK R S 95.00% 55.6 37.4 1.72 2 581.7077 1,742.10 1,742.00 3 1.112 62.83 1739 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLPYIVGVAQR K H 95.00% 57.2 39.1 2.64 2 614.9928 1,227.97 1,228.74 2 0.2369 192.8 415 425 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 16 37.9 0.745 2 843.5847 1,685.15 1,685.97 2 0.1933 114.7 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 41.6 37.9 1.54 2 844.0219 1,686.03 1,685.97 2 1.068 38.5 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 42.4 37.9 0 2 562.696 1,685.07 1,685.97 3 0.1046 62.05 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 46.8 37.8 2.96 2 844.1006 1,686.19 1,685.97 2 1.225 131.8 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 49 37.9 2.66 2 843.5953 1,685.18 1,685.97 2 0.2145 127.2 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 50.8 37.9 2.96 2 843.6358 1,685.26 1,685.97 2 0.2955 175.3 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 50.9 37.8 0 2 562.7402 1,685.20 1,685.97 3 0.2373 140.7 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 56.3 37.9 3.6 2 843.5696 1,685.12 1,685.97 2 0.1631 96.74 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLTPITTLTSEQIQK K L 95.00% 58.2 37.8 3.66 2 843.6185 1,685.22 1,685.97 2 0.261 154.8 1404 1418 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 41.8 39.1 0 2 457.3636 912.7127 913.6083 2 0.1116 122.1 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 43.2 39.1 1.96 2 457.3731 912.7316 913.6083 2 0.1305 142.8 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 45.2 39.1 0 2 457.3816 912.7486 913.6083 2 0.1475 161.4 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 46.7 39.1 0.745 2 457.3582 912.7018 913.6083 2 0.1007 110.2 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 48.4 39.1 0 2 457.3633 912.712 913.6083 2 0.1109 121.4 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 50.9 39.1 0.481 2 457.3665 912.7185 913.6083 2 0.1174 128.5 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 56 39.1 0 2 457.3551 912.6956 913.6083 2 0.09453 103.5 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 56.2 39.1 0 2 457.4348 912.8551 913.6083 2 0.254 278 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 59.3 39.1 0.921 2 457.3605 912.7064 913.6083 2 0.1054 115.3 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LLVLITGGK K S 95.00% 64.9 39.1 0.77 2 457.3696 912.7246 913.6083 2 0.1236 135.2 552 560 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGK R R 95.00% 15 38.4 1.54 2 794.5181 1,587.02 1,586.93 2 1.102 62.6 1216 1231 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGK R R 95.00% 22.3 38.4 2.68 2 794.4743 1,586.93 1,586.93 2 1.014 7.367 1216 1231 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGK R R 95.00% 27.7 38.4 2.85 2 794.5397 1,587.06 1,586.93 2 1.145 89.75 1216 1231 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGK R R 95.00% 44 38.2 2.85 2 794.0667 1,586.12 1,586.93 2 0.1993 125.6 1216 1231 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGK R R 95.00% 44.6 38.2 4.34 2 794.0623 1,586.11 1,586.93 2 0.1906 120.1 1216 1231 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGKR R D 95.00% 28.4 37.5 1.62 2 582.0489 1,743.13 1,743.03 3 1.104 58.24 1216 1232 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGKR R D 95.00% 36.1 37.4 0.886 2 581.7539 1,742.24 1,743.03 3 0.2191 125.7 1216 1232 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGKR R D 95.00% 37 37.5 2.31 2 582.0348 1,743.08 1,743.03 3 1.062 33.92 1216 1232 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGKR R D 95.00% 45.7 37.5 1.7 2 582.0387 1,743.09 1,743.03 3 1.073 40.57 1216 1232 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LQPVLQPLPSPGVGGKR R D 95.00% 47.1 37.4 2 2 581.6986 1,742.07 1,743.03 3 0.05344 30.66 1216 1232 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LSDAGITPLFLTR K Q 95.00% 34.8 38.5 2.38 2 702.3992 1,402.78 1,403.79 2 0.001505 1.072 2533 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LSDAGITPLFLTR K Q 95.00% 41.8 38.5 1.59 2 702.3968 1,402.78 1,403.79 2 -0.003301 -2.351 2533 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LSDAGITPLFLTR K Q 95.00% 46.3 38.5 2.23 2 702.4593 1,402.90 1,403.79 2 0.1217 86.71 2533 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LSDAGITPLFLTR K Q 95.00% 59.5 38.5 4.64 2 702.4889 1,402.96 1,403.79 2 0.1811 129 2533 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LSDAGITPLFLTR K Q 95.00% 75.3 38.5 4.05 2 702.394 1,402.77 1,403.79 2 -0.008773 -6.25 2533 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LSDAGITPLFLTR K Q 95.00% 90.3 38.5 3.01 2 702.4303 1,402.85 1,403.79 2 0.06373 45.39 2533 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LSDAGITPLFLTR K Q 95.00% 93.3 38.5 3.92 2 702.4317 1,402.85 1,403.79 2 0.06659 47.43 2533 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LSDAGITPLFLTR K Q 95.00% 105 38.5 3.68 2 702.4189 1,402.82 1,403.79 2 0.04106 29.25 2533 2545 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LVDKSTELNEEPLmR K F 95.00% 34.7 37.5 1.77 2 m14: Oxidation (+15.99) 597.6842 1,790.03 1,789.90 3 1.138 75.38 2797 2811 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LVDKSTELNEEPLmR K F 95.00% 37.1 37.4 2.48 2 m14: Oxidation (+15.99) 597.3482 1,789.02 1,789.90 3 0.1297 72.48 2797 2811 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LVDKSTELNEEPLMR K F 95.00% 40.3 37.6 0 2 592.033 1,773.08 1,773.91 3 0.179 100.9 2797 2811 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LVDKSTELNEEPLMR K F 95.00% 52 37.6 2.92 2 592.0262 1,773.06 1,773.91 3 0.1587 89.43 2797 2811 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LVDKSTELNEEPLMR K F 95.00% 54.2 37.7 0.886 2 592.361 1,774.06 1,773.91 3 1.163 90.32 2797 2811 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LVDKSTELNEEPLMR K F 95.00% 58.8 37.7 3.52 2 592.3334 1,773.98 1,773.91 3 1.08 43.73 2797 2811 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LVDYLDVGFDTTR R V 95.00% 55.6 38.2 3.82 2 757.9353 1,513.86 1,513.75 2 1.11 70.63 1258 1270 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% LVDYLDVGFDTTR R V 95.00% 84.2 38.2 4.02 2 757.4703 1,512.93 1,513.75 2 0.1797 118.7 1258 1270 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% mKPLDGSALYTGSALDFVR K N 95.00% 61.5 36.7 2.7 2 m1: Oxidation (+15.99) 686.7477 2,057.22 2,057.04 3 1.191 91.49 515 533 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% mKPLDGSALYTGSALDFVR K N 95.00% 64.9 36.7 2.46 2 m1: Oxidation (+15.99) 686.3639 2,056.07 2,057.04 3 0.0397 19.3 515 533 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% MKPLDGSALYTGSALDFVR K N 95.00% 66.7 36.9 2.8 2 681.3333 2,040.98 2,041.04 3 0.9429 -29.29 515 533 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NADQEELVK R I 95.00% 32.8 39.6 0.721 2 523.3289 1,044.64 1,045.52 2 0.1344 128.6 1372 1380 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDRTELQTITNDPR R L 95.00% 29 37.7 1.03 2 596.0368 1,785.09 1,785.91 3 0.1865 104.4 1577 1591 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDRTELQTITNDPR R L 95.00% 48 37.7 1.7 2 596.0169 1,785.03 1,785.91 3 0.1268 70.97 1577 1591 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 37.6 36.8 0 2 670.6735 2,009.00 2,008.99 3 1.013 4.886 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 41.6 36.9 0 2 670.4029 2,008.19 2,008.99 3 0.2007 99.88 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 42 36.9 0 2 670.402 2,008.18 2,008.99 3 0.1981 98.6 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 51.9 36.9 2.08 2 670.3897 2,008.15 2,008.99 3 0.161 80.12 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 54 36.9 4.85 2 1,005.09 2,008.17 2,008.99 2 0.1798 89.5 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 58.7 36.8 0.824 2 670.7314 2,009.17 2,008.99 3 1.186 91.29 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 72.1 36.9 5.37 2 670.3775 2,008.11 2,008.99 3 0.1244 61.9 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 74.8 36.9 7.89 2 1,005.13 2,008.25 2,008.99 2 0.2685 133.6 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NIDSEEVGKIASNSATAFR R V 95.00% 75.1 36.8 7.33 2 1,005.62 2,009.23 2,008.99 2 1.242 119.1 1780 1798 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NILVSSAGSR R I 95.00% 29.2 39.8 1.7 2 502.3257 1,002.64 1,003.55 2 0.09114 90.81 1118 1127 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NILVSSAGSR R I 95.00% 33.2 39.8 1.24 2 502.3629 1,002.71 1,003.55 2 0.1655 164.9 1118 1127 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NILVSSAGSR R I 95.00% 36 39.8 0.796 2 502.3371 1,002.66 1,003.55 2 0.1138 113.4 1118 1127 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NILVSSAGSR R I 95.00% 40.1 39.8 2.02 2 502.3476 1,002.68 1,003.55 2 0.1349 134.4 1118 1127 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NILVSSAGSR R I 95.00% 48.1 39.8 0.824 2 502.3295 1,002.64 1,003.55 2 0.09877 98.41 1118 1127 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NLQVALTSK K Q 95.00% 36.2 40 1.25 2 487.3878 972.7611 973.5677 2 0.2006 206 2475 2483 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NLQVALTSK K Q 95.00% 39.5 40 1.19 2 487.3686 972.7226 973.5677 2 0.1621 166.5 2475 2483 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NLQVALTSK K Q 95.00% 45.1 40 0 2 487.3265 972.6383 973.5677 2 0.07788 79.99 2475 2483 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NNLFTSSAGYR R A 92.20% 36.5 39.2 0 2 615.3649 1,228.72 1,229.59 2 0.1317 107.1 534 544 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NNLFTSSAGYR R A 95.00% 30.2 39.2 0.569 2 615.3593 1,228.70 1,229.59 2 0.1205 98.01 534 544 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NNLFTSSAGYR R A 95.00% 44 39.2 2.51 2 615.3569 1,228.70 1,229.59 2 0.1158 94.14 534 544 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NNLFTSSAGYR R A 95.00% 45.9 39.1 2.96 2 615.8503 1,229.69 1,229.59 2 1.102 81.01 534 544 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% NNLFTSSAGYR R A 95.00% 51.5 39.2 0.602 2 615.3241 1,228.63 1,229.59 2 0.05001 40.67 534 544 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QFGVAPFTIAR K N 95.00% 42.8 39.2 1.43 2 603.8938 1,205.77 1,206.66 2 0.1172 97.1 1361 1371 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QFGVAPFTIAR K N 95.00% 43 39.2 0.678 2 603.8929 1,205.77 1,206.66 2 0.1155 95.67 1361 1371 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QFGVAPFTIAR K N 95.00% 54.5 39.2 1.74 2 603.8378 1,205.66 1,206.66 2 0.005363 4.444 1361 1371 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QFGVAPFTIAR K N 95.00% 61.2 39.2 3.51 2 603.8862 1,205.76 1,206.66 2 0.1021 84.61 1361 1371 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QFGVAPFTIAR K N 95.00% 75.2 39.1 2.23 2 604.3953 1,206.78 1,206.66 2 1.12 97.28 1361 1371 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qIIDAINKVVYK R G 95.00% 0 0 2.55 2 n-term: Pyro-cmC (-17.03) 693.9403 1,385.87 1,386.80 2 0.07398 53.34 1701 1712 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QIIDAINKVVYK R G 95.00% 41.7 38.5 1.09 2 468.6881 1,403.04 1,403.83 3 0.2239 159.5 1701 1712 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qIIDAINKVVYK R G 95.00% 0 0 4.09 2 n-term: Pyro-cmC (-17.03) 693.9327 1,385.85 1,386.80 2 0.05878 42.38 1701 1712 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QIIDAINKVVYK R G 95.00% 55.9 38.5 3.8 2 702.4701 1,402.93 1,403.83 2 0.1071 76.3 1701 1712 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QIIDAINKVVYKGGR R H 95.00% 0 0 3.18 2 559.0371 1,674.09 1,673.97 3 1.127 73.99 1701 1715 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qIIDAINKVVYKGGR R H 95.00% 0 0 3.19 2 n-term: Pyro-cmC (-17.03) 553.3632 1,657.07 1,656.94 3 1.132 77.67 1701 1715 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qIIDAINKVVYKGGR R H 95.00% 0 0 3.8 2 n-term: Pyro-cmC (-17.03) 553.0413 1,656.10 1,656.94 3 0.1659 100.1 1701 1715 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qIIDAINKVVYKGGR R H 95.00% 0 0 4.35 2 n-term: Pyro-cmC (-17.03) 553.0502 1,656.13 1,656.94 3 0.1926 116.2 1701 1715 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qIIDAINKVVYKGGR R H 95.00% 0 0 5.2 2 n-term: Pyro-cmC (-17.03) 553.085 1,656.23 1,656.94 3 0.2971 179.3 1701 1715 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qINVGNALEYVSR R N 95.00% 0 0 4.42 2 n-term: Pyro-cmC (-17.03) 723.3603 1,444.71 1,445.74 2 -0.02502 -17.31 1309 1321 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QINVGNALEYVSR R N 95.00% 48.4 38.3 2.8 2 732.4385 1,462.86 1,462.76 2 1.105 69.72 1309 1321 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QINVGNALEYVSR R N 95.00% 56.4 38.3 4.16 2 731.9312 1,461.85 1,462.76 2 0.09025 61.69 1309 1321 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QINVGNALEYVSR R N 95.00% 56.6 38.3 2.37 2 731.9716 1,461.93 1,462.76 2 0.171 116.9 1309 1321 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QINVGNALEYVSR R N 95.00% 63.9 38.3 3.72 2 731.9241 1,461.83 1,462.76 2 0.076 51.95 1309 1321 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QINVGNALEYVSR R N 95.00% 66.6 38.3 3.54 2 731.9591 1,461.90 1,462.76 2 0.1461 99.88 1309 1321 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QINVGNALEYVSR R N 95.00% 67.4 38.3 5 2 731.9579 1,461.90 1,462.76 2 0.1437 98.24 1309 1321 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QINVGNALEYVSR R N 95.00% 78.9 38.3 3.43 2 731.9203 1,461.83 1,462.76 2 0.06843 46.78 1309 1321 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QLDMSPDPK R A 95.00% 39.7 39.7 0.959 2 515.8313 1,029.65 1,030.49 2 0.1676 162.6 2648 2656 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qLGTVQQVISER R V 93.90% 0 0 1.54 2 n-term: Pyro-cmC (-17.03) 670.8479 1,339.68 1,340.72 2 -0.02843 -21.21 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qLGTVQQVISER R V 95.00% 0 0 2.64 2 n-term: Pyro-cmC (-17.03) 671.3703 1,340.73 1,340.72 2 1.016 10.1 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qLGTVQQVISER R V 95.00% 0 0 3.25 2 n-term: Pyro-cmC (-17.03) 670.8546 1,339.69 1,340.72 2 -0.01515 -11.3 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QLGTVQQVISER R V 95.00% 45.7 38.9 4.32 2 679.9078 1,357.80 1,357.74 2 1.065 45.63 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QLGTVQQVISER R V 95.00% 51.2 38.8 5.48 2 679.4279 1,356.84 1,357.74 2 0.1049 77.25 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QLGTVQQVISER R V 95.00% 57.9 38.8 4.51 2 679.4115 1,356.81 1,357.74 2 0.07213 53.12 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QLGTVQQVISER R V 95.00% 63.2 38.8 4.66 2 679.3803 1,356.75 1,357.74 2 0.009727 7.164 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QLGTVQQVISER R V 95.00% 68.4 38.8 3.03 2 679.3764 1,356.74 1,357.74 2 0.001901 1.4 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QLGTVQQVISER R V 95.00% 71.4 38.8 2.92 2 679.4243 1,356.83 1,357.74 2 0.09778 72.01 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QLGTVQQVISER R V 95.00% 81.3 38.8 4.43 2 679.4095 1,356.80 1,357.74 2 0.06819 50.22 1193 1204 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QQSLETAmSFVAR K N 95.00% 52.7 38.2 4.09 2 m8: Oxidation (+15.99) 742.4374 1,482.86 1,483.72 2 0.1465 98.71 2484 2496 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QQSLETAmSFVAR K N 95.00% 58.8 38.4 3.02 2 m8: Oxidation (+15.99) 742.893 1,483.77 1,483.72 2 1.058 37.07 2484 2496 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% qSGVVPFIFQAK K N 94.60% 0 0 1.59 2 n-term: Pyro-cmC (-17.03) 652.2861 1,302.56 1,303.70 2 -0.1397 -107.1 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 25.2 38.9 1.82 2 660.8937 1,319.77 1,320.73 2 0.049 37.1 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 25.8 38.6 1.19 2 661.3569 1,320.70 1,320.73 2 0.9755 -20.63 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 26.4 38.9 2.27 2 660.8928 1,319.77 1,320.73 2 0.04713 35.68 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 30.7 38.9 1.4 2 660.9331 1,319.85 1,320.73 2 0.1278 96.79 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 38.9 38.9 2.06 2 660.9132 1,319.81 1,320.73 2 0.08802 66.64 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 39.8 38.6 1.8 2 661.4047 1,320.79 1,320.73 2 1.071 51.69 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 43 38.9 3.96 2 660.9119 1,319.81 1,320.73 2 0.08529 64.57 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 44.2 38.9 3.48 2 660.9148 1,319.82 1,320.73 2 0.09116 69.02 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 45.8 38.9 3.17 2 660.9153 1,319.82 1,320.73 2 0.09213 69.75 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 48.2 38.9 2.49 2 660.8932 1,319.77 1,320.73 2 0.04801 36.35 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% QSGVVPFIFQAK K N 95.00% 55.3 38.9 2.06 2 660.9315 1,319.85 1,320.73 2 0.1245 94.24 965 976 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SAGSRIEDGVPQHLVLVLGGK K S 95.00% 32.6 36.8 4.03 2 711.4402 2,131.30 2,132.18 3 0.1235 57.9 1531 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SAGSRIEDGVPQHLVLVLGGK K S 95.00% 0 0 3.09 2 712.1024 2,133.29 2,132.18 3 2.11 48.97 1531 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SAGSRIEDGVPQHLVLVLGGK K S 95.00% 47.1 37 2.77 2 711.7562 2,132.25 2,132.18 3 1.071 32.21 1531 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SAGSRIEDGVPQHLVLVLGGK K S 95.00% 52.7 37 3.68 2 711.8126 2,132.42 2,132.18 3 1.241 111.5 1531 1551 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SDILGHLR K Q 95.00% 64.1 38.9 1.34 2 455.8291 909.6436 910.5106 2 0.1402 154 700 707 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGDDVRNPSVVVK R R 95.00% 31.1 38.6 1.7 2 457.9786 1,370.91 1,371.72 3 0.1984 144.6 1144 1156 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGDDVRNPSVVVK R R 95.00% 33.3 38.6 1.47 2 458.0003 1,370.98 1,371.72 3 0.2637 192.2 1144 1156 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGDDVRNPSVVVKR R G 95.00% 0 0 2.66 2 510.0294 1,527.07 1,527.82 3 0.2497 163.4 1144 1157 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGDDVRNPSVVVKR R G 95.00% 0 0 3.57 2 510.0413 1,527.10 1,527.82 3 0.2855 186.8 1144 1157 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 31.2 38.4 1.06 2 710.9722 1,419.93 1,420.79 2 0.1423 100.1 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 38.6 38.4 1.05 2 710.9693 1,419.92 1,420.79 2 0.1366 96.1 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 39.8 38.4 0 2 474.3605 1,420.06 1,420.79 3 0.2721 191.5 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 41.3 38.4 0 2 474.6902 1,421.05 1,420.79 3 1.261 181.7 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 41.5 38.4 1.8 2 711.4653 1,420.92 1,420.79 2 1.128 88.4 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 42.9 38.4 0 2 474.3352 1,419.98 1,420.79 3 0.1962 138 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 45.1 38.4 2.21 2 474.3633 1,420.07 1,420.79 3 0.2806 197.5 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 61.5 38.4 3.37 2 710.9599 1,419.91 1,420.79 2 0.1177 82.86 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 62.3 38.4 2.28 2 711.4962 1,420.98 1,420.79 2 1.19 131.8 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SGFPLLKEFVQR R V 95.00% 66.2 38.4 1.06 2 474.6473 1,420.92 1,420.79 3 1.133 91.32 1042 1053 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SLDEISQPAQELK K R 95.00% 29.6 38.3 1.52 2 729.4364 1,456.86 1,457.75 2 0.1171 80.35 561 573 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SLDEISQPAQELKR K S 95.00% 32.2 38.2 1.04 2 538.7273 1,613.16 1,613.85 3 0.3179 196.9 561 574 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SLDEISQPAQELKR K S 95.00% 59.8 38.2 2.42 2 538.6432 1,612.91 1,613.85 3 0.06539 40.52 561 574 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SLDEISQPAQELKR K S 95.00% 60.1 38.2 3.92 2 538.6554 1,612.94 1,613.85 3 0.1022 63.32 561 574 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SLDEISQPAQELKR K S 95.00% 65.1 38.2 3.64 2 807.5253 1,613.04 1,613.85 2 0.1937 120 561 574 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIR R R 95.00% 39.8 39 0.824 2 535.279 1,068.54 1,069.60 2 -0.04937 -46.16 1495 1504 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIR R R 95.00% 47 39 0.658 2 535.3599 1,068.71 1,069.60 2 0.1123 105 1495 1504 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIR R R 95.00% 49.9 39 2.48 2 535.3588 1,068.70 1,069.60 2 0.1103 103.1 1495 1504 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIR R R 95.00% 51.7 39 0.678 2 535.3492 1,068.68 1,069.60 2 0.09095 85.02 1495 1504 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIR R R 95.00% 62.9 39 2.42 2 535.325 1,068.64 1,069.60 2 0.0426 39.83 1495 1504 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIR R R 95.00% 63.3 39 2.15 2 535.3424 1,068.67 1,069.60 2 0.07734 72.3 1495 1504 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIR R R 95.00% 63.5 39 2 2 535.3128 1,068.61 1,069.60 2 0.01813 16.95 1495 1504 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIR R R 95.00% 64.7 39 1.2 2 535.3711 1,068.73 1,069.60 2 0.1348 126 1495 1504 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQAPVLDAIRR R L 95.00% 30.6 38.6 0.796 2 613.4162 1,224.82 1,225.70 2 0.1239 101.1 1495 1505 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQDDVSRFAQVIR K S 91.10% 35.4 38.3 0 2 508.0122 1,521.01 1,520.78 3 1.24 156.1 1552 1564 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQDDVSRFAQVIR K S 93.70% 36.9 38.3 0 2 507.6438 1,519.91 1,520.78 3 0.1351 88.8 1552 1564 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQDDVSRFAQVIR K S 95.00% 41.1 38.3 0 2 507.6722 1,519.99 1,520.78 3 0.2205 145 1552 1564 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQDDVSRFAQVIR K S 95.00% 41.4 38.3 0 2 507.6815 1,520.02 1,520.78 3 0.2483 163.2 1552 1564 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQDDVSRFAQVIR K S 95.00% 41.5 38.3 0 2 507.6027 1,519.79 1,520.78 3 0.01185 7.793 1552 1564 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQDDVSRFAQVIR K S 95.00% 46.2 38.3 0 2 507.6302 1,519.87 1,520.78 3 0.09435 62.04 1552 1564 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQHPYVLTEDTLK R V 95.00% 38.1 38.3 0 2 510.9666 1,529.88 1,530.78 3 0.1051 68.65 1919 1931 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQHPYVLTEDTLK R V 95.00% 39 38.3 1.64 2 511.0148 1,530.02 1,530.78 3 0.2498 163.2 1919 1931 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQHPYVLTEDTLK R V 95.00% 40.9 38.3 0 2 511.0052 1,529.99 1,530.78 3 0.221 144.3 1919 1931 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQHPYVLTEDTLK R V 95.00% 45.2 38.3 0 2 511.0202 1,530.04 1,530.78 3 0.266 173.7 1919 1931 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SQHPYVLTEDTLK R V 95.00% 48 38.3 3.68 2 765.9621 1,529.91 1,530.78 2 0.137 89.47 1919 1931 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSDRVDGPASNLK R Q 95.00% 25.5 39 1.68 2 673.8508 1,345.69 1,345.67 2 1.024 15.48 952 964 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSDRVDGPASNLK R Q 95.00% 46.8 38.9 2.41 2 673.3603 1,344.71 1,345.67 2 0.04261 31.66 952 964 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSGIVSLGVGDR R N 95.00% 60.7 39.2 3.54 2 573.8325 1,145.65 1,146.61 2 0.04627 40.35 1565 1576 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSGIVSLGVGDR R N 95.00% 70.7 39.2 3.55 2 573.8645 1,145.71 1,146.61 2 0.1103 96.23 1565 1576 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSGIVSLGVGDR R N 95.00% 87.3 39.2 2.96 2 573.8586 1,145.70 1,146.61 2 0.09846 85.86 1565 1576 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSImAFAIGNK R G 95.00% 34.6 38.9 2.36 2 m4: Oxidation (+15.99) 577.8508 1,153.69 1,154.59 2 0.107 92.63 575 585 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSIMAFAIGNK R G 95.00% 38.7 39 1.27 2 569.8421 1,137.67 1,138.59 2 0.08436 74.09 575 585 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSImAFAIGNK R G 95.00% 42 38.9 1.96 2 m4: Oxidation (+15.99) 577.8903 1,153.77 1,154.59 2 0.1858 160.9 575 585 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSImAFAIGNK R G 95.00% 46 38.9 2.96 2 m4: Oxidation (+15.99) 577.8144 1,153.61 1,154.59 2 0.03405 29.49 575 585 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSImAFAIGNK R G 95.00% 53.9 38.9 1.05 2 m4: Oxidation (+15.99) 577.9121 1,153.81 1,154.59 2 0.2294 198.7 575 585 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SSImAFAIGNK R G 95.00% 54.8 38.9 2.92 2 m4: Oxidation (+15.99) 577.8217 1,153.63 1,154.59 2 0.04867 42.15 575 585 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% STELNEEPLMR K F 95.00% 41.7 39 1.35 2 659.8434 1,317.67 1,318.63 2 0.04858 36.84 2801 2811 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% STELNEEPLMR K F 95.00% 59.9 39 2.6 2 659.8399 1,317.67 1,318.63 2 0.04174 31.65 2801 2811 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 41.1 38.1 0 2 817.0128 1,632.01 1,631.82 2 1.195 117.5 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 42.6 38.1 1.21 2 544.6588 1,630.95 1,631.82 3 0.1381 84.6 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 43 38.1 0.959 2 816.9903 1,631.97 1,631.82 2 1.15 89.96 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 43.3 38.1 0 2 544.6802 1,631.02 1,631.82 3 0.2024 124 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 51.9 38.1 3.32 2 816.5051 1,631.00 1,631.82 2 0.1793 109.9 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 78.1 38.1 2.03 2 544.9875 1,631.94 1,631.82 3 1.124 74.37 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 82 38.1 4.59 2 816.4642 1,630.91 1,631.82 2 0.09749 59.74 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 95.1 38.1 5.92 2 816.5214 1,631.03 1,631.82 2 0.2118 129.8 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVEDAQDVSLALTQR K G 95.00% 97.1 38.1 4.36 2 816.4827 1,630.95 1,631.82 2 0.1344 82.37 1755 1769 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVLLDKIK K N 95.00% 41.8 39.9 0 2 458.4134 914.8123 915.5875 2 0.2321 253.4 2467 2474 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% SVLLDKIKNLQVALTSK K Q 93.00% 0 0 2.17 2 624.3954 1,870.16 1,870.14 3 1.034 16.82 2467 2483 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% TELQTITNDPR R L 92.50% 36.4 38.9 0 2 644.378 1,286.74 1,287.65 2 0.09461 73.47 1581 1591 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% TLSGTPEVHSNKR R D 92.10% 15.7 38.5 0.886 2 476.0383 1,425.09 1,425.74 3 0.3558 249.5 626 638 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% TLSGTPEVHSNKR R D 95.00% 44.5 38.4 1.09 2 476.0009 1,424.98 1,425.74 3 0.2435 170.7 626 638 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVFFSNTPTR K A 95.00% 40 38.6 2.07 2 619.8696 1,237.72 1,238.65 2 0.07912 63.87 2511 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVFFSNTPTR K A 95.00% 45.4 38.6 2.09 2 619.7663 1,237.52 1,238.65 2 -0.1275 -102.9 2511 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVFFSNTPTR K A 95.00% 56.8 38.5 4.42 2 620.3823 1,238.75 1,238.65 2 1.105 82.11 2511 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVFFSNTPTR K A 95.00% 57.8 38.6 3.07 2 619.8333 1,237.65 1,238.65 2 0.006527 5.269 2511 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVFFSNTPTR K A 95.00% 59.8 38.6 2 2 619.8803 1,237.75 1,238.65 2 0.1005 81.15 2511 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVFFSNTPTR K A 95.00% 59.8 38.6 1.7 2 619.9167 1,237.82 1,238.65 2 0.1734 140 2511 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVFFSNTPTR K A 95.00% 76.8 38.6 2.7 2 619.818 1,237.62 1,238.65 2 -0.02409 -19.45 2511 2521 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVVQYSDR R T 95.00% 37.6 39.1 1.35 2 519.295 1,036.58 1,036.54 2 1.041 36.44 1067 1075 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVVQYSDR R T 95.00% 38.8 39.2 0 2 518.8435 1,035.67 1,036.54 2 0.1376 132.8 1067 1075 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVVQYSDR R T 95.00% 41 39.2 0.678 2 518.8337 1,035.65 1,036.54 2 0.118 113.8 1067 1075 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVVQYSDR R T 95.00% 41.1 39.2 0 2 518.8173 1,035.62 1,036.54 2 0.08513 82.12 1067 1075 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVVQYSDR R T 95.00% 47.5 39.2 1.4 2 518.8508 1,035.69 1,036.54 2 0.1522 146.8 1067 1075 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVVQYSDR R T 95.00% 51.8 39.2 1.48 2 518.8832 1,035.75 1,036.54 2 0.217 209.3 1067 1075 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VAVVQYSDR R T 95.00% 53 39.2 2.47 2 518.8117 1,035.61 1,036.54 2 0.07399 71.37 1067 1075 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VNHFVPEAGSR R L 95.00% 34.7 38.6 2.2 2 606.8665 1,211.72 1,212.61 2 0.1138 93.86 1728 1738 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VNHFVPEAGSR R L 95.00% 39.9 38.6 2.26 2 606.8819 1,211.75 1,212.61 2 0.1446 119.2 1728 1738 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VNHFVPEAGSR R L 95.00% 42.3 38.6 2.77 2 606.8621 1,211.71 1,212.61 2 0.105 86.55 1728 1738 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VPQIAFVITGGK R S 95.00% 30.9 39.2 1.42 2 615.3724 1,228.73 1,229.73 2 0.01208 9.826 1743 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VPQIAFVITGGK R S 95.00% 60 39.2 5.11 2 615.4291 1,228.84 1,229.73 2 0.1255 102 1743 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VPQIAFVITGGK R S 95.00% 63.3 39.2 4.68 2 615.4192 1,228.82 1,229.73 2 0.1056 85.87 1743 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VPQIAFVITGGK R S 95.00% 63.9 39.2 5.64 2 615.3889 1,228.76 1,229.73 2 0.04504 36.62 1743 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VPQIAFVITGGK R S 95.00% 69.8 39.2 4.26 2 615.4218 1,228.83 1,229.73 2 0.1108 90.08 1743 1754 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VPQIAFVITGGK R S 95.00% 74.4 39.2 4.47 2 615.4503 1,228.89 1,229.73 2 0.1678 136.5 1743 1754 TRUE
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HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VTQLTREELSR R L 95.00% 42.9 38.8 0 2 666.4326 1,330.85 1,331.73 2 0.13 97.6 1205 1215 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDR R V 95.00% 46.9 39.3 1.74 2 608.8124 1,215.61 1,216.62 2 0.000675 0.5548 1054 1064 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDR R V 95.00% 50.6 39.3 2.8 2 608.8662 1,215.72 1,216.62 2 0.1082 88.93 1054 1064 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDR R V 95.00% 58.4 39.3 3.48 2 608.8832 1,215.75 1,216.62 2 0.1422 116.9 1054 1064 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDRVR R V 93.50% 36.8 38.4 0 2 491.6924 1,472.06 1,471.79 3 1.276 185.6 1054 1066 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDRVR R V 95.00% 31.6 38.4 2.35 2 491.3343 1,470.98 1,471.79 3 0.202 137.2 1054 1066 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDRVR R V 95.00% 44.4 38.4 2.66 2 491.3533 1,471.04 1,471.79 3 0.2588 175.8 1054 1066 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDRVR R V 95.00% 44.6 38.4 2.6 2 491.3384 1,470.99 1,471.79 3 0.2143 145.6 1054 1066 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDRVR R V 95.00% 50 38.4 0.921 2 736.4843 1,470.95 1,471.79 2 0.1749 118.8 1054 1066 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVESLDVGQDRVR R V 95.00% 51.5 38.4 0 2 491.3089 1,470.91 1,471.79 3 0.1258 85.47 1054 1066 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVIHFTDGADGDLADLHR K A 95.00% 58.9 37.1 3.43 2 651.0602 1,950.16 1,950.97 3 0.1989 101.9 1947 1964 TRUE

HFF Repeat 3 COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 343,649.40 100.00% 79 90 316 24.70% VVIHFTDGADGDLADLHR K A 95.00% 87.1 37.1 4.96 2 651.3782 1,951.11 1,950.97 3 1.153 76.9 1947 1964 TRUE

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97% GTSQNDPNWVVR K H 95.00% 38.3 38.7 1.77 2 686.8678 1,371.72 1,372.66 2 0.06792 49.48 969 980 TRUE

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97% TIVTTLQDSIR R K 93.30% 37 39 0 2 624.3263 1,246.64 1,246.70 2 0.9449 -46.33 289 299 TRUE

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97% TIVTTLQDSIR R K 95.00% 39.4 39 0 2 624.3929 1,246.77 1,246.70 2 1.078 60.44 289 299 TRUE

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97% TIVTTLQDSIR R K 95.00% 46.4 39 0 2 623.8583 1,245.70 1,246.70 2 0.008927 7.16 289 299 TRUE

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97% TIVTTLQDSIR R K 95.00% 51.2 39 0 2 623.8503 1,245.69 1,246.70 2 -0.007073 -5.673 289 299 TRUE

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97% TIVTTLQDSIR R K 95.00% 58.3 39 0 2 623.8928 1,245.77 1,246.70 2 0.07803 62.59 289 299 TRUE

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97% TIVTTLQDSIR R K 95.00% 62.8 39 0.699 2 623.9122 1,245.81 1,246.70 2 0.1168 93.68 289 299 TRUE

HFF Repeat 3 THBS1 Thrombospondin-1 precursor IPI00296099 129,363.70 99.90% 2 2 8 1.97% TIVTTLQDSIR R K 95.00% 63.1 39 0.538 2 623.8968 1,245.78 1,246.70 2 0.08593 68.92 289 299 TRUE

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16% ADITWELPDKSHLK K A 95.00% 40 37.9 1.44 2 551.7039 1,652.09 1,652.86 3 0.2327 140.8 2763 2776 TRUE

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16% ITSEPTPVIYTRPGNTVK R L 95.00% 37.4 37 0 2 658.3682 1,972.08 1,973.07 3 0.01955 9.909 2735 2752 TRUE

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16% TVQLNVQR R A 89.50% 35.6 39.7 0 2 479.3231 956.6317 957.5476 2 0.09134 95.38 2134 2141 TRUE

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16% TVQLNVQR R A 95.00% 41.9 39.8 0.658 2 479.8678 957.721 957.5476 2 1.181 185.6 2134 2141 TRUE

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16% TVQLNVQR R A 95.00% 46.8 39.7 0 2 479.3605 956.7064 957.5476 2 0.166 173.4 2134 2141 TRUE

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16% TVQLNVQR R A 95.00% 49.1 39.7 0 2 479.3087 956.6028 957.5476 2 0.06238 65.14 2134 2141 TRUE

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16% VSTGALMTPNTR K I 95.00% 19.1 39 1.51 2 624.3636 1,246.71 1,247.64 2 0.07859 62.99 1890 1901 TRUE

HFF Repeat 3 MXRA5 Matrix-remodeling-associated protein 5 precursor IPI00012347 312,262.50 100.00% 5 5 8 2.16% VTWLSPTNK K V 94.60% 38.6 39.6 0 2 523.3336 1,044.65 1,045.57 2 0.09219 88.17 2378 2386 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 46 38.5 1.46 2 663.396 1,324.78 1,325.75 2 0.03092 23.32 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 48.9 38.5 2.34 2 663.394 1,324.77 1,325.75 2 0.02693 20.31 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 49.1 38.5 1.85 2 663.437 1,324.86 1,325.75 2 0.1129 85.14 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 51.5 38.5 1.77 2 663.4299 1,324.85 1,325.75 2 0.09871 74.45 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 52.6 38.6 1.05 2 663.9669 1,325.92 1,325.75 2 1.173 128.1 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 52.7 38.5 2.48 2 663.3944 1,324.77 1,325.75 2 0.02761 20.82 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 55.1 38.5 1.8 2 663.4351 1,324.86 1,325.75 2 0.1091 82.25 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 56.1 38.5 2.43 2 663.4069 1,324.80 1,325.75 2 0.05276 39.8 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 59 38.5 1.74 2 663.4137 1,324.81 1,325.75 2 0.06626 49.97 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 63.9 38.5 2.85 2 663.4294 1,324.84 1,325.75 2 0.09772 73.7 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIR R R 95.00% 65.1 38.5 1.85 2 663.4238 1,324.83 1,325.75 2 0.08657 65.29 25 36 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIRR R L 89.70% 34.5 38.2 0 2 494.7073 1,481.10 1,481.85 3 0.2523 170.2 25 37 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIRR R L 95.00% 22.6 38.2 1.15 2 494.6975 1,481.07 1,481.85 3 0.2229 150.4 25 37 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIRR R L 95.00% 27.2 38.1 0.886 2 494.7158 1,481.13 1,481.85 3 0.2778 187.5 25 37 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% DNIQGITKPAIRR R L 95.00% 46.3 38.1 1.49 2 494.7317 1,481.17 1,481.85 3 0.3257 219.8 25 37 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 93.10% 36.7 38.9 0 2 590.8681 1,179.72 1,180.62 2 0.1079 91.39 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 35.6 38.9 1 2 590.8871 1,179.76 1,180.62 2 0.1459 123.6 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 36.9 38.9 3.33 2 591.3778 1,180.74 1,180.62 2 1.127 105.4 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 37.1 38.9 1.48 2 590.8858 1,179.76 1,180.62 2 0.1434 121.4 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 38.3 38.9 1.77 2 591.3564 1,180.70 1,180.62 2 1.085 69.34 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 39.1 38.9 2.33 2 590.9012 1,179.79 1,180.62 2 0.1742 147.5 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 40.7 38.9 0 2 590.8301 1,179.65 1,180.62 2 0.03192 27.04 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 41.1 38.9 3.11 2 590.8597 1,179.70 1,180.62 2 0.09119 77.23 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 42.5 38.9 0.854 2 590.8449 1,179.68 1,180.62 2 0.06158 52.16 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 42.5 38.9 3.96 2 590.8625 1,179.71 1,180.62 2 0.09687 82.05 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 44.4 38.9 2.37 2 590.9017 1,179.79 1,180.62 2 0.1752 148.4 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 44.8 38.9 2.09 2 591.3521 1,180.69 1,180.62 2 1.076 62.05 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 45.8 38.9 3.8 2 590.8364 1,179.66 1,180.62 2 0.04452 37.71 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 48.1 38.9 3.14 2 590.8189 1,179.62 1,180.62 2 0.009537 8.078 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 51 38.9 2.55 2 590.8939 1,179.77 1,180.62 2 0.1596 135.2 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 51.6 38.9 2.77 2 590.8465 1,179.68 1,180.62 2 0.06483 54.91 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 52.7 38.9 1.96 2 590.8233 1,179.63 1,180.62 2 0.01833 15.52 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 54.1 38.9 3.05 2 590.8887 1,179.76 1,180.62 2 0.1492 126.4 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 54.7 38.9 3.82 2 590.8503 1,179.69 1,180.62 2 0.07233 61.26 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 55.2 38.9 3.74 2 590.8353 1,179.66 1,180.62 2 0.04233 35.85 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 55.5 38.9 2.28 2 590.8759 1,179.74 1,180.62 2 0.1236 104.7 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 55.9 38.9 1.96 2 590.8449 1,179.68 1,180.62 2 0.06154 52.12 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 57.3 38.9 3.1 2 590.8846 1,179.75 1,180.62 2 0.141 119.4 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 57.6 38.9 3.48 2 590.8906 1,179.77 1,180.62 2 0.1529 129.5 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 61 38.9 3.74 2 590.8443 1,179.67 1,180.62 2 0.06033 51.1 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 61.5 38.9 3.82 2 590.8887 1,179.76 1,180.62 2 0.1491 126.3 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 64.2 38.9 3.21 2 590.8645 1,179.71 1,180.62 2 0.1007 85.33 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 64.7 38.9 2.62 2 590.8733 1,179.73 1,180.62 2 0.1183 100.2 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% ISGLIYEETR R G 95.00% 78.2 38.9 2.47 2 590.8487 1,179.68 1,180.62 2 0.06924 58.64 47 56 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALK K R 95.00% 38.5 38.6 2.24 2 m5: Oxidation (+15.99) 663.8352 1,325.66 1,326.70 2 -0.0344 -25.93 81 92 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 91.80% 35.6 38.2 0 2 m5: Oxidation (+15.99) 495.3102 1,482.91 1,482.80 3 1.117 77.3 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 94.30% 37.2 38.2 0 2 m5: Oxidation (+15.99) 495.0377 1,482.09 1,482.80 3 0.2999 202.2 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 36.6 38.2 1.04 2 m5: Oxidation (+15.99) 495.2702 1,482.79 1,482.80 3 0.9974 -3.567 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 38.1 38.2 0 2 m5: Oxidation (+15.99) 495.0479 1,482.12 1,482.80 3 0.3305 222.8 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 39 38.2 0 2 m5: Oxidation (+15.99) 495.0157 1,482.03 1,482.80 3 0.2341 157.9 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 40.5 38.1 0 2 490.0466 1,467.12 1,466.80 3 1.321 217.1 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 40.9 38.1 1.21 2 489.7064 1,466.10 1,466.80 3 0.301 205.1 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 41.2 38.2 0 2 m5: Oxidation (+15.99) 495.022 1,482.04 1,482.80 3 0.2529 170.5 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 42 38.2 0 2 m5: Oxidation (+15.99) 495.0239 1,482.05 1,482.80 3 0.2587 174.4 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 42.7 38.1 0 2 489.3173 1,464.93 1,466.80 3 -0.8662 93.12 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 43 38.2 0 2 m5: Oxidation (+15.99) 495.3391 1,483.00 1,482.80 3 1.204 135.7 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 43 38.2 0.796 2 m5: Oxidation (+15.99) 495.373 1,483.10 1,482.80 3 1.306 204.4 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 43.1 38.2 1.82 2 m5: Oxidation (+15.99) 495.0357 1,482.09 1,482.80 3 0.2941 198.3 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 44.9 38.2 0 2 m5: Oxidation (+15.99) 494.9904 1,481.95 1,482.80 3 0.158 106.5 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 45 38.2 1.72 2 m5: Oxidation (+15.99) 495.3933 1,483.16 1,482.80 3 1.367 245.4 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 45.1 38.2 0 2 m5: Oxidation (+15.99) 495.3505 1,483.03 1,482.80 3 1.238 158.7 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 49.1 38.1 1.38 2 489.6322 1,465.87 1,466.80 3 0.07835 53.41 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 49.5 38.2 0 2 m5: Oxidation (+15.99) 494.9794 1,481.92 1,482.80 3 0.1251 84.38 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 50.5 38.1 0 2 489.2102 1,464.61 1,466.80 3 -1.188 -126.2 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 51.1 38.1 0.854 2 490.03 1,467.07 1,466.80 3 1.272 183.3 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 51.2 38.2 1.28 2 m5: Oxidation (+15.99) 495.0193 1,482.04 1,482.80 3 0.2447 165 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 53.4 38.2 0 2 m5: Oxidation (+15.99) 495.3602 1,483.06 1,482.80 3 1.267 178.4 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 53.9 38.1 1.18 2 490.0082 1,467.00 1,466.80 3 1.206 138.7 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 54.1 38.1 1.21 2 490.0014 1,466.98 1,466.80 3 1.186 124.9 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 54.4 38.2 1.11 2 m5: Oxidation (+15.99) 495.0231 1,482.05 1,482.80 3 0.2563 172.8 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 56 38.1 1.64 2 489.5863 1,465.74 1,466.80 3 -0.05932 -40.44 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 57.2 38.1 2.82 2 489.679 1,466.02 1,466.80 3 0.2188 149.1 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAMDVVYALKR K Q 95.00% 58.5 38.1 2.55 2 490.0323 1,467.08 1,466.80 3 1.279 187.9 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 60.8 38.2 1.62 2 m5: Oxidation (+15.99) 494.9962 1,481.97 1,482.80 3 0.1754 118.3 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 61.7 38.2 3.54 2 m5: Oxidation (+15.99) 495.0465 1,482.12 1,482.80 3 0.3265 220.2 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 72 38.2 0 2 m5: Oxidation (+15.99) 494.9622 1,481.86 1,482.80 3 0.07344 49.52 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% TVTAmDVVYALKR K Q 95.00% 74.7 38.2 0 2 m5: Oxidation (+15.99) 494.9902 1,481.95 1,482.80 3 0.1574 106.2 81 93 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 91.00% 36.7 40 0 2 495.3463 988.6781 989.5778 2 0.1076 108.7 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 92.30% 37.4 40 0 2 495.3834 988.7523 989.5778 2 0.1817 183.6 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 94.60% 38.8 39.8 0 2 495.8693 989.7241 989.5778 2 1.154 152.2 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 94.80% 39.1 40 0 2 495.3424 988.6702 989.5778 2 0.0996 100.6 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 41.4 40 0.886 2 495.343 988.6715 989.5778 2 0.1009 102 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 41.5 39.8 0.745 2 495.8588 989.703 989.5778 2 1.132 130.9 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 44.3 40 0.678 2 495.3153 988.616 989.5778 2 0.04544 45.92 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 44.5 40 0.824 2 495.3568 988.699 989.5778 2 0.1285 129.8 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 50.7 40 1.85 2 495.3464 988.6782 989.5778 2 0.1076 108.7 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 51.2 40 0 2 495.3554 988.6963 989.5778 2 0.1257 127.1 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 52.3 40 1.41 2 495.3631 988.7117 989.5778 2 0.1411 142.6 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 57.3 39.8 1.82 2 495.7953 989.576 989.5778 2 1.005 2.724 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 60 40 1.38 2 495.3675 988.7204 989.5778 2 0.1498 151.4 61 68 TRUE

HFF Repeat 3 HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11,349.70 100.00% 6 6 91 42.70% VFLENVIR K D 95.00% 61.2 40 1.14 2 495.3831 988.7517 989.5778 2 0.1811 183 61 68 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% EIAQDFKTDLR R F 95.00% 43.3 38.7 1.62 2 668.3403 1,334.67 1,335.69 2 -0.01727 -12.93 74 84 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% EIAQDFKTDLR R F 95.00% 43.5 38.7 0 2 668.4107 1,334.81 1,335.69 2 0.1236 92.53 74 84 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% EIAQDFKTDLR R F 95.00% 45.5 38.7 2.03 2 668.3665 1,334.72 1,335.69 2 0.03518 26.33 74 84 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% EIAQDFKTDLR R F 95.00% 45.7 38.7 1.92 2 668.3553 1,334.70 1,335.69 2 0.01273 9.528 74 84 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% EIAQDFKTDLR R F 95.00% 47 38.7 1.24 2 668.3819 1,334.75 1,335.69 2 0.0659 49.34 74 84 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% EIAQDFKTDLR R F 95.00% 48.2 38.7 0 2 668.4303 1,334.85 1,335.69 2 0.1627 121.8 74 84 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% EIAQDFKTDLR R F 95.00% 56.5 38.7 0 2 668.3837 1,334.75 1,335.69 2 0.06961 52.11 74 84 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% LVREIAQDFKTDLR R F 95.00% 0 0 2.59 2 568.9977 1,703.97 1,703.94 3 1.034 18.55 71 84 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTImPKDIQLAR R R 92.20% 36.1 38.5 0 2 m4: Oxidation (+15.99) 468.0002 1,400.98 1,400.79 3 1.193 135.5 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTIMPKDIQLAR R R 95.00% 27 38.6 1.01 2 462.3602 1,384.06 1,384.80 3 0.2677 193.2 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTIMPKDIQLAR R R 95.00% 37.4 38.6 2.15 2 462.3624 1,384.07 1,384.80 3 0.2744 198.1 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTIMPKDIQLAR R R 95.00% 39.7 38.6 2.29 2 462.3606 1,384.06 1,384.80 3 0.2689 194.1 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTIMPKDIQLAR R R 95.00% 43.7 38.6 0 2 462.3329 1,383.98 1,384.80 3 0.1858 134.2 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTIMPKDIQLAR R R 95.00% 44.3 38.6 0 2 462.6302 1,384.87 1,384.80 3 1.078 54.06 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTIMPKDIQLAR R R 95.00% 46 38.6 0 2 462.2577 1,383.75 1,384.80 3 -0.03985 -28.78 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTImPKDIQLAR R R 95.00% 46.3 38.5 3.72 2 m4: Oxidation (+15.99) 467.6982 1,400.07 1,400.79 3 0.2867 204.7 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTImPKDIQLAR R R 95.00% 55.5 38.5 1.62 2 m4: Oxidation (+15.99) 467.7002 1,400.08 1,400.79 3 0.2927 208.9 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% VTImPKDIQLAR R R 95.00% 57.7 38.5 0.854 2 m4: Oxidation (+15.99) 467.6837 1,400.03 1,400.79 3 0.2434 173.7 118 129 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 91.10% 15.9 39.8 0.509 2 516.8556 1,031.70 1,032.59 2 0.109 105.5 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 93.50% 17.8 39.8 0.602 2 516.8692 1,031.72 1,032.59 2 0.1361 131.8 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 95.00% 27.3 39.8 0.77 2 516.8995 1,031.78 1,032.59 2 0.1968 190.5 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 95.00% 28.6 39.8 1.19 2 516.8863 1,031.76 1,032.59 2 0.1705 165.1 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 95.00% 29.1 39.8 1.59 2 516.8714 1,031.73 1,032.59 2 0.1406 136.1 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 95.00% 30.8 39.8 0.745 2 516.9083 1,031.80 1,032.59 2 0.2143 207.5 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 95.00% 32.2 39.8 0.921 2 516.8686 1,031.72 1,032.59 2 0.1349 130.7 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 95.00% 33.5 39.8 2.22 2 516.8924 1,031.77 1,032.59 2 0.1826 176.8 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 95.00% 35.1 39.8 1.08 2 516.8831 1,031.75 1,032.59 2 0.1639 158.7 42 50 TRUE

HFF Repeat 3 HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15,386.70 100.00% 4 4 28 25.70% YRPGTVALR R E 95.00% 36 39.8 1.24 2 516.8728 1,031.73 1,032.59 2 0.1435 138.9 42 50 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% DALKSSVDAVKYFGK R G 93.30% 0 0 2.2 2 543.3808 1,627.12 1,627.87 3 0.2586 158.8 111 125 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% DQLLPPSPNNR R I 95.00% 46 38.8 1.89 2 625.8621 1,249.71 1,250.65 2 0.06794 54.32 712 722 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% DQLLPPSPNNR R I 95.00% 66.4 38.8 1.46 2 626.3578 1,250.70 1,250.65 2 1.059 45.22 712 722 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% FLTAGRTDPAHDVR R V 90.90% 12.1 38.1 0.824 2 519.3877 1,555.14 1,555.80 3 0.3508 225.4 859 872 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% FLTAGRTDPAHDVR R V 95.00% 18.6 38.1 1.25 2 519.3271 1,554.96 1,555.80 3 0.1689 108.6 859 872 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% GLEQLLVGGSHLK K E 95.00% 43.9 38.8 2.82 2 675.9144 1,349.81 1,350.77 2 0.04736 35.06 136 148 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% GPPGLRGDPGFEGER R G 95.00% 33 38.2 3.82 2 514.339 1,540.00 1,540.75 3 0.2519 163.4 257 271 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% GVFHQTVSR R K 95.00% 40.6 39.7 0 2 515.8394 1,029.66 1,030.54 2 0.1288 124.9 1015 1023 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% GVFHQTVSR R K 95.00% 50 39.7 1.64 2 515.8449 1,029.68 1,030.54 2 0.1397 135.5 1015 1023 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 18.4 39.7 1 2 479.246 956.4774 957.5729 2 -0.08824 -92.16 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 36.5 39.7 0.678 2 479.323 956.6314 957.5729 2 0.06571 68.62 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 38.1 39.7 0.824 2 479.3594 956.7042 957.5729 2 0.1385 144.6 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 46.3 39.8 0.796 2 479.8327 957.6508 957.5729 2 1.085 85.98 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 48.3 39.7 0 2 479.3684 956.7222 957.5729 2 0.1566 163.5 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 50.8 39.7 1.29 2 479.3009 956.5872 957.5729 2 0.02158 22.53 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 51.7 39.7 1.85 2 479.3703 956.726 957.5729 2 0.1603 167.4 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 58.1 39.7 2.07 2 479.319 956.6234 957.5729 2 0.05775 60.3 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 61.1 39.7 1.82 2 479.3703 956.726 957.5729 2 0.1603 167.4 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 61.4 39.7 1.92 2 479.3778 956.741 957.5729 2 0.1753 183.1 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 62.2 39.7 1.59 2 479.3449 956.6752 957.5729 2 0.1096 114.4 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 65.3 39.7 1.25 2 479.3523 956.69 957.5729 2 0.1243 129.8 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGR R S 95.00% 74.2 39.7 1.77 2 479.3729 956.7313 957.5729 2 0.1656 172.9 723 731 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGRSDTQR R D 91.90% 35.7 38.3 0 2 515.6767 1,544.01 1,544.84 3 0.1762 114.1 723 736 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGRSDTQR R D 94.00% 36.9 38.2 0 2 516.0398 1,545.10 1,544.84 3 1.265 169.9 723 736 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% IALVITDGRSDTQR R D 95.00% 29.9 38.3 3.28 2 772.9678 1,543.92 1,544.84 2 0.08893 57.56 723 736 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% LLLFSDGNSQGATPAAIEK R A 95.00% 29.1 37.4 1.85 2 966.6572 1,931.30 1,932.01 2 0.2996 155.1 939 957 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% LLLFSDGNSQGATPAAIEK R A 95.00% 37.4 37.4 0 2 644.7071 1,931.10 1,932.01 3 0.09934 51.42 939 957 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% LLLFSDGNSQGATPAAIEK R A 95.00% 0 0 1.64 2 967.578 1,933.14 1,932.01 2 2.141 70.17 939 957 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% LLLFSDGNSQGATPAAIEK R A 95.00% 49.9 37.6 2.54 2 967.0817 1,932.15 1,932.01 2 1.149 75.45 939 957 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% NVQELKEAIK R S 95.00% 39.2 39 1.62 2 586.3946 1,170.77 1,171.67 2 0.1136 96.96 683 692 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% qVNEPHIR R V 95.00% 0 0 2.18 2 n-term: Pyro-cmC (-17.03) 488.3189 974.6233 975.5007 2 0.1299 133.1 977 984 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% QVNEPHIR R V 95.00% 46.3 39.6 1.16 2 496.8513 991.6881 992.5272 2 0.1681 169.4 977 984 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% RFIDNLR K D 95.00% 49.8 40 1.32 2 467.3298 932.645 933.5265 2 0.1257 134.7 68 74 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% RLLLFSDGNSQGATPAAIEK K A 95.00% 75.5 36.6 3.51 2 696.7523 2,087.23 2,088.11 3 0.1336 63.96 938 957 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% RLLLFSDGNSQGATPAAIEK K A 95.00% 82.9 36.8 4.39 2 697.0735 2,088.20 2,088.11 3 1.097 45.29 938 957 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% SSVDAVKYFGK K G 95.00% 67.9 39.2 2.41 2 600.8871 1,199.76 1,200.63 2 0.1411 117.5 115 125 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% SSVDAVKYFGK K G 95.00% 72 39.2 1.27 2 600.8318 1,199.65 1,200.63 2 0.03031 25.24 115 125 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% TAEYDVAYGESHLFR K V 95.00% 72.4 37.5 6.32 2 879.5173 1,757.02 1,757.81 2 0.2144 122 991 1005 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 93.60% 36.2 37.7 0 2 592.4028 1,774.19 1,774.92 3 0.2743 154.5 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 19.7 37.7 1.59 2 592.3866 1,774.14 1,774.92 3 0.2256 127.1 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 29.2 37.7 1.14 2 592.3502 1,774.03 1,774.92 3 0.1165 65.6 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 35 37.7 1.74 2 592.3697 1,774.09 1,774.92 3 0.1749 98.53 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 35.1 37.7 1.18 2 592.3624 1,774.07 1,774.92 3 0.1532 86.3 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 37.5 37.7 0 2 592.3716 1,774.09 1,774.92 3 0.1806 101.7 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 37.9 37.7 3.39 2 592.3698 1,774.09 1,774.92 3 0.1753 98.75 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 38.5 37.7 1.21 2 592.432 1,774.27 1,774.92 3 0.3619 203.9 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 39.3 37.6 1.62 2 592.4649 1,774.37 1,774.92 3 0.4606 259.4 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VAVVQYSGTGQQRPER R A 95.00% 45.9 37.6 4.05 2 592.4409 1,774.30 1,774.92 3 0.3887 218.9 873 888 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VFSVAITPDHLEPR K L 89.50% 34.1 37.8 0 2 527.3702 1,579.09 1,580.84 3 -0.7472 161.7 186 199 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VFSVAITPDHLEPR K L 95.00% 25 37.8 1.48 2 791.5383 1,581.06 1,580.84 2 1.226 141.1 186 199 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VFSVAITPDHLEPR K L 95.00% 27.4 37.8 0.796 2 528.0382 1,581.09 1,580.84 3 1.257 160.6 186 199 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VFSVAITPDHLEPR K L 95.00% 36.6 37.8 0.959 2 527.676 1,580.01 1,580.84 3 0.1703 107.7 186 199 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VFSVAITPDHLEPR K L 95.00% 47.5 37.8 3.85 2 527.9448 1,580.81 1,580.84 3 0.9766 -16.52 186 199 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VFSVAITPDHLEPR K L 95.00% 53.8 37.8 4.06 2 791.0151 1,580.02 1,580.84 2 0.1797 113.7 186 199 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VPSYQALLR R G 95.00% 14.1 39.7 0.796 2 523.873 1,045.73 1,046.60 2 0.1394 133.2 1006 1014 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VPSYQALLR R G 95.00% 40.3 39.7 0.602 2 523.8409 1,045.67 1,046.60 2 0.0751 71.75 1006 1014 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VPSYQALLR R G 95.00% 53.9 39.7 0 2 523.9169 1,045.82 1,046.60 2 0.2272 217 1006 1014 TRUE

HFF Repeat 3 COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 108,512.90 100.00% 18 21 58 18.50% VPSYQALLR R G 95.00% 64.8 39.7 2.21 2 523.861 1,045.71 1,046.60 2 0.1153 110.2 1006 1014 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% GQAGVmGFPGPK R G 95.00% 27.1 39.2 1.8 2 m6: Oxidation (+15.99) 581.3677 1,160.72 1,161.57 2 0.1557 134 575 586 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 93.90% 35.8 37.1 0 2 654.7167 1,961.13 1,961.98 3 0.1564 79.7 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 11.4 37.1 1.23 2 654.7111 1,961.11 1,961.98 3 0.1396 71.14 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 28.9 37.1 1.85 2 654.6838 1,961.03 1,961.98 3 0.05778 29.45 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 30.9 37.1 1.49 2 655.0202 1,962.04 1,961.98 3 1.067 32.66 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 32.5 37.1 2.4 2 654.6971 1,961.07 1,961.98 3 0.09762 49.75 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 34.9 37.1 2.54 2 654.8069 1,961.40 1,961.98 3 0.4271 217.7 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 36.7 37.1 1.37 2 654.7297 1,961.17 1,961.98 3 0.1954 99.58 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 39.9 37.1 4.09 2 654.6856 1,961.03 1,961.98 3 0.06301 32.11 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 41.3 37.1 1.59 2 654.9964 1,961.97 1,961.98 3 0.9955 -3.697 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 43.4 37.1 3.39 2 654.8162 1,961.43 1,961.98 3 0.4549 231.8 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 43.6 37.1 3.77 2 655.0129 1,962.02 1,961.98 3 1.045 21.6 1063 1084 TRUE

HFF Repeat 3 COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 138,893.40 99.80% 2 2 13 2.32% SGDRGETGPAGPAGPVGPVGAR K G 95.00% 58.5 37.1 6.17 2 655.0549 1,962.14 1,961.98 3 1.171 85.72 1063 1084 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 94.30% 35.3 36.3 0 2 738.0992 2,211.28 2,211.10 3 1.179 79.64 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 36.9 36.3 1.04 2 738.0688 2,211.18 2,211.10 3 1.087 38.3 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 39.2 36.3 3.42 2 738.1317 2,211.37 2,211.10 3 1.276 123.7 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 40.4 36.4 1.68 2 737.7935 2,210.36 2,211.10 3 0.2618 118.4 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 41.1 36.4 1.3 2 737.7618 2,210.26 2,211.10 3 0.1665 75.29 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 43.8 36.3 1.28 2 738.0844 2,211.23 2,211.10 3 1.134 59.56 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 44.3 36.4 1.66 2 737.7734 2,210.30 2,211.10 3 0.2015 91.13 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 45.2 36.4 1.82 2 737.7644 2,210.27 2,211.10 3 0.1743 78.83 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 48.2 36.4 2 2 737.7602 2,210.26 2,211.10 3 0.1618 73.15 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 50 36.3 2.2 2 738.0846 2,211.23 2,211.10 3 1.135 59.83 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 54 36.4 1.89 2 737.7557 2,210.25 2,211.10 3 0.1484 67.12 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 58.2 36.4 1.68 2 737.7502 2,210.23 2,211.10 3 0.1318 59.58 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 58.9 36.3 1.85 2 738.052 2,211.13 2,211.10 3 1.037 15.59 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 61.8 36.4 5.96 2 737.7582 2,210.25 2,211.10 3 0.1558 70.44 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 68.3 36.3 2.4 2 738.0777 2,211.21 2,211.10 3 1.114 50.41 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LGEHNIDVLEGNEQFINAAK R I 95.00% 79 36.4 6.3 2 737.7685 2,210.28 2,211.10 3 0.1868 84.45 58 77 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 93.10% 37.5 39.7 0 2 523.8575 1,045.70 1,045.56 2 1.144 135.1 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 42.6 39.6 1.82 2 523.3122 1,044.61 1,045.56 2 0.05347 51.14 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 45 39.6 1.92 2 523.3547 1,044.69 1,045.56 2 0.1385 132.5 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 48.9 39.6 1.85 2 523.3489 1,044.68 1,045.56 2 0.1269 121.4 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 49.7 39.6 0.721 2 523.3362 1,044.66 1,045.56 2 0.1014 96.96 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 50.8 39.6 1.89 2 523.3674 1,044.72 1,045.56 2 0.1639 156.7 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 51.3 39.6 1.33 2 523.3352 1,044.66 1,045.56 2 0.09949 95.14 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 53.3 39.6 1.96 2 523.3453 1,044.68 1,045.56 2 0.1196 114.4 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 54.5 39.6 1.96 2 523.3627 1,044.71 1,045.56 2 0.1545 147.8 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 54.7 39.6 0.602 2 523.3322 1,044.65 1,045.56 2 0.09342 89.34 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 55.1 39.6 1.64 2 523.3493 1,044.68 1,045.56 2 0.1277 122.1 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 55.5 39.6 1.46 2 523.3523 1,044.69 1,045.56 2 0.1337 127.8 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 57 39.6 1.44 2 523.3473 1,044.68 1,045.56 2 0.1236 118.2 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 57 39.6 1.57 2 523.3331 1,044.65 1,045.56 2 0.09534 91.18 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 58.7 39.6 2.15 2 523.3275 1,044.64 1,045.56 2 0.08407 80.4 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 60.2 39.6 1.68 2 523.3414 1,044.67 1,045.56 2 0.1118 106.9 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 60.6 39.6 1.09 2 523.3588 1,044.70 1,045.56 2 0.1466 140.2 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 60.7 39.6 1.62 2 523.3341 1,044.65 1,045.56 2 0.09719 92.95 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 60.8 39.6 1.52 2 523.349 1,044.68 1,045.56 2 0.1271 121.5 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 62.8 39.6 1.8 2 523.3214 1,044.63 1,045.56 2 0.07189 68.75 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 62.9 39.6 1.62 2 523.3731 1,044.73 1,045.56 2 0.1753 167.6 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 63.1 39.6 1.49 2 523.3675 1,044.72 1,045.56 2 0.1641 157 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 63.2 39.6 1.12 2 523.3319 1,044.65 1,045.56 2 0.09288 88.83 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 63.9 39.6 1.82 2 523.3354 1,044.66 1,045.56 2 0.09995 95.58 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 65.5 39.6 2.31 2 523.3483 1,044.68 1,045.56 2 0.1256 120.1 98 107 TRUE

HFF Repeat 3 Trypsin - Sus scrofa (Pig). MAN00000761 24,391.30 99.80% 2 2 42 13.00% LSSPATLNSR K V 95.00% 65.5 39.6 1.25 2 523.372 1,044.73 1,045.56 2 0.173 165.4 98 107 TRUE

HFF Repeat 3 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 99.80% 2 2 3 3.56% ISISTSGGSFR R N 95.00% 44.9 38.7 0.585 2 556.3687 1,110.72 1,111.57 2 0.156 140.3 74 84 TRUE

HFF Repeat 3 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 99.80% 2 2 3 3.56% ISISTSGGSFR R N 95.00% 49.7 38.8 0 2 556.8329 1,111.65 1,111.57 2 1.084 73.26 74 84 TRUE

HFF Repeat 3 KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62,361.60 99.80% 2 2 3 3.56% WTLLQEQGTK K T 95.00% 25 39.3 0.824 2 602.3341 1,202.65 1,203.64 2 0.02381 19.78 200 209 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% ALEESNYELEGK R I 95.00% 30 38.6 2.8 2 691.411 1,380.81 1,381.65 2 0.1666 120.5 166 177 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% ALEESNYELEGK R I 95.00% 43.2 38.6 3.89 2 691.3767 1,380.74 1,381.65 2 0.09786 70.83 166 177 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% ALEESNYELEGK R I 95.00% 50 38.6 2.77 2 691.3621 1,380.71 1,381.65 2 0.06869 49.71 166 177 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% ALEESNYELEGK R I 95.00% 61.7 38.6 3.26 2 691.369 1,380.72 1,381.65 2 0.08253 59.73 166 177 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% ALEESNYELEGK R I 95.00% 62.2 38.6 3.02 2 691.316 1,380.62 1,381.65 2 -0.02343 -16.96 166 177 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% ALEESNYELEGK R I 95.00% 67.2 38.6 4.24 2 691.3857 1,380.76 1,381.65 2 0.1159 83.91 166 177 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% DAEAWFNEK K S 95.00% 34.7 38.8 0.638 2 555.289 1,108.56 1,109.49 2 0.08078 72.8 335 343 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% GSLGGGFSSGGFSGGSFSR K G 95.00% 68.4 37.7 2.96 2 854.4565 1,706.90 1,707.77 2 0.1335 78.18 41 59 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% GSLGGGFSSGGFSGGSFSR K G 95.00% 75.1 37.7 4.15 2 854.394 1,706.77 1,707.77 2 0.008395 4.916 41 59 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% GSLGGGFSSGGFSGGSFSR K G 95.00% 83.7 37.7 5.07 2 854.542 1,707.07 1,707.77 2 0.3045 178.3 41 59 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% LASYLDKVR R A 95.00% 47.8 39.3 0 2 532.8532 1,063.69 1,064.61 2 0.08921 83.79 157 165 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% LENEIQTYR R S 95.00% 49.1 39 0 2 583.3028 1,164.59 1,165.58 2 0.01343 11.52 442 450 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% SLLEGEGSSGGGGR R G 95.00% 43.9 38.9 0.796 2 631.8123 1,261.61 1,262.60 2 0.01993 15.78 451 464 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% SLLEGEGSSGGGGR R G 95.00% 62.2 38.9 2.25 2 631.8545 1,261.69 1,262.60 2 0.1043 82.61 451 464 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% SLLEGEGSSGGGGR R G 95.00% 71.5 38.9 5.62 2 631.8201 1,261.63 1,262.60 2 0.03561 28.2 451 464 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% SQYEQLAEQNR R K 95.00% 53.8 38.6 2.33 2 683.3215 1,364.63 1,365.64 2 -0.003643 -2.668 323 333 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% SQYEQLAEQNRK R D 95.00% 36.8 38.2 1.19 2 498.7386 1,493.19 1,493.73 3 0.4668 312.4 323 334 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% SQYEQLAEQNRK R D 95.00% 40.8 38.2 0 2 498.6909 1,493.05 1,493.73 3 0.3238 216.7 323 334 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% VTMQNLNDR K L 95.00% 44.4 39.6 0 2 545.8361 1,089.66 1,090.53 2 0.134 122.8 148 156 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% VTMQNLNDR K L 95.00% 55.6 39.6 1.06 2 545.8189 1,089.62 1,090.53 2 0.09956 91.29 148 156 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% VTMQNLNDR K L 95.00% 58.6 39.6 0.678 2 545.8529 1,089.69 1,090.53 2 0.1674 153.5 148 156 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% VTMQNLNDR K L 95.00% 78.3 39.6 1.62 2 545.8119 1,089.61 1,090.53 2 0.08541 78.31 148 156 TRUE

HFF Repeat 3 KRT10 Keratin, type I cytoskeletal 10 IPI00009865 59,494.30 100.00% 9 9 23 15.70% VTMQNLNDR K L 95.00% 93.7 39.6 1.36 2 545.8357 1,089.66 1,090.53 2 0.1332 122.1 148 156 TRUE

HFF Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 100.00% 3 3 7 1.80% GYTQQLAFR K Q 95.00% 27.5 39 0.638 2 542.3456 1,082.68 1,083.56 2 0.1257 116 1052 1060 TRUE

HFF Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 100.00% 3 3 7 1.80% GYTQQLAFR K Q 95.00% 39.2 39 1.74 2 542.3561 1,082.70 1,083.56 2 0.1466 135.3 1052 1060 TRUE

HFF Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 100.00% 3 3 7 1.80% GYTQQLAFR K Q 95.00% 47.8 39.1 2.33 2 542.8389 1,083.66 1,083.56 2 1.112 101 1052 1060 TRUE

HFF Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 100.00% 3 3 7 1.80% GYTQQLAFR K Q 95.00% 51 39 2.3 2 542.2849 1,082.56 1,083.56 2 0.004257 3.929 1052 1060 TRUE

HFF Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 100.00% 3 3 7 1.80% ILLQGTPVAQmTEDAVDAER R L 91.50% 18.3 36.6 0.854 2 m11: Oxidation (+15.99) 725.4197 2,173.24 2,173.08 3 1.164 73.97 980 999 TRUE

HFF Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 100.00% 3 3 7 1.80% KGYTQQLAFR K Q 95.00% 55.3 38.6 1.72 2 606.9417 1,211.87 1,211.65 2 1.223 181.6 1051 1060 TRUE

HFF Repeat 3 C3 Complement C3 precursor (Fragment) IPI00164623,IPI00783987 187,131.10 100.00% 3 3 7 1.80% KGYTQQLAFR K Q 95.00% 57.5 38.6 2.07 2 606.395 1,210.78 1,211.65 2 0.1294 106.8 1051 1060 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 35.3 40.1 0.959 2 488.8245 975.6345 976.4484 2 0.1934 198 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 38.4 39.8 0.62 2 489.251 976.4874 976.4484 2 1.046 44.53 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 42.1 40.1 0.854 2 488.8122 975.6099 976.4484 2 0.1688 172.8 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 44.4 40.1 1.44 2 488.7603 975.506 976.4484 2 0.06483 66.39 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 45 40.1 0.886 2 488.8254 975.6363 976.4484 2 0.1952 199.8 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 50.3 40.1 1.48 2 488.8176 975.6207 976.4484 2 0.1795 183.8 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 50.4 40.1 1.66 2 488.789 975.5635 976.4484 2 0.1223 125.3 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 51.8 40.1 1.74 2 488.7525 975.4904 976.4484 2 0.04927 50.46 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 54.1 40.1 1.57 2 488.8423 975.6701 976.4484 2 0.2289 234.4 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 57.2 40.1 2.06 2 488.7819 975.5492 976.4484 2 0.108 110.6 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% AGFAGDDAPR K A 95.00% 66.4 40.1 1.6 2 488.7986 975.5825 976.4484 2 0.1414 144.8 19 28 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% EITALAPSTMK K I 95.00% 39.5 39.2 0 2 581.3519 1,160.69 1,161.62 2 0.07806 67.2 316 326 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% EITALAPSTMK K I 95.00% 45 39.2 0 2 581.3625 1,160.71 1,161.62 2 0.09917 85.37 316 326 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% EITALAPSTMK K I 95.00% 51.3 39.2 1.07 2 581.3673 1,160.72 1,161.62 2 0.1088 93.63 316 326 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% EITALAPSTMK K I 95.00% 51.7 39.2 0 2 581.3443 1,160.67 1,161.62 2 0.06273 54 316 326 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% EITALAPSTMK K I 95.00% 52.9 39.2 0 2 581.363 1,160.71 1,161.62 2 0.1002 86.24 316 326 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% EITALAPSTMK K I 95.00% 56.7 39.2 0 2 581.3391 1,160.66 1,161.62 2 0.05245 45.15 316 326 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% GYSFTTTAER R E 95.00% 36 39.4 0.77 2 566.8186 1,131.62 1,132.53 2 0.103 90.93 197 206 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% GYSFTTTAER R E 95.00% 41.2 39.4 2.4 2 566.8271 1,131.64 1,132.53 2 0.1199 105.9 197 206 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% GYSFTTTAER R E 95.00% 50.7 39.4 2.47 2 566.8183 1,131.62 1,132.53 2 0.1023 90.34 197 206 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% QEYDESGPSIVHR K K 95.00% 46.3 38.3 2 2 506.2751 1,515.80 1,516.70 3 0.1079 71.16 360 372 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% QEYDESGPSIVHR K K 95.00% 51 38.3 0 2 506.323 1,515.95 1,516.70 3 0.2518 166 360 372 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% SYELPDGQVITIGNER K F 95.00% 23 37.5 1.38 2 896.0465 1,790.08 1,790.89 2 0.1936 108.1 239 254 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% SYELPDGQVITIGNER K F 95.00% 26.7 37.6 2.7 2 896.581 1,791.15 1,790.89 2 1.263 145 239 254 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% SYELPDGQVITIGNER K F 95.00% 31.3 37.5 1.8 2 896.0496 1,790.08 1,790.89 2 0.1998 111.6 239 254 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% SYELPDGQVITIGNER K F 95.00% 37.5 37.5 2.7 2 896.0569 1,790.10 1,790.89 2 0.2145 119.7 239 254 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% SYELPDGQVITIGNER K F 95.00% 44.3 37.5 2.14 2 896.0322 1,790.05 1,790.89 2 0.165 92.11 239 254 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% SYELPDGQVITIGNER K F 95.00% 47.2 37.5 1.35 2 896.0643 1,790.11 1,790.89 2 0.2291 127.9 239 254 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% SYELPDGQVITIGNER K F 95.00% 60.4 37.5 3.8 2 896.075 1,790.14 1,790.89 2 0.2507 140 239 254 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% SYELPDGQVITIGNER K F 95.00% 61.8 37.5 4.34 2 896.036 1,790.06 1,790.89 2 0.1726 96.34 239 254 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% VAPEEHPVLLTEAPLNPK R A 95.00% 35.3 37 2.27 2 652.044 1,953.11 1,954.06 3 0.05273 26.98 96 113 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% VAPEEHPVLLTEAPLNPK R A 95.00% 36.5 37 1.28 2 652.0502 1,953.13 1,954.06 3 0.07135 36.51 96 113 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% VAPEEHPVLLTEAPLNPK R A 95.00% 43.6 37 0 2 652.0202 1,953.04 1,954.06 3 -0.01865 -9.544 96 113 TRUE

HFF Repeat 3 ACTB Actin, cytoplasmic 1 IPI00021439,IPI00021440,IPI00848058 41,719.80 100.00% 6 6 34 20.80% VAPEEHPVLLTEAPLNPK R A 95.00% 47.9 37 0 2 652.0989 1,953.28 1,954.06 3 0.2176 111.3 96 113 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% ALALGALQNIR K Y 95.00% 35.9 38.8 1.37 2 570.4031 1,138.79 1,139.69 2 0.1093 95.93 2385 2395 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% ALALGALQNIR K Y 95.00% 37 38.8 1.24 2 570.8703 1,139.73 1,139.69 2 1.044 35.85 2385 2395 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% ALALGALQNIR K Y 95.00% 41.6 38.8 3.89 2 570.4214 1,138.83 1,139.69 2 0.1459 128 2385 2395 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% ALALGALQNIR K Y 95.00% 46.2 39 3.42 2 569.8639 1,137.71 1,139.69 2 -0.9691 29.53 2385 2395 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% ALALGALQNIR K Y 95.00% 47.7 38.8 2.13 2 570.401 1,138.79 1,139.69 2 0.1051 92.17 2385 2395 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% ALALGALQNIR K Y 95.00% 51.8 38.8 4.59 2 570.3757 1,138.74 1,139.69 2 0.05455 47.86 2385 2395 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% ALALGALQNIR K Y 95.00% 52.4 38.8 3.04 2 570.4021 1,138.79 1,139.69 2 0.1073 94.18 2385 2395 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% GMTSSEPISIMEK K T 95.00% 17.6 38.3 1.1 2 705.3579 1,408.70 1,409.67 2 0.04323 30.66 409 421 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% GPGDLEAPSNLVISER K T 95.00% 23.1 37.9 1.32 2 827.4813 1,652.95 1,653.84 2 0.1108 67.01 1381 1396 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% IVEVFDIGPK R R 95.00% 34 39.5 1.92 2 559.3464 1,116.68 1,116.63 2 1.055 47.11 1225 1234 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% IVEVFDIGPK R R 95.00% 50 39.4 2.77 2 558.8658 1,115.72 1,116.63 2 0.09413 84.29 1225 1234 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% IVEVFDIGPK R R 95.00% 63 39.4 2.43 2 558.8784 1,115.74 1,116.63 2 0.1193 106.8 1225 1234 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% IVEVFDIGPK R R 95.00% 69.4 39.4 0.886 2 558.8943 1,115.77 1,116.63 2 0.1511 135.3 1225 1234 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% IVEVFDIGPK R R 95.00% 69.5 39.4 1 2 558.8803 1,115.75 1,116.63 2 0.1231 110.3 1225 1234 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% IVEVFDIGPK R R 95.00% 69.6 39.4 2.11 2 558.8812 1,115.75 1,116.63 2 0.1249 111.9 1225 1234 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 41.5 36 1.02 2 789.8244 2,366.45 2,366.19 3 1.271 113.2 1813 1834 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 43.1 36.1 1.77 2 789.4502 2,365.33 2,366.19 3 0.1482 62.61 1813 1834 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% LKPDTPYTITVSSLYPDGEGGR K M 95.00% 48.5 36 0.824 2 789.7872 2,366.34 2,366.19 3 1.159 66.15 1813 1834 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% LNWNPSPSPVTGYK K V 95.00% 39.8 38.2 1.15 2 780.4155 1,558.82 1,559.79 2 0.03833 24.57 352 365 TRUE
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HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% LQPQTTYDITVLPIYK R M 95.00% 23.7 37.4 1.39 2 947.1366 1,892.26 1,893.04 2 0.2288 120.8 1055 1070 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% mIATDPDDTHAYNVADFESLSR K I 95.00% 25.7 35.9 1.96 2 m1: Oxidation (+15.99) 828.8238 2,483.45 2,484.10 3 0.3583 144.2 1345 1366 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% NSDVEIFAVGVK R D 95.00% 74.5 39 1.77 2 639.3659 1,276.72 1,277.67 2 0.05079 39.75 566 577 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% NTFTESAGAR K V 95.00% 51.5 38.9 1.92 2 527.3196 1,052.62 1,053.50 2 0.1361 129.2 229 238 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% QHALSVGPQTTTLSVR R D 95.00% 35.1 37.6 1.32 2 565.6502 1,693.93 1,694.92 3 0.01745 10.3 377 392 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% QHALSVGPQTTTLSVR R D 95.00% 56 37.6 2 2 565.6439 1,693.91 1,694.92 3 -0.001497 -0.8832 377 392 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% SLLQAVANLPYK K G 95.00% 41.2 38.9 1.01 2 659.365 1,316.72 1,316.76 2 0.9653 -28.37 1261 1272 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% SLLQAVANLPYK K G 95.00% 42.8 38.8 1.15 2 658.918 1,315.82 1,316.76 2 0.07131 54.15 1261 1272 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% TLSFFNKDTR K G 95.00% 32 39.1 0.77 2 614.8228 1,227.63 1,228.63 2 0.006127 4.987 2618 2627 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VILTPmTAGSR K Q 95.00% 36.9 39.2 1.64 2 m6: Oxidation (+15.99) 581.4267 1,160.84 1,161.63 2 0.2165 186.3 366 376 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VLVVVTDGR K S 95.00% 33.1 39.7 1.13 2 479.3103 956.606 957.5728 2 0.04043 42.22 2428 2436 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VLVVVTDGR K S 95.00% 47.3 39.8 0 2 479.8503 957.686 957.5728 2 1.12 122.8 2428 2436 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VLVVVTDGR K S 95.00% 54.7 39.7 1.64 2 479.3594 956.7042 957.5728 2 0.1386 144.7 2428 2436 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VLVVVTDGR K S 95.00% 54.9 39.7 1.85 2 479.3711 956.7277 957.5728 2 0.1621 169.3 2428 2436 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VLVVVTDGR K S 95.00% 56.5 39.7 1.8 2 479.3605 956.7064 957.5728 2 0.1408 147.1 2428 2436 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VSWDPSPSPVLGYK R I 95.00% 28.4 38.2 1.19 2 766.5003 1,530.99 1,531.78 2 0.214 139.7 2134 2147 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VVYSPVDGTRPSESIVVPGNTR R M 95.00% 17.2 36.1 1.14 2 777.4577 2,329.35 2,329.21 3 1.144 60.52 1966 1987 TRUE

HFF Repeat 3 COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333,127.30 100.00% 18 18 37 8.23% VYDPSTSTLNVR R W 95.00% 76.6 38.6 5.52 2 676.3803 1,350.75 1,351.69 2 0.06803 50.33 1852 1863 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% AEFVEVTK K L 95.00% 30.4 39.4 0.553 2 461.8087 921.6029 922.488 2 0.1221 132.3 249 256 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% AEFVEVTK K L 95.00% 40.4 39.4 0 2 461.8319 921.6492 922.488 2 0.1684 182.5 249 256 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% AEFVEVTK K L 95.00% 42.1 39.4 0 2 461.8458 921.6771 922.488 2 0.1963 212.8 249 256 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% AEFVEVTK K L 95.00% 42.2 39.4 0 2 461.8025 921.5905 922.488 2 0.1097 118.9 249 256 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% AEFVEVTK K L 95.00% 42.5 39.4 0 2 461.7922 921.5699 922.488 2 0.08914 96.62 249 256 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% AEFVEVTK K L 95.00% 42.8 39.4 0.77 2 461.8071 921.5996 922.488 2 0.1188 128.8 249 256 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% ALKAWSVAR R L 95.00% 49.5 39.9 0 2 501.319 1,000.62 1,001.59 2 0.04173 41.66 233 241 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% ALKAWSVAR R L 95.00% 53.8 39.9 0.658 2 501.3534 1,000.69 1,001.59 2 0.1105 110.3 233 241 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 26.7 38.7 1.06 2 653.4241 1,304.83 1,305.72 2 0.1246 95.43 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 27.1 38.7 1.18 2 653.9271 1,305.84 1,305.72 2 1.131 97.91 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 29.8 38.7 2.17 2 653.3703 1,304.73 1,305.72 2 0.01693 12.96 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 30.2 38.7 1.35 2 653.3868 1,304.76 1,305.72 2 0.05003 38.32 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 32.2 38.7 2.68 2 653.4021 1,304.79 1,305.72 2 0.08056 61.7 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 39.6 38.7 5.8 2 653.4123 1,304.81 1,305.72 2 0.1009 77.29 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 47.2 38.7 3.47 2 653.391 1,304.77 1,305.72 2 0.05847 44.77 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 50.6 38.7 5.35 2 653.3967 1,304.78 1,305.72 2 0.06987 53.51 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% HLVDEPQNLIK K Q 95.00% 61 38.7 5.06 2 653.377 1,304.74 1,305.72 2 0.03038 23.26 402 412 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KQTALVELLK K H 95.00% 67.4 39.2 2.31 2 571.9517 1,141.89 1,142.71 2 0.1816 158.9 548 557 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 34.4 37.8 2.92 2 547.7376 1,640.19 1,639.94 3 1.26 157 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 37.2 37.7 1.21 2 547.3816 1,639.12 1,639.94 3 0.1925 117.4 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 0 0 2.68 2 548.053 1,641.14 1,639.94 3 2.207 122.6 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 43.7 37.7 0 2 547.4221 1,639.24 1,639.94 3 0.314 191.4 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 43.8 37.7 2.43 2 547.3609 1,639.06 1,639.94 3 0.1304 79.5 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 44.2 37.7 1.42 2 547.4139 1,639.22 1,639.94 3 0.2894 176.4 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 45.2 37.7 3.57 2 547.3969 1,639.17 1,639.94 3 0.2383 145.3 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 50 37.7 1.64 2 547.3427 1,639.01 1,639.94 3 0.07565 46.13 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 51.2 37.7 4.29 2 547.3483 1,639.02 1,639.94 3 0.09236 56.32 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 51.6 37.8 1.6 2 821.0934 1,640.17 1,639.94 2 1.242 145.6 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 52.2 37.7 0 2 547.3569 1,639.05 1,639.94 3 0.1182 72.04 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 56.9 37.8 0 2 547.7083 1,640.10 1,639.94 3 1.172 103.4 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 57.1 37.7 3.05 2 547.376 1,639.11 1,639.94 3 0.1756 107.1 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 59 37.8 3.77 2 547.6673 1,639.98 1,639.94 3 1.05 28.55 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 60.2 37.8 4.92 2 547.6525 1,639.94 1,639.94 3 1.005 1.43 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 60.1 37.7 3.68 2 547.3527 1,639.04 1,639.94 3 0.1057 64.42 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 61.7 37.7 1.72 2 547.3914 1,639.15 1,639.94 3 0.2218 135.2 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 62.3 37.8 3.89 2 547.6682 1,639.98 1,639.94 3 1.052 30.12 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 62.4 37.8 4.35 2 547.7513 1,640.23 1,639.94 3 1.301 182 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 65.4 37.7 2.85 2 547.394 1,639.16 1,639.94 3 0.2297 140 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 65.8 37.8 4.4 2 547.7035 1,640.09 1,639.94 3 1.158 94.71 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 69 37.8 2.19 2 547.7126 1,640.12 1,639.94 3 1.185 111.3 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 73.6 37.7 3.4 2 820.5934 1,639.17 1,639.94 2 0.2417 147.4 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 73.9 37.7 4.89 2 547.3779 1,639.11 1,639.94 3 0.1814 110.6 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 80.5 37.7 5.49 2 547.4041 1,639.19 1,639.94 3 0.2598 158.4 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% KVPQVSTPTLVEVSR R S 95.00% 81.8 37.7 4.77 2 547.3227 1,638.95 1,639.94 3 0.01565 9.544 437 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LGEYGFQNALIVR K Y 95.00% 37.3 38.2 1.82 2 740.4673 1,478.92 1,479.80 2 0.1317 89.01 421 433 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LGEYGFQNALIVR K Y 95.00% 112 38.2 5.07 2 740.4628 1,478.91 1,479.80 2 0.1228 82.96 421 433 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LGEYGFQNALIVR K Y 95.00% 123 38.2 5.6 2 740.4484 1,478.88 1,479.80 2 0.09407 63.56 421 433 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LVNELTEFAK K T 95.00% 23.9 39.2 0.745 2 582.3493 1,162.68 1,163.63 2 0.06053 52.01 66 75 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LVNELTEFAK K T 95.00% 47.6 39.2 0 2 582.3675 1,162.72 1,163.63 2 0.09701 83.36 66 75 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LVNELTEFAK K T 95.00% 50.6 39.2 1.31 2 582.8586 1,163.70 1,163.63 2 1.079 65.65 66 75 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LVNELTEFAK K T 95.00% 51.8 39.2 0.638 2 582.371 1,162.73 1,163.63 2 0.1041 89.43 66 75 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LVNELTEFAK K T 95.00% 60.2 39.2 2.13 2 582.3652 1,162.72 1,163.63 2 0.09232 79.33 66 75 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LVNELTEFAK K T 95.00% 61.5 39.2 3.25 2 582.3795 1,162.74 1,163.63 2 0.1209 103.9 66 75 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LVNELTEFAK K T 95.00% 64.1 39.2 1.26 2 582.349 1,162.68 1,163.63 2 0.06003 51.58 66 75 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% LVNELTEFAK K T 95.00% 64.1 39.2 1.92 2 582.314 1,162.61 1,163.63 2 -0.01004 -8.633 66 75 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% QTALVELLK K H 95.00% 41.1 39.4 0 2 507.8609 1,013.71 1,014.62 2 0.09506 93.68 549 557 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% QTALVELLK K H 95.00% 42.5 39.4 0 2 507.8953 1,013.78 1,014.62 2 0.1637 161.3 549 557 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% QTALVELLK K H 95.00% 54.3 39.4 0 2 507.8681 1,013.72 1,014.62 2 0.1094 107.9 549 557 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% QTALVELLK K H 95.00% 57.5 39.4 0 2 507.878 1,013.74 1,014.62 2 0.1292 127.3 549 557 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% QTALVELLK K H 95.00% 57.7 39.4 0 2 507.8674 1,013.72 1,014.62 2 0.108 106.4 549 557 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% RHPEYAVSVLLR R L 95.00% 33.4 38.2 3.51 2 480.7011 1,439.08 1,439.81 3 0.277 192.3 360 371 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% RHPEYAVSVLLR R L 95.00% 35.7 38.1 1.74 2 481.0502 1,440.13 1,439.81 3 1.324 223.1 360 371 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% RHPEYAVSVLLR R L 95.00% 39.7 38.2 2.92 2 480.6602 1,438.96 1,439.81 3 0.1543 107.1 360 371 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% RHPEYAVSVLLR R L 95.00% 42.8 38.1 2.85 2 481.0598 1,440.16 1,439.81 3 1.353 243.1 360 371 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% RHPEYAVSVLLR R L 95.00% 49.5 38.1 4.66 2 481.0202 1,440.04 1,439.81 3 1.234 160.7 360 371 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% RHPEYAVSVLLR R L 95.00% 57.3 38.2 3.68 2 480.6891 1,439.05 1,439.81 3 0.241 167.3 360 371 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% RHPEYAVSVLLR R L 95.00% 58.8 38.2 4.51 2 480.9202 1,439.74 1,439.81 3 0.9343 -47.53 360 371 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% RHPEYAVSVLLR R L 95.00% 64.3 38.2 3.68 2 480.6666 1,438.98 1,439.81 3 0.1735 120.5 360 371 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% SLHTLFGDELcK K V 95.00% 39.6 38.5 0 2 c11: Carbamidomethyl (+57.02) 473.938 1,418.79 1,419.69 3 0.1057 74.42 89 100 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% VPQVSTPTLVEVSR K S 95.00% 44.3 38.1 4.48 2 756.474 1,510.93 1,511.84 2 0.0978 64.68 438 451 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% YIcDNQDTISSK K L 95.00% 65.1 38.5 1.39 2 c3: Carbamidomethyl (+57.02) 722.3415 1,442.67 1,443.64 2 0.03347 23.19 286 297 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% YLYEIAR K R 92.20% 36.4 39.1 0 2 464.343 926.6715 927.4934 2 0.1853 199.7 161 167 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% YLYEIAR K R 95.00% 31.7 39.1 0.585 2 464.305 926.5954 927.4934 2 0.1093 117.8 161 167 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% YLYEIAR K R 95.00% 34.8 39.1 1.64 2 464.2555 926.4964 927.4934 2 0.01026 11.06 161 167 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% YLYEIAR K R 95.00% 35.3 39.1 0.886 2 464.2763 926.538 927.4934 2 0.05183 55.88 161 167 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% YLYEIAR K R 95.00% 38.8 39.1 1.77 2 464.3258 926.6369 927.4934 2 0.1508 162.5 161 167 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% YLYEIAR K R 95.00% 47.6 39.1 0 2 464.331 926.6475 927.4934 2 0.1614 173.9 161 167 TRUE

HFF Repeat 3 Serum albumin precursor IPI00708398 69,276.20 100.00% 13 14 78 19.60% YLYEIAR K R 95.00% 47.8 39.1 0 2 464.2815 926.5485 927.4934 2 0.0623 67.17 161 167 TRUE

HFF Repeat 3 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 99.90% 2 2 6 1.56% MVSGFIPLKPTVK K M 95.00% 33.3 38.5 1.36 2 473.0134 1,416.02 1,416.83 3 0.1971 139.1 1385 1397 TRUE

HFF Repeat 3 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 99.90% 2 2 6 1.56% QTVSWAVTPK R S 94.60% 38.4 39.5 0 2 559.3603 1,116.71 1,116.60 2 1.108 94.57 854 863 TRUE

HFF Repeat 3 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 99.90% 2 2 6 1.56% QTVSWAVTPK R S 95.00% 47.4 39.5 0 2 559.3243 1,116.63 1,116.60 2 1.036 30.15 854 863 TRUE

HFF Repeat 3 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 99.90% 2 2 6 1.56% QTVSWAVTPK R S 95.00% 48.6 39.4 1.59 2 558.8658 1,115.72 1,116.60 2 0.1195 107 854 863 TRUE

HFF Repeat 3 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 99.90% 2 2 6 1.56% QTVSWAVTPK R S 95.00% 63.9 39.4 2.27 2 558.8915 1,115.77 1,116.60 2 0.1708 152.9 854 863 TRUE

HFF Repeat 3 A2M Alpha-2-macroglobulin precursor IPI00478003 163,258.80 99.90% 2 2 6 1.56% QTVSWAVTPK R S 95.00% 75.9 39.4 1.7 2 558.8403 1,115.67 1,116.60 2 0.06843 61.28 854 863 TRUE
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Table S3 GO analysis

Summary of all enriched GO terms for HFF and LX-2 (top-level GO terms from the Cellular Component and Biological Process domains, second-level GO terms from the Molecular Function domain, and KEGG Pathway terms)

Terms with fold enrichment value ≥1.5, Bonferroni-corrected P-value <0.05, EASE score (modified Fisher Exact P-value) <0.05 and at least two proteins per term were considered significantly enriched

Category Cell Type Term Count (number of proteins per term) Fold Enrichment Bonferroni-corrected P value

GOTERM_BP_1 HFF GO:0022610~biological adhesion 20 3.81 1.68E-05

GOTERM_BP_1 HFF GO:0051179~localization 37 1.73 1.02E-02

GOTERM_BP_1 HFF GO:0032502~developmental process 37 1.68 1.87E-02

Category Cell Type Term Count (number of proteins per term) Fold Enrichment Bonferroni-corrected P value

GOTERM_BP_1 LX-2 GO:0051179~localization 75 1.55 8.84E-04

GOTERM_BP_1 LX-2 GO:0010467~gene expression 83 1.47 1.78E-03

GOTERM_BP_1 LX-2 GO:0022610~biological adhesion 27 2.28 2.80E-03

GOTERM_BP_1 LX-2 GO:0032502~developmental process 74 1.48 4.50E-03

Category Cell Type Term Count (number of proteins per term) Fold Enrichment Bonferroni-corrected P value

GOTERM_CC_1 HFF GO:0031012~extracellular matrix 23 9.47 3.20E-14

GOTERM_CC_1 HFF GO:0044420~extracellular matrix part 15 18.97 6.31E-13

GOTERM_CC_1 HFF GO:0044422~organelle part 61 2.51 1.11E-12

GOTERM_CC_1 HFF GO:0032991~macromolecular complex 51 2.82 9.00E-12

GOTERM_CC_1 HFF GO:0044421~extracellular region part 25 4.40 1.88E-08

GOTERM_CC_1 HFF GO:0005576~extracellular region 28 2.99 4.74E-06

Category Cell Type Term Count (number of proteins per term) Fold Enrichment Bonferroni-corrected P value

GOTERM_CC_1 LX-2 GO:0044422~organelle part 146 2.69 1.19E-35

GOTERM_CC_1 LX-2 GO:0032991~macromolecular complex 120 2.98 4.80E-31

GOTERM_CC_1 LX-2 GO:0044420~extracellular matrix part 21 11.92 1.07E-14

GOTERM_CC_1 LX-2 GO:0043226~organelle 188 1.47 3.91E-14

GOTERM_CC_1 LX-2 GO:0031012~extracellular matrix 29 5.36 1.43E-11

GOTERM_CC_1 LX-2 GO:0044421~extracellular region part 34 2.69 6.30E-06

GOTERM_CC_1 LX-2 GO:0031975~envelope 26 3.00 3.08E-05

GOTERM_CC_1 LX-2 GO:0005576~extracellular region 44 2.11 5.57E-05

Category Cell Type Term Count (number of proteins per term) Fold Enrichment Bonferroni-corrected P value

GOTERM_MF_2 HFF GO:0003735~structural constituent of ribosome 23 11.35 4.89E-15

GOTERM_MF_2 HFF GO:0005200~structural constituent of cytoskeleton 13 22.56 4.59E-11

GOTERM_MF_2 HFF GO:0005201~extracellular matrix structural constituent 13 18.34 5.76E-10

GOTERM_MF_2 HFF GO:0005515~protein binding 81 1.70 1.76E-08

GOTERM_MF_2 HFF GO:0015482~voltage-gated anion channel porin activity 3 150.95 1.44E-02

GOTERM_MF_2 HFF GO:0001871~pattern binding 7 8.81 1.57E-02

Category Cell Type Term Count (number of proteins per term) Fold Enrichment Bonferroni-corrected P value

GOTERM_MF_2 LX-2 GO:0003735~structural constituent of ribosome 55 12.17 6.22E-41

GOTERM_MF_2 LX-2 GO:0005515~protein binding 167 1.57 4.81E-13

GOTERM_MF_2 LX-2 GO:0005200~structural constituent of cytoskeleton 16 12.45 2.47E-10

GOTERM_MF_2 LX-2 GO:0005201~extracellular matrix structural constituent 17 10.76 4.39E-10

Category Cell Type Term Count (number of proteins per term) Fold Enrichment Bonferroni-corrected P value

KEGG_PATHWAY HFF hsa01430:Cell Communication 19 8.53 3.05E-10

KEGG_PATHWAY HFF hsa03010:Ribosome 16 9.77 4.66E-09

KEGG_PATHWAY HFF hsa04512:ECM-receptor interaction 12 8.32 2.04E-05

KEGG_PATHWAY HFF hsa04510:Focal adhesion 13 3.99 1.24E-02

Category Cell Type Term Count (number of proteins per term) Fold Enrichment Bonferroni-corrected P value

KEGG_PATHWAY LX-2 hsa03010:Ribosome 40 12.21 1.16E-31

KEGG_PATHWAY LX-2 hsa01430:Cell Communication 27 6.06 1.14E-11

KEGG_PATHWAY LX-2 hsa04512:ECM-receptor interaction 17 5.90 2.57E-06

KEGG_PATHWAY LX-2 hsa04510:Focal adhesion 20 3.07 3.49E-03
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Table S4. Quantification of identified proteins

Unweighted Spectrum Counts were normalised to  total observed spectra for each respective biological repeat and expressed as a percentage

Total observed spectra were 68384 for LX-2 repeat 1, 69108 for LX-2 repeat 2, 70371 for LX-2 repeat 3, 78656 fot HFF repeat 1, 75428 for HFF repeat 2 and 70500 for HFF repeat 3

Mean percentage spectral counts were calculated and used for hierarchical clustering

Identified Proteins (277) Accession Number Molecular Weight LX-2 repeat 1 LX-2 repeat 2 LX-2 repeat 3 HFF repeat 1 HFF repeat 2 HFF repeat 3 LX-2 repeat 1 LX-2 repeat 2 LX-2 repeat 3 HFF repeat 1 HFF repeat 2 HFF repeat 3 LX-2 mean LX-2 s.d HFF mean HFF s.d

A2M Alpha-2-macroglobulin precursor IPI00478003 163 kDa 0 13 0 0 0 6 0 0.01881 0 0 0 0.00851 0.00627 0.01086 0.00284 0.00491

ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 75 kDa 11 0 3 0 0 0 0.01609 0 0.00426 0 0 0 0.00678 0.00833 0 0

ACTA1 Actin, alpha skeletal muscle IPI00021428 42 kDa 55 0 79 148 126 0 0.08043 0 0.11226 0.18816 0.16705 0 0.06423 0.05786 0.11840 0.10308

ACTB Actin, cytoplasmic 1 IPI00021439 42 kDa 118 7 137 209 176 34 0.17255 0.01013 0.19468 0.26571 0.23334 0.04823 0.12579 0.10077 0.18243 0.11734

ACTN1 Alpha-actinin-1 IPI00013508 103 kDa 4 0 4 3 0 0 0.00585 0 0.00568 0.00381 0 0 0.00384 0.00333 0.00127 0.00220

ACTR2 Actin-related protein 2 IPI00005159 45 kDa 7 0 5 0 0 0 0.01024 0 0.00711 0 0 0 0.00578 0.00525 0 0

ACTR3 Actin-related protein 3 IPI00028091 47 kDa 10 0 8 2 0 0 0.01462 0 0.01137 0.00254 0 0 0.00866 0.00768 0.00085 0.00147

ADAMTS1 ADAMTS-1 precursor IPI00005908 105 kDa 0 0 0 0 2 0 0 0 0 0 0.00265 0 0 0 0.00088 0.00153

AGRN Agrin precursor IPI00374563 215 kDa 16 0 13 0 0 0 0.02340 0 0.01847 0 0 0 0.01396 0.01234 0 0

ANPEP Aminopeptidase N (CD13) IPI00221224 110 kDa 0 0 0 25 33 0 0 0 0 0.03178 0.04375 0 0 0 0.02518 0.02261

ANXA1 Annexin A1 IPI00218918 39 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

ANXA2 Annexin A2 IPI00455315 39 kDa 6 0 6 4 2 0 0.00877 0 0.00853 0.00509 0.00265 0 0.00577 0.00500 0.00258 0.00254

ANXA5 Annexin A5 IPI00329801 36 kDa 6 0 2 0 0 0 0.00877 0 0.00284 0 0 0 0.00387 0.00448 0 0

ANXA6 Annexin A6 IPI00221226 76 kDa 26 0 34 14 17 0 0.03802 0 0.04832 0.01780 0.02254 0 0.02878 0.02545 0.01345 0.01188

ARF1 ADP-ribosylation factor 1 IPI00215914 21 kDa 0 0 7 0 0 0 0 0 0.00995 0 0 0 0.00332 0.00574 0 0

ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 34 kDa 3 0 3 0 2 0 0.00439 0 0.00426 0 0.00265 0 0.00288 0.00250 0.00088 0.00153

ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162 21 kDa 6 0 6 0 0 0 0.00877 0 0.00853 0 0 0 0.00577 0.00500 0 0

ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811 20 kDa 0 0 4 0 3 0 0 0 0.00568 0 0.00398 0 0.00189 0.00328 0.00133 0.00230

ATAD3A ATPase family, AAA domain containing 3A IPI00646144 64 kDa 3 0 2 0 0 0 0.00439 0 0.00284 0 0 0 0.00241 0.00223 0 0

ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 60 kDa 8 0 16 3 3 0 0.01170 0 0.02274 0.00381 0.00398 0 0.01148 0.01137 0.00260 0.00225

ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 57 kDa 9 0 25 6 5 0 0.01316 0 0.03553 0.00763 0.00663 0 0.01623 0.01796 0.00475 0.00415

ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor IPI00478410 33 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial IPI00220300 11 kDa 0 0 3 0 0 0 0 0 0.00426 0 0 0 0.00142 0.00246 0 0

ATP5O ATP synthase subunit O, mitochondrial precursor IPI00007611 23 kDa 0 0 0 2 0 0 0 0 0 0.00254 0 0 0 0 0.00085 0.00147

BANF1 Barrier-to-autointegration factor IPI00026087 10 kDa 15 0 0 0 0 0 0.02193 0 0 0 0 0 0.00731 0.01266 0 0

BCAM Lutheran blood group glycoprotein precursor (CD239 - laminin receptor) IPI00002406 67 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

BCAP31 B-cell receptor-associated protein 31 IPI00218200 35 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

BST1 ADP-ribosyl cyclase 2 precursor IPI00026240 36 kDa 3 0 0 0 0 0 0.00439 0 0 0 0 0 0.00146 0.00253 0 0

C3 Complement C3 precursor (Fragment) IPI00783987 187 kDa 0 2 5 0 0 7 0 0.00289 0.00711 0 0 0.00993 0.00333 0.00357 0.00331 0.00573

C4A Complement C4-A precursor IPI00032258 193 kDa 0 4 0 0 0 0 0 0.00579 0 0 0 0 0.00193 0.00334 0 0

CAPZA1 F-actin-capping protein subunit alpha-1 IPI00005969 33 kDa 3 0 0 0 0 0 0.00439 0 0 0 0 0 0.00146 0.00253 0 0

CAV1 Caveolin IPI00853146 19 kDa 12 0 14 0 0 0 0.01755 0 0.01989 0 0 0 0.01248 0.01087 0 0

CD44 Isoform 3 of CD44 antigen precursor IPI00827650 78 kDa 4 0 0 4 5 0 0.00585 0 0 0.00509 0.00663 0 0.00195 0.00338 0.00390 0.00347

CFL1 Cofilin-1 IPI00012011 19 kDa 0 0 5 0 0 0 0 0 0.00711 0 0 0 0.00237 0.00410 0 0

CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 IPI00015833 26 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318 66 kDa 19 0 8 12 10 0 0.02778 0 0.01137 0.01526 0.01326 0 0.01305 0.01397 0.00950 0.00829

CLEC3B Putative uncharacterized protein DKFZp686H17246 [tetranectin(plasminogen binding protein)] IPI00792115 18 kDa 0 3 0 0 0 0 0 0.00434 0 0 0 0 0.00145 0.00251 0 0

CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067 192 kDa 4 0 5 0 0 0 0.00585 0 0.00711 0 0 0 0.00432 0.00379 0 0

COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 333 kDa 91 0 160 0 0 37 0.13307 0 0.22737 0 0 0.05248 0.12015 0.11423 0.01749 0.03030

COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 139 kDa 11 0 13 9 3 13 0.01609 0 0.01847 0.01144 0.00398 0.01844 0.01152 0.01005 0.01129 0.00723

COL1A2 Collagen alpha-2(I) chain precursor IPI00304962 129 kDa 0 0 0 4 0 0 0 0 0 0.00509 0 0 0 0 0.00170 0.00294

COL4A1 Collagen alpha-1(IV) chain precursor IPI00844360 161 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

COL4A2 Collagen alpha-2(IV) chain precursor IPI00306322 168 kDa 0 0 3 0 0 0 0 0 0.00426 0 0 0 0.00142 0.00246 0 0

COL5A1 Collagen alpha-1(V) chain precursor IPI00844090 184 kDa 8 0 8 0 0 0 0.01170 0 0.01137 0 0 0 0.00769 0.00666 0 0

COL5A2 Collagen alpha-2(V) chain precursor IPI00739099 145 kDa 0 0 0 0 0 4 0 0 0 0 0 0.00567 0 0 0.00189 0.00328

COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 109 kDa 42 36 34 19 31 58 0.06142 0.05209 0.04832 0.02416 0.04110 0.08227 0.05394 0.00674 0.04917 0.02989

COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 109 kDa 22 37 40 27 23 34 0.03217 0.05354 0.05684 0.03433 0.03049 0.04823 0.04752 0.01339 0.03768 0.00933

COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 344 kDa 222 256 356 199 193 316 0.32464 0.37043 0.50589 0.25300 0.25587 0.44823 0.40032 0.09425 0.31903 0.11189

COX5A Cytochrome c oxidase subunit 5A, mitochondrial precursor IPI00025086 17 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

CPNE1 Copine-1 IPI00018452 59 kDa 3 0 9 0 0 0 0.00439 0 0.01279 0 0 0 0.00573 0.00650 0 0

CPNE2 Copine II IPI00645310 64 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00396391 74 kDa 0 8 0 0 0 0 0 0.01158 0 0 0 0 0.00386 0.00668 0 0

CS citrate synthase precursor, isoform b IPI00383539 47 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

CSNK2A1 Casein kinase II subunit alpha IPI00744507 45 kDa 4 0 4 0 0 0 0.00585 0 0.00568 0 0 0 0.00384 0.00333 0 0

CYR61 Protein CYR61 precursor IPI00299219 42 kDa 0 39 3 0 0 0 0 0.05643 0.00426 0 0 0 0.02023 0.03142 0 0

DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 51 kDa 8 0 5 2 2 0 0.01170 0 0.00711 0.00254 0.00265 0 0.00627 0.00589 0.00173 0.00150

DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 73 kDa 4 0 6 0 0 0 0.00585 0 0.00853 0 0 0 0.00479 0.00436 0 0

DDX5 Probable ATP-dependent RNA helicase DDX5 IPI00017617 69 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

DPT Dermatopontin precursor IPI00292130 24 kDa 0 0 0 0 0 3 0 0 0 0 0 0.00426 0 0 0.00142 0.00246

EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor (DEL1) IPI00306046 54 kDa 0 8 0 0 0 0 0 0.01158 0 0 0 0 0.00386 0.00668 0 0

EEF1A1 Elongation factor 1-alpha 1 IPI00396485 50 kDa 28 0 43 0 9 0 0.04095 0 0.06110 0 0.01193 0 0.03402 0.03114 0.00398 0.00689

EEF2 Elongation factor 2 IPI00186290 95 kDa 3 0 0 0 0 0 0.00439 0 0 0 0 0 0.00146 0.00253 0 0

EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor (fibulin 4) IPI00296058 49 kDa 0 0 0 4 2 0 0 0 0 0.00509 0.00265 0 0 0 0.00258 0.00254

EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 109 kDa 6 0 3 0 0 0 0.00877 0 0.00426 0 0 0 0.00435 0.00439 0 0

EGFL7 EGF-like domain-containing protein 7 precursor (VE-statin) IPI00383960 30 kDa 8 0 2 0 0 0 0.01170 0 0.00284 0 0 0 0.00485 0.00610 0 0

EIF3A Eukaryotic translation initiation factor 3 subunit 10 IPI00029012 167 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 46 kDa 9 0 14 0 0 0 0.01316 0 0.01989 0 0 0 0.01102 0.01012 0 0

EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 47 kDa 8 0 8 0 0 0 0.01170 0 0.01137 0 0 0 0.00769 0.00666 0 0

EMILIN1 EMILIN-1 precursor IPI00013079 107 kDa 0 0 0 44 34 10 0 0 0 0.05594 0.04508 0.01418 0 0 0.03840 0.02166

ENTPD4;LOXL2 Lysyl oxidase homolog 2 precursor IPI00782994 87 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

ERLIN1 ER lipid raft associated 1 IPI00007940 39 kDa 10 0 0 0 0 0 0.01462 0 0 0 0 0 0.00487 0.00844 0 0

ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 38 kDa 14 0 10 7 6 0 0.02047 0 0.01421 0.00890 0.00795 0 0.01156 0.01049 0.00562 0.00489

FBLN1 Isoform B of Fibulin-1 precursor IPI00218803 77 kDa 0 0 0 9 8 0 0 0 0 0.01144 0.01061 0 0 0 0.00735 0.00638

FBLN2 Fibulin-2 precursor IPI00023824 127 kDa 12 0 2 41 29 0 0.01755 0 0.00284 0.05213 0.03845 0 0.00680 0.00942 0.03019 0.02703

FBN1 312 kDa protein (fibrillin 1) IPI00784458 312 kDa 188 218 153 20 11 0 0.27492 0.31545 0.21742 0.02543 0.01458 0 0.26926 0.04926 0.01334 0.01276

FBN2 fibrillin 2 precursor IPI00019439 315 kDa 28 35 29 6 3 0 0.04095 0.05065 0.04121 0.00763 0.00398 0 0.04427 0.00553 0.00387 0.00382

FGF2 fibroblast growth factor 2 IPI00154603 31 kDa 2 0 0 6 0 0 0.00292 0 0 0.00763 0 0 0.00097 0.00169 0.00254 0.00440

FLNA Filamin-A IPI00333541 281 kDa 10 0 14 0 0 0 0.01462 0 0.01989 0 0 0 0.01151 0.01031 0 0

FLOT1 Flotillin-1 IPI00027438 47 kDa 23 0 25 8 8 0 0.03363 0 0.03553 0.01017 0.01061 0 0.02305 0.01999 0.00693 0.00600

FLOT2 flotillin 2 IPI00789008 47 kDa 30 0 25 4 5 0 0.04387 0 0.03553 0.00509 0.00663 0 0.02647 0.02330 0.00390 0.00347

FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 257 kDa 164 0 141 584 545 49 0.23982 0 0.20037 0.74247 0.72254 0.06950 0.14673 0.12859 0.51151 0.38292

GANAB Isoform 1 of Neutral alpha-glucosidase AB precursor IPI00383581 107 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018 36 kDa 5 0 10 3 0 0 0.00731 0 0.01421 0.00381 0 0 0.00717 0.00711 0.00127 0.00220

GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00748145 40 kDa 12 0 6 0 3 0 0.01755 0 0.00853 0 0.00398 0 0.00869 0.00878 0.00133 0.00230

GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 37 kDa 4 0 4 0 0 0 0.00585 0 0.00568 0 0 0 0.00384 0.00333 0 0

GNB2 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 IPI00003348 37 kDa 4 0 0 0 0 0 0.00585 0 0 0 0 0 0.00195 0.00338 0 0

GREM1 Isoform 1 of Gremlin-1 precursor IPI00298476 21 kDa 0 5 0 0 0 0 0 0.00724 0 0 0 0 0.00241 0.00418 0 0

GSN Isoform 1 of Gelsolin precursor IPI00026314 86 kDa 2 0 5 0 0 0 0.00292 0 0.00711 0 0 0 0.00334 0.00357 0 0

H2AFV Histone H2AV IPI00018278 14 kDa 21 0 21 0 36 0 0.03071 0 0.02984 0 0.04773 0 0.02018 0.01748 0.01591 0.02756

H2AFY H2A histone family, member Y isoform 2 IPI00059366 39 kDa 3 0 8 13 16 0 0.00439 0 0.01137 0.01653 0.02121 0 0.00525 0.00573 0.01258 0.01114

H2BFS Histone H2B IPI00745513 8 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 83 kDa 11 0 2 0 0 0 0.01609 0 0.00284 0 0 0 0.00631 0.00859 0 0

HADHB Trifunctional enzyme beta subunit, mitochondrial precursor IPI00022793 51 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

HBA2;HBA1 Hemoglobin subunit alpha IPI00410714 15 kDa 4 11 14 12 22 44 0.00585 0.01592 0.01989 0.01526 0.02917 0.06241 0.01389 0.00724 0.03561 0.02423

HBB Hemoglobin subunit beta IPI00654755 16 kDa 0 5 10 0 0 0 0 0.00724 0.01421 0 0 0 0.00715 0.00711 0 0

HIST1H1B Histone H1.5 IPI00217468 23 kDa 17 0 13 30 24 0 0.02486 0 0.01847 0.03814 0.03182 0 0.01444 0.01291 0.02332 0.02044

HIST1H1D Histone H1.3 IPI00217466 22 kDa 16 0 18 31 29 0 0.02340 0 0.02558 0.03941 0.03845 0 0.01633 0.01418 0.02595 0.02248

HIST1H2AH Histone H2A type 1-H IPI00081836 14 kDa 47 9 32 55 52 0 0.06873 0.01302 0.04547 0.06992 0.06894 0 0.04241 0.02798 0.04629 0.04009

HIST1H2BL Histone H2B type 1-L IPI00018534 14 kDa 76 0 57 87 86 4 0.11114 0 0.08100 0.11061 0.11402 0.00567 0.06405 0.05748 0.07677 0.06159

HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 15 kDa 8 0 10 71 66 28 0.01170 0 0.01421 0.09027 0.08750 0.03972 0.00864 0.00758 0.07249 0.02842

HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 11 kDa 93 11 67 193 168 91 0.13600 0.01592 0.09521 0.24537 0.22273 0.12908 0.08237 0.06106 0.19906 0.06165

HIST2H2BE Histone H2B type 2-E IPI00003935 14 kDa 74 0 57 73 71 0 0.10821 0 0.08100 0.09281 0.09413 0 0.06307 0.05629 0.06231 0.05397

HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592 32 kDa 12 0 8 0 0 0 0.01755 0 0.01137 0 0 0 0.00964 0.00890 0 0

Unweighted spectrum counts Unweighted spectrum counts Normalised spectral counts  (%) Normalised spectral counts  (%) Mean  normalised spectral counts (%)
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HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00644224 62 kDa 0 0 8 0 0 0 0 0 0.01137 0 0 0 0.00379 0.00656 0 0

HNRPH1 Heterogeneous nuclear ribonucleoprotein H IPI00013881 49 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903 78 kDa 3 0 3 0 0 0 0.00439 0 0.00426 0 0 0 0.00288 0.00250 0 0

HSP90AB1 85 kDa protein IPI00334775 85 kDa 4 0 9 0 0 0 0.00585 0 0.01279 0 0 0 0.00621 0.00640 0 0

HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 71 kDa 12 0 10 0 0 0 0.01755 0 0.01421 0 0 0 0.01059 0.00932 0 0

HSPB1 Heat shock protein beta-1 IPI00025512 23 kDa 0 0 4 4 5 0 0 0 0.00568 0.00509 0.00663 0 0.00189 0.00328 0.00390 0.00347

HSPD1 60 kDa heat shock protein, mitochondrial precursor IPI00784154 61 kDa 0 0 3 0 0 0 0 0 0.00426 0 0 0 0.00142 0.00246 0 0

HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor (perlecan) IPI00024284 469 kDa 66 0 46 112 104 0 0.09651 0 0.06537 0.14239 0.13788 0 0.05396 0.04926 0.09342 0.08094

HTRA1 Serine protease HTRA1 precursor IPI00003176 51 kDa 0 8 0 0 0 0 0 0.01158 0 0 0 0 0.00386 0.00668 0 0

IGFBP5 Insulin-like growth factor-binding protein 5 precursor IPI00029236 31 kDa 0 2 0 0 0 0 0 0.00289 0 0 0 0 0.00096 0.00167 0 0

IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960 84 kDa 7 0 17 0 0 0 0.01024 0 0.02416 0 0 0 0.01146 0.01213 0 0

KRT1 Keratin, type II cytoskeletal 1 IPI00220327 66 kDa 104 219 64 77 40 48 0.15208 0.31690 0.09095 0.09789 0.05303 0.06809 0.18664 0.11687 0.07300 0.02283

KRT10 Keratin, type I cytoskeletal 10 IPI00009865 60 kDa 47 93 16 11 6 23 0.06873 0.13457 0.02274 0.01398 0.00795 0.03262 0.07535 0.05621 0.01819 0.01286

KRT14 Keratin, type I cytoskeletal 14 IPI00384444 52 kDa 0 27 0 0 0 0 0 0.03907 0 0 0 0 0.01302 0.02256 0 0

KRT18 Keratin, type I cytoskeletal 18 IPI00784347 48 kDa 10 0 9 0 0 0 0.01462 0 0.01279 0 0 0 0.00914 0.00797 0 0

KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 66 kDa 36 75 20 19 6 17 0.05264 0.10853 0.02842 0.02416 0.00795 0.02411 0.06320 0.04108 0.01874 0.00934

KRT5 Keratin, type II cytoskeletal 5 IPI00009867 62 kDa 0 20 0 0 0 3 0 0.02894 0 0 0 0.00426 0.00965 0.01671 0.00142 0.00246

KRT6A Keratin, type II cytoskeletal 6A IPI00300725 60 kDa 0 22 0 13 0 0 0 0.03183 0 0.01653 0 0 0.01061 0.01838 0.00551 0.00954

KRT8 Keratin, type II cytoskeletal 8 IPI00554648 54 kDa 12 0 8 0 0 0 0.01755 0 0.01137 0 0 0 0.00964 0.00890 0 0

KRT9 Keratin, type I cytoskeletal 9 IPI00019359 62 kDa 48 94 31 43 35 54 0.07019 0.13602 0.04405 0.05467 0.04640 0.07660 0.08342 0.04739 0.05922 0.01560

LAMA4 Isoform 1 of Laminin subunit alpha-4 precursor IPI00329482 203 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

LAMA5 Laminin subunit alpha-5 precursor IPI00783665 400 kDa 28 0 9 0 0 0 0.04095 0 0.01279 0 0 0 0.01791 0.02095 0 0

LAMB1 Laminin subunit beta-1 precursor IPI00013976 198 kDa 13 0 2 0 0 0 0.01901 0 0.00284 0 0 0 0.00728 0.01025 0 0

LAMB2 Laminin subunit beta-2 precursor IPI00296922 196 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

LAMC1 Laminin subunit gamma-1 precursor IPI00298281 178 kDa 4 0 0 0 0 0 0.00585 0 0 0 0 0 0.00195 0.00338 0 0

LGALS1 Galectin-1 IPI00219219 15 kDa 0 2 0 0 0 0 0 0.00289 0 0 0 0 0.00096 0.00167 0 0

LMNA Isoform A of Lamin-A/C IPI00021405 74 kDa 5 0 12 7 0 0 0.00731 0 0.01705 0.00890 0 0 0.00812 0.00856 0.00297 0.00514

LMNB1 Lamin-B1 IPI00217975 66 kDa 3 0 0 0 0 0 0.00439 0 0 0 0 0 0.00146 0.00253 0 0

LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 52 kDa 19 57 22 0 0 0 0.02778 0.08248 0.03126 0 0 0 0.04718 0.03062 0 0

MFI2 Isoform 1 of Melanotransferrin precursor IPI00029275 80 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

MGST3 Microsomal glutathione S-transferase 3 IPI00024266 17 kDa 0 0 7 0 0 0 0 0 0.00995 0 0 0 0.00332 0.00574 0 0

MME Neprilysin (CD10) IPI00247063 86 kDa 0 0 0 0 3 0 0 0 0 0 0.00398 0 0 0 0.00133 0.00230

MOXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor IPI00419596 70 kDa 0 0 0 2 0 0 0 0 0 0.00254 0 0 0 0 0.00085 0.00147

MPHOSPH1 Isoform 1 of M-phase phosphoprotein 1 IPI00044751 211 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

MRLC2 Myosin regulatory light chain IPI00033494 20 kDa 12 0 20 15 18 0 0.01755 0 0.02842 0.01907 0.02386 0 0.01532 0.01434 0.01431 0.01262

MSN Moesin IPI00219365 68 kDa 0 0 0 3 3 0 0 0 0 0.00381 0.00398 0 0 0 0.00260 0.00225

MVP Major vault protein IPI00000105 99 kDa 17 0 29 0 0 0 0.02486 0 0.04121 0 0 0 0.02202 0.02075 0 0

MXRA5 Matrix-remodeling-associated protein 5 precursor (adlican) IPI00012347 312 kDa 0 0 0 20 18 8 0 0 0 0.02543 0.02386 0.01135 0 0 0.02021 0.00772

MYADM Myeloid-associated differentiation marker IPI00102685 35 kDa 0 0 5 0 0 0 0 0 0.00711 0 0 0 0.00237 0.00410 0 0

MYH10 Isoform 1 of Myosin-10 IPI00397526 229 kDa 37 0 88 41 43 0 0.05411 0 0.12505 0.05213 0.05701 0 0.05972 0.06271 0.03638 0.03160

MYH9 Myosin-9 IPI00019502 227 kDa 231 0 462 413 323 0 0.33780 0 0.65652 0.52507 0.42822 0 0.33144 0.32831 0.31776 0.27942

MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168 17 kDa 15 0 22 24 33 0 0.02193 0 0.03126 0.03051 0.04375 0 0.01773 0.01605 0.02475 0.02244

MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 20 kDa 0 0 14 0 0 0 0 0 0.01989 0 0 0 0.00663 0.01149 0 0

MYO1C Myosin-Ic IPI00010418 118 kDa 7 0 0 21 15 0 0.01024 0 0 0.02670 0.01989 0 0.00341 0.00591 0.01553 0.01387

MYO1D Isoform 1 of Myosin-Id IPI00329719 116 kDa 0 0 0 0 2 0 0 0 0 0 0.00265 0 0 0 0.00088 0.00153

NCL Isoform 1 of Nucleolin IPI00604620 77 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

NID1 Isoform 1 of Nidogen-1 precursor IPI00026944 136 kDa 20 0 5 0 0 0 0.02925 0 0.00711 0 0 0 0.01212 0.01525 0 0

NID2 Nidogen-2 precursor IPI00028908 151 kDa 15 0 3 4 8 0 0.02193 0 0.00426 0.00509 0.01061 0 0.00873 0.01163 0.00523 0.00530

NT5E 5'-nucleotidase precursor IPI00009456 63 kDa 28 0 13 18 11 0 0.04095 0 0.01847 0.02288 0.01458 0 0.01981 0.02051 0.01249 0.01159

PABPC1 Isoform 1 of Polyadenylate-binding protein 1 IPI00008524 71 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

PCBP2 poly(rC)-binding protein 2 isoform a IPI00796337 39 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252 57 kDa 8 0 0 0 0 0 0.01170 0 0 0 0 0 0.00390 0.00675 0 0

PFKP 6-phosphofructokinase type C IPI00009790 86 kDa 3 0 6 0 0 0 0.00439 0 0.00853 0 0 0 0.00430 0.00426 0 0

PFN1 Profilin-1 IPI00216691 15 kDa 7 0 4 0 0 0 0.01024 0 0.00568 0 0 0 0.00531 0.00513 0 0

PHB Prohibitin IPI00017334 30 kDa 2 0 5 0 0 0 0.00292 0 0.00711 0 0 0 0.00334 0.00357 0 0

PHB2 Prohibitin-2 IPI00027252 33 kDa 7 0 11 0 0 0 0.01024 0 0.01563 0 0 0 0.00862 0.00794 0 0

PHGDH D-3-phosphoglycerate dehydrogenase IPI00011200 57 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 58 kDa 2 0 11 0 0 0 0.00292 0 0.01563 0 0 0 0.00619 0.00831 0 0

POSTN Isoform 1 of Periostin precursor IPI00007960 93 kDa 0 0 0 3 0 0 0 0 0 0.00381 0 0 0 0 0.00127 0.00220

PPIB peptidylprolyl isomerase B precursor IPI00646304 24 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

PRDX1 Peroxiredoxin-1 IPI00000874 22 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

PRKCDBP protein kinase C, delta binding protein IPI00056334 28 kDa 0 0 0 2 0 0 0 0 0 0.00254 0 0 0 0 0.00085 0.00147

PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337 469 kDa 16 0 12 0 0 0 0.02340 0 0.01705 0 0 0 0.01348 0.01210 0 0

PRPF8 Pre-mRNA-processing-splicing factor 8 IPI00007928 274 kDa 4 0 0 0 0 0 0.00585 0 0 0 0 0 0.00195 0.00338 0 0

PRSS23 Serine protease 23 precursor IPI00026941 43 kDa 13 31 7 0 0 0 0.01901 0.04486 0.00995 0 0 0 0.02460 0.01811 0 0

PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 43 kDa 16 0 7 0 0 0 0.02340 0 0.00995 0 0 0 0.01111 0.01174 0 0

RAB1A Isoform 1 of Ras-related protein Rab-1A IPI00005719 23 kDa 8 0 8 0 0 0 0.01170 0 0.01137 0 0 0 0.00769 0.00666 0 0

RALY Isoform 1 of RNA-binding protein Raly IPI00216044 30 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

RHOC Rho-related GTP-binding protein RhoC precursor IPI00027434 22 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

RPL10 60S ribosomal protein L10 IPI00554723 25 kDa 3 16 5 0 0 0 0.00439 0.02315 0.00711 0 0 0 0.01155 0.01014 0 0

RPL10A 60S ribosomal protein L10a IPI00412579 25 kDa 15 0 14 0 3 0 0.02193 0 0.01989 0 0.00398 0 0.01394 0.01212 0.00133 0.00230

RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798 20 kDa 0 0 8 0 2 0 0 0 0.01137 0 0.00265 0 0.00379 0.00656 0.00088 0.00153

RPL12 60S ribosomal protein L12 IPI00024933 18 kDa 5 0 5 0 0 0 0.00731 0 0.00711 0 0 0 0.00481 0.00416 0 0

RPL13A 60S ribosomal protein L13a IPI00304612 24 kDa 3 0 0 0 0 0 0.00439 0 0 0 0 0 0.00146 0.00253 0 0

RPL14 60S ribosomal protein L14 IPI00002821 23 kDa 13 0 7 0 0 0 0.01901 0 0.00995 0 0 0 0.00965 0.00951 0 0

RPL15 60S ribosomal protein L15 IPI00470528 24 kDa 11 0 13 0 0 0 0.01609 0 0.01847 0 0 0 0.01152 0.01005 0 0

RPL17 60S ribosomal protein L17 IPI00413324 21 kDa 3 14 11 0 0 0 0.00439 0.02026 0.01563 0 0 0 0.01343 0.00816 0 0

RPL18 60S ribosomal protein L18 IPI00215719 22 kDa 9 0 12 7 3 0 0.01316 0 0.01705 0.00890 0.00398 0 0.01007 0.00894 0.00429 0.00446

RPL18A 60S ribosomal protein L18a IPI00026202 21 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583 19 kDa 0 8 5 0 0 0 0 0.01158 0.00711 0 0 0 0.00623 0.00584 0 0

RPL23 60S ribosomal protein L23 IPI00010153 15 kDa 4 19 7 2 2 0 0.00585 0.02749 0.00995 0.00254 0.00265 0 0.01443 0.01150 0.00173 0.00150

RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266 18 kDa 0 20 3 0 0 0 0 0.02894 0.00426 0 0 0 0.01107 0.01562 0 0

RPL24 60S ribosomal protein L24 IPI00306332 18 kDa 6 22 5 0 4 0 0.00877 0.03183 0.00711 0 0.00530 0 0.01590 0.01382 0.00177 0.00306

RPL26L1 60S ribosomal protein L26-like 1 IPI00007144 17 kDa 0 2 0 0 0 0 0 0.00289 0 0 0 0 0.00096 0.00167 0 0

RPL27 60S ribosomal protein L27 IPI00219155 16 kDa 0 4 2 0 0 4 0 0.00579 0.00284 0 0 0.00567 0.00288 0.00289 0.00189 0.00328

RPL27A 60S ribosomal protein L27a IPI00456758 17 kDa 0 10 5 0 8 0 0 0.01447 0.00711 0 0.01061 0 0.00719 0.00724 0.00354 0.00612

RPL3 60S ribosomal protein L3 IPI00550021 46 kDa 2 0 2 0 0 0 0.00292 0 0.00284 0 0 0 0.00192 0.00167 0 0

RPL30 60S ribosomal protein L30 IPI00219156 13 kDa 2 0 3 0 0 0 0.00292 0 0.00426 0 0 0 0.00240 0.00218 0 0

RPL31 60S ribosomal protein L31 IPI00026302 14 kDa 0 10 6 0 0 0 0 0.01447 0.00853 0 0 0 0.00767 0.00727 0 0

RPL32 60S ribosomal protein L32 IPI00395998 16 kDa 0 3 0 0 0 0 0 0.00434 0 0 0 0 0.00145 0.00251 0 0

RPL35 60S ribosomal protein L35 IPI00787131 16 kDa 0 10 6 0 0 0 0 0.01447 0.00853 0 0 0 0.00767 0.00727 0 0

RPL38 60S ribosomal protein L38 IPI00215790 8 kDa 0 4 2 0 0 0 0 0.00579 0.00284 0 0 0 0.00288 0.00289 0 0

RPL4 60S ribosomal protein L4 IPI00003918 48 kDa 5 0 10 0 3 0 0.00731 0 0.01421 0 0.00398 0 0.00717 0.00711 0.00133 0.00230

RPL6 60S ribosomal protein L6 IPI00329389 33 kDa 18 0 16 8 5 0 0.02632 0 0.02274 0.01017 0.00663 0 0.01635 0.01428 0.00560 0.00516

RPL7 60S ribosomal protein L7 IPI00030179 29 kDa 13 0 16 7 8 0 0.01901 0 0.02274 0.00890 0.01061 0 0.01392 0.01219 0.00650 0.00570

RPL7A 60S ribosomal protein L7a IPI00299573 30 kDa 17 0 19 8 5 0 0.02486 0 0.02700 0.01017 0.00663 0 0.01729 0.01501 0.00560 0.00516

RPL8 60S ribosomal protein L8 IPI00012772 28 kDa 4 0 11 0 7 0 0.00585 0 0.01563 0 0.00928 0 0.00716 0.00790 0.00309 0.00536

RPL9 60S ribosomal protein L9 IPI00031691 22 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

RPLP0 60S acidic ribosomal protein P0 IPI00008530 34 kDa 14 0 10 3 0 0 0.02047 0 0.01421 0.00381 0 0 0.01156 0.01049 0.00127 0.00220

RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 73 kDa 9 0 16 3 3 0 0.01316 0 0.02274 0.00381 0.00398 0 0.01197 0.01142 0.00260 0.00225

RPS11 40S ribosomal protein S11 IPI00025091 18 kDa 0 7 7 0 0 0 0 0.01013 0.00995 0 0 0 0.00669 0.00580 0 0

RPS13 40S ribosomal protein S13 IPI00221089 17 kDa 7 21 15 5 5 0 0.01024 0.03039 0.02132 0.00636 0.00663 0 0.02065 0.01009 0.00433 0.00375

RPS14 40S ribosomal protein S14 IPI00026271 16 kDa 0 7 5 0 7 0 0 0.01013 0.00711 0 0.00928 0 0.00574 0.00520 0.00309 0.00536

RPS15 40S ribosomal protein S15 IPI00216153 17 kDa 0 10 0 0 0 0 0 0.01447 0 0 0 0 0.00482 0.00835 0 0

RPS15A 40S ribosomal protein S15a IPI00221091 15 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

RPS16 40S ribosomal protein S16 IPI00221092 16 kDa 8 22 9 7 7 0 0.01170 0.03183 0.01279 0.00890 0.00928 0 0.01877 0.01132 0.00606 0.00525

RPS17 40S ribosomal protein S17 IPI00221093 16 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

RPS18 40S ribosomal protein S18 IPI00013296 18 kDa 18 58 27 11 9 4 0.02632 0.08393 0.03837 0.01398 0.01193 0.00567 0.04954 0.03038 0.01053 0.00433
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Identified Proteins (277) Accession Number Molecular Weight LX-2 repeat 1 LX-2 repeat 2 LX-2 repeat 3 HFF repeat 1 HFF repeat 2 HFF repeat 3 LX-2 repeat 1 LX-2 repeat 2 LX-2 repeat 3 HFF repeat 1 HFF repeat 2 HFF repeat 3 LX-2 mean LX-2 s.d HFF mean HFF s.d

Unweighted spectrum counts Unweighted spectrum counts Normalised spectral counts  (%) Normalised spectral counts  (%) Mean  normalised spectral counts (%)

RPS2 40S ribosomal protein S2 IPI00013485 31 kDa 12 0 18 2 0 0 0.01755 0 0.02558 0.00254 0 0 0.01438 0.01308 0.00085 0.00147

RPS23 40S ribosomal protein S23 IPI00218606 16 kDa 0 9 9 0 0 0 0 0.01302 0.01279 0 0 0 0.00860 0.00745 0 0

RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750 15 kDa 8 13 0 0 0 0 0.01170 0.01881 0 0 0 0 0.01017 0.00950 0 0

RPS25 40S ribosomal protein S25 IPI00012750 14 kDa 8 22 7 6 6 0 0.01170 0.03183 0.00995 0.00763 0.00795 0 0.01783 0.01216 0.00519 0.00450

RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00655650 13 kDa 0 14 5 0 0 0 0 0.02026 0.00711 0 0 0 0.00912 0.01028 0 0

RPS27 40S ribosomal protein S27 IPI00513971 9 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 18 kDa 19 0 36 37 29 0 0.02778 0 0.05116 0.04704 0.03845 0 0.02631 0.02561 0.02850 0.02505

RPS29 40S ribosomal protein S29 IPI00182289 7 kDa 0 9 0 0 0 0 0 0.01302 0 0 0 0 0.00434 0.00752 0 0

RPS3 40S ribosomal protein S3 IPI00011253 27 kDa 26 0 21 4 3 0 0.03802 0 0.02984 0.00509 0.00398 0 0.02262 0.02001 0.00302 0.00267

RPS3A 40S ribosomal protein S3a IPI00419880 30 kDa 2 0 12 0 0 0 0.00292 0 0.01705 0 0 0 0.00666 0.00912 0 0

RPS4X 40S ribosomal protein S4, X isoform IPI00217030 30 kDa 28 42 33 6 8 0 0.04095 0.06077 0.04689 0.00763 0.01061 0 0.04954 0.01018 0.00608 0.00547

RPS5 40S ribosomal protein S5 IPI00008433 23 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

RPS6 40S ribosomal protein S6 IPI00021840 29 kDa 0 0 6 0 0 0 0 0 0.00853 0 0 0 0.00284 0.00492 0 0

RPS7 40S ribosomal protein S7 IPI00013415 22 kDa 8 4 8 0 0 0 0.01170 0.00579 0.01137 0 0 0 0.00962 0.00332 0 0

RPS8 40S ribosomal protein S8 IPI00216587 24 kDa 9 0 9 0 0 0 0.01316 0 0.01279 0 0 0 0.00865 0.00749 0 0

RPS9 40S ribosomal protein S9 IPI00221088 23 kDa 9 4 26 3 4 0 0.01316 0.00579 0.03695 0.00381 0.00530 0 0.01863 0.01628 0.00304 0.00274

RUVBL1 Isoform 1 of RuvB-like 1 IPI00021187 50 kDa 0 0 4 0 0 0 0 0 0.00568 0 0 0 0.00189 0.00328 0 0

SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 52 kDa 7 0 7 0 0 0 0.01024 0 0.00995 0 0 0 0.00673 0.00583 0 0

SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 45 kDa 2 0 13 0 0 0 0.00292 0 0.01847 0 0 0 0.00713 0.00993 0 0

SERPINF1 Pigment epithelium-derived factor precursor IPI00006114 46 kDa 0 0 0 0 0 2 0 0 0 0 0 0.00284 0 0 0.00095 0.00164

SERPINH1 Serpin H1 precursor IPI00032140 46 kDa 2 0 4 2 0 0 0.00292 0 0.00568 0.00254 0 0 0.00287 0.00284 0.00085 0.00147

Serum albumin precursor IPI00708398 69 kDa 49 228 49 16 18 78 0.07165 0.32992 0.06963 0.02034 0.02386 0.11064 0.15707 0.14970 0.05161 0.05115

SFRS3 Splicing factor, arginine/serine-rich 3 IPI00010204 19 kDa 0 4 0 0 0 0 0 0.00579 0 0 0 0 0.00193 0.00334 0 0

SLC25A11 Mitochondrial 2-oxoglutarate/malate carrier protein IPI00219729 34 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

SLC25A13 Mitochondrial aspartate-glutamate carrier protein IPI00007084 74 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202 40 kDa 0 0 16 0 0 0 0 0 0.02274 0 0 0 0.00758 0.01313 0 0

SLC25A5 ADP/ATP translocase 2 IPI00007188 33 kDa 28 0 36 0 0 0 0.04095 0 0.05116 0 0 0 0.03070 0.02707 0 0

SLC25A6 ADP/ATP translocase 3 IPI00291467 33 kDa 0 0 29 0 0 0 0 0 0.04121 0 0 0 0.01374 0.02379 0 0

SNRPD3 Small nuclear ribonucleoprotein Sm D3 IPI00017964 14 kDa 3 0 0 0 0 0 0.00439 0 0 0 0 0 0.00146 0.00253 0 0

STAU1 Staufen, RNA binding protein, homolog 1 IPI00641873 55 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

STOM Erythrocyte band 7 integral membrane protein IPI00219682 32 kDa 18 0 7 6 10 0 0.02632 0 0.00995 0.00763 0.01326 0 0.01209 0.01329 0.00696 0.00665

STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 80 kDa 0 0 7 0 0 0 0 0 0.00995 0 0 0 0.00332 0.00574 0 0

SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737 30 kDa 2 0 13 0 0 0 0.00292 0 0.01847 0 0 0 0.00713 0.00993 0 0

TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 27 kDa 0 24 5 0 0 0 0 0.03473 0.00711 0 0 0 0.01394 0.01835 0 0

TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 75 kDa 57 140 58 19 13 28 0.08335 0.20258 0.08242 0.02416 0.01723 0.03972 0.12278 0.06911 0.02704 0.01151

TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 (transglutaminase 2) IPI00294578 77 kDa 14 0 12 37 16 0 0.02047 0 0.01705 0.04704 0.02121 0 0.01251 0.01097 0.02275 0.02356

THBS1 Thrombospondin-1 precursor IPI00296099 129 kDa 0 0 0 0 0 8 0 0 0 0 0 0.01135 0 0 0.00378 0.00655

THSD4 thrombospondin, type I, domain containing 4 IPI00794391 112 kDa 2 0 0 0 0 0 0.00292 0 0 0 0 0 0.00097 0.00169 0 0

THY1 Thy-1 membrane glycoprotein precursor IPI00022892 18 kDa 8 0 4 7 9 0 0.01170 0 0.00568 0.00890 0.01193 0 0.00579 0.00585 0.00694 0.00620

TIMP3 Metalloproteinase inhibitor 3 precursor IPI00218247 24 kDa 0 5 0 0 0 0 0 0.00724 0 0 0 0 0.00241 0.00418 0 0

TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 52 kDa 6 0 3 0 0 0 0.00877 0 0.00426 0 0 0 0.00435 0.00439 0 0

TMED10 Transmembrane emp24 domain-containing protein 10 precursor IPI00028055 25 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

TMEM33 Transmembrane protein 33 IPI00299084 28 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

TMEM43 Transmembrane protein 43 IPI00301280 45 kDa 15 0 21 6 4 0 0.02193 0 0.02984 0.00763 0.00530 0 0.01726 0.01546 0.00431 0.00391

TNC Isoform 1 of Tenascin precursor IPI00031008 241 kDa 76 295 154 40 30 51 0.11114 0.42687 0.21884 0.05085 0.03977 0.07234 0.25228 0.16050 0.05432 0.01656

TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 38 kDa 5 0 3 0 0 0 0.00731 0 0.00426 0 0 0 0.00386 0.00367 0 0

TOP2A DNA topoisomerase 2 IPI00178667 183 kDa 6 0 5 0 0 0 0.00877 0 0.00711 0 0 0 0.00529 0.00466 0 0

TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135 33 kDa 5 0 4 7 6 0 0.00731 0 0.00568 0.00890 0.00795 0 0.00433 0.00384 0.00562 0.00489

TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 IPI00003505 49 kDa 0 0 3 0 0 0 0 0 0.00426 0 0 0 0.00142 0.00246 0 0

Trypsin - Sus scrofa (Pig). MAN00000761 24 kDa 36 95 45 55 47 42 0.05264 0.13747 0.06395 0.06992 0.06231 0.05957 0.08469 0.04606 0.06394 0.00536

TUBA1B Tubulin alpha-1B chain IPI00387144 50 kDa 127 0 160 22 21 0 0.18572 0 0.22737 0.02797 0.02784 0 0.13769 0.12105 0.01860 0.01611

TUBB Tubulin beta chain IPI00011654 50 kDa 166 5 202 47 36 0 0.24275 0.00724 0.28705 0.05975 0.04773 0 0.17901 0.15040 0.03583 0.03160

TUBB2C Tubulin beta-2C chain IPI00007752 50 kDa 142 0 176 0 0 0 0.20765 0 0.25010 0 0 0 0.15258 0.13384 0 0

TUBB3 Tubulin beta-3 chain IPI00013683 50 kDa 101 0 126 0 0 0 0.14770 0 0.17905 0 0 0 0.10892 0.09562 0 0

TUBB6 46 kDa protein IPI00641706 46 kDa 0 0 95 0 0 0 0 0 0.13500 0 0 0 0.04500 0.07794 0 0

TUBB6 TUBB6 protein IPI00646779 50 kDa 75 0 89 0 0 0 0.10967 0 0.12647 0 0 0 0.07872 0.06869 0 0

UPF1 Isoform 1 of Regulator of nonsense transcripts 1 IPI00034049 124 kDa 2 0 2 0 0 0 0.00292 0 0.00284 0 0 0 0.00192 0.00167 0 0

VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 31 kDa 38 0 27 7 6 0 0.05557 0 0.03837 0.00890 0.00795 0 0.03131 0.02845 0.00562 0.00489

VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145 38 kDa 16 0 15 7 8 0 0.02340 0 0.02132 0.00890 0.01061 0 0.01490 0.01295 0.00650 0.00570

VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804 31 kDa 14 0 13 7 6 0 0.02047 0 0.01847 0.00890 0.00795 0 0.01298 0.01129 0.00562 0.00489

VIM Vimentin IPI00418471 54 kDa 97 0 124 75 52 6 0.14185 0 0.17621 0.09535 0.06894 0.00851 0.10602 0.09341 0.05760 0.04452

VTN Vitronectin precursor IPI00298971 54 kDa 0 0 0 6 0 0 0 0 0 0.00763 0 0 0 0 0.00254 0.00440

WNT5A Protein Wnt-5a precursor IPI00013178 41 kDa 0 9 2 0 0 0 0 0.01302 0.00284 0 0 0 0.00529 0.00685 0 0

XRCC5 ATP-dependent DNA helicase 2 subunit 2 IPI00220834 83 kDa 0 0 2 0 0 0 0 0 0.00284 0 0 0 0.00095 0.00164 0 0

YWHAE 14-3-3 protein epsilon IPI00000816 29 kDa 7 0 5 0 0 0 0.01024 0 0.00711 0 0 0 0.00578 0.00525 0 0

YWHAZ 14-3-3 protein zeta/delta IPI00021263 28 kDa 6 0 5 0 0 0 0.00877 0 0.00711 0 0 0 0.00529 0.00466 0 0
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Table S5. Hierarchical clustering analysis of proteins identified in LX-2 and HFF CDM purifications (full datasets).
a
 ECM and secreted proteins are highlighted in grey

Gene symbol and protein name
a

LX-2 HFF Cluster

HBA2;HBA1 Hemoglobin subunit alpha 0.0139 0.0356 HFF enriched

FGF2 fibroblast growth factor 2 0.0010 0.0025 HFF enriched

H2AFY H2A histone family, member Y isoform 2 0.0053 0.0126 HFF enriched

HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 0.0824 0.1991 HFF enriched

HSPB1 Heat shock protein beta-1 0.0019 0.0039 HFF enriched

CD44 Isoform 3 of CD44 antigen precursor 0.0020 0.0039 HFF enriched

FN1 fibronectin 1 isoform 4 preproprotein 0.1467 0.5115 HFF enriched

FBLN2 Fibulin-2 precursor 0.0068 0.0302 HFF enriched

MYO1C Myosin-Ic 0.0034 0.0155 HFF enriched

PRKCDBP protein kinase C, delta binding protein 0 0.0008 HFF enriched

SERPINF1 Pigment epithelium-derived factor precursor 0 0.0009 HFF enriched

POSTN Isoform 1 of Periostin precursor 0 0.0013 HFF enriched

EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor (fibulin 4) 0 0.0026 HFF enriched

ANPEP Aminopeptidase N (CD13) 0 0.0252 HFF enriched

ATP5O ATP synthase subunit O, mitochondrial precursor 0 0.0008 HFF enriched

COL1A2 Collagen alpha-2(I) chain precursor 0 0.0017 HFF enriched

DPT Dermatopontin precursor 0 0.0014 HFF enriched

FBLN1 Isoform B of Fibulin-1 precursor 0 0.0073 HFF enriched

VTN Vitronectin precursor 0 0.0025 HFF enriched

MOXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor 0 0.0008 HFF enriched

EMILIN1 EMILIN-1 precursor 0 0.0384 HFF enriched

MME Neprilysin (CD10) 0 0.0013 HFF enriched

COL5A2 Collagen alpha-2(V) chain precursor 0 0.0019 HFF enriched

MYO1D Isoform 1 of Myosin-Id 0 0.0009 HFF enriched

MSN Moesin 0 0.0026 HFF enriched

MXRA5 Matrix-remodeling-associated protein 5 precursor (adlican) 0 0.0202 HFF enriched

THBS1 Thrombospondin-1 precursor 0 0.0038 HFF enriched

ADAMTS1 ADAMTS-1 precursor 0 0.0009 HFF enriched

HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 0.0086 0.0725 HFF enriched

SLC25A5 ADP/ATP translocase 2 0.0307 0 LX-2 enriched

SFRS3 Splicing factor, arginine/serine-rich 3 0.0019 0 LX-2 enriched

PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 0.0062 0 LX-2 enriched

BANF1 Barrier-to-autointegration factor 0.0073 0 LX-2 enriched

RPL35 60S ribosomal protein L35 0.0077 0 LX-2 enriched

PHB Prohibitin 0.0033 0 LX-2 enriched

PHB2 Prohibitin-2 0.0086 0 LX-2 enriched

C4A Complement C4-A precursor 0.0019 0 LX-2 enriched

RPS3A 40S ribosomal protein S3a 0.0067 0 LX-2 enriched

HTRA1 Serine protease HTRA1 precursor 0.0039 0 LX-2 enriched

SLC25A6 ADP/ATP translocase 3 0.0137 0 LX-2 enriched

RPS11 40S ribosomal protein S11 0.0067 0 LX-2 enriched

CPZ Isoform 1 of Carboxypeptidase Z precursor 0.0039 0 LX-2 enriched

RPS24 Isoform 1 of 40S ribosomal protein S24 0.0102 0 LX-2 enriched

LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor 0.0472 0 LX-2 enriched

LGALS1 Galectin-1 0.0010 0 LX-2 enriched

LAMB1 Laminin subunit beta-1 precursor 0.0073 0 LX-2 enriched

ANXA5 Annexin A5 0.0039 0 LX-2 enriched

TUBB3 Tubulin beta-3 chain 0.1089 0 LX-2 enriched

ARPC3 Actin-related protein 2/3 complex subunit 3 0.0058 0 LX-2 enriched

RPL26L1 60S ribosomal protein L26-like 1 0.0010 0 LX-2 enriched

IGFBP5 Insulin-like growth factor-binding protein 5 precursor 0.0010 0 LX-2 enriched

RPL21;LOC729402;LOC731567 60S ribosomal protein L21 0.0062 0 LX-2 enriched

RPS26;LOC728937;LOC644166 40S ribosomal protein S26 0.0091 0 LX-2 enriched

NID1 Isoform 1 of Nidogen-1 precursor 0.0121 0 LX-2 enriched

EEF2 Elongation factor 2 0.0015 0 LX-2 enriched

LMNB1 Lamin-B1 0.0015 0 LX-2 enriched

NCL Isoform 1 of Nucleolin 0.0010 0 LX-2 enriched

GNB2 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 0.0020 0 LX-2 enriched

RPL3 60S ribosomal protein L3 0.0019 0 LX-2 enriched

PABPC1 Isoform 1 of Polyadenylate-binding protein 1 0.0010 0 LX-2 enriched

EIF3A Eukaryotic translation initiation factor 3 subunit 10 0.0010 0 LX-2 enriched

RPL13A 60S ribosomal protein L13a 0.0015 0 LX-2 enriched

ANXA1 Annexin A1 0.0010 0 LX-2 enriched

PCBP2 poly(rC)-binding protein 2 isoform a 0.0010 0 LX-2 enriched

LAMC1 Laminin subunit gamma-1 precursor 0.0020 0 LX-2 enriched

BCAM Lutheran blood group glycoprotein precursor (CD239 - laminin receptor) 0.0010 0 LX-2 enriched

ATAD3A ATPase family, AAA domain containing 3A 0.0024 0 LX-2 enriched

TUBB6 46 kDa protein 0.0450 0 LX-2 enriched

RAB1A Isoform 1 of Ras-related protein Rab-1A 0.0077 0 LX-2 enriched

RPS7 40S ribosomal protein S7 0.0096 0 LX-2 enriched

FLNA Filamin-A 0.0115 0 LX-2 enriched

KRT18 Keratin, type I cytoskeletal 18 0.0091 0 LX-2 enriched

RPL31 60S ribosomal protein L31 0.0077 0 LX-2 enriched

WNT5A Protein Wnt-5a precursor 0.0053 0 LX-2 enriched

RPL15 60S ribosomal protein L15 0.0115 0 LX-2 enriched

CLTC Isoform 1 of Clathrin heavy chain 1 0.0043 0 LX-2 enriched

AGRN Agrin precursor 0.0140 0 LX-2 enriched

CSNK2A1 Casein kinase II subunit alpha 0.0038 0 LX-2 enriched

GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 0.0038 0 LX-2 enriched

EIF4A3 Eukaryotic initiation factor 4A-III 0.0077 0 LX-2 enriched

LAMB2 Laminin subunit beta-2 precursor 0.0010 0 LX-2 enriched

RPL10 60S ribosomal protein L10 0.0115 0 LX-2 enriched

EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component 0.0043 0 LX-2 enriched

RPL17 60S ribosomal protein L17 0.0134 0 LX-2 enriched

COX5A Cytochrome c oxidase subunit 5A, mitochondrial precursor 0.0010 0 LX-2 enriched

SNRPD3 Small nuclear ribonucleoprotein Sm D3 0.0015 0 LX-2 enriched

HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 0.0096 0 LX-2 enriched

PDIA3 Protein disulfide-isomerase A3 precursor 0.0039 0 LX-2 enriched

IMMT Isoform 1 of Mitochondrial inner membrane protein 0.0115 0 LX-2 enriched

CAV1 Caveolin 0.0125 0 LX-2 enriched

COL5A1 Collagen alpha-1(V) chain precursor 0.0077 0 LX-2 enriched

PRPF8 Pre-mRNA-processing-splicing factor 8 0.0020 0 LX-2 enriched

CPNE2 Copine II 0.0010 0 LX-2 enriched

MYADM Myeloid-associated differentiation marker 0.0024 0 LX-2 enriched

STAU1 Staufen, RNA binding protein, homolog 1 0.0010 0 LX-2 enriched

THSD4 thrombospondin, type I, domain containing 4 0.0010 0 LX-2 enriched

UPF1 Isoform 1 of Regulator of nonsense transcripts 1 0.0019 0 LX-2 enriched

CFL1 Cofilin-1 0.0024 0 LX-2 enriched

BST1 ADP-ribosyl cyclase 2 precursor 0.0015 0 LX-2 enriched

PPIB peptidylprolyl isomerase B precursor 0.0010 0 LX-2 enriched

SLC25A11 Mitochondrial 2-oxoglutarate/malate carrier protein 0.0010 0 LX-2 enriched

GANAB Isoform 1 of Neutral alpha-glucosidase AB precursor 0.0010 0 LX-2 enriched

HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein 0.0106 0 LX-2 enriched

LAMA5 Laminin subunit alpha-5 precursor 0.0179 0 LX-2 enriched

PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit 0.0135 0 LX-2 enriched

SAMM50 Sorting and assembly machinery component 50 homolog 0.0067 0 LX-2 enriched

ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial 0.0014 0 LX-2 enriched

HBB Hemoglobin subunit beta 0.0071 0 LX-2 enriched

GSN Isoform 1 of Gelsolin precursor 0.0033 0 LX-2 enriched

HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor 0.0063 0 LX-2 enriched

TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor 0.0043 0 LX-2 enriched

RPS6 40S ribosomal protein S6 0.0028 0 LX-2 enriched

RPL14 60S ribosomal protein L14 0.0097 0 LX-2 enriched

CAPZA1 F-actin-capping protein subunit alpha-1 0.0015 0 LX-2 enriched

TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog 0.0039 0 LX-2 enriched

RPL12 60S ribosomal protein L12 0.0048 0 LX-2 enriched

EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor (DEL1) 0.0039 0 LX-2 enriched

MGST3 Microsomal glutathione S-transferase 3 0.0033 0 LX-2 enriched

COL4A2 Collagen alpha-2(IV) chain precursor 0.0014 0 LX-2 enriched

STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A 0.0033 0 LX-2 enriched

PTRF Isoform 1 of Polymerase I and transcript release factor 0.0111 0 LX-2 enriched

Mean normalised spectral count (%)
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Gene symbol and protein name
a

LX-2 HFF Cluster

Mean normalised spectral count (%)

MYL9 Myosin regulatory light chain 2, smooth muscle isoform 0.0066 0 LX-2 enriched

TIMP3 Metalloproteinase inhibitor 3 precursor 0.0024 0 LX-2 enriched

HSPD1 60 kDa heat shock protein, mitochondrial precursor 0.0014 0 LX-2 enriched

TFPI2 Tissue factor pathway inhibitor 2 precursor 0.0139 0 LX-2 enriched

ARF1 ADP-ribosylation factor 1 0.0033 0 LX-2 enriched

GREM1 Isoform 1 of Gremlin-1 precursor 0.0024 0 LX-2 enriched

RPS15 40S ribosomal protein S15 0.0048 0 LX-2 enriched

TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 0.0014 0 LX-2 enriched

TMEM33 Transmembrane protein 33 0.0009 0 LX-2 enriched

XRCC5 ATP-dependent DNA helicase 2 subunit 2 0.0009 0 LX-2 enriched

LAMA4 Isoform 1 of Laminin subunit alpha-4 precursor 0.0019 0 LX-2 enriched

DDX5 Probable ATP-dependent RNA helicase DDX5 0.0019 0 LX-2 enriched

RUVBL1 Isoform 1 of RuvB-like 1 0.0019 0 LX-2 enriched

RPL18A 60S ribosomal protein L18a 0.0009 0 LX-2 enriched

RPS15A 40S ribosomal protein S15a 0.0019 0 LX-2 enriched

COL4A1 Collagen alpha-1(IV) chain precursor 0.0019 0 LX-2 enriched

RALY Isoform 1 of RNA-binding protein Raly 0.0009 0 LX-2 enriched

RPS27 40S ribosomal protein S27 0.0019 0 LX-2 enriched

CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 0.0019 0 LX-2 enriched

RPS5 40S ribosomal protein S5 0.0019 0 LX-2 enriched

PHGDH D-3-phosphoglycerate dehydrogenase 0.0009 0 LX-2 enriched

BCAP31 B-cell receptor-associated protein 31 0.0009 0 LX-2 enriched

SURF4 Isoform 1 of Surfeit locus protein 4 0.0071 0 LX-2 enriched

CS citrate synthase precursor, isoform b 0.0009 0 LX-2 enriched

HSP90AB1 85 kDa protein 0.0062 0 LX-2 enriched

MFI2 Isoform 1 of Melanotransferrin precursor 0.0009 0 LX-2 enriched

RPS8 40S ribosomal protein S8 0.0087 0 LX-2 enriched

PRSS23 Serine protease 23 precursor 0.0246 0 LX-2 enriched

ABCD3 ATP-binding cassette sub-family D member 3 0.0068 0 LX-2 enriched

HADHB Trifunctional enzyme beta subunit, mitochondrial precursor 0.0009 0 LX-2 enriched

SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor 0.0076 0 LX-2 enriched

HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M 0.0029 0 LX-2 enriched

YWHAZ 14-3-3 protein zeta/delta 0.0053 0 LX-2 enriched

PFKP 6-phosphofructokinase type C 0.0043 0 LX-2 enriched

SLC25A13 Mitochondrial aspartate-glutamate carrier protein 0.0009 0 LX-2 enriched

PRDX1 Peroxiredoxin-1 0.0009 0 LX-2 enriched

DDX3X ATP-dependent RNA helicase DDX3X 0.0048 0 LX-2 enriched

RHOC Rho-related GTP-binding protein RhoC precursor 0.0009 0 LX-2 enriched

ENTPD4;LOXL2 Lysyl oxidase homolog 2 precursor 0.0009 0 LX-2 enriched

TMED10 Transmembrane emp24 domain-containing protein 10 precursor 0.0009 0 LX-2 enriched

RPS29 40S ribosomal protein S29 0.0043 0 LX-2 enriched

MVP Major vault protein 0.0220 0 LX-2 enriched

RPL9 60S ribosomal protein L9 0.0019 0 LX-2 enriched

RPL30 60S ribosomal protein L30 0.0024 0 LX-2 enriched

ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor 0.0019 0 LX-2 enriched

HNRPH1 Heterogeneous nuclear ribonucleoprotein H 0.0009 0 LX-2 enriched

RPS17 40S ribosomal protein S17 0.0019 0 LX-2 enriched

HNRNPU Heterogeneous nuclear ribonucleoprotein U 0.0038 0 LX-2 enriched

H2BFS Histone H2B 0.0009 0 LX-2 enriched

SERPINE1 Plasminogen activator inhibitor 1 precursor 0.0071 0 LX-2 enriched

MPHOSPH1 Isoform 1 of M-phase phosphoprotein 1 0.0009 0 LX-2 enriched

RPS23 40S ribosomal protein S23 0.0086 0 LX-2 enriched

TOP2A DNA topoisomerase 2 0.0053 0 LX-2 enriched

ERLIN1 ER lipid raft associated 1 0.0049 0 LX-2 enriched

TUBB6 TUBB6 protein 0.0787 0 LX-2 enriched

ACTR2 Actin-related protein 2 0.0058 0 LX-2 enriched

EGFL7 EGF-like domain-containing protein 7 precursor (VE-statin) 0.0048 0 LX-2 enriched

PFN1 Profilin-1 0.0053 0 LX-2 enriched

CPNE1 Copine-1 0.0057 0 LX-2 enriched

YWHAE 14-3-3 protein epsilon 0.0058 0 LX-2 enriched

RPL38 60S ribosomal protein L38 0.0029 0 LX-2 enriched

CLEC3B Putative uncharacterized protein DKFZp686H17246 [tetranectin(plasminogen binding protein)] 0.0014 0 LX-2 enriched

RPL32 60S ribosomal protein L32 0.0014 0 LX-2 enriched

EIF4A1 Eukaryotic initiation factor 4A-I 0.0110 0 LX-2 enriched

RPL23A;hCG_16001 60S ribosomal protein L23a 0.0111 0 LX-2 enriched

CYR61 Protein CYR61 precursor 0.0202 0 LX-2 enriched

KRT8 Keratin, type II cytoskeletal 8 0.0096 0 LX-2 enriched

TUBB2C Tubulin beta-2C chain 0.1526 0 LX-2 enriched

KRT14 Keratin, type I cytoskeletal 14 0.0130 0 LX-2 enriched

FBN1 312 kDa protein (fibrillin 1) 0.2693 0.0133 LX-2 enriched

RPS2 40S ribosomal protein S2 0.0144 0.0008 LX-2 enriched

GAPDH Glyceraldehyde-3-phosphate dehydrogenase 0.0072 0.0013 LX-2 enriched

VDAC1 Voltage-dependent anion-selective channel protein 1 0.0313 0.0056 LX-2 enriched

RPL4 60S ribosomal protein L4 0.0072 0.0013 LX-2 enriched

RPS9 40S ribosomal protein S9 0.0186 0.0030 LX-2 enriched

GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit 0.0087 0.0013 LX-2 enriched

KRT5 Keratin, type II cytoskeletal 5 0.0096 0.0014 LX-2 enriched

FLOT2 flotillin 2 0.0265 0.0039 LX-2 enriched

COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor 0.1201 0.0175 LX-2 enriched

EEF1A1 Elongation factor 1-alpha 1 0.0340 0.0040 LX-2 enriched

RPL23 60S ribosomal protein L23 0.0144 0.0017 LX-2 enriched

RPS4X 40S ribosomal protein S4, X isoform 0.0495 0.0061 LX-2 enriched

RPL24 60S ribosomal protein L24 0.0159 0.0018 LX-2 enriched

RPLP0 60S acidic ribosomal protein P0 0.0116 0.0013 LX-2 enriched

TUBA1B Tubulin alpha-1B chain 0.1377 0.0186 LX-2 enriched

RPS3 40S ribosomal protein S3 0.0226 0.0030 LX-2 enriched

FBN2 fibrillin 2 precursor 0.0443 0.0039 LX-2 enriched

RPL10A 60S ribosomal protein L10a 0.0139 0.0013 LX-2 enriched

ACTR3 Actin-related protein 3 0.0087 0.0008 LX-2 enriched

RPL11 Isoform 1 of 60S ribosomal protein L11 0.0038 0.0009 LX-2 enriched

ATP5A1 ATP synthase subunit alpha, mitochondrial precursor 0.0115 0.0026 LX-2 enriched

TMEM43 Transmembrane protein 43 0.0173 0.0043 LX-2 enriched

KRT10 Keratin, type I cytoskeletal 10 0.0753 0.0182 LX-2 enriched

RPS13 40S ribosomal protein S13 0.0206 0.0043 LX-2 enriched

RPS18 40S ribosomal protein S18 0.0495 0.0105 LX-2 enriched

TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor 0.1228 0.0270 LX-2 enriched

TNC Isoform 1 of Tenascin precursor 0.2523 0.0543 LX-2 enriched

RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor 0.0120 0.0026 LX-2 enriched

TUBB Tubulin beta chain 0.1790 0.0358 LX-2 enriched

ARPC2 Actin-related protein 2/3 complex subunit 2 0.0029 0.0009 LX-2 enriched

ATP5B ATP synthase subunit beta, mitochondrial precursor 0.0162 0.0048 LX-2 enriched

RPS25 40S ribosomal protein S25 0.0178 0.0052 LX-2 enriched

KRT2 Keratin, type II cytoskeletal 2 epidermal 0.0632 0.0187 LX-2 enriched

SERPINH1 Serpin H1 precursor 0.0029 0.0008 LX-2 enriched

FLOT1 Flotillin-1 0.0231 0.0069 LX-2 enriched

DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor 0.0063 0.0017 LX-2 enriched

RPS16 40S ribosomal protein S16 0.0188 0.0061 LX-2 enriched

RPL7A 60S ribosomal protein L7a 0.0173 0.0056 LX-2 enriched

Serum albumin precursor 0.1571 0.0516 LX-2 enriched

ACTN1 Alpha-actinin-1 0.0038 0.0013 LX-2 enriched

RPL6 60S ribosomal protein L6 0.0164 0.0056 LX-2 enriched

LMNA Isoform A of Lamin-A/C 0.0081 0.0030 HFF and LX-2 Shared

KRT1 Keratin, type II cytoskeletal 1 0.1866 0.0730 HFF and LX-2 Shared

VDAC2 Voltage-dependent anion-selective channel protein 2 0.0149 0.0065 HFF and LX-2 Shared

VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 0.0130 0.0056 HFF and LX-2 Shared

RPL8 60S ribosomal protein L8 0.0072 0.0031 HFF and LX-2 Shared

RPL18 60S ribosomal protein L18 0.0101 0.0043 HFF and LX-2 Shared

ANXA6 Annexin A6 0.0288 0.0134 HFF and LX-2 Shared

RPL7 60S ribosomal protein L7 0.0139 0.0065 HFF and LX-2 Shared

ANXA2 Annexin A2 0.0058 0.0026 HFF and LX-2 Shared

A2M Alpha-2-macroglobulin precursor 0.0063 0.0028 HFF and LX-2 Shared

ERLIN2 Isoform 1 of Erlin-2 precursor 0.0116 0.0056 HFF and LX-2 Shared

RPL27A 60S ribosomal protein L27a 0.0072 0.0035 HFF and LX-2 Shared

KRT6A Keratin, type II cytoskeletal 6A 0.0106 0.0055 HFF and LX-2 Shared

VIM Vimentin 0.1060 0.0576 HFF and LX-2 Shared
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RPS14 40S ribosomal protein S14 0.0057 0.0031 HFF and LX-2 Shared

RPL27 60S ribosomal protein L27 0.0029 0.0019 HFF and LX-2 Shared

NT5E 5'-nucleotidase precursor 0.0198 0.0125 HFF and LX-2 Shared

NID2 Nidogen-2 precursor 0.0087 0.0052 HFF and LX-2 Shared

MYH10 Isoform 1 of Myosin-10 0.0597 0.0364 HFF and LX-2 Shared

STOM Erythrocyte band 7 integral membrane protein 0.0121 0.0070 HFF and LX-2 Shared

H2AFV Histone H2AV 0.0202 0.0159 HFF and LX-2 Shared

COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor 0.0475 0.0377 HFF and LX-2 Shared

COL6A3 alpha 3 type VI collagen isoform 1 precursor 0.4003 0.3190 HFF and LX-2 Shared

KRT9 Keratin, type I cytoskeletal 9 0.0834 0.0592 HFF and LX-2 Shared

ARPC4 Actin-related protein 2/3 complex subunit 4 0.0019 0.0013 HFF and LX-2 Shared

Trypsin - Sus scrofa (Pig). 0.0847 0.0639 HFF and LX-2 Shared

CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 0.0131 0.0095 HFF and LX-2 Shared

MYH9 Myosin-9 0.3314 0.3178 HFF and LX-2 Shared

COL1A1 Collagen alpha-1(I) chain precursor 0.0115 0.0113 HFF and LX-2 Shared

C3 Complement C3 precursor (Fragment) 0.0033 0.0033 HFF and LX-2 Shared

HIST2H2BE Histone H2B type 2-E 0.0631 0.0623 HFF and LX-2 Shared

THY1 Thy-1 membrane glycoprotein precursor 0.0058 0.0069 HFF and LX-2 Shared

HIST1H2BL Histone H2B type 1-L 0.0640 0.0768 HFF and LX-2 Shared

TPM1 Isoform 3 of Tropomyosin alpha-1 chain 0.0043 0.0056 HFF and LX-2 Shared

HIST1H2AH Histone H2A type 1-H 0.0424 0.0463 HFF and LX-2 Shared

RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor 0.0263 0.0285 HFF and LX-2 Shared

HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor (perlecan) 0.0540 0.0934 HFF and LX-2 Shared

TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 (transglutaminase 2) 0.0125 0.0228 HFF and LX-2 Shared

ACTA1 Actin, alpha skeletal muscle 0.0642 0.1184 HFF and LX-2 Shared

HIST1H1B Histone H1.5 0.0144 0.0233 HFF and LX-2 Shared

HIST1H1D Histone H1.3 0.0163 0.0260 HFF and LX-2 Shared

MYL6 Isoform Non-muscle of Myosin light polypeptide 6 0.0177 0.0248 HFF and LX-2 Shared

ACTB Actin, cytoplasmic 1 0.1258 0.1824 HFF and LX-2 Shared
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Table S6. Statistical analysis of abundance changes of proteins identified in LX-2 and HFF CDM purifications

Qspec output. FDR≤5% estimated if Bayes Factor ≥10 and Fold change ≥1.5 or ≤-1.5 

Positive Fold changes are enriched to LX-2 and negative fold changes are enriched to HFF and values are represented as Ln(fold change)

All ECM and secreted proteins are highlighted in grey

Identified Proteins (277) Accession Number LX-2 repeat 1 LX-2 repeat 2 LX-2 repeat 3 HFF repeat 1 HFF repeat 2 HFF repeat 3 Bayes Factor Fold Change Significant

A2M Alpha-2-macroglobulin precursor IPI00478003 0 13 0 0 0 6 0.395 0.159

ABCD3 ATP-binding cassette sub-family D member 3 IPI00002372 11 0 3 0 0 0 30.262 3.049 Yes

ACTA1 Actin, alpha skeletal muscle IPI00021428 55 0 79 148 126 0 0.118 -0.166

ACTB Actin, cytoplasmic 1 IPI00021439 118 7 137 209 176 34 17.169 -0.796

ACTN1 Alpha-actinin-1 IPI00013508 4 0 4 3 0 0 0.662 1.071

ACTR2 Actin-related protein 2 IPI00005159 7 0 5 0 0 0 51.992 3.134 Yes

ACTR3 Actin-related protein 3 IPI00028091 10 0 8 2 0 0 38.062 2.094 Yes

ADAMTS1 ADAMTS-1 precursor IPI00005908 0 0 0 0 2 0 1.874 -1.66

AGRN Agrin precursor IPI00374563 16 0 13 0 0 0 4250.098 3.564 Yes

ANPEP Aminopeptidase N (CD13) IPI00221224 0 0 0 25 33 0 24352.715 -3.845 Yes

ANXA1 Annexin A1 IPI00218918 2 0 0 0 0 0 1.777 1.711

ANXA2 Annexin A2 IPI00455315 6 0 6 4 2 0 0.987 0.745

ANXA5 Annexin A5 IPI00329801 6 0 2 0 0 0 11.323 2.822 Yes

ANXA6 Annexin A6 IPI00221226 26 0 34 14 17 0 3.678 0.443

ARF1 ADP-ribosylation factor 1 IPI00215914 0 0 7 0 0 0 5.579 2.266

ARPC2 Actin-related protein 2/3 complex subunit 2 IPI00005161 3 0 3 0 2 0 1.105 1.169

ARPC3 Actin-related protein 2/3 complex subunit 3 IPI00005162 6 0 6 0 0 0 75.441 3.072 Yes

ARPC4 Actin-related protein 2/3 complex subunit 4 IPI00554811 0 0 4 0 3 0 0.503 0.142

ATAD3A ATPase family, AAA domain containing 3A IPI00646144 3 0 2 0 0 0 4.277 2.442

ATP5A1 ATP synthase subunit alpha, mitochondrial precursor IPI00440493 8 0 16 3 3 0 18.459 1.199

ATP5B ATP synthase subunit beta, mitochondrial precursor IPI00303476 9 0 25 6 5 0 4.729 0.815

ATP5C1 Isoform Liver of ATP synthase gamma chain, mitochondrial precursor IPI00478410 0 0 4 0 0 0 2.743 2.211

ATP5J2 Isoform 1 of ATP synthase f chain, mitochondrial IPI00220300 0 0 3 0 0 0 2.112 2.037

ATP5O ATP synthase subunit O, mitochondrial precursor IPI00007611 0 0 0 2 0 0 1.755 -1.81

BANF1 Barrier-to-autointegration factor IPI00026087 15 0 0 0 0 0 4.413 2.389

BCAM Lutheran blood group glycoprotein precursor (CD239 - laminin receptor) IPI00002406 2 0 0 0 0 0 1.777 1.711

BCAP31 B-cell receptor-associated protein 31 IPI00218200 0 0 2 0 0 0 1.842 1.687

BST1 ADP-ribosyl cyclase 2 precursor IPI00026240 3 0 0 0 0 0 2.118 2.018

C3 Complement C3 precursor (Fragment) IPI00783987 0 2 5 0 0 7 0.515 0.358

C4A Complement C4-A precursor IPI00032258 0 4 0 0 0 0 3.335 2.143

CAPZA1 F-actin-capping protein subunit alpha-1 IPI00005969 3 0 0 0 0 0 2.118 2.018

CAV1 Caveolin IPI00853146 12 0 14 0 0 0 2001.603 3.564 Yes

CD44 Isoform 3 of CD44 antigen precursor IPI00827650 4 0 0 4 5 0 0.758 -0.967

CFL1 Cofilin-1 IPI00012011 0 0 5 0 0 0 3.199 2.301

CHCHD3 Coiled-coil-helix-coiled-coil-helix domain-containing protein 3 IPI00015833 0 0 4 0 0 0 2.743 2.211

CKAP4 Isoform 1 of Cytoskeleton-associated protein 4 IPI00141318 19 0 8 12 10 0 0.307 0.01

CLEC3B Putative uncharacterized protein DKFZp686H17246 [tetranectin(plasminogen binding protein)] IPI00792115 0 3 0 0 0 0 2.532 2.128

CLTC Isoform 1 of Clathrin heavy chain 1 IPI00024067 4 0 5 0 0 0 13.098 2.672 Yes

COL12A1 Isoform 1 of Collagen alpha-1(XII) chain precursor IPI00329573 91 0 160 0 0 37 140.896 2.113 Yes

COL1A1 Collagen alpha-1(I) chain precursor IPI00297646 11 0 13 9 3 13 0.459 -0.137

COL1A2 Collagen alpha-2(I) chain precursor IPI00304962 0 0 0 4 0 0 5.975 -2.047

COL4A1 Collagen alpha-1(IV) chain precursor IPI00844360 0 0 4 0 0 0 2.743 2.211

COL4A2 Collagen alpha-2(IV) chain precursor IPI00306322 0 0 3 0 0 0 2.112 2.037

COL5A1 Collagen alpha-1(V) chain precursor IPI00844090 8 0 8 0 0 0 283.124 3.207 Yes

COL5A2 Collagen alpha-2(V) chain precursor IPI00739099 0 0 0 0 0 4 1.216 -2.604

COL6A1 Collagen alpha-1(VI) chain precursor IPI00291136 42 36 34 19 31 58 0.627 0.109

COL6A2 Isoform 2C2 of Collagen alpha-2(VI) chain precursor IPI00304840 22 37 40 27 23 34 0.997 0.155

COL6A3 alpha 3 type VI collagen isoform 1 precursor IPI00022200 222 256 356 199 193 316 2.004 0.16

COX5A Cytochrome c oxidase subunit 5A, mitochondrial precursor IPI00025086 2 0 0 0 0 0 1.777 1.711

CPNE1 Copine-1 IPI00018452 3 0 9 0 0 0 26.107 3.173 Yes

CPNE2 Copine II IPI00645310 2 0 0 0 0 0 1.777 1.711

CPZ Isoform 1 of Carboxypeptidase Z precursor IPI00396391 0 8 0 0 0 0 4.417 2.439

CS citrate synthase precursor, isoform b IPI00383539 0 0 2 0 0 0 1.842 1.687

CSNK2A1 Casein kinase II subunit alpha IPI00744507 4 0 4 0 0 0 13.981 2.895 Yes

CYR61 Protein CYR61 precursor IPI00299219 0 39 3 0 0 0 47.803 3.337 Yes

DDOST dolichyl-diphosphooligosaccharide-protein glycosyltransferase precursor IPI00297084 8 0 5 2 2 0 2.772 1.089

DDX3X ATP-dependent RNA helicase DDX3X IPI00215637 4 0 6 0 0 0 23.265 2.878 Yes

DDX5 Probable ATP-dependent RNA helicase DDX5 IPI00017617 0 0 4 0 0 0 2.743 2.211

DPT Dermatopontin precursor IPI00292130 0 0 0 0 0 3 3.177 -1.892

EDIL3 Isoform 1 of EGF-like repeat and discoidin I-like domain-containing protein 3 precursor (DEL1) IPI00306046 0 8 0 0 0 0 4.417 2.439

EEF1A1 Elongation factor 1-alpha 1 IPI00396485 28 0 43 0 9 0 128.041 2.04 Yes

EEF2 Elongation factor 2 IPI00186290 3 0 0 0 0 0 2.118 2.018

EFEMP2 EGF-containing fibulin-like extracellular matrix protein 2 precursor (fibulin 4) IPI00296058 0 0 0 4 2 0 4.332 -2.815

EFTUD2 116 kDa U5 small nuclear ribonucleoprotein component IPI00003519 6 0 3 0 0 0 17.613 2.854 Yes

EGFL7 EGF-like domain-containing protein 7 precursor (VE-statin) IPI00383960 8 0 2 0 0 0 20.367 3.038 Yes

EIF3A Eukaryotic translation initiation factor 3 subunit 10 IPI00029012 2 0 0 0 0 0 1.777 1.711

EIF4A1 Eukaryotic initiation factor 4A-I IPI00025491 9 0 14 0 0 0 1148.851 3.272 Yes

Unweighted spectrum counts Unweighted spectrum counts
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Unweighted spectrum counts Unweighted spectrum counts

EIF4A3 Eukaryotic initiation factor 4A-III IPI00009328 8 0 8 0 0 0 283.124 3.207 Yes

EMILIN1 EMILIN-1 precursor IPI00013079 0 0 0 44 34 10 136515.475 -4.74 Yes

ENTPD4;LOXL2 Lysyl oxidase homolog 2 precursor IPI00782994 0 0 2 0 0 0 1.842 1.687

ERLIN1 ER lipid raft associated 1 IPI00007940 10 0 0 0 0 0 5.194 2.585

ERLIN2 Isoform 1 of Erlin-2 precursor IPI00026942 14 0 10 7 6 0 0.87 0.538

FBLN1 Isoform B of Fibulin-1 precursor IPI00218803 0 0 0 9 8 0 304.689 -3.481 Yes

FBLN2 Fibulin-2 precursor IPI00023824 12 0 2 41 29 0 126.078 -1.355

FBN1 312 kDa protein (fibrillin 1) IPI00784458 188 218 153 20 11 0 2.82852E+12 3.067 Yes

FBN2 fibrillin 2 precursor IPI00019439 28 35 29 6 3 0 540382.66 2.41 Yes

FGF2 fibroblast growth factor 2 IPI00154603 2 0 0 6 0 0 0.963 -0.666

FLNA Filamin-A IPI00333541 10 0 14 0 0 0 1439.766 3.501 Yes

FLOT1 Flotillin-1 IPI00027438 23 0 25 8 8 0 25.428 0.88

FLOT2 flotillin 2 IPI00789008 30 0 25 4 5 0 560.851 1.469 Yes

FN1 fibronectin 1 isoform 4 preproprotein IPI00414283 164 0 141 584 545 49 0.009 -2.04

GANAB Isoform 1 of Neutral alpha-glucosidase AB precursor IPI00383581 2 0 0 0 0 0 1.777 1.711

GAPDH Glyceraldehyde-3-phosphate dehydrogenase IPI00219018 5 0 10 3 0 0 4.07 1.498

GNAI2 Isoform 1 of Guanine nucleotide-binding protein G(i), alpha-2 subunit IPI00748145 12 0 6 0 3 0 9.582 1.727

GNB1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 IPI00026268 4 0 4 0 0 0 13.981 2.895 Yes

GNB2 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-2 IPI00003348 4 0 0 0 0 0 3.804 2.112

GREM1 Isoform 1 of Gremlin-1 precursor IPI00298476 0 5 0 0 0 0 4.152 2.267

GSN Isoform 1 of Gelsolin precursor IPI00026314 2 0 5 0 0 0 6.418 2.754

H2AFV Histone H2AV IPI00018278 21 0 21 0 36 0 1.255 1.818

H2AFY H2A histone family, member Y isoform 2 IPI00059366 3 0 8 13 16 0 7.585 -0.916

H2BFS Histone H2B IPI00745513 0 0 2 0 0 0 1.842 1.687

HADHA Trifunctional enzyme subunit alpha, mitochondrial precursor IPI00031522 11 0 2 0 0 0 15.793 3.302 Yes

HADHB Trifunctional enzyme beta subunit, mitochondrial precursor IPI00022793 0 0 2 0 0 0 1.842 1.687

HBA2;HBA1 Hemoglobin subunit alpha IPI00410714 4 11 14 12 22 44 17.648 -1.003

HBB Hemoglobin subunit beta IPI00654755 0 5 10 0 0 0 141.741 3.414 Yes

HIST1H1B Histone H1.5 IPI00217468 17 0 13 30 24 0 3.296 -0.426

HIST1H1D Histone H1.3 IPI00217466 16 0 18 31 29 0 0.417 -0.387

HIST1H2AH Histone H2A type 1-H IPI00081836 47 9 32 55 52 0 0.048 0.404

HIST1H2BL Histone H2B type 1-L IPI00018534 76 0 57 87 86 4 0.017 -0.407

HIST1H3F;HIST1H3E;HIST1H3H;HIST1H3J;HIST1H3B;HIST1H3A;HIST1H3I;HIST1H3C;HIST1H3G;HIST1H3D;HIST1H2BN Histone H3.1 IPI00465070 8 0 10 71 66 28 131962.716 -2.043 Yes

HIST1H4F;HIST2H4B;HIST1H4L;HIST1H4I;HIST1H4A;HIST1H4J;HIST1H4K;HIST1H4D;HIST1H4E;HIST1H4C;HIST4H4;HIST1H4H;HIST1H4B;HIST2H4A Histone H4 IPI00453473 93 11 67 193 168 91 90877.755 -1.478

HIST2H2BE Histone H2B type 2-E IPI00003935 74 0 57 73 71 0 0.723 -0.045

HNRNPC Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 IPI00216592 12 0 8 0 0 0 732.979 3.671 Yes

HNRNPU Heterogeneous nuclear ribonucleoprotein U IPI00644224 0 0 8 0 0 0 5.344 2.593

HNRPH1 Heterogeneous nuclear ribonucleoprotein H IPI00013881 0 0 2 0 0 0 1.842 1.687

HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M IPI00171903 3 0 3 0 0 0 5.383 2.72

HSP90AB1 85 kDa protein IPI00334775 4 0 9 0 0 0 59.336 3.233 Yes

HSPA8 Isoform 1 of Heat shock cognate 71 kDa protein IPI00003865 12 0 10 0 0 0 1261.608 3.521 Yes

HSPB1 Heat shock protein beta-1 IPI00025512 0 0 4 4 5 0 1.097 -0.94

HSPD1 60 kDa heat shock protein, mitochondrial precursor IPI00784154 0 0 3 0 0 0 2.112 2.037

HSPG2 Basement membrane-specific heparan sulfate proteoglycan core protein precursor (perlecan) IPI00024284 66 0 46 112 104 0 0.54 -0.209

HTRA1 Serine protease HTRA1 precursor IPI00003176 0 8 0 0 0 0 4.417 2.439

IGFBP5 Insulin-like growth factor-binding protein 5 precursor IPI00029236 0 2 0 0 0 0 1.684 1.883

IMMT Isoform 1 of Mitochondrial inner membrane protein IPI00009960 7 0 17 0 0 0 432.926 3.333 Yes

KRT1 Keratin, type II cytoskeletal 1 IPI00220327 104 219 64 77 40 48 98.758 0.752

KRT10 Keratin, type I cytoskeletal 10 IPI00009865 47 93 16 11 6 23 80.311 1.237

KRT14 Keratin, type I cytoskeletal 14 IPI00384444 0 27 0 0 0 0 2.34 2.498

KRT18 Keratin, type I cytoskeletal 18 IPI00784347 10 0 9 0 0 0 553.133 3.416 Yes

KRT2 Keratin, type II cytoskeletal 2 epidermal IPI00021304 36 75 20 19 6 17 96.819 1.045

KRT5 Keratin, type II cytoskeletal 5 IPI00009867 0 20 0 0 0 3 0.772 0.423

KRT6A Keratin, type II cytoskeletal 6A IPI00300725 0 22 0 13 0 0 0.58 -0.05

KRT8 Keratin, type II cytoskeletal 8 IPI00554648 12 0 8 0 0 0 732.979 3.671 Yes

KRT9 Keratin, type I cytoskeletal 9 IPI00019359 48 94 31 43 35 54 0.448 0.243

LAMA4 Isoform 1 of Laminin subunit alpha-4 precursor IPI00329482 0 0 4 0 0 0 2.743 2.211

LAMA5 Laminin subunit alpha-5 precursor IPI00783665 28 0 9 0 0 0 1287.393 3.474 Yes

LAMB1 Laminin subunit beta-1 precursor IPI00013976 13 0 2 0 0 0 24.009 3.033 Yes

LAMB2 Laminin subunit beta-2 precursor IPI00296922 2 0 0 0 0 0 1.777 1.711

LAMC1 Laminin subunit gamma-1 precursor IPI00298281 4 0 0 0 0 0 3.804 2.112

LGALS1 Galectin-1 IPI00219219 0 2 0 0 0 0 1.684 1.883

LMNA Isoform A of Lamin-A/C IPI00021405 5 0 12 7 0 0 1.67 1.033

LMNB1 Lamin-B1 IPI00217975 3 0 0 0 0 0 2.118 2.018

LRRC17 Isoform 1 of Leucine-rich repeat-containing protein 17 precursor IPI00171160 19 57 22 0 0 0 767995.79 4.628 Yes

MFI2 Isoform 1 of Melanotransferrin precursor IPI00029275 0 0 2 0 0 0 1.842 1.687

MGST3 Microsomal glutathione S-transferase 3 IPI00024266 0 0 7 0 0 0 5.579 2.266

MME Neprilysin (CD10) IPI00247063 0 0 0 0 3 0 1.638 -1.853

MOXD1 Isoform 1 of DBH-like monooxygenase protein 1 precursor IPI00419596 0 0 0 2 0 0 1.755 -1.81

MPHOSPH1 Isoform 1 of M-phase phosphoprotein 1 IPI00044751 0 0 2 0 0 0 1.842 1.687

MRLC2 Myosin regulatory light chain IPI00033494 12 0 20 15 18 0 0.5 -0.038

MSN Moesin IPI00219365 0 0 0 3 3 0 5.407 -2.833
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MVP Major vault protein IPI00000105 17 0 29 0 0 0 8862.143 3.73 Yes

MXRA5 Matrix-remodeling-associated protein 5 precursor (adlican) IPI00012347 0 0 0 20 18 8 10312.426 -3.95 Yes

MYADM Myeloid-associated differentiation marker IPI00102685 0 0 5 0 0 0 3.199 2.301

MYH10 Isoform 1 of Myosin-10 IPI00397526 37 0 88 41 43 0 0.129 -0.015

MYH9 Myosin-9 IPI00019502 231 0 462 413 323 0 0.354 -0.032

MYL6 Isoform Non-muscle of Myosin light polypeptide 6 IPI00335168 15 0 22 24 33 0 0.016 -0.265

MYL9 Myosin regulatory light chain 2, smooth muscle isoform IPI00220278 0 0 14 0 0 0 5.396 2.39

MYO1C Myosin-Ic IPI00010418 7 0 0 21 15 0 21.199 -1.716 Yes

MYO1D Isoform 1 of Myosin-Id IPI00329719 0 0 0 0 2 0 1.874 -1.66

NCL Isoform 1 of Nucleolin IPI00604620 2 0 0 0 0 0 1.777 1.711

NID1 Isoform 1 of Nidogen-1 precursor IPI00026944 20 0 5 0 0 0 193.137 3.337 Yes

NID2 Nidogen-2 precursor IPI00028908 15 0 3 4 8 0 0.582 0.131

NT5E 5'-nucleotidase precursor IPI00009456 28 0 13 18 11 0 0.262 0.197

PABPC1 Isoform 1 of Polyadenylate-binding protein 1 IPI00008524 2 0 0 0 0 0 1.777 1.711

PCBP2 poly(rC)-binding protein 2 isoform a IPI00796337 2 0 0 0 0 0 1.777 1.711

PDIA3 Protein disulfide-isomerase A3 precursor IPI00025252 8 0 0 0 0 0 3.893 2.215

PFKP 6-phosphofructokinase type C IPI00009790 3 0 6 0 0 0 14.753 2.842 Yes

PFN1 Profilin-1 IPI00216691 7 0 4 0 0 0 51.344 3.064 Yes

PHB Prohibitin IPI00017334 2 0 5 0 0 0 6.418 2.754

PHB2 Prohibitin-2 IPI00027252 7 0 11 0 0 0 518.614 3.271 Yes

PHGDH D-3-phosphoglycerate dehydrogenase IPI00011200 0 0 2 0 0 0 1.842 1.687

PKM2 Isoform M2 of Pyruvate kinase isozymes M1/M2 IPI00479186 2 0 11 0 0 0 19.813 3.168 Yes

POSTN Isoform 1 of Periostin precursor IPI00007960 0 0 0 3 0 0 1.907 -2.099

PPIB peptidylprolyl isomerase B precursor IPI00646304 2 0 0 0 0 0 1.777 1.711

PRDX1 Peroxiredoxin-1 IPI00000874 0 0 2 0 0 0 1.842 1.687

PRKCDBP protein kinase C, delta binding protein IPI00056334 0 0 0 2 0 0 1.755 -1.81

PRKDC Isoform 1 of DNA-dependent protein kinase catalytic subunit IPI00296337 16 0 12 0 0 0 2683.889 3.64 Yes

PRPF8 Pre-mRNA-processing-splicing factor 8 IPI00007928 4 0 0 0 0 0 3.804 2.112

PRSS23 Serine protease 23 precursor IPI00026941 13 31 7 0 0 0 3367.574 4.051 Yes

PTRF Isoform 1 of Polymerase I and transcript release factor IPI00176903 16 0 7 0 0 0 465.06 3.595 Yes

RAB1A Isoform 1 of Ras-related protein Rab-1A IPI00005719 8 0 8 0 0 0 283.124 3.207 Yes

RALY Isoform 1 of RNA-binding protein Raly IPI00216044 0 0 2 0 0 0 1.842 1.687

RHOC Rho-related GTP-binding protein RhoC precursor IPI00027434 0 0 2 0 0 0 1.842 1.687

RPL10 60S ribosomal protein L10 IPI00554723 3 16 5 0 0 0 19.033 3.727 Yes

RPL10A 60S ribosomal protein L10a IPI00412579 15 0 14 0 3 0 220.221 2.077 Yes

RPL11 Isoform 1 of 60S ribosomal protein L11 IPI00376798 0 0 8 0 2 0 1.38 0.774

RPL12 60S ribosomal protein L12 IPI00024933 5 0 5 0 0 0 24.446 3.447 Yes

RPL13A 60S ribosomal protein L13a IPI00304612 3 0 0 0 0 0 2.118 2.018

RPL14 60S ribosomal protein L14 IPI00002821 13 0 7 0 0 0 507.405 3.895 Yes

RPL15 60S ribosomal protein L15 IPI00470528 11 0 13 0 0 0 1054.643 3.505 Yes

RPL17 60S ribosomal protein L17 IPI00413324 3 14 11 0 0 0 169.187 3.806 Yes

RPL18 60S ribosomal protein L18 IPI00215719 9 0 12 7 3 0 1.371 0.809

RPL18A 60S ribosomal protein L18a IPI00026202 0 0 2 0 0 0 1.842 1.687

RPL21;LOC729402;LOC731567 60S ribosomal protein L21 IPI00247583 0 8 5 0 0 0 89.474 3.371 Yes

RPL23 60S ribosomal protein L23 IPI00010153 4 19 7 2 2 0 21.526 1.811 Yes

RPL23A;hCG_16001 60S ribosomal protein L23a IPI00021266 0 20 3 0 0 0 54.617 3.41 Yes

RPL24 60S ribosomal protein L24 IPI00306332 6 22 5 0 4 0 5.228 2.018

RPL26L1 60S ribosomal protein L26-like 1 IPI00007144 0 2 0 0 0 0 1.684 1.883

RPL27 60S ribosomal protein L27 IPI00219155 0 4 2 0 0 4 0.714 0.535

RPL27A 60S ribosomal protein L27a IPI00456758 0 10 5 0 8 0 0.76 0.947

RPL3 60S ribosomal protein L3 IPI00550021 2 0 2 0 0 0 2.131 2.508

RPL30 60S ribosomal protein L30 IPI00219156 2 0 3 0 0 0 4.292 2.6

RPL31 60S ribosomal protein L31 IPI00026302 0 10 6 0 0 0 194.612 3.224 Yes

RPL32 60S ribosomal protein L32 IPI00395998 0 3 0 0 0 0 2.532 2.128

RPL35 60S ribosomal protein L35 IPI00787131 0 10 6 0 0 0 194.612 3.224 Yes

RPL38 60S ribosomal protein L38 IPI00215790 0 4 2 0 0 0 5.695 2.565

RPL4 60S ribosomal protein L4 IPI00003918 5 0 10 0 3 0 4.847 1.601

RPL6 60S ribosomal protein L6 IPI00329389 18 0 16 8 5 0 3.587 0.792

RPL7 60S ribosomal protein L7 IPI00030179 13 0 16 7 8 0 0.954 0.596

RPL7A 60S ribosomal protein L7a IPI00299573 17 0 19 8 5 0 1.646 0.9

RPL8 60S ribosomal protein L8 IPI00012772 4 0 11 0 7 0 0.969 1.071

RPL9 60S ribosomal protein L9 IPI00031691 0 0 4 0 0 0 2.743 2.211

RPLP0 60S acidic ribosomal protein P0 IPI00008530 14 0 10 3 0 0 33.145 2.088 Yes

RPN1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 67 kDa subunit precursor IPI00025874 9 0 16 3 3 0 15.717 1.208

RPS11 40S ribosomal protein S11 IPI00025091 0 7 7 0 0 0 108.352 3.101 Yes

RPS13 40S ribosomal protein S13 IPI00221089 7 21 15 5 5 0 11.504 1.597 Yes

RPS14 40S ribosomal protein S14 IPI00026271 0 7 5 0 7 0 1.229 0.736

RPS15 40S ribosomal protein S15 IPI00216153 0 10 0 0 0 0 8.021 2.481

RPS15A 40S ribosomal protein S15a IPI00221091 0 0 4 0 0 0 2.743 2.211

RPS16 40S ribosomal protein S16 IPI00221092 8 22 9 7 7 0 2.1 1.058

RPS17 40S ribosomal protein S17 IPI00221093 0 0 4 0 0 0 2.743 2.211

RPS18 40S ribosomal protein S18 IPI00013296 18 58 27 11 9 4 532.932 1.497 Yes
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RPS2 40S ribosomal protein S2 IPI00013485 12 0 18 2 0 0 463.141 2.313 Yes

RPS23 40S ribosomal protein S23 IPI00218606 0 9 9 0 0 0 371.071 3.933 Yes

RPS24 Isoform 1 of 40S ribosomal protein S24 IPI00029750 8 13 0 0 0 0 689.417 3.577 Yes

RPS25 40S ribosomal protein S25 IPI00012750 8 22 7 6 6 0 1.685 1.117

RPS26;LOC728937;LOC644166 40S ribosomal protein S26 IPI00655650 0 14 5 0 0 0 148.4 3.551 Yes

RPS27 40S ribosomal protein S27 IPI00513971 0 0 4 0 0 0 2.743 2.211

RPS27A;UBB;UBC ubiquitin and ribosomal protein S27a precursor IPI00179330 19 0 36 37 29 0 2.946 -0.17

RPS29 40S ribosomal protein S29 IPI00182289 0 9 0 0 0 0 5.681 2.474

RPS3 40S ribosomal protein S3 IPI00011253 26 0 21 4 3 0 222.276 1.582 Yes

RPS3A 40S ribosomal protein S3a IPI00419880 2 0 12 0 0 0 23.271 3.162 Yes

RPS4X 40S ribosomal protein S4, X isoform IPI00217030 28 42 33 6 8 0 127804.228 1.946 Yes

RPS5 40S ribosomal protein S5 IPI00008433 0 0 4 0 0 0 2.743 2.211

RPS6 40S ribosomal protein S6 IPI00021840 0 0 6 0 0 0 5.467 2.28

RPS7 40S ribosomal protein S7 IPI00013415 8 4 8 0 0 0 10.65 3.647 Yes

RPS8 40S ribosomal protein S8 IPI00216587 9 0 9 0 0 0 545.997 3.415 Yes

RPS9 40S ribosomal protein S9 IPI00221088 9 4 26 3 4 0 7.982 1.611

RUVBL1 Isoform 1 of RuvB-like 1 IPI00021187 0 0 4 0 0 0 2.743 2.211

SAMM50 Sorting and assembly machinery component 50 homolog IPI00412713 7 0 7 0 0 0 112.778 3.536 Yes

SERPINE1 Plasminogen activator inhibitor 1 precursor IPI00007118 2 0 13 0 0 0 24.031 3 Yes

SERPINF1 Pigment epithelium-derived factor precursor IPI00006114 0 0 0 0 0 2 1.724 -1.807

SERPINH1 Serpin H1 precursor IPI00032140 2 0 4 2 0 0 0.909 1.019

Serum albumin precursor IPI00708398 49 228 49 16 18 78 55.973 1.039

SFRS3 Splicing factor, arginine/serine-rich 3 IPI00010204 0 4 0 0 0 0 3.335 2.143

SLC25A11 Mitochondrial 2-oxoglutarate/malate carrier protein IPI00219729 2 0 0 0 0 0 1.777 1.711

SLC25A13 Mitochondrial aspartate-glutamate carrier protein IPI00007084 0 0 2 0 0 0 1.842 1.687

SLC25A3 Isoform A of Phosphate carrier protein, mitochondrial precursor IPI00022202 0 0 16 0 0 0 3.973 2.294

SLC25A5 ADP/ATP translocase 2 IPI00007188 28 0 36 0 0 0 31152.452 3.929 Yes

SLC25A6 ADP/ATP translocase 3 IPI00291467 0 0 29 0 0 0 2.938 2.524

SNRPD3 Small nuclear ribonucleoprotein Sm D3 IPI00017964 3 0 0 0 0 0 2.118 2.018

STAU1 Staufen, RNA binding protein, homolog 1 IPI00641873 2 0 0 0 0 0 1.777 1.711

STOM Erythrocyte band 7 integral membrane protein IPI00219682 18 0 7 6 10 0 0.692 0.295

STT3A Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A IPI00297492 0 0 7 0 0 0 5.579 2.266

SURF4 Isoform 1 of Surfeit locus protein 4 IPI00005737 2 0 13 0 0 0 24.031 3 Yes

TFPI2 Tissue factor pathway inhibitor 2 precursor IPI00009198 0 24 5 0 0 0 193.567 3.315 Yes

TGFBI Transforming growth factor-beta-induced protein ig-h3 precursor IPI00018219 57 140 58 19 13 28 28384.003 1.392

TGM2 Isoform 1 of Protein-glutamine gamma-glutamyltransferase 2 (transglutaminase 2) IPI00294578 14 0 12 37 16 0 0.695 -0.351

THBS1 Thrombospondin-1 precursor IPI00296099 0 0 0 0 0 8 8.493 -2.314

THSD4 thrombospondin, type I, domain containing 4 IPI00794391 2 0 0 0 0 0 1.777 1.711

THY1 Thy-1 membrane glycoprotein precursor IPI00022892 8 0 4 7 9 0 0.244 -0.282

TIMP3 Metalloproteinase inhibitor 3 precursor IPI00218247 0 5 0 0 0 0 4.152 2.267

TINAGL1 Isoform 1 of Tubulointerstitial nephritis antigen-like precursor IPI00005563 6 0 3 0 0 0 17.613 2.854 Yes

TMED10 Transmembrane emp24 domain-containing protein 10 precursor IPI00028055 0 0 2 0 0 0 1.842 1.687

TMEM33 Transmembrane protein 33 IPI00299084 0 0 2 0 0 0 1.842 1.687

TMEM43 Transmembrane protein 43 IPI00301280 15 0 21 6 4 0 8.486 1.115

TNC Isoform 1 of Tenascin precursor IPI00031008 76 295 154 40 30 51 63837.88 1.325

TOMM40 Isoform 1 of Probable mitochondrial import receptor subunit TOM40 homolog IPI00014053 5 0 3 0 0 0 16.121 2.909 Yes

TOP2A DNA topoisomerase 2 IPI00178667 6 0 5 0 0 0 33.951 2.993 Yes

TPM1 Isoform 3 of Tropomyosin alpha-1 chain IPI00216135 5 0 4 7 6 0 0.666 -0.369

TRIP13 Isoform 1 of Thyroid receptor-interacting protein 13 IPI00003505 0 0 3 0 0 0 2.112 2.037

Trypsin - Sus scrofa (Pig). MAN00000761 36 95 45 55 47 42 1.046 0.161

TUBA1B Tubulin alpha-1B chain IPI00387144 127 0 160 22 21 0 9.267 0.77

TUBB Tubulin beta chain IPI00011654 166 5 202 47 36 0 0.264 1.022

TUBB2C Tubulin beta-2C chain IPI00007752 142 0 176 0 0 0 19698.074 4.202 Yes

TUBB3 Tubulin beta-3 chain IPI00013683 101 0 126 0 0 0 22426.041 4.24 Yes

TUBB6 46 kDa protein IPI00641706 0 0 95 0 0 0 48333.947 4.255 Yes

TUBB6 TUBB6 protein IPI00646779 75 0 89 0 0 0 3.158 2.119

UPF1 Isoform 1 of Regulator of nonsense transcripts 1 IPI00034049 2 0 2 0 0 0 2.131 2.508

VDAC1 Voltage-dependent anion-selective channel protein 1 IPI00216308 38 0 27 7 6 0 108.701 1.231

VDAC2 Voltage-dependent anion-selective channel protein 2 IPI00024145 16 0 15 7 8 0 6.454 0.601

VDAC3 Isoform 1 of Voltage-dependent anion-selective channel protein 3 IPI00031804 14 0 13 7 6 0 4.531 0.639

VIM Vimentin IPI00418471 97 0 124 75 52 6 0.014 -0.461

VTN Vitronectin precursor IPI00298971 0 0 0 6 0 0 2.226 -2.388

WNT5A Protein Wnt-5a precursor IPI00013178 0 9 2 0 0 0 14.816 3.215 Yes

XRCC5 ATP-dependent DNA helicase 2 subunit 2 IPI00220834 0 0 2 0 0 0 1.842 1.687

YWHAE 14-3-3 protein epsilon IPI00000816 7 0 5 0 0 0 51.992 3.134 Yes

YWHAZ 14-3-3 protein zeta/delta IPI00021263 6 0 5 0 0 0 33.951 2.993 Yes
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