Suppl. Figure 5
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20 Suppl Figure 5. Expression of
S 15 X * selected genes in MHH-NB-11AP169,
g [ I * MHH-NB-11AP169GCV, and MHH-NB-
S 10 - 11ADP169CDF presented as fold
% change relative to non-infected
L 51 MHH-NB-11. * P < 0.05 relative to
MHH-NB-11
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