
Pearson's)r)for)average)Cy5/Cy3)Intensitites)for)4810)genes)

1000ng 500ng 250ng 100ng 50ng
1000ng' 0.977 0.974 0.964 0.825
500ng' 0.964 0.987 0.977 0.846
250ng' 0.976 0.974 0.997 0.903
100ng' 0.973 0.961 0.998 0.930
50ng' 0.873 0.822 0.916 0.936

Pearson’s)r)of)mean)Cy3)intensity)
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Correla3on)of)signal)intensity)across)a)self6hybridiza3on)dilu3on)series).)Pearson’s)coefficients)of)
correla0on)between)diminishing)amounts)of)self8hybridized)cDNA)pools)for)Cy5)(boBom)leC))and)
Cy3)(top)right))mean)signal)intensity)(n=3))for)4810)genes.)

Average)number)of)transcripts)(n=3))with)gene)signal)intensi3es)called)“Well)above)Backround”.)

A)

B)

Pearson's)r)for)average)Cy5/Cy3)Intensitites)for)4810)genes)

1000ng 500ng 250ng 100ng 50ng
1000ng' 0.977 0.974 0.964 0.825
500ng' 0.964 0.987 0.977 0.846
250ng' 0.976 0.974 0.997 0.903
100ng' 0.973 0.961 0.998 0.930
50ng' 0.873 0.822 0.916 0.936

Cy3)vs)Cy3)&)Cy5)vs)Cy5

1000ng 500ng 250ng 100ng 50ng
1000ng' 0.877 0.865 0.869 0.864 0.756

500ng' 0.856 0.864 0.854 0.841 0.696

250ng' 0.858 0.868 0.885 0.884 0.799

100ng' 0.855 0.865 0.887 0.890 0.822

50ng' 0.790 0.809 0.862 0.886 0.941

Cy3)vs)Cy5

1000ng 500ng 250ng 100ng 50ng

5254 5288 5219 5271 5199

91.3% 91.9% 90.7% 91.6% 90.4%

Average)number)and)percentage)of)transcripts)called)"Well)above)Background")for)both)Cy5)or)Cy3
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