
                                                                                                                
Lu_712B1 ------------------------------MATKKKKPHVLLVPHPAQGHVFPMLKLAHKLTD-HG-------ISVTVANLDFIH---RKIIPQQQQG--   100
Lu_712B5 ------------------------------MATKKK-PHVLLVPHPAQGHVFPMLKLAHKLTD-YG-------ISVTVANLDFIH---RKIAPEETTS--   100
Lu_712B4 ------------------------------MATKKK-PHVLLVPHAAQGHVFPMLKLAHNLAD-HG-------ITVTVANLDFIH---QKIAPQE-----   100
Lu_712B3 ------------------------------MPATKKKPHVLLVPHPAQGHVFPMLKLAHKLTD-HG-------ISVTVTNLDFIH---RMIIAEE-----   100
Lu_712B2 ------------------------------MAAKKKQVDVLLVPHPAQGHVFPMLKLAQKLTD-HG-------ISVTVVNFDFVH---LKIVPEE-----   100
Lu_712B6 ------------------------------MAAMKKKPHVLLVPYPAQGHVVPMLKLAQKLADDHG-------FTVTVVNLEFIH---QKLVSDAT----   100
Lu_712B7 ------------------------------MAAMKK-PHVLLVPYPAQGHVIPMLKLAQKLAD-HG-------FNITVVNFEFVH---QKLVSSP-----   100
Lu_712D1 ---------------------------------MAKQPHVLVVPLPAQGHLLPLMKLARKLAN-RG-------INVTVMNLETIH---RKIIHAMP----   100
Lu_712C1 -----------------------------MPTAERKSAHLLVVPAPGTGHVNPLLKFSHKLANHGG-------VRVTVVNDDFIH---NKVMAAAS----   100
At_83A1 --------------------------MDNNSNKRMGRPHVVVIPYPAQGHVLPLISFSRYLAK-QG-------IQITFINTEFNH---NRIISSLPN---   100
At_82A1 -----------------------------MKVTQKP--KIIFIPYPAQGHVTPMLHLASAFLSRG--------FSPVVMTPESIH---RRISATN-----   100
Lu_82A2 -----------------------------MKMEKRRTMVIIMVPYPAQGHLTPMLRLASSFLLLNHHSLDSLLLRPVILLPHFLH---PHILLSN-----   100
Lu_74S3 ------------------------MAEHEEFSEPIYKAHCLMVPIPAQGHITPVLQFAKYLIPRK--------IRVTLALTRFIS---KTANISSSSA--   100
Lu_74S4 -----------------------------------------MVPVPGQGHITPVLQFAKRLIPKG--------IRVTIALTRFIS---QTATISHT----   100
Lu_74S5 -----------------------------------------------------MLQFSKRLIPKG--------IKVTLVLTRFFS---TTITSTPA----   100
Lu_74S6 -----------------------------------------------------MLQFSKRLVPKG--------IKVTLVLTRFLS---KSITSP------   100
Lu_74S1 ----------------------------------------------------------------------------------------MTVTAQSG----   100
Lu_74S2 -----------------------------------------------------MLQFSKRLLSKS--------IRITLVNTRFIS---KTISSTSS----   100
Lu_74T1 -----------------------------MERKSSEECHVILLPYPGQGHINPMTEFARRLVSRG--------IRATLVTTVFIS---NSLKLGPT----   100
Lu_74T2 -----------------------------MEPQNG---HVFLLPYPGQGHLNPMIHFARRLITRG--------LRTTLLTTNFSI---SSSKFGPT----   100
Lu_74B3 ----------------------------MEAKTKTQKAHVLILPYPSQGHINPLLQFAKRLASKGGG------IKATIATTHYTV---ASITAAVA----   100
At_74C1 -------------------------------MSEAKKGHVLFFPYPLQGHINPMIQLAKRLSKKG--------ITSTLIIASKDH---REPYTSDD----   100
Lu_74V1 ---------------MTIITVVKQQQQQQEHKNINNNPHVMVLPFPFQGHINPALQFSKLLISKG--------LNVTLIISLSDH---TNKTELTQG---   100
Lu_74V2 ------------------------MKLEQEQLPAARNPHVIVLPCPAQGHINPALQFSKLLVSKG--------LKVTLVIAT--------QVELAIS---   100
Lu_74U1 ------------------------MKMSSEQP----KPHVVVMPWAAQGHLNPAFQFSRKLVSKG--------LAVTLLTFTDEK-----ITQVAAG---   100
Lu_84G2 ----------------------------MGSSSSEKVLHVLLVCFPGQGHINPFLRLANLLASHG--------LLVTFCINKT-T---GLKMKMS-----   100
Lu_84G3 ----------------------------MGSSSSEKALHVLLVCFPGQGHINPFLRLANLLASHG--------LLVTFCINKT-T---GGQMKIPKNNLP   100
Lu_84G1 -----------------------------MESSPDKVPHVLLVCFPGQGHINPFLRLANLLASHG--------LLVTFCINKT-T---GTKMKPP-----   100
At_84A4 ----------------------------MEMESS--LPHVMLVSFPGQGHISPLLRLGKIIASKG--------LIVTFVTTEEPL---GKKMRQANNIQD   100
Lu_75N1 ---------------------------MAAVTKQQ--PHIVVVTFAAHGHLNPSLHFSERLLLLG--------CRVTLVTTVS-----GHSLLAN-----   100
Lu_75N2 --------------------------MAAAVTKEQRGPHIVVVTFAAHGHLNPTLHFSERLLLLG--------SRVTLVTTIS-----GHSLLTN-----   100
Lu_75N4 -----------------------------------------MATFPAQGHVNPSVHFSIQLVALG--------CRVILVTTVS-----GSYLITK-----   100
Lu_75N3 --------------------------MAAVAAQQQRQPHVVMATFPAQGHMNPSVHFSIQLVLLG--------CRVTLLTTVS-----GRLLITK-----   100
At_75C1 --------------------------MATSVNGSHRRPHYLLVTFPAQGHINPALQLANRLIHHG--------ATVTYSTAVS-----AHRRMGE-----   100
Lu_87J1 ----------------MFPGQENSTADCVG---AGATCHIVAMPYPGRGHINPMMNLCHSLSSKHPN------ILITFVLTEEWL---GILGEETT----   100
Lu_87J2 -----------------------------------------MAPFDRR-------------RNRRP----------------------------------   100
At_87A1 ----------------MNPIKPQPLG----------VRHVVAMPWPGRGHINPMLNLCKSLVRRDPN------LTVTFVVTEEWL---GFIG--------   100
Lu_87G1 ----------------MNTVISSPEE-------IRRRGHVVAVPYPGRGHINPMLNLCNLLSSKNPH------LLITVVVTEEWH---GFLSTAG-----   100
Lu_87H1 ------------------------MK-------TKAVCHLVAMPFPGRGHINPMMNLCKLLSSRRAD------LLITFVITEEWS---GYIGSE------   100
Lu_86A6 ----------------MAEDTHGDGGARHR------KPHAIVIPFPLQGHVIPAVHLAFKLASQGFT------ITYVNTEYIHHK---TSSSSTAP-TGD   100
Lu_86A7 ----------------MAEESRDAGGNHHR------KPHAIVIPFPLQGHVIPPVPLAVKLAPQGFT------ITFVNTEYIHHK---TSSSAGG--CDE   100
Lu_86A8 ----------------MAEETHGGRGGRPPLQDHTPKPHAIVVPFPLQGHVIPAVYLAIKLASQGFT------ITYVNTHYIHHK---TSSSAAA--TGD   100
Lu_86A9 ---------------MATEETNDGRRHR--------KPHAIVIPFPLQGHVIPAVHLAIKLASEGFT------ITFINTHYIHHK---ITSSSAAGGAGD   100
Lu_86A10 ----------------MAEETQIDGGHRGS------KPHAILVPYPLQGHIIPAVHLAIKLASQGFT------ITYINTEYIHHK---TSSAAAG--GGD   100
At_86A1 -----------------MERAKSR------------KPHIMMIPYPLQGHVIPFVHLAIKLASHGFT------ITFVNTDSIHHH---ISTAHQD--DAG   100
Lu_76P1 ----------------------MEEALRESHVKQKKNRRLLLFPTPLQGHINPMIQLAHIFYSKG--------FSITILHNNFNS---PDPSK-------   100
Lu_76P2 -----------------------------------------------------MLQLANILYSRG--------FAITIMHTSFNA---PNPSN-------   100
At_76B1 ------------------------------METRETKPVIFLFPFPLQGHLNPMFQLANIFFNRG--------FSITVIHTEFNS---PNSSN-------   100
Lu_76N2 ----------------------------MGSDEQYYPRHLVLVPCPYQGHINPMLQLATILHSRG--------FSISILHAQFNA---PSPRN-------   100
Lu_76N3 ----------------------------MGSDEQYYPRHLVFVPCPYQGHINPMLQLATILHSRG--------FSISILHAHFNS---PSPRN-------   100
Lu_76N1 ----------------------------MEKQAQTRIR-LVLVPCPYQGHINPMLQLATILHSRG--------FSISIVHTQFHA---PSSEN-------   100
Lu_76M1 -----------------------------------------MVPFPIQGHITPMLQLATILHSKG--------FPITIAHPVLNA---PNPSDY------   100
At_85A1 --------------------------MGSQIIHNSQKPHVVCVPYPAQGHINPMMRVAKLLHARG--------FYVTFVNTVYNH---NRFLR-------   100
Lu_85A22 --------------------------MGSMGHSEKPKPHAVCIPYPAQGHITPMLKLAKLLHHRG--------FHVTFVNTEYNH---NRLRK-------   100
Lu_85A25 --------------------------MGSHGGAN-TKRHVVCIPYPAQGHLNPMMKLAKLLHSLGG-------FHISYVNTDYNH---RRLLK-------   100
Lu_85A26 -----------------------------------------------------MLKLAKLLHQKG--------FHVTSVNTEFNH---RRLLR-------   100
Lu_85A27 -------------------------MATNSSKNGQLAPHAICLPFPGQGHINPMLKLAKLLHQKG--------FHITFVNTEFSH---RRLLQ-------   100
Lu_85R2 -----------------------------------------------------MLQVAKLLHSRG--------FHITFVNTESNH---NRLLK-------   100
Lu_85R3 -------------------------MRPAAAETQPAPPHAVCVPFPAQGHINPMLHVAKILYSNG--------FHVTFVNTEYNH---KRLLK-------   100
Lu_85R4 --------------------------MTTVATVEKSPPHVVCVPFPAQGHINPMLHVAKLLHSRG--------FHVTFINTDYNH---NRMLK-------   100
Lu_85R5 -------------------------MTSTVAAVEKSQPHVVCVPYPTQGHINPMLHVAKLLHSRG--------FHVTFVNTDYNH---KRLLK-------   100
Lu_85R1 -----------------------------------------------------MLQLSKLLYSRG--------FHVTFVNTEHNH---RRLLE-------   100
Lu_85K6 --------------------------MSE------VKQHAVLLPLPAQGHVNPFMQLAKLLHSKG--------FHITFVNTEYNH---RRLIR-------   100
Lu_85K7 --------------------------MSESITKEQQQPHAVLFPFPAQGHINPFMQLAKLFHSKG--------FHITFVNTEHNQ---RRLVR-------   100
Lu_85Q2 --------------------MGSTNDTKTVTPLPNHRPHAVCVPFPAQSHIKATLKFAKLLRERG--------FSITFVNTEFNH---KRFVT-------   100
Lu_85Q3 --------------------MSSKDSASPAA------PHAVCVPFPAQSHIKATLKCAKLLHSRG--------FHITFVNTEFNH---TRFLN-------   100
Lu_85Q1 --------------------MGSEEGAGVVFP----KPHALCISFPSQSHIKATLKFAKLLHNRG--------FHITFVNNEYNH---NRFLR-------   100
Lu_85S1 --------------------------MGPTG-----KPHAVLIPYPAQGHINPFMQLGKLLHSKG--------FHITFVNNHFNH---DRLLR-------   100
Lu_709E2 --------------------------MEHSG--RPP-PHVLIFPYPLQGHVTSMLNLAELLCLSN--------IRVTFFNSDHIQ---RRLLQ-F-----   100
Lu_709E3 --------------------------MEHSG--RPP-PHVLIFPYPLQGHVTSMLNLAELLCLSN--------IRVTFFNSDHIQ---RRLLQ-F-----   100
Lu_709E1 --------------------------MELDK--APIFPHVLIFPFPVQGHVNSMLKLAELLSLAAGG-----GIRITFLNSDCTH---NRLLQ-F-----   100
Lu_709D1 --------------------------MDGSSNTSPAPPHVVFLPFPAQGHIKPMFTLAKLLSHVAK-------FRITLVNTHHNH---ALLQRSL-----   100
At_78D3 ---------------------------MAKPSQPTRDSHVAVLVFPFGTHAAPLLAVTCRLATAAP------STVFSFFSTARSN---SSLLS-------   100
Lu_78A13 ---------------------------MPPPATTPDGPHVVVLSFPFGTHAAPLLAVVKRLAALSP------ATHFSFFGTEQSN---ASAFKNQA----   100
At_71B1 -----------------------------------MKVELVFIPSPGVGHIRATTALAKLLVASDN------RLSVTLIVIPSR------VSDD------   100
Lu_71P1 --------------------MAHTDSNLGTLKHTTKRAELVFIPSPGVGHITALAQLAQLLVARDD------NLWITILIMHLP------HGDANYTNHT   100
Lu_71A24 --------------------MEET----------QQQQ-LVFIPSPGVGHLVSMVELARLLVHRYS------TLSVSLLIITSP------ATATL---TG   100
Lu_71A25 --------------------MEEK----------QQQQQLVFIPSPGVGHLVSMVELAKLLVHRYS------TLSVSLLIITSP------ANGNL---TS   100
Lu_71Q1 --------------------MDTT---------AAAKLHLVFLPSPGAGHIFPMVELANQLLNRYP------TLSVTVCIMKMP------FKS-----QS   100
Lu_71Q2 --------------------MNPTPA------EAAATLQLVLVPSPGAGHVFPMVELANQLLNRYP------ALAVTVCIMKMP------FKS-----TS   100
Lu_71M1 ----------------------------------MTQTQLAFLPAPAVGHLVSIIEFARHLLCRDP------NFSVLVLVIKLPP----PFGDDIDN-YI   100
Lu_71R1 -----------------------------------------MVPIPAIGHLPPVVEFSKRITARNS------QLSVTIVLIRTP------FSPEVDS-FS   100
At_88A1 ----------------------------------MGEEAIVLYPAPPIGHLVSMVELGKTILSKNP------SLSIHIILVPPPYQPES----------T   100
Lu_88A11 -------------------------------MTTNNTEAIVLYPSPAIGHLLSMVELGRLILTHRP------SLSINIILASAPYQSST----------T   100
Lu_88G1 ----------------------------------MAVDTIVLYPSPGRGHIVSTVEFGKLLLRHYP------AVTITVFVIPLPFESSS----------T   100
Lu_72N1 -----------------------MQSSGAGR------PHVALLASPGMGHLIPVLELGKRLIANHD------IS-ITIFVVSTD----AAT--SKSLLKT   100
Lu_72N2 -----------------------MQSSGAGR------PHVALLASPGMGHLIPVLELGKHLIANHD------IS-ITIFVVSTD----AAT--SKSLLKT   100
Lu_72R1 -----------------------METSTVDVDHHPQPPHIVLLASPGTGHLIPVLELGIRLVTHHN------ST-VTVFVVAVD----HSSPAEAALILD   100
Lu_72R2 -----------------------METSTVDVNHHPQPPHIVLLASPGTGHLIPVLELGIRLVTHHN------AT-VTVFVVATD----HSSPAEAHLILD   100
At_72C1 -----------------------MEL------------HGALVASPGMGHAVPILELGKHLLNHHG------FDRVTVFLVTDD----VSR--SKSLIGK   100
Lu_72Q1 -----------------------MSK-----------FHVAVLASPGLGHVTPLFELAKRLVTHFD------LH-VTFLVITST----IPSPAQDQLLHS   100
Lu_72B15 -----------------------------------------------MGHLIPLVELTKRLVTCH-------NLNVTFIIPTTTD--APPSAAMKSVLDS   100
Lu_72B16 ------------------------------MADNTQTPHIAILPSPGMGHLIPLVELTKRLVTRH-------NLAVTFIIPTTTD--APPSAAMKSVLDS   100
Lu_72T1 -------------------------------MSSQQKPHVVIFPSPGMGHLIPFVELSKKLVLSH-------NLSVTVMIPSLG----PPSKAQAQFLDS   100
Lu_72T2 ------------------------------MSSSQQKPHVVIFPSPGMGHLIPLVELSKKLVLTH-------NLSVTVMIPSLG----PPSKAQAQFLDS   100
Lu_72S1 --------------------------------MGSKNVHVVIFASPGMGHIIPLIEFSRKLVLNHR------HCFATIIIPSLG----PPPPAQIELLKT   100
Lu_72M1 ------------------------MEDVVAAASPEPNLRVVMVPSPGHGHLIPFVELSKRLLLRH-------NFSITIIVPDNG----SGMIPQRQLLQT   100
Lu_72M3 ------------------------MEDVVDAASSEPNLRVVMVPSPGHGHLIPFVELSKRLLLRH-------NFSITIIVPDNG----SGMIPQRQLLQT   100
Lu_72M2 ------------------------MEDVVSTISRKANLRVVMVPSPGRGHLIPFVELSKRLLLRH-------NFAITILIPDNG----SDMIPQRQFLQS   100
Lu_90A8 -------------------------------MENTN-RHAVIFPFMAKGHVIPLLHFARLLLRRQ--------IHVTVVTTPANRSFVAEFLGGHNNSSA   100
Lu_90A10 -------------------------------MGDSRQHHVLIFPFMSKGHTIPILHLVHLLLRRQ--------VAVTVITTPANRPFIAQSL---QDTSA   100
At_90A1 ------------------------------MSVSTHHHHVVLFPFMSKGHIIPLLQFGRLLLRHHRKE--PT-ITVTVFTTPKNQPFISDFLS--DTPEI   100
Lu_90D1 ----------MDSVAAADISTATTTTLHQNGNGGATHIHAVLFPFMSKGHTIPLLHLARLLLRRQ--------ISVTIFTTPANRPFISSALP---DDSA   100
Lu_97B2 ------------------------------MS---ANDHVIIFPFMAQGHTLPLLDLAKAFALNHN-------LNVTIITTPSNAKSISDYISPLHFPTI   100
Lu_97B3 ------------------------------MSNTETNDHVIIFPFMAQGHTLPLLDLAKAFTIHHN-------LNVTIITTPSNAKSISDYISPIHFPTI   100
Lu_97B1 ------------------------------MS---TNDRVVIFPFMAQGHTLPLLDLAKALTIHHN-------LNVTIITTPFNANSISDYISPLHFPTI   100
Lu_73W1 --------------------------MATETTPQPHPLHFVLIPFMAQGHLLPMTDIAKLFARHG--------VLVTFITTPVNAGRVRATLARAVADSP   100
Lu_73W2 --------------------------MATET-PQPHPLHFVLIPFMAQGHLLPMTDIAKLFARHG--------VLVTFITTPVNAGRVRATLARAAADSP   100
Lu_73W3 ---------------------------------------------MAQGHLIPMIDIAKLLAQHG--------VVVTVITTPVNADRVRSTLTRAIELS-   100
Lu_73W4 ---------------------------------------------MAQGHLIPMIDIAKLLAQHG--------VAVTVITTPVNADRVRSTLTRAIELS-   100
At_73C1 --------------------------MASEFRPP---LHFVLFPFMAQGHMIPMVDIARLLAQRG--------VTITIVTTPQNAGRFKNVLSRAIQSG-   100
Lu_73X3 ---------------------------------------------MAQGHMIPMVEIAKLLASCG--------AMATIVTTPLNSARFRSSLKRATDEL-   100
Lu_73X4 ---------------------------------------------MAQGHMIPMVDIAKLLATRG--------AKVTIVTTPVNAARFESPLRRS-----   100
Lu_73X2 ---------------------------------------------MAQGHMIPMVDIAKLLATTATTH--RYDVHVTIVTTPLNAARFATPLARANENL-   100
Lu_73X1 --------------------------------MDSPALHFVLFPFMAQGHMVPMIDIAKLLAQRG--------LQVSIVTTPVNAARFNSQIRRLT----   100
Lu_73T1 ---------------MASQN-------------SPTPPHFLLVPLLGPGRHIPMVDIARLLAQHG--------ATVTLVTTPLNSSQFCKTIQNDAFL--   100
Lu_73V1 ---------------MAPNNN------------HHHPPHFVLIPYLSQGQLIPTIDLAKILALRH--------STVTIITTPINAARFSPTLHRAVSKS-   100
Lu_73S1 ---------------MAPGRVMDTPTQLPCPPPPPPPPHFILFPLMTQGHTIPIIDMARLLTDRG--------CLVTIVTTPLNSTRFEPTIHRANNHKH   100
Lu_73B12 -------------------------MFSLNSTVDDHQLHVFFFPFLAHGHMIPAIDMAKIFASRG--------VKVTIVTTPLNVPFFSKTISKHSESTG   100
Lu_73B13 -------------------------MVSLNSSVGDHQLHVFFFPFLAHGHMIPAIDMAKIFASRG--------VKVTIVTTPLNVPFFSKTISKHSESTG   100
Lu_73B7 -----------------------------MAATEGKRLNIFFFPFMAHGHTIPMLDIANLFMNRG--------HISTIITTPLNAPSILSAISILGGSAG   100
Lu_73Y1 --------------------MAVAGQSSSMEKQEEQPLHIFVFPFMAHGHTIPMIDTAKLLASRG--------VRITLLTTKLNSPLFTKSTLNFPPSTI   100
Lu_73Z2 -------------------------------MESK-QLHAVFFPFMAQGHMIPLVDMARLFARRG--------AKSTIVTTPLNAPLFSDKIKRETQQGL   100
Lu_73Z3 -------------------------------MESK-QLHVVFFPFMAQGHMIPLVDMARLFARQG--------AKSTIVTTPLNAPLFSDKIKRESNQGL   100
Lu_73Z1 -------------------------------MESK-QLQVVFFPFMAQGHMIPLVDMARLFARRG--------VKSTIITTPLNAPLFSDKIKRDADQGL   100
Lu_73Z4 -------------------------------MNSHHQLHIIFLPFMAHGHMIPLLDMARHFARHG--------AKSTIITTPLNAPTFSDKITRDARLGL   100
Lu_73Z5 -------------------------------MNSQHQLHIIFLPFMAHGHMIPLLDMARHFARHG--------AKSTIITTPLNAPTFSDKVTRDARLGL   100
Lu_73U1 ----------------------------------------MFIPFLAPGHMLPMVDIARLFAANG--------VNVTILTTTTNARLISSAIDHDARSGL   100
Lu_89B3 ---------------------------MTMTVAVTTVPHILIFPFPAQGHLIPILDFTHYLALR-------RQLQITILVTPKNLPLLQPL-LSRHPSIQ   100
Lu_89B4 -----------------------------MTVAAITLPHILIFPYPAQGHLIPILDFAHYLALR-------RQLHITILVTPKNLPLLQPL-LSRHPSIQ   100
At_89B1 -------------------------MKVNEENNKPTKTHVLIFPFPAQGHMIPLLDFTHRLALRGG-----AALKITVLVTPKNLPFLSPL-LSAVVNIE   100
Lu_89E1 ------------------------------MSTAVAGAHVLVYPYPAAGHIIPILDLTHHLLSR--------GLTVTLLLTPSNLNLLHSFRLSHPTTTQ   100
Lu_89E2 --------------------------MSITTTIAVSGAHVLVYPYPAAGHIIPILDLTHYLLSR--------GLTVTLLLIPCNLNLLHSFRLSH-QTTQ   100
Lu_89D4 -----------------------MAGNSVPPPPPSPLAHILVFPYPAQGHTLPLLDLIHHLLTLR-------RFSVTVVTTPKNLHSLSTLISLHHPLLR   100
Lu_92A3 -----------------------------MASDQT---HIVLFPFMAQGHIIPFLALAHHIEQR----TNQRTTSITLINTQLNVKKLRSSLPPTST---   100
Lu_92A4 -----------------------------MASDQT---HIVLFPFLVQGHIIPFLPLAHHIEQR----TNKETTSITLINTPLNVKKLRSSLPPAST---   100
At_92A1 -----------------------------MAEAKPRNLRIVMFPFMGQGHIIPFVALALRLEKIMIM-NRANKTTISMINTPSNIPKIRSNLPPESS---   100
Lu_92G2 -----------------------------MDRRNNYSDHILMLPFMAHGHLIPFLSLAQNIHRR------RPEITITIAATPLNIQYLRSSLAGSNNNNN   100
Lu_94H1 ----------------------------------------------------------------------------------------------------   100
Lu_94K1 -----------------------MDYDGGGGQQQMKRTTVLLLPSLGPGHISPYLELSKRLSSH--------NFNVYLCSTPANLNPLKPKLLA-ESSTI   100
Si_94D1 ------------------------------MDTRKRSIRILMFPWLAHGHISAFLELAKSLAKR--------NFVIYICSSQVNLNSISKNMSSKDSISV   100
Lu_94G1 -----------------------------------------MFPWLAHGHISPFLELANKLVSRSP------NFHVYLCSSSINLQSATA--LIKHPSHM   100
Lu_94G2 MEDQLQLYITVMDEDSAQTPIHNSKSMVDEATNSG-EIRILMFPWLAHGHISPFLELANKLVSRLP------NVQVHLCSSPINLASITK--LIKHPSRI   100
Lu_94G3 --------------------------MEEEATNSGDAFRILMFPWLAHGHISPFLELANKLVSRRP------NFHVYLCSSPINLQSTTK--LIKHPSRI   100
Lu_94G4 --------------------------MAEEFTNSG-KIRILMFPWLAHGHISPFLELANKLISRRP------NFHVYLCSSPINLESTTK--LIKHPSRI   100
Lu_91J1 ----------------------------MASTNNNKSLHIAMFPWLAFGHILPFLQLAKLIAQRG-------HTISFIST-PRNIDR-LPKLPPALSSLI   100
Lu_91J2 -----------------------------------------MFPWLAFGHILPFLQLAKLIAQRG-------HLISFIST-PRNIDR-LPKLPPALSSLI   100
Lu_91J3 --------------------------------MAETKLHIAMFPWLAFGHILPFLQLAKLIASKG-------HKISFIST-SKNIDR-LPQIR---QPLI   100
At_91A1 ------------------------MTNFKDNDGDGTKLHVVMFPWLAFGHMVPYLELSKLIAQKG-------HKVSFIST-PRNIDRLLPWLPENLSSVI   100
Lu_91C2 --------------------------MATNPNGSSGKMEIVVFPWLAMGHLIPFLHFSKLLAQNG-------HNIHFVST-PKNLSR-LPKLPLRLSSQI   100
At_79B1 --------------------------MGVFGSNESSSMSIVMYPWLAFGHMTPFLHLSNKLAEKG-------HKIVFLLP-KKALNQLEP--LNLYPNLI   100
Lu_79B20 ----------------------------MASSCETKKFHIVMFPWLATGHITPFLHLSNTLASKG-------FTITFILP-KKAIQQFSR--FNQHPNLI   100
Lu_79B18 -----------------------MPTMATTGGESNKQLNVVMFPLFAMGHITPFLHLANRLAARG-------HRISFLLP-TRTIPKLTNLIINTHADLI   100
Lu_79B19 --------------------------MATTGGESNNQLNVAMFPLFAMGHITPFLHLANQLAARG-------HRISFLLP-TRTIPKVTN-LINSHADLV   100
Lu_79B17 --------------------------MADGKIRATTKPHVAMFPWFAFGHITPYLHLANHLASRG-------HRVSFLIP-KRTQSKFTK--LNRHPHLI   100
Lu_79A3 ------------------------MVRTAESSPADEELHVVMFPWFAFGHISPFIQLANKLSLHGR------VRISFFSA-PGNIPRIAN--SLLPSPTT   100
Lu_79A4 ------------------------MGRTAESSLADEELHVVMFPWFAFGHISPFIQLANKLSLHGR------VQISFFSA-PGNIPRISN--SLLPSPTT   100
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Lu_712B1 --------------KQSHGTDGGGIRMVSLPDGLGSHSD----SID---VVLRTETVQK-VLPVRLRELLIQQQSLSN-DDEEQK-FSWIIADACHFG-V   200
Lu_712B5 --------------KEQQQGHGTGIRLVSLPDGNGSDFD----IND---VVKFVETVHK-VLPFQLRELLIQQQSLTLSNDKEQE-FSWVIADAFLSG-A   200
Lu_712B4 ---------------QQQGHGGIGIKLVSLPDGYNSDFD----ISD---VVRFTDSVHK-VLPVQLRDLLIQQQSLSNDDGEEQEKFSWVIADAFLSG-V   200
Lu_712B3 -----------------QQVHG-GIRLVSLPDGFRSNSD----SSD---HRMFTEAVKK-VLPIQIRELLMNQQ-QSQSNDEEQEKFSWVIADAFLSG-V   200
Lu_712B2 -----------------QSNGGSGIKLVSVPNGFGSDFN----DSN---PTMITDCVEK-VLPVHLRKLLIDEH---------QQEFSWVIADAFLSA-A   200
Lu_712B6 ------------------ISEHQSISLTAIPNGFELSSV----SGQAESVTKIMENVEN-VLPIHLRTLLDVKKNKRN--KSAAGDITWLIGDAFLSAGA   200
Lu_712B7 --------------------EHQSIRLTAIP--FELEPG----LGQDDAVTKLTESITN-ALPIHLRNLIHQMEQ----------EITWVIGDALLSAGV   200
Lu_712D1 ----------------------TRVRLVGVPDGLELDHR----HDL----VKQMECLER-VMPGQLRSQLVEGE------------VVCVIADVSLAW-A   200
Lu_712C1 --------------KQAKDEHHSLVRLVGIPDGRDPAKL----GRE--KFGEGAESRSK-VMAGHLKKLIEEING-----SEEGLPISCVVSDGSTAW-A   200
At_83A1 --------------SPHEDYVGDQINLVSIPDGLEDSPE----ERN--IPGKLSESVLR-FMPKKVEELIERMMAETS----GGTIISCVVADQSLGW-A   200
At_82A1 --------------------EDLGITFLALSDGQDRPDA----PPS--DFFSIENSMEN-IMPPQLE----RLLLE------EDLDVACVVVDLLASW-A   200
Lu_82A2 --------------------IDPRISLLPIPPPPQEDHT----PPG--DFFAADKAMEQ-ASAGQLEGVVRRVIDE------EGSCCCCMVVDLLVSS-A   200
Lu_74S3 --------------------AGGGIHLETISDGFDEHG-----LAVTDDGQVYFDTFER-VGSQTLADLVRKQSDAGH-------PVNCILYDPHIPW-C   200
Lu_74S4 ----------------------AGIHLETISDGFDDGG-----IAAAEDGQVYFDTFRK-FGSETLADLIRKQIDSGH-------PVSCILYDPHLPW-C   200
Lu_74S5 ---------------------ASNINIATISDGFDEGG-----MDAAESPGAFLATFRD-VGSETLAQLIEKFSEAGD-------PVHCVVYDHCIRW-C   200
Lu_74S6 ---------------------ALNINLATISDGFDDGG-----TEAAGSSEVWLTTFRE-VGSETLAQLIQKFSEAGD-------PVHCVVYNHCIPW-C   200
Lu_74S1 ------------------------IHIDTISDGFDHSG-----LILQ-DPEHYSQTFRR-VGSETLTDLIRKQSESRH-------PVHCIIYDASMPW-F   200
Lu_74S2 ---------------------TSTINLDTISDGYDDGG-----HAAAESTQAYLESFQK-EGSKTLSELIQKLSKTEY-------PAHCIIYDPFLPW-C   200
Lu_74T1 ---------------------IGHVHHDVISDGFDDSGR----YGKGRTLPEYLEKAKE-VGSRSLSELIEKYKSAPFG-----QPVDCVVYEPFLPW-A   200
Lu_74T2 ---------------------IGPVHVETISDGFDEGG-----FSSSSSIDHYLSRLEQ-AGSKTLSDLVEKYKTTPY-------PVSCLVYEPFLPW-A   200
Lu_74B3 --------------------------VEPISDGFDGGG-----FAQAGNEQAFLQSFRS-NGSRTLSKLVEKYESSEF-------PVTCIVYDSFLPW-A   200
At_74C1 ----------------------YSITVHTIHDGFFPHE-------HPHAKFVDLDRFHN-STSRSLTDFISSAKLSDN-------PPKALIYDPFMPF-A   200
Lu_74V1 --------------------QLGSVTLRFLRSQDINLTD---EEQDRLGEFVLLEKFKR-TVKKKLPEVVSEMRESGS-------PVACLIYDSVVPW-A   200
Lu_74V2 --------------------WLGSIQVVVLPTSNPEEADDEEEEDEKEGDVDLLKTYRK-RVKKELPGVVSGLEEGGE-------RVACLVYDSIMPW-G   200
Lu_74U1 --------------------GTESVAVEVISDRGL-LAN---------ADGNFLANHRK-LVEVELSEFVGRQT---V-------RPCCLVYDSIMPW-A   200
Lu_84G2 ---------------DNKSA----VQFDFFDEGLDEEQI---KVIPLDQLMNRLEETGR-KA---LPEIIEKHSENGQ-------PVSCLVSNPFLPW-V   200
Lu_84G3 S--------------DNKPT----IQFDFFDEGLDDEQI---KVTPLDQLMTRLEETGR-KA---LPGIIEKYSENGQ-------PVSCLVSNPFLPW-V   200
Lu_84G1 ---------------DNNTS----IQFDFFDEGLDDEQI---KATPLDEFMNRLEETGR-KA---LPEIIQTHSQKGQ-------PVCCIVNNPFLPW-V   200
At_84A4 G--------------VLKPVGLGFLRFEFFEDGF----V---YKEDFDLLQKSLEVSGK-RE---IKNLVKKYEK--Q-------PVRCLINNAFVPW-V   200
Lu_75N1 ----------------KKSSLPDGLSIATFSDGYDIPGS---HQKSKDDENKQWVQMNT-RGAEFLNELIATNSDEGT-------PICCLVYTLLLTW-V   200
Lu_75N2 ----------------KKRSLPDGLSIATFSDGYDIPGS---HKKSKDDQSKQWVQMST-RGAEFLNEFIATNSKEET-------PVCCLVYTLLLTW-V   200
Lu_75N4 ----------------SNNILPPGLSIVTFSDGYDMAGS---SWKSKEDQNKQWEQLNS-RGSQFLSDLIVTNANQGT-------PFACLVYSPLLTW-A   200
Lu_75N3 ----------------SNILLPPGLSVVTFSDGYDVAG-------------------------------------QGT-------PFDCLVYSPLLTW-A   200
At_75C1 ----------------PPS--TKGLSFAWFTDGFDDGLK---SFEDQKIYMSELKRCGS-NALRDIIKANLDATTETE-------PITGVIYSVLVPW-V   200
Lu_87J1 -----------------TNAGKNNIRFATVPN-VIPSEL-----VRAKDFKGFVEAVFT-KLPAPFEKVLDRLLES--------QPVTAIIADTYLPL-I   200
Lu_87J2 -----------------ANNNNNNIRFITIPN-VIPSEL-----IRGKDFKGFLEAVGT-KLQAPFEKVLDGLLP---------LPVNVIITDTYLPW-M   200
At_87A1 -----------------SDPKPNRIHFATLPN-IIPSEL-----VRANDFIAFIDAVLT-RLEEPFEQLLDRLNS----------PPTAIIADTYIIW-A   200
Lu_87G1 ------------------SIFSGNIQLASIPN-VIPSEL-----VRGSDFPAFYTAVMT-EMETPVDELLDRISN---------PPITALISDTELRW-A   200
Lu_87H1 -------------------PKPEIVQFRTIPNGIIPPER-----LKAADFLGFYEAVMT-KMESPFEQLLDQLQ----------PPVTAIIGDIEVRW-A   200
Lu_86A6 D-----------FFAGVRKSG-LDIRYKTISD-GLPLRF-----DRSLNHDQFIASMFH-VFSAHVEELVAGMVAAGK----EE-KVSCLVADTFFVW-P   200
Lu_86A7 D-----------FFAGVRKSG-LDIRYKTISD-GLPLRF-----DRSLNHDQFMASMSH-VFPAHVEELVAGMVAAGE----EE-KVSCLITDTFFAW-P   200
Lu_86A8 D-----------FFAGVRESG-LDIRYKTISD-GKPLGF-----DRSLNHDEFLASIMH-VFPANVEELVAGMVAAGEK--EEEGKVSCLVADTFFVW-P   200
Lu_86A9 D-----------FFAGVRETG-LDIRYKTVSD-GKPLGF-----DRSLNHNEFMASVMQ-VLPVHVEELVAGMVAAGEE--EEE-KVSCLVADTFFVW-S   200
Lu_86A10 D-----------VFSGVRDSG-LDIRYKTVSD-GKPVGF-----DRSLNHDEFMASILH-VLPGNVEEVIAGIVSAGEE--EDE-EVSCLVADTFFVW-P   200
At_86A1 D-----------IFSAARSSGQHDIRYTTVSD-GFPLDF-----DRSLNHDQFFEGILH-VFSAHVDDLIAKLSRRDDP------PVTCLIADTFYVW-S   200
Lu_76P1 ---------------------YPFFSFHLIPEG---LSEKEASEMDATPLIALLNEM----LTDILQDHLV-KLLLE----EEEEPIASLIVDASWHF-T   200
Lu_76P2 ---------------------YPDFNFHSIHISSLEANEVEVSTTGVTDVIALLTSLNI-TFVNPFKEALR-QLILES--LQEEEPVTCLITDADWHF-T   200
At_76B1 ---------------------FPHFTFVSIPDS---LSEPES----YPDVIEILHDLNS-KCVAPFGDCLK-KLISE------EPTAACVIVDALWYF-T   200
Lu_76N2 ---------------------HPHFRFISIPDS---LPDELVS---SGNIPAILLAVNA-NCRKPLKNLVS-QMMRGE--KSSSSHIACIVYDELMYC-S   200
Lu_76N3 ---------------------HPHFKFISIPDG---LPDELVS---SGNIPAILLAVNA-NCGKPLMDLTARMMMRGE--KSSSSDIACIIYDELMYC-S   200
Lu_76N1 ---------------------HPDFEFISLPDS---LSDDLIS---SGNVSAILVAVNA-NFHEPLTDCLV-QMMQSE--KERG-KVACIIYDELMWG-S   200
Lu_76M1 ---------------------HPDFKFVALQPD---GVSDRSNHLFTLGVGGVVELLAA-NCPAPFKEALG-KMMDE------DGNKPCVIYDGLMYF-A   200
At_85A1 S-----------RGSNALDGLP-SFRFESIADGLPETD-MDAT----QDITALCESTMK-NCLAPFRELLQRIN-----AGDNVPPVSCIVSDGCMSF-T   200
Lu_85A22 S-----------Q---AVSDLP-SFRFATIPDGLPPTD-SDVT----QDIPSLCESTRR-TCLPHFKELLAKLNDV-ASFEDGVPPVSCVVSDGVMSF-T   200
Lu_85A25 S-----------RGAAALDGLP-DFRFHSIPDGLPPSELEDAT----QDIPALCESTKN-TCTVPFRDLLLNLN---ASADDDTPPVSYVISDACMSF-T   200
Lu_85A26 S-----------RGSAAFHHSSSHFRFETIPDGLPPS-DEDAT----QDVPSICESTRK-TCLGPFRRLVSKLN---DSVS-EVPPVTCIVSDCILGF-T   200
Lu_85A27 S-----------R-ASSFENLPGRFRFETIPDGLPPSFDEDATT---QDVPSVCDSTKR-TCSGPFKRLVSKLN---DAASSVVPPVTCIVSDCMMGF-T   200
Lu_85R2 S-----------WGATAAPTLPPGFNFETFPDGLPLSDDMDIS----QVVQLVCDSILN-NWLAPFRDLVLRLNN---KDDDVSPRVSCIVSDISMVF-T   200
Lu_85R3 S-----------HGG-DFVTLPPGFRFESIPDGLPPSENIDST----QDLTSLCNSIAK-NFLAPFRELVRRLN----EDDVVLPRVSCIVSDSSMAF-T   200
Lu_85R4 S-----------WGASGGSSIPPGFDFESFPDGLPLSDNVDTT----QDIPSLCDSIAK-NCLAPFRDLVHRLNE----NDVVSPRVSCILSDAAMAF-T   200
Lu_85R5 S-----------WGAA--ASFPSGFDFESIPDGLPQSNNIDSS----QSMTSLCVSITN-NLLAPFRDLVQKLND---RNNVVSPRVSCIISDAAMGF-T   200
Lu_85R1 T-----------RGSAFFDSLPLGFEFESIPDGLP--DDVGAT----RDIPALCDSLSK-NSTAPFRELVNRLN-------ERTPPVSCVVSDGVMAF-T   200
Lu_85K6 T-----------RGPEAVKGLS-DFQFHTIPDGLPPSD-KDAT----QDPLSLCYSIQH-DCLQPFLELLNKLN-----TSPQIPPVSCIVSDGCMTF-G   200
Lu_85K7 S-----------RGSQAVKGLS-DFQFHTVPDGLPPSD-KDAT----QDPPTISYAIKN-NCLQPFVELVNKLS-----SSPQLPPVTCIVTDGVMTF-G   200
Lu_85Q2 T-----------KGPHALDGEP-DFRFTTIPDGLPLSD-PGAT----QSVSAMCGSAMR-FMVGPFRELVHRLNDPDVMSENGWPPVSCVIADGMMPF-P   200
Lu_85Q3 S-----------GGPHALDGLP-DFRFATIPDGIPHSD-PGAT----QDVPAMCDSVMN-FMMTPFRQLVRKLNDLEVMSESGWPPVSCVVADGMMVF-A   200
Lu_85Q1 T-----------KGPHALDGLP-DFRFTSIPDGLPPSDNPDST----QDVPAICNSIRN-FMISPFRDLVAKLNDP--QHSNGAPPVTCIVTD-TMAF-A   200
Lu_85S1 S-----------KGIKFLKTCP-DFVFESIPDGLGDSD-PDAT----QSIDALSDSARK-YMIGPLMELVERING----PDGRAPRITCVIPDGFMGF-G   200
Lu_709E2 T-----------SVQSRFAKYPYLFHFQTISDG-LPPDHSRSG----KDVLDLFLSMSS-ITRPLFKELLISNQ----------PPIDCVISDGGLEF-T   200
Lu_709E3 T-----------SVQSRFAKYPYLFHFQTISDG-LPSDHSRSG----KDVLDLFLSMST-ITRPLFKELLLSNQ----------PPIDCVISDGGLEF-T   200
Lu_709E1 S-----------DAESRFSVYP-GFQFKTIDDHRIPMEKLTKG----DKVLDLVGAMES-EMKPDFRDMLSRMD----------PPVTCVIGDGLLGF-I   200
Lu_709D1 D-----------TAAADFGDSFPDFHFASLPDVVAHQDGQSNL----ANIAQLLPAIR--NSKPDFHRLMLDLP----------SAATCIIVDGVMSY-G   200
At_78D3 ------------------SDIPTNIRVHNVDDGVPEGFVLT------GNPQHAVELFLE-AAPEIFRREIKAAETEVG------RKFKCILTDAFLWLAA   200
Lu_78A13 ----------------AAVSESPNLRAHMVWNGIPEGYELT------GRPQEAIEMFMK-AAPGEFRKGIEAAVEESG------RKVSWLVTDAFYWFAS   200
At_71B1 ------------ASSSVYTNSEDRLRYILLPARDQTTDLVS----------YIDSQKPQ-VRAVVSKV---AGDVS-TR---SDSRLAGIVVDMFCTS-M   200
Lu_71P1 T-----------ALASTSSALSDRVKFVDLPPNDAAVDPAA----KDVVSFFMYSYKSH-IRDAVSKL---VDQS---------PFLSGFLVDMFCTT-F   200
Lu_71A24 R-----------YIESLSSNLTPQIQLVNLP----NDDSNP----ASSLLSIIESQKP-----IVTEA---VAASLSGS---TSPRLAGFVLDMFCTS-M   200
Lu_71A25 R-----------YIESLSSDLTPQIKLVNLP----HLDQ------PSSFLSIFESQKP-----RVTEA---VSASLSNP---TSPRLAGFVLDMFCAS-M   200
Lu_71Q1 F-----------DFTSYHS-HTDRIKFIDLHSPTVDPNTPP----AKAFSYFLEGHAPQ-IKEILSEQ---VAASHESP---SAPRIAGVVLDMFCTS-F   200
Lu_71Q2 F-----------DFATYKSSHVDRIKFIDLDPPTLDPNTPP----SKRFSSFLEGHAPQ-VKKILSEH---VAASNVSP---S------VVLDMFCTS-F   200
Lu_71M1 Q-----------SISSTNDGADTRIKFLTLSRLS-PPPSPS----APGLPQSPEAVISA-VIEAHKPL---VKEAIILN---G--HVAGLVIDLFCTS-M   200
Lu_71R1 D-----------RLAESCKDCKA-INFIRISEPK-FPPIDS----YSSVHSFFPKFLDS-QTDAVKQA---LAARFSGD---SSVSLAGIVVDILTTA-M   200
At_88A1 A-----------TYISSVSSSFPSITFHHLPAVTPYSSSST----SRHHHESLLLEILC-FSNPSVH----RTLFSLSR---NFN-VRAMIIDFFCTA-V   200
Lu_88A11 A-----------PYISAISTVTPAITFHHLPPVSAAVNSS--------HHELIMIETLR-LSLPHLK----RTLQSIIT---KYDAVHAFVYDFFCSA-A   200
Lu_88G1 D-----------SYLHEVSTSVPSITFLTLPLLSPPAAPGG----G--GNSTTAIPTLL-YQLPLLQNSNFRHLITDLS---KSMKIKALVIDFFCNA-A   200
Lu_72N1 C-----------PSTTNLS-------IVPLPPVDISAHVEP----SDHFVTKLIVMMQQ-SV-SNLRSAISLMRTPPA----------ALIVDIFGAD-S   200
Lu_72N2 C-----------PNTANLS-------IVPLPPVDISAHVEP----SDHFVTKLIVMMQQ-SV-SNLRSAISLMRTPPS----------ALVVDIFGTE-S   200
Lu_72R1 A-----------TARAHYSSKNILFNVVKLPAPDISNLVDQ----EAAVVTRICVLMRE-TK-PTLRSAMRSLEVLPA----------ALVVDLFGTE-S   200
Lu_72R2 A-----------TARAHYSSKNNTFNVVKLPPPDISNLTGP----ETAVVTHICMLMRE-TR-PTLRSAMRSLEVPPA----------ALVVDLFGTE-S   200
At_72C1 T-----------LMEEDPK------FVIRFIPLDVSGQ-DL----SGSLLTKLAEMMRK-AL-PEIKSSVMELEPRPR----------VFVVDLLGTE-A   200
Lu_72Q1 A-----------TLPQDLH-------VVDLPPVDASSLVTD----DMLLLTQLCVMVQH-SLNSSLKSALLQIK--PK----------ALIIDIFCTQ-A   200
Lu_72B15 L-----------P-SASVDT-------IFPPPVSLNDFVLNPSAFDAKIETIIPLPAAQ-SL-PPLRDAFRSIATSGR------RRLSALVVDLFGTD-A   200
Lu_72B16 L-----------P-SSSVDS-------IFPPPVSLHDVVFNSSASDAKIETILSLTVAR-SL-PSLRDAFRSIATSGL------RRLSALVVDLFGTD-A   200
Lu_72T1 L-----------P-DGLINH-------IALPPANRADFPA-----DAQAETLLCLTVAH-AI-PSLRDALKSFVEKG-------KRPVALIVDLFCTD-A   200
Lu_72T2 L-----------P-SGLINH-------IALPPANRADFPV-----DAQAETLLCLTVAH-AI-PSLRDAFKSLVEKG-------KRPVALIVDLFCTD-A   200
Lu_72S1 L-----------P-P-PVTH-------VLLPPVDPATLSH------VSTDAKLFLTVDH-SM-PHLRDVIRSLSDKF--------PLSALIADIFGTD-A   200
Lu_72M1 L-------------PPTVSP-------LYLPPVSLSDVPS-----DANVITRVTLTMIR-SL-PAIRDALIHLQHGNR------GRVVAVVADFLGAD-A   200
Lu_72M3 L-------------PPTVSP-------LYLPPVSLSDVPS-----DANVITRVTLTMIR-SL-PAIHDALIQLQHDNG------SRVVAAVADFLSAD-A   200
Lu_72M2 L-----------NLPPTISP-------LYLPPVSLSDLPS-----DADSITRVPLTVIR-SL-PAIRDAIINLQHSGEG---LCGRVVAVVVDFLGAD-A   200
Lu_90A8 A-------VVTIPFPQGIHRD--------IPPGVESTDKLPSMS----LFPTFAIST-K-LMQPHFELALASLR----------P-VDFLVSDGFLGW-T   200
Lu_90A10 S-------ILQIPFPANLEG---------IPPGVESTDNLPSMS----LFARFALAT-Q-LMQPDFERSLESLP----------P-IDFIVSDGFLWW-T   200
At_90A1 K-------VISLPFPENITG---------IPPGVENTEKLPSMS----LFVPFTRAT-K-LLQPFFEETLKTLP----------K-VSFMVSDGFLWW-T   200
Lu_90D1 S-------ILELPFPHEIPG---------IPAGVESTDKLPSMS----LFPQFALSTEK-YLRPQFDSALQNLN----------PRPTFMVSDGFLWW-T   200
Lu_97B2 S-------LSVNPFPP-IDG---------LPPGTENTSQLPSMQK---FYVPFLHATKK-LKQP-FEQILATHR----------PRPLCVISDFFLGW-T   200
Lu_97B3 S-------LSLIPFPP-IDG---------LPKGVENTSQLPSMQD---FYVPFLHATKK-LKQP-FDQILATHH----------PRPLCVISDFFLGW-T   200
Lu_97B1 S-------LSIIEFPP-IDG---------LPKGTENTSQLPSMQD---FYVPFLHATKK-LKQP-FEQILATHH----------PRPLCVISDFFLGW-T   200
Lu_73W1 ---AVQIRVEEVEFPCEEEEEGGGDGLLLLPKHCETLDRLP-SL---GLGSNFFYSTD--SLRKPVEKLFEGLR----------PNPSCVVSDICLPF-T   200
Lu_73W2 ---AVQIRVEEVEFPCEEEEEGGGDGLLLLPKHCESLDQLP-SL---GLGSNFYYSTD--SLRKPVEKLFKGLR----------PRPSCVVSDMCLPF-T   200
Lu_73W3 ---GAQISVKEVDFPWKEVG---------LPKSCENLDQLP-SL---GLAGSFMDKGDE-LLQRAVEKIFEELR----------PKPNCIISDMSFPY-T   200
Lu_73W4 ---GAQISVKEVDFPWKEVG---------LPKSCENLDQLP-SL---GLAGSFMDKGDE-LLQRAVEKIFEELR----------PKPNCIISDMSFPY-T   200
At_73C1 ----LPINLVQVKFPSQESG---------SPEGQENLDLLD-SL---GASLTFFKAFS--LLEEPVEKLLKEIQ----------PRPNCIIADMCLPY-T   200
Lu_73X3 ---GLLINLVELPFPCVEAG---------LPEGCENADTLP-SF---AYLGHMAKAAA--MMEPQVESLFENMR----------VKPACIISDFVLPY-T   200
Lu_73X4 ---NLRIDLVELRFPCVEAG---------LPEGCENADLLP-SF---AYLQSMMKAAA--MMEPQVESLLESMR----------VKPDCIISDFCLPY-V   200
Lu_73X2 ---PLPINLVQFRFPCTEAG---------LPENCENCDMLP-SL---ESILGIFQAAS--LMEPDAVSLFEKLE----------PRPTCIVSDFCLPY-T   200
Lu_73X1 ---SLKIELFQLDFPCSEAG---------LPAGCESFDLLP-SH---DLAINFFTAAA--MMENQAETLLTELS----------PPPSCIVSDISLPY-T   200
Lu_73T1 ---GLQIRILELPFAGHELG---------LPFGCESIETLPRDP---GSARIFYAAID--RFQEPVERYLKVVE----------PRPTCIVSDERIVW-T   200
Lu_73V1 ---GLDIRVLTLPFPAARFG---------LPDGCENRDVLP-SF---NLFKNFSDAVR--TLEQPASDLISGLD----------PSPSCIIASQAMHW-T   200
Lu_73S1 NPNLHPIRLIKLTFPCEQVG---------LPQGYENLDVLP-SP---VFLKRFYDALE--LLEEPLESELQRLV----------QAPSCLISDRCLSW-T   200
Lu_73B12 S----EIRIQTLKFPTTE-FG--------LPEGCENAEVITSMNLGWETFSKFFLAST--KLQESLEKLLEED------------RPDCLVADMFFPW-A   200
Lu_73B13 S----EIRIRTLKFPTAE-FR--------LPEGCENTEVITSLNLGWETFSKFLLAST--KLQESLEKLLEEA------------RPDCLVADMFFPW-A   200
Lu_73B7 GG-SVGIDIKVIKFQTPEGAE--------LPSGCENTDFITSRKMGPEWIPKFFKATT--FLRQELESLLQES------------QPDCLVADAFFPW-A   200
Lu_73Y1 A-------VHAFDFQTAA-AG--------LPDGCEDFDFISSRNSSFDVIANFFKATF--MLQDQFEDLIAKT------------RPDCVISDAFFPW-T   200
Lu_73Z2 Q-----IQTHVIDFPFLE-AG--------LPEGCENVTSLKSP----AMIFQFFLSMH--VFKQPIEELLKLW------------KPDCIVADVVFHW-A   200
Lu_73Z3 Q-----IQTHVIDFPFLE-AG--------LPEGCENVKALKSP----AMIFQFFLSMH--VFKQPIEELLRLW------------RPDCIVADLVFHW-A   200
Lu_73Z1 Q-----IQTHIIDFPFLE-AG--------LPEGCENVNTIKSA----DMLLPFFMSMH--AFKKPVEELLELW------------KPDCFVADLFFHW-G   200
Lu_73Z4 Q-----IQTHIIEFDPVL-TG--------LPKGCENVNSIESP----DMLFAFFKSMD--AFQAPVRDLLVKW------------RPDAIVADFAFHW-A   200
Lu_73Z5 R-----IQTHIIEFDPVA-TG--------LPEGCENVNLIESP----EMLFTFFKSMD--AFQEPVRDLLVQW------------RPDAIVADFAFHW-A   200
Lu_73U1 H-----ISLLTLRFPGKE-AG--------LPEGCENLISAPTP----EINFKLFHGIK--LLQPEMEKIIRAH------------NPDCLASDYLFPW-S   200
Lu_89B3 P--------LTLPFPDSPGI----------PPGVENTKDLPPSSTK-SAHVSFMNALSG-LRSPLLNWFQTTP-----------SPPSVIISDMFLGW-T   200
Lu_89B4 P--------LTLPFPDTPHI----------PPGVENTKDLPPSLTK-SSHVSFMYALAG-LRSPLLNWFQTTP-----------SPPSVIISDMFLGW-T   200
At_89B1 P--------LILPFPSHPSI----------PSGVENVQDLPPS-----GFPLMIHALGN-LHAPLISWITSHP-----------SPPVAIVSDFFLGW-T   200
Lu_89E1 L--------NELILPAPDPS----------PSGPT----RPIG-----PIVNMKYFRAH-HYPLILQQFKSEPWTT--------NPPSAIIADFFLGW-T   200
Lu_89E2 L--------NELILPAPDPS----------PPGPT----LPIG-----PIVNMKYFRAH-HYPLLLQQFKSHPWTI--------NPPTAIIADFFLGW-T   200
Lu_89D4 P--------LIFPFPHHHLL----------PAGVENVKDIGNS-----GNLPIVNALHK-LSNPITVWFDSQP--D--------PKPIALISDFFLGW-T   200
Lu_92A3 ------------INLLEIPFE--SSDHQGLPPGTENTDVLP------YPLIIRLLQAST-TLRPAFKSLVVDIAGA-------ARDRVCIIADIFFGW-T   200
Lu_92A4 ------------INLLEIPFE--SSDHHGLPPGTENTDVLP------YPLIIRLLQAST-TLRPAFKSLVVDLAG----------DRLCIIADMFFGW-T   200
At_92A1 ------------ISLIELPFN--SSD-HGLPHDGENFDSLP------YSLVISLLEASR-SLREPFRDFMTKILKEE------GQSSVIVIGDFFLGW-I   200
Lu_92G2 N-----------IRLHDLPLSPAAAEQYGLPPGAENTENLP------LDMMINLFLAST-TLESPVNDLLVKITAEEG-----GRPPLCVISDVFFGW-A   200
Lu_94H1 -------------------------------------------------MPALKEAFD--DSRPEFCKILKRLK------------PDLLVYDVLQPWAA   200
Lu_94K1 T---------------LVELHLPS--TPQLPPHYHTTNGLP-----PHLMPHLKLAFDSAATRSAFSSILMSVS------------PDLLIYDFLQPWAP   200
Si_94D1 K---------------LVELHIP---TTILPPPYHTTNGLP-----PHLMSTLKRALD--SARPAFSTLLQTLK------------PDLVLYDFLQSWAS   200
Lu_94G1 E---------------LIELHLPS--LPDLPPHSHTTKGLP-----AHLIPTLFKALD--MASSEFSQILTELS------------PDLLICDFFQPWAP   200
Lu_94G2 K---------------LIELNLPS--LPDLPPHSHTTKDLP-----THLLLTLMKALD--MASSDFSQILTTLS------------PDLLICDFFQPWAS   200
Lu_94G3 D---------------LIELHLPS--LPDLPPHSHATKGLP-----THLIPTLLKALD--MAGSEFSQILTKLS------------PDLLISDFLQPWAP   200
Lu_94G4 E---------------LIELHLPS--LPDLPPHSHTTKGLP-----AHLIPTLFKAMD--MASGEFFQILTKLS------------PDLLICDFLQPWAP   200
Lu_91J1 T---------------FVKLPLPSSDVQGLPPAAEATSDLE-----ARHVGYLKRAYD--LLQHPLSTFLQSSSSHP---------PDFIICDYAPFWLP   200
Lu_91J2 T---------------FVKLPLPSSDVQGLPHAAEATSDLE-----ARHVGYLKRAYD--LLQHQLSTFLQSSN------------PDFIICDYAPFWLP   200
Lu_91J3 T---------------FVKLNLPS--VDGLPPTAHSTSDLP-----IEDVHYLKKAYD--LLKPQLADFLRSSN------------PDWIVFDYVPFWLP   200
At_91A1 N---------------FVKLSLPVG-DNKLPEDGEATTDVP-----FELIPYLKIAYD--GLKVPVTEFLESSK------------PDWVLQDFAGFWLP   200
Lu_91C2 T---------------FVPFPLPP--VPNLPPDAESSMDVP-----YNNQQLLKKAFD--SLRPPLTDFLRQLK------------PDWVIYDYASHWLP   200
At_79B1 T---------------FHTISIPQ--VKGLPPGAETNSDVP-----FFLTHLLAVAMD--QTRPEVETIFRTIK------------PDLVFYD-SAHWIP   200
Lu_79B20 D---------------FHPITLPP--VDGLPAGVETASEVP-----IEVTHFLCIAMD--RTRDQVEKIIRGTN------------PKVVVYD-MAHWVS   200
Lu_79B18 T---------------FHPITVPH--VQGLPPGAELIADVP-----PHLAGHIFAAMD--ATEDQFTSILRGVS------------PDIVIFD-AAPWVS   200
Lu_79B19 T---------------FHPITVPH--VAGLPQGAELIADVP-----PHLAAHIFAAMD--ATEDQFTSALRRVN------------PDIVIFD-AAPWVS   200
Lu_79B17 T---------------FHPITVPH--VDGLPPGAETSYDAP-----FPLVMFLFTAFD--RTQPQVREILTELN------------PSLVLYD-LAHWIP   200
Lu_79A3 Q---------------IIPLPIPP--VEGLPPGLDSTAELP-----PHLAELLKIALD--LMQPQVRELLIQLK------------PDFVFFDHYQHWLP   200
Lu_79A4 Q---------------ITPLPIHP--VEGLPPGLDSTAELL-----PHLAELLKISLG--LMQPQVKELLIQLK------------PDFVFRG----WVL   200
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Lu_712B1 FIVAREMGIK-TVALWTASQENLALVLRIPQLIETGTIN-ENGF-LVDKELP----ISISEEMVAWKANELPWSAPS--EELQSFYFKNCYSKPSEHCSL   300
Lu_712B5 FVVAKELGIK-TAALWTAAMENFALMLRIPQLIEAGTID-ENGF-STDKELP----ISISEEILAWKANELPWSVQP--EERQTVFFNTSYTHPSKHISL   300
Lu_712B4 FVVAKEMGIK-TVALWTASLENFALMLRIPQLIEAGTID-ENGF-LTDKELP----ISISDEILAWKANELPWSCQS--EEFQSFLFKNFYTQPSKHCFL   300
Lu_712B3 FIVAKEMGIK-TAALWTASLENFALMLHIPQLIEAGTID-ENGF-LIEKELP----VSIYNEMLAWKANELPWSYQP--EELQPFLFKNYYAQPSKHCLL   300
Lu_712B2 FVVAKEKGIR-TTAFWTASMENLASILRIPQLIQDGTID-ENGS-LINEDLP----ISLCREIPSWKANELPWSCQP--DEIQSFMFRRYYVNPAKYFAL   300
Lu_712B6 FQVAKEMGIK-TAAFWTGSAATLALLLRIPQLIQDGILD-ENGT-LINRGMP----ICLSKDIPAWQPDEFPWSCQP--EQFQRFGFKAFSSKPSENSTL   300
Lu_712B7 FQVAKELGIK-TAAFWTASMENLAFLLSIPQLIQDRIID-EKGT-LINSSWP----VCLSKDIPSWQPNELPWSCQP--EEFQRFIFKNYSLKPSQNSAL   300
Lu_712D1 FHEAKAMGTK-TAAFYPASAATLSLLLDIPRLLQLRILD-HDGV-GLTESS-----IGMAKEIPSWEANELPWSHPAYTDELRKLSFQSCCFNVRECSQN   300
Lu_712C1 LEIGREMGIK-CGVVSPVAVINLSLTLHIPKLIQSGILS-PHGLPLKNEAIV----LPNQGELPPWQPNELPWHHPN--PQVQKHLFKQYTLKQLAILPQ   300
At_83A1 IEVAAKFGIR-RTAFCPAAAASMVLGFSIQKLIDDGLID-SDGT--VRVNKT----IQLSPGMPKMETDKFVWVCLK-NKESQKNIFQLMLQN-NNSIES   300
At_82A1 IGVADRCGVP-VAGFWPVMFAAYRLIQAIPELVRTGLVS-QKGCPRQLEKTI------VQPEQPLLSAEDLPWLIGTPKAQKKRFKFWQRTLERTKSLR-   300
Lu_82A2 LDVARRCGVP-VAGFWPASLLSYRLIAAIPQLVASGIIHPHTGIPQHQGLSI----GGLEPNQPPLTSDDLPWLIGSLTARKARFKFWTKTLHRSTNLQ-   300
Lu_74S3 LDVSKRFGLI-GAAFFTQSCAVDAVFYHVHRGLLK-PPVTE-VE--ETVSIP----GLP-----PFEPHDLPSFVHD-GSY---PAFLAALVGQFSNIQN   300
Lu_74S4 LDVSKRFGLI-GVAFLTQSCTVDVVFYHVHHGLLK-PPVTQ-VE--ETTSIP----GPP-----PLDPADLPSFVHD-GSY---PAFLALAVGQFSNIQN   300
Lu_74S5 LHVAKRFGLV-AAAFLTQSCAVDCVYKLVHDGVIKTPPVKE-KD--GALRLE----GLP-----PLTARDLPSFVSDVGSY---PGIRDALVGQFENMED   300
Lu_74S6 LDVAKRFDLL-AAAFLTQSCAVDCVYKLIHEGVVK-PPVKE-ED--GVLRFE----GLP-----PLTAGDLPSLVSDVGSY---GAVLDALVGQYENIKD   300
Lu_74S1 LDVAKRFGIV-GAAFLTQSCAVNAIYYHLREGTIKRPVVSDPAA--GTLVID----GLP-----PLEVSDLPSFIWD-DLH---TEFLAAHLRQFSN-DG   300
Lu_74S2 LDVAKELGLF-AAPFFTQSCAVDAIYYHVYKGSLKLPVTDQ--P--QSLIIP----GLPA----PLEADDMPSFISDYGSY---PAAFDMIISQFSNIHK   300
Lu_74T1 LDVAKEHGLY-AAPFFTQPCAVDYVYYNVWAGSLG-LPVDG-----WPVEIP----GLP-----VMEAADAPSFLVDPVSS---KDFLGLLVNQFSNAER   300
Lu_74T2 LDVAKEHGLY-AASFFTQPCAVDFIYYNIRHGLLK-LPVDT-----WPVRIL----GLP-----ELEPRDMPSFVNAPEAY---PAYFAMVVNQFSNTEK   300
Lu_74B3 LDVAKQYGVY-GAAFFTNSAAVCGIFCRVSRGEVALEMAAK--E--GGLDFP----GLP-----SLGLSDLPSFLRFPESY---PTYLGMKLCQYSNLEE   300
At_74C1 LDIAKDLDLY-VVAYFTQPWLASLVYYHINEGTYDVPVDRHENP--TLASFP----GFP-----LLSQDDLPSFACEKGSY---PLLHEFVVRQFSNLLQ   300
Lu_74V1 LGIAKEMNIL-GAPFFTMPCAVDTIFYNYHQGEIKLRRPMDDNDKKAKIRVE----GIEEV---ELEIQDLPSYLHDDVDV-NTPQSLTLLSDQFSNVAD   300
Lu_74V2 LGIARKLNLA-GAPFFTQPCAVDAIFCSHYEGTLKIP-VGDDRD----VCVE----GMGR----MLDLHDLPCLLYETG---TMPGALDLLSRQFSTVAD   300
Lu_74U1 VGIARELGMV-GAAFFTQPAAVNGVFLEVMEGRIGVP---PEKG--MVTEVE----GWPA----AMEVCDLPSFVSDVLDSPSRRMGLEMMAGQFSTARE   300
Lu_84G2 SDVAVSLDIP-SAILWMQSCACFSSYYHYHN--KLARFPTENEPE-CDVVLP----SMP-----VLKHDEVPSFLHPSTPHPFLATAILGQIAFLG---K   300
Lu_84G3 CDVAVSLDIP-SAILWMQSCACFSSYYHYHN--KLARFPTENDAE-CDVVLP----SMP-----VLKHDEVPSFLHPSTPYPFLATAILGQFAYLD---K   300
Lu_84G1 SDVAASLDIP-SAIFWMQACASFSCYYHYYK--KLARFPTEDDPE-SDVVLP----FMP-----VLKHDDIPTFLLPSTPYPYLATAVFDQFAYLDND-K   300
At_84A4 CDIAEELQIP-SAVLWVQSCACLAAYYYYHH--QLVKFPTETEPE-ITVDVP----FKPL----TLKHDEIPSFLHPSSPLSSIGGTILEQIKRLH---K   300
Lu_75N1 ADVARDNNLP-SVLLWIQPATVFDIYYYLAN-GYEEAFEKCRNPS-FRLELP----GIP-V---SFTNDELPSFASPCNPHPLLRQAMIEQVKVLTRDDG   300
Lu_75N2 ADVARDNTLP-SVLLWIQPATVFDIYYYLTN-GFEEAFEKCKDPS-FELELP----GIP-V---SFTNDELPSFASPSNPHPFLRHAMIEQVKVLTRDNG   300
Lu_75N4 VDVARDHNLP-TTLLWIQPATVMDIYYYLFN-GYGDLFEKCKDPS-FAMDLP----GLHSV---SFTSKDLPSFAIHPNQYPLLINGVKQQMQVLTRDGT   300
Lu_75N3 VDVGRDLDLP-TTLLWIQPATVMDIYYYLFN-GYGELFEKCKDPS-FSMDLR----GLDSV---SFTSNDLPSFAIHPNQYPLLINGVKQQLQVLTRDGT   300
At_75C1 STVAREFHLP-TTLLWIEPATVLDIYYYYFNTSYKHLFD--VEP----IKLP----KLP-----LITTGDLPSFLQPSKALPSALVTLREHIEALETE-S   300
Lu_87J1 CEIGVRRGIP-VASLWTMSATVFSVLLHFDLVRQHRHFPIDDFSGIEEEKVD----YIPG----LSPTRIVDLQP-FLISRIG--VMDKALQSVSLVSK-   300
Lu_87J2 CDVGSSRGIP-VASLWTMPATVFSVFLHFDLLRQHRHFPISDLPEIEEEKVD----YIPG----LPPTPILDIEP-VITGLIRQEVLHIALESVSVASKR   300
At_87A1 VRVGTKRNIP-VASFWTTSATILSLFINSDLLASHGHFPIEPSESKLDEIVD----YIPG----LSPTRLSDLQ---ILHGYSHQVFNIFKKSFGELYK-   300
Lu_87G1 IRIGNRRKIP-VATLCTVPAGVFSVFHRFAAIQDFKLRDSVLDEEEMG-YRP----SNHE----ISPSEIADLK--AIFRGDDRRIMGLTLECISWVPK-   300
Lu_87H1 IGVGTRRNIP-VAAFWTMSASFFSMLYHLDVS--AKAHNSSP-EDLID-CGD----LLPG----ISTSRVSELK--KLFQKNDLRVLQLAIECVSKVTK-   300
Lu_86A6 SKVAKKFGLV-FVSIWTQPALVFTLYHHVHLLRRNCHFGCQDRREDAIEYIP----GVKR----IEPKDMPSILQ----EVDEN--VEKTAFVAFRDVRY   300
Lu_86A7 SKVVKKFGLV-FVSIWTQPALVFTLYHHVHLLRQNGHYGCQDRREDSIDYIP----GVKK----IEPKDLPSILQ----EIDETSLFIQATFHVLQDVKS   300
Lu_86A8 SKVAKKFGLV-YVSVWTQPALVFTLYHHVHLLRQNGHFGCRDRRKDTIDYVP----GVKR----IEPKDTPSPLQ----EDDETTIVHQTTLGAFHDVRS   300
Lu_86A9 SKVAKKFGLV-YVSVWTEPALVFTLYHHVHLLRQNGHFGCQGRRDDPIDYIP----GVKI----IEPKDTPSSLQG---DDDETVIDHQVVFGAIQDAKS   300
Lu_86A10 SKVAKKFGLV-YVSVWTEPILVYTLYHHVHLLRQNGHYGCKDRRKDAIDYIP----GVKR----IEPKDTMSFLQ----EADENTIIHQIIFPAFQDARG   300
At_86A1 SMICDKHNLV-NVSFWTEPALVLNLYYHMDLLISNGHFKSLDNRKDVIDYVP----GVKA----IEPKDLMSYLQVSDKDVDTNTVVYRILFKAFKDVKR   300
Lu_76P1 QEVADDLKLS-RFVLRTSNACSFLVYNAFPLLLEKGYMPVTDSRLEELVPEL-----------PPLRVKDLPDIKMKKPDDFYNLVAGMIRTVNASS---   300
Lu_76P2 QEVADSLRLS-RIVLRTSNVSSFLAYEPLPLFYEKGYLPVQACRADEEIPEF-----------PPLKAKDLPQVETQRKDDMLHLVDSMMRTIKASA---   300
At_76B1 HDLTEKFNFP-RIVLRTVNLSAFVAFSKFHVLREKGYLSLQETKADSPVPEL-----------PYLRMKDLPWFQTEDPRSGDKLQIGVMKSLKSSS---   300
Lu_76N2 EAVAKSLGLP-SIMLRTNTVSTFIARDHVLKLIDQGRVPLQDSILDQPVPTH-----------YPLRYKDLPTSIFKPVTNFIEIVN-NLREVRSSS---   300
Lu_76N3 EAVAKSLGLP-SVMLRTNTVSTFIARDHVLKLIDQGRVPLQDSILDQPVPKH-----------YPLRYKDLPISIFKPVTNFIEIVN-NLREVRSSS---   300
Lu_76N1 EAVANSLGLS-SIMLRTNTVSAQLGRNLVLQLMRDGLVPLQDSLLQEPVPDH-----------YPLRYKDLPVSHFKPAQNFEEIVT-KISDVRSSS---   300
Lu_76M1 EGVGKEMGIP-SLVLRTSCAANLLTYHVFPQLREKGHLPEQYSTSSEPVPGL-----------PNLRYKDLPSYTTNWPIEAQLDFFATVRQTRSAT---   300
At_85A1 LDVAEELGVP-EVLFWTTSGCAFLAYLHFYLFIEKGLCPLKDESYLTKEYLEDTVIDFIPTMKN-VKLKDIPS-FIRTTNPDDVMISFALRETERAK--R   300
Lu_85A22 LDAAEELGVP-EVLFWTTSACGFLGYMHYRDLIDRGIVPLKDESYLTNGYLD-TVIDWIPAMSN-IKLKDLPT-FLRTTNPDEFMVEFVLGETERSRSPK   300
Lu_85A25 LDAAEELGIP-EVVFWTPSACGVLGYANYRRLAEEGLVPLKDEKDLTNGYLN-TPVDWIPAMQG-IQLKNFPN-FIRTTNANDTMFNFLRREIDRTS--R   300
Lu_85A26 VQVAKELGIP-NVMFWTASACGFLGFLNYCKLLEKGIFPLKDASMITNGYLD-TTIDWIPGMEG-IPLKYMPT-FLRTTDPNDVMFNFAMGQVENSR--N   300
Lu_85A27 MQVAKELGIP-NVMLSTASACGFIGYLNYRKLLQKGIVPLKDASYLTNGYLE-TRIDWIPGMEG-IPLKYMPS-FVRTTDPEEFMFNFAMEEVENTQ--N   300
Lu_85R2 LDVAKELGIP-DALFSAMNACATLAYLSSHRLLERGLVPLKDSSYITNGYLE-TIVDCIPGLNKNVRLKDLPTPVVRITDRNDTVFNFALKKIKRIS--E   300
Lu_85R3 LDVSKELGIP-NALFSTPSACASLVYLNYNRLVETGLVPLKDSSYLTNGYLE-TIIDCIPGLNKNIRLKDLPT-FVRITDPNDIIFNFCLKELARIH--K   300
Lu_85R4 LDVAKELGVP-DALFLTPSACANLGFLSYHVLVKRGLVPLKNSSYLTNGYLD-TVVD-IPGLNKNMCLKHLPT-FVRTTDPNDVVFNFCVNELARIP--E   300
Lu_85R5 LDVARELGIP-DALFLCPSACANLPLLSYPVLVERGLVPLKDSSYLTNGYLD-TVVDCILGLNKNMRLKDLPT-FMRTTNPNDVVFNFCIDQLARIP--E   300
Lu_85R1 LEVADELGIP-DVLFWTPSACGVLAYVNYQLLAQRGLVPLKDSSDLKSGYLD-TTVDFITGLNKNIRLKDLPS-FIRTTDTNNIMFNFLSKEASKIR--K   300
Lu_85K6 IKAAELLGIT-QATFWTASACSFMGSLQFEQLVRRGISPLKEAN-LTDGTLD-LHLDWIPGMSN-IRLKDLPS-FATTTDAEDVMFKFAEIEIENCL--K   300
Lu_85K7 IQAAELLGIP-HASFWTASACGMMGYLQFEELITRGIFPLKDVN-FTDGTLE-RRLDWVTGMSD-IRLRDLPS-FATSTDAKDVMFHILKSEAASCL--K   300
Lu_85Q2 LVVAKEIGVP-SLSYWTFPACAFMGFKQYRSLYDQGITPFKDESFRTNGDLE--TPIQVPGMKN-MRLRDLPD-FFQTTDPNEPLLQNLITGTDAVD--I   300
Lu_85Q3 LEVAREIGVP-SLSYWTFAACGFMGFKQYRPLVDQGVTPFKDDSYLTNGFLD--KAVEVPGMKN-MRYRDLPT-FIQTTDPKEPIFHNLMLGAEAVP--I   300
Lu_85Q1 VDVAREFGIP-SVAYWSFAACGFMGFKQFKPLLDQGITPFKDDSYLTNGYLE--TPFEVPGMKD-IRLRDLPS-FFRTTDPDDQVFYCLMEVAEAAH--R   300
Lu_85S1 LVAAERLGVP-GVPFWTASACGFMAYLHIGQLIEKGLIPHKSESYESDGSLD-TEVGWIPGMSH-ARLRDLPC-ATRTTNPEAILLNCLRDEVQADL--R   300
Lu_709E2 VEVADEVGIP-LVYFRTIGASCFWVYFCIPDIIEAGELPIRVE-EEEDMERV---ITKVPGAEGFLRCRDLPS-LCRVGDLSDPFLQAIVSTTRKSP--K   300
Lu_709E3 VEVADEVGIP-LVYFRTIGASCFWIYFCIPDMIEAGELPIRVEVEEEDMERV---ITKVPGAEGVLRCRDLPS-LCRVGDLSDPFLQAIVLTTRKSP--K   300
Lu_709E1 REVSMELGIP-VIRFRTISPCCFWVNYCLPDLIEAGELPI------QDMDRK---ISKVPGMESFLRSRDLPG-MCRVSGLDDPTLVMLINATRESP--P   300
Lu_709D1 IEVAEEIGIP-AITFRTFSAVGLWVYFNLDKLTEDGSIPIPGN---ADMDEL---ITSIPGLEGVLRLRDLPS-MCRPG-PSSQVLKFFIDETKSMK--R   300
At_78D3 ETAAAEMKAS-WVAYYGGGATSLTAHLYTDAIRENVG--VKEVGERMEETIG---------FISGMEKIRVKDTQEGVVFGNLDSVFSKTLHQMGLALPR   300
Lu_78A13 -----EMGIP-WIAFWTAGPNSLSAHLHTDPLREALGSVPDAVVGREEETLKG--------IVAGMSKLRFRDLPEGVVKGNLQSIFSTMLHNMATHLPK   300
At_71B1 IDIADEFNLS-AYIFYTSNASYLGLQFHVQSLYDEKELDVSEFKDT-EMKFDVP----------TLTQPFPAKCLPSVMLN--KKWFPYVLGRARSFRA-   300
Lu_71P1 IDVAVEFGLP-SYVFYTSGAGCLNLTLYFQNLRDAQNVPVSDFNNP-VADWKIE----------GFANSIPGKVLPRPVLN--PYQCDGFLNFVQNYRN-   300
Lu_71A24 LEVADEFNVP-SYIFFTSGAAFLGFMLRIQSLHDDEGFD---VTESEEAELVIP----------SYSNPVPRKVFPSTVLK--KDWAAVLYRLARDFRK-   300
Lu_71A25 LEVADEFSVP-SYIFFTSGAAFLGFMFRIQSLHDEEGYD---VTESEETELVIP----------SYSNPVPRKVFPSTVRK--KEWVDVLYKLARDFRK-   300
Lu_71Q1 MADAKDLGVP-SYVFYTCGATFLGMMFQLQALYDEGLYDPVNMKDSETELLEIP----------SLKTPLPGKLLPSAVVQ--PDWLPALMEHTRRIRAD   300
Lu_71Q2 MADAKELGVP-SYVFYTFSATFLGLMFQLQALYDEGRFNPVQIKDSDTEFVEIS----------SLKTPIPGNLLPSAVVE--PDLLLSLITHTRRTKEY   300
Lu_71M1 IDVANELGIP-SFLFFTSSIAFLGFMLYLPIRHD--RVGTGFELDDPAESVLVP----------SYATPISPRFLPSVLLDNRGGGYSTMTYHGRRFWE-   300
Lu_71R1 VDLGKELGVP-SYLFFPSCAAILGHLVHLPAMG----YSPEVAVGDPDGEVVYP----------SFEHPMPNRILPAIVLD--GQGYQELMGHTRKYNE-   300
At_88A1 LDITADFTFP-VYFFYTSGAACLAFSFYLPTIDE--TTPGKNLKDIP--TVHIP----------GVPP-MKGSDMPKAVLERDDEVYDVFIMFGKQLSK-   300
Lu_88A11 LSVADELGVP-GYQFSTSGAACLGFFLYLPTLHK--TTS-VSFKDLDNTDLEIP----------GVPK-LPSRDVPKILLDRDDVVYSYFLEFGTLLPK-   300
Lu_88G1 VSVADDIKIP-CYFYFTSCLYGLAIFLYFPVIHE--SSE-VSLKDVPDSLVPIP----------GLQS-IPSEDIPPAMADRGGRAYSGFISTAYNMVK-   300
Lu_72N1 FSVADEFGML-KYAFITTTASFLAVTVYGGVSEDEVV-EHVTLKKP----LHVP----------GC-NPIRFEDTLHAYLDYGDRVFDEAQKLGAGF-AL   300
Lu_72N2 FSVADEFGML-KYAFITTTASFLAVTVYGGVTEHEVV-EHVTLKKP----LHVP----------GC-KPIRFEDTLHAYLDYGDRVFDDAQKLGAGF-AL   300
Lu_72R1 FVIADEMGIG-KYLLGTSNAWFTALTLHTPALDKEVDGQYVDQTEP----LTIP----------GC-RLVRPDEVVDPMLDRNDMQYVEYKRIGAEF-AK   300
Lu_72R2 FAIADEMEIG-KYLLVTSNAWFTALALHTPALDREVDGQYVDQTEP----LTIP----------GC-RSIRPDEVVDPMLDRNDMQYVEYKRTGAEF-AK   300
At_72C1 LEVAKELGIMRKHVLVTTSAWFLAFTVYMASLDKQELYKQLSSIGA----LLIP----------GC-SPVKFERAQDPRK--YIRELAESQRIGDEV-IT   300
Lu_72Q1 FDICKDLHIP-VYSFFTASAALMTLSLYLPTMDRDIQGQFVYLPEP----VNVP----------GC-TPIRTHDLLDQVRNRNNDEYKWYLYHVARL-PL   300
Lu_72B15 FDVAAEFGAA-SYVFYPSTAMALSLFLYLPTLDAEVTGAYSDLDEP----VQIP----------GC-IPVNGTDLLDPVQDRNNDAYSWLLHHAKRY-RL   300
Lu_72B16 FDVAAEFGAA-SYIFYPSTAMALSLFLYLPKLDAEVTGPYSNLEEP----VQIP----------GC-IPVNGTDLLDPVQDRNNDAYSWLLHHAKRY-RL   300
Lu_72T1 FDVASEFGVP-GYVAMLSNAMLMSMVAHLPKLDEEVVGEYTDMKEP----ILFP----------GCRVAIHGSELPSPALNRKNDGYKWFLHNVKHM-DL   300
Lu_72T2 FDVASEFGVP-GYAAMLSNAMSMSMVAHLPKLDEEVVGEYTDMKDP----ILFP----------GCRVAVRGTELPSPALNRKDDGYKWFLHNAKQM-DL   300
Lu_72S1 FDVAREFKLE-SYFFVPSNVLTLALCNYMPKLDADVQGDYRQLTEP----IRLP----------GCRFVFPVEDLHPSILDRNSDAYPMLLRHSKRQ-RL   300
Lu_72M1 LQVASQLQIP-PYVFYTCSAFHLTLGLKAPELHQTHPEEFRDSSEP----LKLP----------GC-VPFPGPDLPDPYLDKKKDAYKWMLHVHERISND   300
Lu_72M3 LQVASQLQIP-PYVFYTCSAFHLTLGLKAPELHWTHPEEFRDSSEP----LKLP----------GC-VPFPNADLPDSYLDKK-DAYKWMLHVHERISAD   300
Lu_72M2 LQVATQLQIP-PYVFYTCSAFHLTLGLNAPQL--LHPTHQEDSTKL----LKLP----------GC-IPLLGADLPEPYIDKKKDAYKWMVHSHERISSD   300
Lu_90A8 LDSANKFGIP-RLVFYGISCYASCVCKSVGEG--KLLAR--ALSDHDPVTLP-----EFPWI----QVTKQDFEPPFDDPE-AKGAYFDFHLSCFISTAN   300
Lu_90A10 LESSIKYGFP-RLVFNGMCNYSICVFRSVVQS--GILFG--NELDDELIPVP-----KFPWI----KVTKNDFESHVKNPVGINGPDYEFVMKSMTASKS   300
At_90A1 SESAAKFNIP-RFVSYGMNSYSAAVSISVFKH--ELFTEPESKSDTEPVTVP-----DFPWI----KVKKCDFDHGTTEPE-ESGAALELSMDQIKSTTT   300
Lu_90D1 QDTAEKFGIP-RLTFYGMSNHAASVSRAVAID--RLLLG--PESEDELITVT-----QLPWM----KVCKNDFHEDSRSPE-PKGVNAEFIWKSVMASSR   300
Lu_97B2 LDTCRAFGIP-RLVFHGMSVCSLATIKSLWCAPPELKMMMMSPDKNQPLDLPNM---KLPFA----LTAADVPAEVMVNSSGEEDPLTKYIEEVGWADAN   300
Lu_97B3 LDSCRAFGIP-RLVFHGMSVCSMAISKSLWCAPPELKMMMTSADKKQPLDLPNM---KLPFT----LTAADVPAEVMVNSSAEEDPLVKYIEEVGWADAN   300
Lu_97B1 LDSCRAFGIP-RLVFHGMSVCSMAISKSLWCAPPELKMMMTSADKKQPLDLPDM---KLPFT----LTAADVPAEAMAPNANEEDLLAKYIEEVGWADAN   300
Lu_73W1 AHVAEKFGVP-RITFNGFSTFTLLCLR--YIH--DKNVMGVVGRDSEPFVVP-----GIPD---RVELTKNQLPLSMTDG-LDRFG-----EQIMVAEAL   300
Lu_73W2 AHVAEKFGVP-RITFNGLSTFTLLCLR--YIHV-DKNIMDAVGLDSEPFVVP-----GIPD---RVELTKNQLPLSMTDG-LDQFG-----QQLVVAEGL   300
Lu_73W3 SFLAQKHGIP-RISFNGFSSFAWLCICNMGISI-KEGFLNGVSSDCEPFLVP-----GMPH---RVELTNDKLPFDMIKG-MDQFN-----QRYEAAEAL   300
Lu_73W4 SFLAQKHGIP-RISFNGFSSFSWLCISNMWISI-KEGFLDGVASDCEPFLVP-----GMPH---PVELTNDKLPFDMIKG-MDQFN-----QRSEAAEAL   300
At_73C1 NRIAKNLGIP-KIIFHGMCCFNLLCTH--IMHQ-NHEFLETIESDKEYFPIP-----NFPD---RVEFTKSQLPMVLVAGDWKDFL-----DGMTEGDNT   300
Lu_73X3 NNVAKKFNVP-RISFHGFSCFNLFCMHCIRLHE-DEIVRTVGYSAHEYFVLP-----GLPG---EIKYTKVQMPIEIREPGNDDPKYEFHDS-VEKAESE   300
Lu_73X4 NKVAKKFDVP-RVSFHGIGCFSLVCLQCIIIHE-EELAR-MASSDHEYFVLP-----GMPG---EIKFSNAQLPLQIRKNGHEDPKEESPNHNAIKVDSE   300
Lu_73X2 NNVAKKFNVP-RISFHGFSCFCLACLHCMKLHE-AEVDL-SVSSDFDSFLIP-----GFPG---GIRFTKAQLP--LRGGGKDKEKNAEIAEEMKKAESD   300
Lu_73X1 ANLAAKFGIP-RISFHGFSCMCLLCVRLICLHA-DEIQK-DVPSDSDYFVLP-----KFPD--DRIRFTKLQLPMSVTKETKG------IGAQMLKVESE   300
Lu_73T1 VATSRKFGIP-RLVFDGMSCFAVACSHNILVS----KISETISSDRESFLVP-----GLP--D-RIRLTRAQLPVQFNS-SSLKLS--ELFDKMMEAEEQ   300
Lu_73V1 TEIASRLKIP-RLIFDGTSCFTLSCSHNLQVS----KVYEEVS-ESEPFVVP-----GLP--H-RVEFTRAQLSGLFNPGAHLDVS--EIREKISESVDK   300
Lu_73S1 ARLAERLGIP-RIVFHGMSCFSLLSALNIRKT----NAHLSSADEYEPFLVP-----GMPKCF-HVHVSRVQLPGSFVR--LPDLD--DVRNKMQEAETT   300
Lu_73B12 TDSSEKFGIP-RLLFHGTSFFSLTVMDVLSRY----EPHKDVSSDTEPFEVPG----GLPD---KIMLTKRQLPASAVATGQGDTFMWEFFKKVRESNSQ   300
Lu_73B13 TDSSEKFGIP-RLLFHGTSFFSLSVMDVVSRY----EPHKDVSSDTEPFEVPG----GIPD---RIMLTKRQLPASAVTPGQEDSFLWEFFERVSESNSH   300
Lu_73B7 TATAAKFGIP-RLVFHGMGFFALSVLASLATD----EPHRKVGSDSEPFLVP-----KLPD---EIFLTRRQLPEAEKE---EDEFLVSFFRDAKESEWK   300
Lu_73Y1 TASAAKYGIP-RLVFRGTSFFSSCVSEFITRY----KPHDAVSSDSEPFLVP-----GLPD---PVMVTRNQMPPPDKLT--SETFLGKVLKQIADSGKE   300
Lu_73Z2 TESAHRLGIP-RLFFNGTGSFSMCLIDCFKRY----DPCKGVESDSEPVVLP-----GLPH---KIEFKKSQLPPFWKGE-KVDDKIEELRHLIDKSEEE   300
Lu_73Z3 TESAHSLGIP-RLFFNGTGSFSMCLIDCFKRY----DPCKGIESDSEPVVLP-----GLPH---KIEFKKSQLPPFWKGE-KVDDKIEELRHLIDKSEEE   300
Lu_73Z1 TESAHSLGIP-RLFFNGTSSFAICLMHCFTRQ----EPWKGVESDSEPFVMP-----GLPH---RIEFTKLQLPPFWKGE-GITEEWLEMRDLINESEEK   300
Lu_73Z4 TETAHGLGIP-RLFFNGMGSFATCLFERLKES----DQYKKVESESDPFFMDI----GISN---RFRFTKMQLPPCLKGE-EVESRLVEFRDRIEESEAK   300
Lu_73Z5 TETAHGLGIP-RLFFNGTGSFAMCLFERLKES----DQYKKVESESDPFFVDI----GVSN---LFQFTKMQLPPCLKGE-EVESRLVEFRDRIEESEAK   300
Lu_73U1 ADIASDLGIP-RLAFSGSGFFNLCIADSIESN----NPHRRIQSETEEFVVP-----GIPD---LVKLTRSQLPDMVKGK----TEFSGFFDTLKQAERK   300
Lu_89B3 HHLASDLGIP-RIVFSPSAAFALSVIYHLWRNMP----QLPENPS-ESITFP-----DLPNS----PNWIKSQLSPIYRSYVPGDPQSELVKDGFLADID   300
Lu_89B4 HHLATDLGIP-RIVFSPSAAFALSVIYHLWRNMP----QLPESPD-ESITFP-----DLPNS----PSWIKSQLSPIYRSYVPGDPLSEFVKDGFLADID   300
At_89B1 KN----LGIP-RFDFSPSAAITCCILNTLWIEMPT---KINEDDDNEILHFP-----KIPNC----PKYRFDQISSLYRSYVHGDPAWEFIRDSFRDNVA   300
Lu_89E1 NQLASELGIR-HVLFSPSGAFAISVATSLWRDEP----LCPINDE-EIITFP-----TVPNS----PSYPWRQISFIYRMLEKGDPDREIFRDCFLANLS   300
Lu_89E2 NQLASEMSIR-HVLFSPSGAFGISVATSLWRDEP----PFPINDQ-EIITFP-----TVPNS----PSYPWRQISFIYRMLQKGNPDREIFRDCFLANLS   300
Lu_89D4 LSLSTRLGIP-RFAFFSSGAFLASLTDKLFRDPV-------AMRNLDCIVFD-----ELPGS----PSFKAEHLPSMFRRYVPDDPDWELVREGVLSNLV   300
Lu_92A3 APVAKEIGAF-HVIFSGSGGFGWACYYSIWLSLPHRNCDEETKGEYFRLEDFH-----------EASRFHKTQLPTSILEADGSDPWSLFQRENLTAWRD   300
Lu_92A4 VTVAKEIGAC-HVVFSGSGGFGLACYYSIWLSLPHRNCDEETKGGYFQLEDFH-----------EASRFHKTQLPTSILEADGSDPWSLFQRENLTAWSG   300
At_92A1 GKVCKEVGVY-SVIFSASGAFGLGCYRSIWLNLPHK----ETKQDQFLLDDFP-----------EAGEIEKTQLNSFMLEADGTDDWSVFMKKIIPGWSD   300
Lu_92G2 NDVAKANNTP-NLTFTTGGAYGTLAYISIWLNRPHKRADGQEEEEYFDVPGFG-----------DGRRFHITQLHQFLRKSDGTDSWSKFFQIQLCKSLN   300
Lu_94H1 EAAAESNVVGIKCVLFVPGGAACYSFLAHYSI--------KPAGAQYPLQDWGIAS------------RE--GFLKKRATYPNGLRDEDLDTYTDCMKRS   300
Lu_94K1 QLASS--LLHIPAVLFLSTGAAMFAFAAHAYK--------FGRDNINNEASFPFASSIYL-----RDDREERAFVSRMLEPTCGNEINDHNWVQLCQERS   300
Si_94D1 EEAES---QNIPAMVFLSTGAAAISFIMYHWF--------ETRPEEYPFPAIYFRE------------HEYDNFCRFKSSDSG---TSDQLRVSDCVKRS   300
Lu_94G1 KFALS--LLKIPTVLFMTNAAFSTAVPLTSMK--------NTGKFDG---VFPLRS---------------NYIFDYEEVES----PSFKDRVFQSLERS   300
Lu_94G2 KLAFS--LLKIPTVLFMTIAAISTVVPFTSMK--------SSGKFDC---LFPLRS---------------NYFFDYEQVES----PSIMDRVFQSWERS   300
Lu_94G3 KLALS--LLKIPTVCFMTAPAIVYDFGFTSMN--------ASGQFNG---HFPMRS---------------NHVVDYGAAEST---PSLTDRFMRSMERS   300
Lu_94G4 KLALS--LLKIPTVCFMTSPAIVYDLAFTSMN--------ASPQFNG---AFPLRS---------------NYVIDYVEAEST---PSLANRVVWSMERS   300
Lu_91J1 AVARRLG---IPTVFFSIFIASSLAFSSPPADDEDEDYRRAAEDLAEKPRWVPFETTSG------YFRPFEAKASFEMVLVGGGGQEFPEIHRFRQMLRG   300
Lu_91J2 PIARRLG---IPTVFFSIFIASVLAFTSPPADDEDEDYRKTVEDLTEKPRWVPFETTSG------YYRPFEAKVSFEMAVVGGGGQEFPELHRFRQMLRG   300
Lu_91J3 PLARELN---IPTVYFSIFLASVMAFVGPPVG--EAEYREKTEDYTARPRWMKLNSTV-------YYRRFEAEKAFPAISGDGELRIVPEFHRFQQSLRG   300
At_91A1 PISRRLG---IKTGFFSAFNGATLGILKPPGF---EEYRTSPADFMKPPKWVPFETSV-------AFKLFECRFIFKGFMAETTEGNVPDIHRVGGVIDG   300
Lu_91C2 SAAADAGGGGIGCAFFSLFTATTLCFVGPPGG----DSRRNAEDFTVVPDWIPIEIKSNI-----AYRLHEVSKYVEKTDEDTSGP--SDQIRFAVAMEE   300
At_79B1 EIAKPIG---AKTVCFNIVSAASIALSLVPSA--EREVIDGKEMSGEELAKTPLGYPSSK-----VVLRPHEAKSLSFVWRKHEAIG-SFFDGKVTAMRN   300
Lu_79B20 DITASLG---IKSVNYTVLSAAAVAFADVP----VRGIVKGKELTVDELAVPPPGYPSST-----IVLRPHEGKLLSFIFFPYGEAT-TFWERISTGMRM   300
Lu_79B18 RAARELG---CVPVSYGTSSAVWAAMRIVP------SARIVKEMTDEELGRTPPGYPSSA-----VIPRPDEIAGARLFAMEFGPSS--LYERIVSVIQG   300
Lu_79B19 RAARELG---CVPVSYGTSSAVWAAMRIVP------SARIVKEMTDEELGRTPPGYPSSA-----VVPRRDEIAGARLFAREFGSSS--LYERIVAVIQG   300
Lu_79B17 SLGLELG---FKKVAYVTASAVSSALRILP------SVKMVKGMTDAELMRPPPGYPSSV-----VVPRLDEVDQARFLAEDFGGSAVPFYERLTASNSG   300
Lu_79A3 GMGSKLG---IKTLSFTVFSAVSTGYLTVP-----ARIEGGKIPTVEDMKRPPKGYPETP-----VDQMKTFTARDFTYVYKKFNGGLSVIDRVLDCRNA   300
Lu_79A4 SSGSRP--------------LASQFFLQFP-----PGTCG-KIPTAEDMKRPPKGYPETS-----VNQMKTFTARDFTYVYKKFKGGLSVID--------   300
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Lu_712B1 YHHVIVNSFHELEPSAFQLFP------------------NFLPIGPLVINSANSGGS--------------------FWRQDE-TCLTWLDN-------H   400
Lu_712B5 FDHVIVNSFHELEPSAFQLFP------------------NFLPIGPLVTNSTNSGGS--------------------FWRQDE-TCLTWLDN-------H   400
Lu_712B4 CDHVIINSFHELEPSAFQLFP------------------NFLPIAPLVTNSTNSRGS--------------------FWRQDE-TCLTWLDK-------H   400
Lu_712B3 FDHVIFNSFHELEPSVFQLFP------------------HFLPIGPLVTNSTNSGGS--------------------FWHQDE-TCLAWLDK-------H   400
Lu_712B2 FDCFIVNSFHELEHSAFQLYP------------------NILPIGPLVTNST-SIGS--------------------FWRQDP-TCLTWLDK-------H   400
Lu_712B6 FDCFIVNSLYQLEPAAFQLFP------------------KLLPIGPLVT-NSTSGGN-QH-----------NQIPGSFWHQDQ-TCSTWLDK-------H   400
Lu_712B7 FDCFIVNSFHQLEPTAFRMFP------------------KILPVGPLVITNSTSGGHHQY-----------SQVPGSFWHQDQ-TCETWLDN-------Q   400
Lu_712D1 SDYMLVNSSQELEPSAFRLIP------------------NAFPIGPLQISTDIDPDDDTDN----------SVLVGSLWPEDQ-TCLTWLNM-------Q   400
Lu_712C1 CDWILSNTFPELEPFACQLNP------------------DTLPIGPLLQTPDPTHFHG------------------NFWGAEDPTCITWLDQ-------Q   400
At_83A1 TDWLLCNSVHELETAAFGLGP------------------NIVPIGPIGWAHSLEEGS---------------TSLGSFLPHDR-DCLDWLDR-------Q   400
At_82A1 --WILTSSFKDEYEDVDNHKASYKKSNDLNKE-NNGQNPQILHLGPLHNQEATNNIT---------------ITKTSFWEEDM-SCLGWLQE-------Q   400
Lu_82A2 --CILVNSFQELDRDDDSNNPSLHKPQ------------RILQVGPLIEDQPR--------------------STISLWDHDS-TCLQWLDT-------Q   400
Lu_74S3 ADWVLCNSVHELEPKAADWLSKN--------------LPNFKTIGPTLPSFYLDKQ---------LPDDKDYGLSFFKPD--NEACSNWLQS-------K   400
Lu_74S4 ADWVLCNSVHELEPEAADWLSNH--------------LPNFRTIGPTLPSFYLDKE---------LPDDKDYGLSFFKPA--NEACSKWLQS-------K   400
Lu_74S5 ADWVLCNSVYQLEHEAADWLSKK--------------VPNFITIGPTIPSMYLDKQ---------LQDDVDYGFSIFKPI--NEPIKNWLSD-------K   400
Lu_74S6 ADWVLCNSIYELEPEAANWLSKK--------------VPNFTTIGPTIPSMYLDKQ---------LRDDVDYGFNIFKPI--NEPIKNWLST-------K   400
Lu_74S1 ADWVFCNTVYQLELEAVDWLTKQW-------------LINFRTIGPTIPSFYLDKQ---------IPDDKDYDISIFNPQ--NQTCMNWLQS-------K   400
Lu_74S2 ADCILCNTVYDLENETADWLSTI---------------WPLRTVGPTIPSMYLDKQ---------LQDDRDYGFSIFKPN--NEACINWLNN--N----K   400
Lu_74T1 ADCFLINTFYELEKEVVDTFSKI---------------CPILPIGPTIPSNYLTTKP-------SMTENGKYGLDLFEHD--ESIPIKWLSN-------K   400
Lu_74T2 ADYVLINTFYELEKEALHTMSKV---------------CPVLAIGPTVPSTYLDGR---------IDDDAEYGVDLFSLE--RSISTAWIAT-------K   400
Lu_74B3 VDWIFCNSFQELESKEAGSVKEH---------------WPAKLIGPMVPSSYLDSR---------IEGDNGYGASLWKPL--NDECTKWLEA-------K   400
At_74C1 ADCILCNTFDQLEPKVVKWMNDQ---------------WPVKNIGPVVPSKFLDNR---------LPEDKDYELENSKTEP-DESVLKWLGN-------R   400
Lu_74V1 ADWVFCNTFTSLEEKIVEWMGSK---------------LKFKTVGPTIPSMYLGKQQQQPHHDDTLEDHHEYGLSLFQPQS-PTRLVNWLNS-------Q   400
Lu_74V2 ADWVFCNTFSSLEGQVLEYLRSR---------------FKFMAVGPTIPSIYLS-----SNNGTKGAVSHDYGLSLFKPKPDEVDYMDWLDT-------K   400
Lu_74U1 ADWVFCNTFYTLEEKMLNWMTTQS--------------IQMKPVGPTIPSSYVG-------KEGPTQTNSNYGLSLFNPNSPQTSITQWLDS-------K   400
Lu_84G2 VFCILMETFQELEPE--IIRHVST-------------LQNN--IKPVGPLCLTGKISG------------------GDLMEVDDDCIKWLDG-------K   400
Lu_84G3 VFCILMETFQELEPE--IIRHVST-------------LHNN--IKPVGPLCLTGKISG------------------GDLMEVNDDCIKWLDG-------K   400
Lu_84G1 VLCILMETFQELEPE--VIRHLST-------------FFHDKMIKPVGPVCLAGKISG------------------GDLMEVDDNCIKWLDG-------K   400
At_84A4 PFSVLIETFQELEKD--TIDHMSQ-------------LCPQVNFNPIGPLFTMAKTIRS--------------DIKGDISKPDSDCIEWLDS-------R   400
Lu_75N1 NSKVLVNTFNELEAK--AINALDV-------------KFEMIGVGPLIPSTLVNRAQYSI----ANVNNRVLGINTAQEDKKKDCILTWLDT-------Q   400
Lu_75N2 KSKVLVNTFDELELK--AINASDV-------------KLEMIGVGPLIPSTLVNRVQYSI----VKVSNGVFGINTVQEDKEKDCTLTWLDT-------Q   400
Lu_75N4 KSKVLVNTFDELEME--AMKAN-V-------------ELEMIGVGPLIPSCFWE------------------PRHDNNNTDGGDSVVTWLDL-------Q   400
Lu_75N3 KSKVLVNTFDELEIE--AMKAN-V-------------ELDMIGVGPLIPSCFWE------------------PRDNNN----------------------   400
At_75C1 NPKILVNTFSALEHD--ALTSV-E-------------KLKMIPIGPLVSSSEGK---------------------TDLFKSSDEDYTKWLDS-------K   400
Lu_87J1 LQYLLFTSPYELEPKLFDALKTHF-------------QIPVYPIGPSIPHPKLAA----------------------ATG-RGIDYFDWLDA-------Q   400
Lu_87J2 LQYFLFTSPYELEPQLFHALKTHF-------------RVPVYPIGPLIPHLKLAA----------------------AAGGVEIDCFHWLDA-------Q   400
At_87A1 AKYLLFPSAYELEPKAIDFFTSKF-------------DFPVYSTGPLIPLEELSV----------------------GNENRELDYFKWLDE-------Q   400
Lu_87G1 AQYLLVNSVQDLEPESFDALKSEL-------------KLPIYPIGPAIPFYQLNHN-------------------NTNTSESAHAYFNWLES-------Q   400
Lu_87H1 AQYLLFTSIHELEVETMDSLSQTF-------------PFPVYPIGPAIPYLELLQN-------------------PTSS-----SIHQWLNN-------Q   400
Lu_86A6 ADFILANTVQELEHDTISGLKQAH-------------KAQFYSIGPIFPPEFTTSS-------------------ISTSLWSESDCTEWLNS-------K   400
Lu_86A7 ADFILANTVQELEHDTISSLKQAY-------------NDQFYAIGPVFPPGFTISP-------------------VSTSLWPESDCTQWLNS-------K   400
Lu_86A8 ADFVLINTIQELEQDTISGLEHVH-------------EAQVYAIGPIFPRGFTTKP-------------------ISMSLWSESDCTQWLNS-------K   400
Lu_86A9 ADFILANTIQELEQDTLAGLKLAH-------------EAQVYAIGPIFPTEFTKSL-------------------VSTSLWSESDCTRWLNS-------K   400
Lu_86A10 ADFILANTVQELEQDTISGLKQAH-------------KGQVYSIGPIFPPRFTKSS-------------------VSTSLWAESDCTKWLNT-------K   400
At_86A1 ADFVVCNTVQELEPDSLSALQAKQ-------------P--VYAIGPVFS---TDSV-------------------VPTSLWAESDCTEWLKG-------R   400
Lu_76P1 --GLIWNSCEDLEQAALIKCRQ-------------VFKSPMFNIGPFHNYFP------------------------AALEEDQKNSISWLDT-------Q   400
Lu_76P2 --GLIWNTSQDLEHSNLLKSSK-------------LFKVPNFALGPFHKHFPCISK--------------------SSLLGEDLTSIPWLNS--N----Q   400
At_76B1 --GIIFNAIEDLETDQLDEARI-------------EFPVPLFCIGPFHRYVSASS---------------------SSLLAHDMTCLSWLDK-------Q   400
Lu_76N2 --AVIWNTMNCLENSLLSQVKQ-------------QCKVPIFTVGPMHKFSPPIS---------------------TSLLKEDYTCMPWLDS-------Q   400
Lu_76N3 --AVIWNTMNCLENSLLAQVKQ-------------QCKVPIFTVGPMHKFSPPIS---------------------TSLLKEDYTCIPWLDS-------Q   400
Lu_76N1 --AVIWNTMFCLEDSLLEQVRQ-------------RCSVPNFAVGPMHKFAPCLS---------------------SSLLAEDFSCMSWLDK-------K   400
Lu_76M1 --AVIWNTSTTLESSSLSIIHQNH----------TVPQIPIFPVGPFHKQILQPKT--------------------ETLTDEQTSALAFLDQ-------Q   400
At_85A1 ASAIILNTFDDLEHDVVHAMQ-------------SILP-PVYSVGPLHLLANREIE-----------EGSEIGMMSSNLWKEEMECLDWLDT-------K   400
Lu_85A22 PAAIILNTFDALEHDVLASLS-------------NMLAKPVYSIGPLQLLANDQTI-----------TDPSVKNISSSLWKEESECLDWLET-------K   400
Lu_85A25 VSAVIINTFHHLEQPVLDSLS-------------AIFP-PIYPIGPLTLMLDQIITPIPNPN----SNNNNLNSISSSLWKEEPECLQWLNT-------K   400
Lu_85A26 ASAIVLNTYDKLEEDVLRALS-------------RTLAPPIYTLGPLDLMTLREND---------------LDSLGSNLWKEESGCLEWLDQ-------K   400
Lu_85A27 ASALIINTFDKLERKFVESVL-------------PTFPP-IYTIGPLHLMDTRESA---------------LDSLGLNLWKEEHGCLEWLDR-------N   400
Lu_85R2 ASSVVFNTFEPLEQEALTYLS-------------SLCP-NLLTIGPLNSLLPRIIT------------EDKLKNINTNLWEEHPESVKWLDS-------Q   400
Lu_85R3 ASAVFVNTFDALEHEALSSLS-------------PLCP-NLLTVGPLN-LLNHQTT------------GDKLKSITTNLWTEHHESVQWLDS-------K   400
Lu_85R4 GSTLIMNTFDSLEKEALASLS-------------PLCP-NLLTVGPLINLLDQVK-------------EEKLNNIDANLWIEHPESLQWLDS-------Q   400
Lu_85R5 GSALIMNTFDSLEQEVLSSIS-------------TLCP-NLLSVGPLTNLLDQVK-------------EEKVKNINTNLWAEHPESLKWLDS-------Q   400
Lu_85R1 ASALLINTFDDLEHDALAALS-------------PLTP-NLFTVGPVNLLTPHITQN-----------KRVLENINANLWAEQSEWAGWLDS-------R   400
Lu_85K6 SGAIIFNTFDALEEQVLSAIKM------------DYYPQPIYTVGPLHLLGKEMLEP-----------ATESNSISSNLWKEDLGCMEWLGQ-------R   400
Lu_85K7 SSAIIFNTFDALEEQALASIR-------------KIFPNKMYTIGPHHLLGNEDDTD-----------DQSTRSISSNLWKEDLKCMDWLDR-------Q   400
Lu_85Q2 ASALVIHTYDAFEADVLAAIN-------------DLYPGRVYTIGPMQHLLNQIKQS---------TKLGLDDSIGYSLWEEEPECLRWLDS-------K   400
Lu_85Q3 ASALLLHTFEALEVDVLAALN-------------TMYPDRVYTAGPMQLLLNQAKHT---------SDL---DSISYSLWEEDSKCLRWLDS-------K   400
Lu_85Q1 ASAVLLHTFDALEPNVLTALN-------------EIYPNRVYPVAPMQLILNQIKST---------QQESSLDTISYSLWKEEPECLRWLDT-------K   400
Lu_85S1 APAIIFNIFEEFEDEIFFKIK-------------KFYP-HLYPIGPLSLLENHVVP-----------LDSPIRTHRTTLWKEDVECLDWLDT-------R   400
Lu_709E2 AYALILNTFEDLEGPILGRIR-------------TRCPKTYPIGPIHEQLRLKLVNLKTPQ--------ESSSSSSSSLWEEDRSCMKWLDL-------Q   400
Lu_709E3 VYALILNTFEDLE-----------------------------------------VEIKAFQP-------QNSSRIIIVVREEDRSCMKWLDL-------Q   400
Lu_709E1 LSPLILNTFEDLDSSVLSQIR-------------RHFPQTYAIGPLHQHLESRLRTMSFGSQ----NNINTQSSSSNSLWKEEASCLKWLDQ-------Q   400
Lu_709D1 ASGLILNTFDELEGSIISKLSS------------TIFPKTYPVGPLHG-------LLNNVVK---------EHHSDGGLWREDKGCMTWLES-------H   400
At_78D3 ATAVFINSFEELDPTFTNDFRSEFK--------------RYLNIGPLALLSSPSQT--------------------STLVHDPHGCLAWIE--K-----R   400
Lu_78A13 AAAVFINSFHALDPTITDDLSSKLN--------------NFLNIGPFHLLYPSPAS--------------------KEQQQQPSDCISWLNDQR-----H   400
At_71B1 TKGILVNSVADMEPQALSFFSGGNGNTNI---------PPVYAVGPIMDLESSGD-EE-------------------KRK----EILHWLKE-------Q   400
Lu_71P1 AKGIVINTFPELESATIEHLSKG-GN------------PPVYPVGPILELKRGGG-DV-------------------KDKGRSSDIMNWLNE-------Q   400
Lu_71A24 TKGILVNTVKEVESYAIDSLSRGLINN-----------PNIYTVGPILNLKEDTS-SS-------------------NS----NDVIQWLDE-------K   400
Lu_71A25 TKGILVNTVKEVESYAIDSLSRGLN-------------PNIYPVGPILNLKGDTS-SP-------------------SSSSGGNDVIQWLDE-------Q   400
Lu_71Q1 AKGILVNTFEDFESYAIASLNTGQSQT-----------PPAYPVGPIMDLKVKGGEST-------------------AAEHSVGPIMEWLDQ-------Q   400
Lu_71Q2 ASGILINTFQDFESHAIASLNAGQSQSQTP--------PPIYPVGPIMELKVKD------------------------ADHSAGPIMEWLDQ-------Q   400
Lu_71M1 TKGIIVNSFAELEPHAVKSIT----SLLLPGGA---LPPPLYPVGPLLDLKGQGQARFG------------------KTG-QRDEIMKWLDD-------Q   400
Lu_71R1 VDGIVVNSYVGLESRAINILNGKVDGVFRIGGK---SFPPVFPVGPVLNLKG--HATLG------------------NTKSLSEKAMTWLDD-------Q   400
At_88A1 SSGIIINTFDALENRAIKAITEELCFRN------------IYPIGPLIVNGR----IED------------------RNDNKAVSCLNWLDS-------Q   400
Lu_88A11 SAGLIVNSFDSVEEKAVKAISEGFCVPDGP-------TPPIYCIGPLIAAG------DD------------------RKSD-GGECMTWLDS-------Q   400
Lu_88G1 SAGIIVNTFELLEGNAFRAISEGRCTPGKS-------PPPIYCIGPIVEEK-------D------------------KNGK--DACLTWLDS-------Q   400
Lu_72N1 ADGILINTWEDLEVQTLAALRSEKHLKN-IVK------APVYPVGPLVRP----SQP--------------------TGSTENNTVLEWLDE-------Q   400
Lu_72N2 ADGILINTWESLEVQTLAALRSEKHLKN-IVK------APVYPVGPLVRP----SPP--------------------TGSTENNTVLEWLDE-------Q   400
Lu_72R1 ADAILINTWEDLEPSTLAALRNDKFFGGSVIK------GDVLSIGPLVRP----SNNNQ------------------KGPTDDDELFSWLDK-------Q   400
Lu_72R2 ADGILINTWEDLEPSTLAALRNDKFFGRSIIK------GDVLSIGPLVRP----SNN-Q------------------RGPTEDDELFSWLDK-------Q   400
At_72C1 ADGVFVNTWHSLEQVTIGSFLDPENLGRVMRG------VPVYPVGPLVRP----AEP---------------------GLKHG--VLDWLDL-------Q   400
Lu_72Q1 AAGIFLNSWEGIEPVSIKAVKEHSFYKE-IPI------PPVFSVGPLIKQ----VEC-I------------------PLTDSDLDLLRWLDD-------Q   400
Lu_72B15 ADGVMVNSFPELEPGAIKSLQKTE--DQLGKK------PMVYPVGPLVN------MDSS------------------KKTG--SECLDWLDV-------Q   400
Lu_72B16 ADGVMVNSFPELEPGAIKSLQKTE--DQLGRK------PMVYPVGPLVN------MDSP------------------KKTG--SECLDWLDV-------Q   400
Lu_72T1 AEGVLINSFTDLEGETIRFLQKNM--NKP-----------IYPIGPIIQS-----GDSS------------------ITDP--SGCIKWLDH-------Q   400
Lu_72T2 AEGVLINSFTDLEGETIQFLQENM--NKP-----------IYPIGPIIQS-----SDGS------------------ISDP--NGCMKWLDN-------Q   400
Lu_72S1 ADGFIVNSFMEVEGEIIEALRGEE--FANGRP--------IFPIGPILQS-----TAAN------------------SSSGPTDECLEWLDK-------Q   400
Lu_72M1 AAGIMINSFMELESEIFKALTEER--SRTGSG------TAVYPIGPVPRLES--DEDLA------------------KLSNESIECLKWLDK-------Q   400
Lu_72M3 AAGIMINSFMELESEIFKALTEER--SRTGFG------PAVYPIGPVPRLES--DEDLV------------------KLSNESIECLKWLDK-------Q   400
Lu_72M2 AVGIIINSFVDLESDIFKALTEER--FRTGSG------PTVYPIGPLKRLDS--DEDLN------------------QFSNESIDCLEWLDK-------Q   400
Lu_90A8 SFGLIINGFYELEPLFVDHLN--RHA-----------LPKAWCVGPFFLAQPNKKGDETDHYLV---------KPYTKPT-----WIEWLDRNL-----R   400
Lu_90A10 SYGYVVNSFYELEPVFVDSFNNFVSG-----------GPKAWCVGPLCLAKAHEK------------------IEHQKPS-----WIQWLDEKT-----E   400
At_90A1 SHGFLVNSFYELESAFVDYNNN-SGD-----------KPKSWCVGPLCLTDPPKQ-------------------GSAKPA-----WIHWLDQKR-----E   400
Lu_90D1 SFGYVMNSFYELESVFVDYLNG--LG-----------SQKHHCVGPLCLADDENDAVG---------------NNKDENP-----WMSWLDKKL-----E   400
Lu_97B2 SWGIIVNSFHEVELSHTESFEKFYFN-----------GAKTWCLGPLFLCE-GKKGTINP-------------NAHANSSAGSDELSRWLDEQV-----A   400
Lu_97B3 SWGIIVNSFHEVELSHTESFEKFYFN-----------GAKAWCLGPLFLCE-GKTGIIN---------------ANANSSTSWEELSRWLDEQV-----A   400
Lu_97B1 SWGIIVNSFHELELSHIEPFEKFYFN-----------EAKAWCLGPILLSHRVDHEMIN---------------PNTNS------LSRWLDEQV-----A   400
Lu_73W1 SYGMIVNSFEELDPEYVEKYKVAMG-------------GKAWCVGPVSLVNESQLDRLQRGNN-------------AQYATGESKCLNWLDSR-------   400
Lu_73W2 SYGMIVNSFEELDPEYVEMYKVAMG-------------GKAWCVGPVSLVNESQLDRLQRGNN-------------AQYADGESECLKWLDLQ-------   400
Lu_73W3 SYGTIFNSFEELEHEYLSVFKGTMG-------------RKAWCVGPVSLCNKGEMDQFHRGN---------------QNSSDGSKCLKWLDSQ-------   400
Lu_73W4 SYGTIFNSFEELEHEYLSVFKGTMG-------------QKAWCVGPVSLCNEEKMDRFHRGN---------------KNSTDGSKCLKWLNSQ-------   400
At_73C1 SYGVIVNTFEELEPAYVRDYKKVKA-------------GKIWSIGPVSLCNKLGEDQAERGN---------------KADIDQDECIKWLDSK-------   400
Lu_73X3 VYGVIVNSFEALESEYFSGYKNSK-------------QGKVWCVGPVSLTNLHDLDKLQRGTS--------------DIS-LAHHSLDWLNTK-------   400
Lu_73X4 AYGVIVNSFEELEPEYFSKCKSSR-------------PGKIWCVGPVSLTNLNELDKIQRGHN--------------SIS-LTHQSLEWLNTK-------   400
Lu_73X2 AYGVIVNSFEELEAEYFELFKEAK-------------QGKVWCVGPVSLTNHDDLDKLQRGND--------------VTSNYLDECFQWLDTM-------   400
Lu_73X1 AYGVIMNSFHDLEEKYIAELKKGNGG-----------NGRIWCAGPVSLTNSDELDKLQRGGG--------------EGD--GRELVGWLDLK-------   400
Lu_73T1 SFGRIVNSFEGLEPAYVEMNR--RQ------------SKKVYCIGPVSLRNRNNSDRAMRVS--------------NKSGIGETECLKWLDQW-------   400
Lu_73V1 AYGVVFNSFEELEPEYVTECRKIRG------------ERKIWCVGPASLCNTDDPDKAERG---------------NKPSSDERNCLRWLDSW-------   400
Lu_73S1 SFGVVANTSEELEDGCAQEYQN-AI------------GKKVWCIGPVSLRNTHNLDKFDRG---------------NKPSIDQSLVLEWLGQR-------   400
Lu_73B12 GYGTVVNSFYELEPGYVDYYRNVFQ-------------RKAWHIGPVSLCNADVDDKANRG---------------KESSIDWDYCLNWLDSK-------   400
Lu_73B13 GYGTVVNSFYELEPGYADYYRNVLG-------------RKSWHVGPVSLCSADVDDKANRG---------------KESSIDREHCLNWLDSK-------   400
Lu_73B7 SFGVIVNSFCELEPTYVEHYRNTLG-------------RKAWHIGPLSLS-----RQAYRG---------------NEDSIEAHDCLKWLDWK-------   400
Lu_73Y1 SYGSVNNTFHELEPAYADLYNEILGE-----------KKKVWSIGPVSLCNNEVKDRANRGG--------------KESSIDEDSLLQWLDSK-------   400
Lu_73Z2 SFGAVVNSFHELEPGYSEHYREVIG-------------RKAWFVGPLSVCNKDTTLDKADRG--------------DAAAIDGRQCLRWLDGR-------   400
Lu_73Z3 SFGTVVNSFHELEPGYSEHYREVIG-------------RKAWFIGPLSVCNKDTTLDKADRG--------------DAAAIDGHQCLRWLDGR-------   400
Lu_73Z1 SFGAVVNSFHELEPGYSEHYKEVVG-------------RKAWFIGPLSLSNKDSTLEKAERG--------------KTAAIDGHECLRWLDCR-------   400
Lu_73Z4 SYGVVVNSFHELEAEYAEYYRNVIG-------------RKAWFVGPVSLIDNNNVMDQA--------------------AIDGGKCLKWLDSK-------   400
Lu_73Z5 SYGVVVNSFHELEAEYAEYYRNVIG-------------RKAWFLGPVSLIDNNNVMDQA--------------------AIDGGKCLKWLDSK-------   400
Lu_73U1 SYGVLMNSFQGLESDYADHFKQFIG-------------LKAWQLGPVSLFVNRINLDVDKFNSG---------GKAAADVITGDKFLNWLDSE-------   400
Lu_89B3 SWGIAFNSFAGLESKYLEYLKIELG------------HDRVWAVGPLLSPPS----ESVASRGG---------T----SSVSVPHLEAWLDTC-------   400
Lu_89B4 SWGIAFNSFAGLESKYLDYLKIELG------------HDRVWAVGPLLSPPS----ESVASRGG---------T----SSVSVADLEAWLDTC-------   400
At_89B1 SWGLVVNSFTAMEGVYLEHLKREMG------------HDRVWAVGPIIPLSG----D---NRGG---------P----TSVSVDHVMSWLDAR-------   400
Lu_89E1 SWGIVINTFARIEQPYIDHLKRESS------------HSRVWAMGPLLPPPS--GGGSSGDRGG---------A----SSIPSDQIRTWLDSR-------   400
Lu_89E2 SWGTVINTFARIEKPYIDHLKRESSS-----------HGRVWAVGPLLRPPSSGGGGGNSDRGG---------A----SSIPSDQIITWLDSR-------   400
Lu_89D4 SHGCIFNSFQALEGPSFDFLKGKMG------------HENVFAIGPVSMFGI--------DRNP---------N----SSSS--NVVEWLEHC-------   400
Lu_92A3 SDGILFNTVEEFDSIGLCYFRRKLG-------------IPAWAIGPVLL---------------------NRNRSNSGSGISSNSCKAWLDT-------K   400
Lu_92A4 SDGILFNTAEELDSIGLCYFRRKLG-------------IPAWPIGPVLL---------------------NRNLSNSGSGISSNSCKAWLDT-------K   400
At_92A1 FDGFLFNTVAEIDQMGLSYFRRITG-------------VPVWPVGPVLK---------------------SPDK-KVGSRSTEEAVKSWLDS-------K   400
Lu_92G2 SHGWLCNSVEEIEPLGFELLRKYTN-------------RQIWGIGPLLPPQFLLGSSSSS----------SRRTTAKTHGVSPEKCLEWLQL-------H   400
Lu_94H1 SDIILIKTSRNIEA-KYIDYLSELLG------------KEVVPVGPLVNDKPEDHRT-------------------GAEGDDDNKILKWLN------SID   400
Lu_94K1 CSIILIKTFREIEG-KYLDYISELAG------------KRHVPVGPLLQKT-----T-------------------SSEEDGGRRISKWLD------AKQ   400
Si_94D1 HDLVLIKTFRELEG-QYVDFLSDLTR------------KRFVPVGPLVQEVG------------------------CDMENEGNDIIEWLD------GKD   400
Lu_94G1 SPILLVKSFREIEA-EYIDTVSELFG------------KSVLPIGPLVPDDDDE-----------------------NQQPDEE-IINWLN------NKG   400
Lu_94G2 AGILLVKSFREIEA-EYIQRLSELVG------------KSVLPVGPLVPGDDDE-----------------------NQQPDND-IINWLN------NKA   400
Lu_94G3 STVVLIKSFRDIEA-HYIDRVSKFIG------------KSMVTIAPLVPDDDDG--E-------------------GDQEPDNNEIINWLN------KKH   400
Lu_94G4 STMVLIKSFRDIEA-RYIDRVSKFIG------------KSMVTVAPLVPDDDDDD-E-------------------GDQETDNN-VINWLN------NKD   400
Lu_91J1 CDYIAVRTCPELEY-DWLKLLEQMH-------------KKPVFPIGVLPNPIKEE-----------------------DEKEEGDEDTWKSIKEWLNDGK   400
Lu_91J2 CDFVAVRTCPELEH-DWLKLLEQIH-------------KKPVFPIGVLPNPIKEE-----------------------D--EEGDEDTWKSIKEWLDDGK   400
Lu_91J3 CDLIAVRSCREIEL-EYLDLLEEIQ-------------GKPVFPIGVLLSEDNSG-----------------------SEDSISGGSDWLGIRKWLDEHK   400
At_91A1 CDVIFVRSCYEYEA-EWLGLTQELH-------------RKPVIPVGVLP-PKPDE-----------------------K---FEDTDTWLSVKKWLDSRK   400
Lu_91C2 SNALLVRSSREFEP-EWFELLGQMYK------------EKTIIPVGFLPPPIAAN-----------------------D-KEDQNDAVWREIRDWLDKQR   400
At_79B1 CDAIAIRTCRETEG-KFCDYISRQYS------------KPVYLTGPVLPGSQPN------------------------QPSLDPQWAEWL-------AKF   400
Lu_79B20 CDALAIRTCDEIEG-KLCEYLGEQYK------------KRVFLTGPVLTEPAND------------------------VVSLENQWIDWL-------GKF   400
Lu_79B18 SEAIAMRSCRELEG-KYLDYLGEQHG------------KRVLLTGPVLPKLDG--------------------------LGLDEKLGCWL-------SKF   400
Lu_79B19 SEAMAMRSCRELEG-KYLDYLGEQHG------------KRVLLTGPVLPKPDG--------------------------LGLDENLGSWL-------SKF   400
Lu_79B17 GDAIAFRTCRELEG-QFCDYLGQQYG------------KPILLTGPILPDEDKTP-----------------------MTAEDEKLFSWL-------GNF   400
Lu_79A3 ATALVFKSCNEIEGSPYLDYLRTQFA------------KPVLSCGPLVPEPPTG--------------------------RLEDRWADWL-------GRF   400
Lu_79A4 --SLGLSQCRHRTGVQVMQ---------------------------------------------------------------RDR---------------   400
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                                     .  ..             .                                                     *  
Lu_712B1 PSKSVIYVAFGSI-TILS-QKQFQELALGLELA-----G-RPFLWVIRTNFVQGP--------------GGSGLEFPNGYLERVA-----NMGKIVEWTN   500
Lu_712B5 PSKSVIYVAFGSI-TILS-QKQFQELALGLELA-----G-RPFLWVIRTNFVQGPP-------------GESGLEFPDGYLERVV-----NIGKIVEWTN   500
Lu_712B4 PPKSVIYVAFGSI-AVLS-QQQFQELALGLELA-----G-RPFLWVVRTDFVLGS-----------------GLEFPDGYLERVA-----NRGKMVEWTN   500
Lu_712B3 PPKSVIYIAFGSI-AVLS-QQQFQELALGLELT-----G-RPFLWVIRTDFVQGS-----------------GLEFPYGYLERVS-----NRGKIVEWTN   500
Lu_712B2 PRRSVIYVAFGSI-SALN-PRQFQELAMGLEMT-----G-KPFLWVIRAGFVKGVLG-----------SSESDVEFPDGFLERVA-----NRGKIVKWSN   500
Lu_712B6 PPKSVVYVAFGST-TALN-QKQFQELATGLEMT-----K-RPFLWVIRSDFVNGTG--------------SSGQEFVDGFLERVA-----NRGKIVEWAN   500
Lu_712B7 PPRSVIYVAFGSI-AVLN-QKQFQELAWGLEMT-----K-RPFLWVIRADFVNRTG--------------SSGLEFPYGFLERVA-----NRGKIVEWAN   500
Lu_712D1 DQGTVIYVAFGSI-ATIENQQQFAELAIALEFT-----G-NPFLWVVRP----------------------GGSEFPDGFLKRVG-----DRGKIVEWAN   500
Lu_712C1 SPASVIYVAFGST-ANMT-QCQFEELALGLERS-----G-KPFLWVVRSDIVADIRGG----------DGGKPQFFPSGFLERVVVDH-GGRGKIVEWCS   500
At_83A1 IPGSVIYVAFGSF-GVMG-NPQLEELAIGLELT-----K-RPVLWVTGDQ-----------------------QPIKLGS----------DRVKVVRWAP   500
At_82A1 NPNSVIYISFGSW-VSPIGESNIQTLALALEAS-----G-RPFLWALNRVWQEG---------------------LPPGFVHRVTITK--NQGRIVSWAP   500
Lu_82A2 KPRSVVYISFGSW-VSPIGESKVMALATALEAI-----G-TPFIWVLGSAWRQG---------------------LPSGYEERLSIR---GGGQVVKWAP   500
Lu_74S3 PKRSVVYVSFGS--IADLGPEHVEELCWGLKNS-----N-HYFLWVVRS-----------------------SEEAKLPLMFKA--ET-AEKGLIVSWCS   500
Lu_74S4 PKRSVVYVSFGS--LADLGPEHVEELCWGLKNS-----N-HYFLWVVRS-----------------------SEEAKLPQMFKA--EM-AEKGLIVSWCS   500
Lu_74S5 PNNSVVYVSFGS--LAALSAAQMEELYHGLNNS-----N-HYFLWVVRK-----------------------TEQDKLPQQG-----V-SPKGLIVSWCP   500
Lu_74S6 PNNSVVYVSFGS--IATLSPAQMEELYHGLNNS-----N-HYFLWVVRK-----------------------TEEDKLPQHC-----I-SPKGLVVSWCP   500
Lu_74S1 PDGSVVYVSFGS--LARLSPQQTEELYFGLKNS-----N-HYFLWVVRE-----------------------SEVAKLPKEE-Y--LS-GEKGLVVSWCS   500
Lu_74S2 PKGSVIYVSFGS--LASLGAEQMEEIAHGLKNS-----N-HYFLWVVRA-----------------------SEVAKLPPNFAADVDI-DGKGLIVSWCP   500
Lu_74T1 PLSSVIYVAFGS--RASLTHTQMEELALGLKQT-----A-HYFLWVVRE-----------------------TEQAKLPKQFLKSSGN-DNKGLVVKWSP   500
Lu_74T2 PPKSVIYVAFGS--MVTFNQAQMTELALGFKRT-----N-HYIIWVIQD-----------------------TELAKLPIDFVSDIG---DKALVVNWAP   500
Lu_74B3 PAESVAFISFGS--MVSLTEEQTAEITAGLEES-----G-VEFLWVVRD-----------------------SELSKIPKRFRESLTS-STKGLIVSWCN   500
At_74C1 PAKSVVYVAFGT--LVALSEKQMKEIAMAISQT-----G-YHFLWSVRE-----------------------SERSKLPSGFIEEAEE-KDSGLVAKWVP   500
Lu_74V1 TPQSVIYVSFGS--VATLSDKQTAEVAAALENI-----H-RPFLWIVRK-----------------------SEQEKLPPGFFTS-DK-SG--LVVSWCS   500
Lu_74V2 EPGSVVYVSFGS--LATLSHKQTQEIAAAMKMI-----DNHPFLWVVRQ-----------------------SEQDKLP-EYFAD-ET-SGKGMVVTWCN   500
Lu_74U1 PPSSVIYASMGS--VSNISQTQTSELAQALQLS-----T-HPFIWVVRK-----------------------TEQDKLPPKFISE-TT-SG--LIVDWCN   500
Lu_84G2 DESSVVYISMGS--IVSMDPTQREEFAYGLINS------GLPFLWVVRP---------------------GHGESDGPGHQIIFPSVL-EEKGKMVRWAP   500
Lu_84G3 DKSSVVYISMGS--VVSMDPTQREEFAYGLMNS------GLPFLWVVRP---------------------GYGEGDEPDHQIIFPSGL-EGRGKMVRWAP   500
Lu_84G1 DESSVVYVSLGS--IASMDPTQREEFAYGLINS------GLSFLWVVRP---------------------SPGEGDGP---IVFPPGL-EENGKVVKWAP   500
At_84A4 EPSSVVYISFGT--LAFLKQNQIDEIAHGILNS------GLSCLWVLRPP--------------------LEGLAIEP---HVLPLEL-EEKGKIVEWCQ   500
Lu_75N1 VMSSIIYVSFGT--MAVISRKQKEEIGKALLCN------NRPFLWVIRKDEHGKEAE-----------LEEERKEMVRWREDIETKAT-VVGGKIVEWCS   500
Lu_75N2 ATSSVVFVSFGT--MAVISRKQKEEIGKALLCN------NRPFLWVIRKDEYEKEEE-----------LEEDRMELVRWREDIETKVT-AVGGKIVEWCS   500
Lu_75N4 ARSSVVYVSFGT--MAVISKKQREELAKGLVSS-----SNRPFLWVIRKDEA---VE-----------KEEERIEMVRWREEMETKAE-SVGGRIIEWCS   500
Lu_75N3 --------------AQVISKKQREELAKGLVSS------NRPFFWGIRKDES---VE-----------EEEERIEMVRWREEMETKAE-SVGGKIVEWCS   500
At_75C1 LERSVIYISLGTH-ADDLPEKHMEALTHGVLAT------NRPFLWIVR--------E-----------KNPEEKKKNRFLELIR---G-SDRGLVVGWCS   500
Lu_87J1 PKGSVLYISMGS--FLSASESQTEEIVAGVVSS-----G-VRFLLVARGD--------------------AMVAA------AASASDG-R-KGIVVPWCD   500
Lu_87J2 PKGSVIYVSMGS--FLSASDSQTEEIVAGVISS-----G-VRFLLVARGD--------------------AMVAA------AAGGGGG-GGKGRVVPWCD   500
At_87A1 PESSVLYISQGS--FLSVSEAQMEEIVVGVREA-----G-VKFFWVARGG--------------------ELKLK------EALEGSL-G---VVVSWCD   500
Lu_87G1 PEGSVLYVSLGS--FLSISSKQIDELAEGLLVS-----S-VRFLWVVRGD--------------------QTERA------RERCG----EKGMVVPWCD   500
Lu_87H1 PTRSVLYISLGS--FLSVSSTQMDEILSGLRSS-----G-VRFLWVARGE--------------------ATRLS------QKMMSGG-DQNGMVVAWCD   500
Lu_86A6 PSGSVLYVSFGS--YAHVTKSDLVEIARGIALS-----G-VSFLWVLRDD--------------------IVSSNDPDPLIAGFREEV-SDRAMIVGWCN   500
Lu_86A7 PSGSVLYVSFGS--YVHVTKPDLVEVACGMALS-----G-ICFLWVLRDD--------------------IVSSEDPDPLPVGFRKEV-SDRAMIVGWCS   500
Lu_86A8 PPGSVLYVSFGS--YAHVAKPDLVEIAYGLALS-----G-VSFLWVLRDD--------------------IVSSDDPDPLPVGFKEEV-SDRAMIVGWCS   500
Lu_86A9 PLGSVLYVSFGT--FAHMAKPDLVEIARGFALS-----G-VSFLWTLRND--------------------IVSSNDPDPLPFGFREEV-SDRAMIVGWCN   500
Lu_86A10 PPGSVLYVSFGS--YAHVTKADLVEIAHGLALS-----K-VSFIWVLRDD--------------------IVSADDPNPLPVGFKEEI-SDRAMIVGWCN   500
At_86A1 PTGSVLYVSFGS--YAHVGKKEIVEIAHGLLLS-----G-ISFIWVLRPD--------------------IVGSNVPDFLPAGFVDQA-QDRGLVVQWCC   500
Lu_76P1 MPNSVIYVSFGT--IAVATETEFLHIAWGLANS-----K-QRFLWVVRPGSVRGS----------------EWLQLLPDKFHQAVNGR-G---KIVKWAP   500
Lu_76P2 APRSVLYISFGS--IATVTEAEALEIAWGIVNS-----Q-QPFLWVVRPKSVENS----------------EWIEFLPEEFHRAVAGK-G---HIVRWAP   500
At_76B1 ATNSVIYASLGS--IASIDESEFLEIAWGLRNS-----N-QPFLWVVRPGLIHGK----------------EWIEILPKGFIENLEGR-G---KIVKWAP   500
Lu_76N2 APKSVIYVSLGS--LACISESELAEMSWGLANS-----N-IPFLWVVRPGLVRGS-------------------TALPTGFKQAVGDR-G---RIVQWAP   500
Lu_76N3 APKSVIYVSLGS--LACISETELAEMAWGLANS-----N-IPFLWVVRPGLVRGS-------------------TALPTGFKQAVGDR-G---RIVQWAP   500
Lu_76N1 ADSSVLYVSLGS--IACISENELSEMAWGLLNS-----K-VPFLWVVRPGLVAACS---------------KWEAPLPRGFKEAVGDM-G---CIVEWAP   500
Lu_76M1 PPKSVLYISFGS--VAVVTPAEFQEMAWGIANS-----G-QRFFWVVRPGLVFGSA---------------TTDTLLPEGFSEKTGER-G---KVVKWAP   500
At_85A1 TQNSVIYINFGS--ITVLSVKQLVEFAWGLAGS-----G-KEFLWVIRPDLVAGEE------------------AMVPPDFLMETKDR-S---MLASWCP   500
Lu_85A22 PKNSVVYVNFGS--ITVMTNDQLVEFAWGLANS-----K-KDFLWVIRPDLVAGET------------------AVLPPEFVAKTRDR-G---LLASWCP   500
Lu_85A25 EPNSVVYVNFGS--ITVVTRQHMVEFAWGLANS-----K-KTFLWIIRPDLVRGES------------------ALLPEEFAAETRDR-G---MLASWCP   500
Lu_85A26 EPNSVVYVNFGS--ITVMTPHQLVEFAWGLAKS-----K-KTFLWVIRPDLVQGAS------------------AILPGEFSDEVKER-G---LLVSWCP   500
Lu_85A27 EPNSVVYINFGS--VTVMTSHQLVEFAWGLAHS-----G-KPFLWVIRSDLVKGES------------------AILPREFSEEIKER-G---LLVSWCP   500
Lu_85R2 EPSSVLYVNFGS--TTMVTADQLAEFAWGLAKS-----E-KPFLWIIRPNLVFGNS-------------------SVPLSFVEETKGR-G---MLAGWCD   500
Lu_85R3 EPDSVLYVNFGS--ITVMTPDQLIEFAWGLAKS-----G-KSFLWVIRSDLISGNST--------------GT-LSVPAEFVEETKGR-G---LLTGWCN   500
Lu_85R4 EDNSVLYVNFGS--ITVITPDQLAEFAWGLAKS-----E-KPFLWIIRNDLVFGNSE--------------GADLSVPSEFIKETRGR-G---LVAGWCN   500
Lu_85R5 EDNSVLYVNFGS--VAVMTPDQLTEFAWGLAKS-----E-KPFLWIIRPDLVYGNSE--------------GA-LSVPSGFVEETRGR-G---LLTSWCN   500
Lu_85R1 EPNSVLYVSFGS--LTVMTPDQLTEFAWGLAMS-----G-VPFLWVIRPDLVSENPT--------------AG----FSKFMEETKDR-G---MLIGWCN   500
Lu_85K6 EPNSVVYVNYGS--VTVMSDENLKEFAWGLANC-----E-RPFLWIVRGDVVMGDSG------------------FLPLDFLDEVKDR-G---FLASWCL   500
Lu_85K7 EPKSVVYVNYGS--VTVMSEEHIKEFAWGLANS-----N-VPFLWIVRGDIVIGESG--------------S---FLPAEFLEEIKDR-G---YLASWCM   500
Lu_85Q2 PPNSVIYVNFGS--IAVMSKQHLVEFGMGLVNS-----E-VPFVWVIRPDLVIGES------------------TSFPPEFSEKAAKL-G---FISGWCP   500
Lu_85Q3 PVNSVLYVNFGS--VMTMSKHHLIEFAMGFVNS-----E-VSFLWVIRPDLVIGES------------------AALPPEFQEKADKI-G---LISGWCP   500
Lu_85Q1 PPNSVIYVNFGS--ITTMSKQHLIEFGMGFANS-----D-VSFLWVIRPDLVTGES------------------AAFPPEFKEKADKT-G---FISGWCP   500
Lu_85S1 PHGSVVYVNYGS--IVVLSENDFREFAWGLANS-----G-HAFLWIVRPDVARDMAT------------------ILNEEFYSAVEGR-A---MLASWCA   500
Lu_709E2 PPKSVLYVNFGS--ITVMKPEELVEIWHGLINS-----K-QKFLWVIRQGTITSIEN----------------TSEFPEELVKGGSKG-DEFMVLSGWVA   500
Lu_709E3 PPKSVLYANFGS--ITVMKPEELVEIWHGLINS-----K-QKFLWVIRQGTITSIEN----------------TSEFPEELVKGGSKG-DEFMVLSGWVA   500
Lu_709E1 PEGSVLYVNFGS--ITVMTADRIVEFWEGLSSS-----K-HRFLWVMRPGLIPDKE-----------------LEKIPQEILN--QKE-GFYKVVVGWAP   500
Lu_709D1 PSKSVVYVSFGS--LVAFTEAQFMEFWHGLVNT-----G-KPFLWVIRPDSVSGEDG----------------SIQSGRIISGLKEAH-GNKCCVVDWAP   500
At_78D3 STASVAYIAFGR--VATPPPVELVAIAQGLESS-----K-VPFVWSLQEMK----------------------MTHLPEGFLDRTREQ-G---MVVPWAP   500
Lu_78A13 LPASVAYLSFGS--VVTPPPHELAAVAEALEAS-----K-VPFIWSLKEHS----------------------KAHLPDGFLDWSKGN-G---VVVPWAP   500
At_71B1 PTKSVVFLCFGS--MGGFSEEQAREIAVALERS------GHRFLWSLRRASPVGNKSNPPPGEFTNLE------EILPKGFLDRTVEI-G--KIIS-WAP   500
Lu_71P1 PPSSVVFLCFGS--NGCFNEKQVKQIAEALERA------GYRFLWSLRRPPPKGTVSFP--LDYENPS------DVLPEGFLERTTGL-G--KIIG-WAP   500
Lu_71A24 PESSVVFLCFGS--MGAFGEEQVKEIACALEQS------GLRFLWSLRRRSEKEA-GWASPTDYEDVS------EVLPEGFLNRTAEV-G--KVIG-WAP   500
Lu_71A25 PESSVVFLCFGS--MGAFGEEQVKEIASALEKS------GLRFLWSLRRRSEKEA-GWVSPTDYDDVS------EVLPEGFLDRTADV-G--KVIG-WAP   500
Lu_71Q1 PESSVVFLCFGS--MGSFDEEQIQEIAVALEKS------GLRFLWSLRRPPPKSGTGVKFPTDYEDVT------EGLPEGFVERTKGV-G--KVIG-WAP   500
Lu_71Q2 PESSVVFLCFGS--MGSFDEEQVNEIAAALEKS------GCRFIWSLRRPPPKSG-GVKFPTDYEDVT------EALPAGFLDRTRGV-G--KVIG-WAP   500
Lu_71M1 PEQSVIFLCFGS--MGTFGEMQLKEIATGLEKS------GYRFLWSIRKPPSKET--LSLPGNYESY------VEILPPGFQERTAGT-G--MICG-WAP   500
Lu_71R1 PPQSVVFMCFGS--LGSFTDAQLGEVAAGLERA-----RHVRFLWVMRKISSGDS--KWTPNDCEDYSPSSPALNALGEGFLERTRGR-V--MVCG-WLP   500
At_88A1 PEKSVVFLCFGS--LGLFSKEQVIEIAVGLEKS------GQRFLWVVRNPP----------ELEKTELD---LKSLLPEGFLSRTEDK-G--MVVKSWAP   500
Lu_88A11 PKRSVVFLCFGS--LGIFSKDQLREIAIGLERS------TVRFLWVVRDPPKADGDNQNLAVLEAVEEG---LETLLPEGILERTKGR-G--HVVKSWAP   500
Lu_88G1 PKGSVVFLCFGS--MGVFSRGQITEIAIGLERS------GARFLWVVKNPAP--GDETGGTMSSMEEPD---LDSILPDGYMVRTKER-G--LVVKSWAP   500
Lu_72N1 PSESVIYVSFGS--GGTLSRAQMVELAWGLELS------GHRFIWVVRPPVDDDASAAFFSLGKASESDG--PQRYLPEGFIARTNDR-G--MVVPMWAP   500
Lu_72N2 PSESVIYVSFGS--GGTLSRAQMAELAWGLELS------GHRFIWVVRPPVDDDASAAFFSLGKASESDG--AQRYLPGGFIARTKDR-G--MVVPMWAP   500
Lu_72R1 PKQSVIYVSFGS--AGTLSTHQLNELAHGLELS------KQRFVWVVRRPTDFKDSAYFT-FGGSDEIPG--RLNYLPDGFLERTRDV-G--MVVPNWAP   500
Lu_72R2 PKQSVIYVSFGS--VGTLSTHQLNELAYGLELS------KQRFVWVVRRPTDSNDSA-----GGSGEIPG--RLNYLPGGFLERTRYV-G--MVVPNWAP   500
At_72C1 PKESVVYVLLGV--VGALTFEQTNELAYGLELT------GHRFVWVVRPPAEDDPSASMF--DKTKNETE--PLDFLPNGFLDRTKDI-G--LVVRTWAP   500
Lu_72Q1 PSESVLFVALGS--GGTFTIHQLEELAVGLEQS------EQRFVLVVRFPSD-RSSASFFDVGSGKEDDD--PVAYLPEGFVERTKGK-G--MVVRSWAP   500
Lu_72B15 PSGSVLFVSFGS--GGTLSYDQINELAFGLEMS------EQRFIWVVRSPDD-KTANA--SFFTVQSQND--PFHFLPKGFLDRTRER-G--LVVSSWAP   500
Lu_72B16 PSGSVLFVSFGS--GGTLSYDQINELAFGLEMS------EQRFIWVVRSPDD-KTANA--SFFTVQSQND--PFYFLPNGFLDRTRGR-G--LVVSSWAP   500
Lu_72T1 PDGSVLLVSFGS--GGTLSSAQLTELALGLEAS------QKRFIWVVRSPND-AASNA--SYFSGRSSSN--PFDFLPEGFVDRTKDR-G--LVVPSWAP   500
Lu_72T2 PSGSVTLVSFGS--GGTLSSAQLTELALGLEAS------QKRFIWVVRSPND-AASNA--SYFSGRSSSN--PFNFLPDGFVDRTKDR-G--LVVPSWAP   500
Lu_72S1 PTSSVLFVSFGS--GGTLSPAQLDELAFGLETS------GKRFLWVVRSPNTSTDTNA--SYIGPQSKSS--PLSFLPEAFLERTKGQ-G--LAVASWAP   500
Lu_72M1 PESSVLFISFGS--GGKQSQVQFDELAHGLAKS------GKRFIWVVKPPGN--------NIVEVTDSIV--PASFLPEGFLEKTKGV-G--LVIPGWAP   500
Lu_72M3 PESSVLFISFGS--GGKQSQAQFDELAHGLAMS------GKRFIWVIKPPGN--------NIVEVTDSIV--PSSFLPKGFLEKTKRV-G--LVIPGWAP   500
Lu_72M2 PESSVLLISFGSGIGARQSKAQFDELAHGLAMS------GKRFIWVVKPPGN--------DVVPWN-------SSFLPEGFLKKTKGV-G--LVIPDWVP   500
Lu_90A8 EGIPVLYVAFGS--QSEISSSQLKEIAQGLHD------SGVKFLWVTRS--------------------HHEPEAVLGGEFEARVKD---QGMIVREWVD   500
Lu_90A10 QKSSVLFVAFGS--QAKVLPDQLREISAGLEK------SNVNFLWVTK-----------------------EKESELGDGFEERVRG---RGIVVREWVD   500
At_90A1 EGRPVLYVAFGT--QAEISNKQLMELAFGLED------SKVNFLWVTR----------------------KDVEEIIGEGFNDRIRE---SGMIVRDWVD   500
Lu_90D1 EGKSVLYVAFGS--QAEISREQLEEIARGLED------SEANYLWVIR----------------------KDAEVVRGVGNNKDHRR---RGMVIGDWVN   500
Lu_97B2 PG-SVIYVSFGS--QADMSSSQLDEVAYGLEA------SGCRFVWVVR-----------------------SKSWMVPDGLEEKIKE---KGLVVREWVD   500
Lu_97B3 PG-SVIYVSFGS--QADVSSSQLDEVAYGLVA------SGCRFVWVVR-----------------------SKSWVGPEGLEEKIKG---KGLVVRDWVD   500
Lu_97B1 PG-SVIYVSFGT--QADVSSAQLDEVAHGLEE------SGFRFVWVVR-----------------------SNSWTIPEVLEEKIKG---KGFIAKEWVD   500
Lu_73W1 KSGSIIYVCLGS--ICNIPTRQLIELALGLEA------SNVPFMWVIRDRGE---------------ASKELWEWMNEYDFEEKTKE---RGFLIQGWAP   500
Lu_73W2 KPDSTIYMCLGS--ICNIPTSQLIELAMGLEA------SNFPFIWVVGNRGE---------------ASEELWKWMDEYGFEKKTKG---RGFLIRGWAP   500
Lu_73W3 ESDSVVYICLGS--ICNISTSQLIELGLGLEA------SKRTFMWAIRD-GE---------------ASNGLLEWMEEHGFDERIKD---RGLVIRGWAP   500
Lu_73W4 ESCSVVYICLGS--ICNISTSQLIELGLGLEA------SGRTFIWAIRD-GE---------------ASNGLLEWMEDHDFDERIKD---RGFVIRGWAP   500
At_73C1 EEGSVLYVCLGS--ICNLPLSQLKELGLGLEE------SQRPFIWVIRG-WE---------------KYNELLEWISESGYKERIKE---RGLLITGWSP   500
Lu_73X3 EPKSVLYVCLGS--ICNLSSEQLMELALGLEA------SGKPFVWAFRDTE----------------ITKDLYKWIVDDEYEDRVAG---RGLVIRGWVP   500
Lu_73X4 EPKTVLYICLGS--ICNLSSQQLIELALGLEA------SGTPFIWAIREKE----------------FTKDLFTWIVDDGFEDRVAG---RGLLIRGWAP   500
Lu_73X2 APGSVLYVCLGS--ICNLVFPQLKELALGLEE------SSKPFIWAIRDTE----------------ATKDLYNWIADEGFEERVSD---RGMLIRGWAP   500
Lu_73X1 DSRSVIYVCFGS--ICNLTFEQLTELALGLEA------SNRDFVWAIRVKSDR--------------NYVDFNNWAVESGFEDRISGT-RRGLLIRGWAP   500
Lu_73T1 PSGSVVYVCLGT--LSRLGVEQLMELGLGLEA------SGRPFVWVIREPDR----------------VDQLKKLMVSEGFEERTRG---RSLLVWGWAP   500
Lu_73V1 PEKSVIYACLGS--LNRITPSQSAELALGLES------TNRPFVWVIRGGYK----------------KEEIEIWISESGFESRVKN---RGLLIRGWAP   500
Lu_73S1 ECGSVIYACLGS--LCRLIPAQLIELGLGLEA------SGKPFIWVVKTDQR----------------PTELEDWLVRSGFEERVKG---RGLLIKGWAP   500
Lu_73B12 EPKSVVYICFGS--VANFSAEQLKEIAIGIEA------SDQKFIWVVRKNR---------------RNNGDVEDWLP-EGFEERTKS---RGIIIRGWAP   500
Lu_73B13 EPMSVVYICFGS--VANFSVEQLREVATGIEA------SGQQFIWVVRKNR---------------QNDNDTEDWLP-EGFEERTKG---RGIIIRGWAP   500
Lu_73B7 APDSVIYICFGS--MANFEGSQLKEIAMALES------CGQHFIWIVRK------------------NDDDKEDWLP-EGFEERTEG---RGLVIRGWAP   500
Lu_73Y1 PPRSVVYVCFGS--LANFSDSQLKEMAAGLEI------SEHRFIWVVRKG----------------EKSGEKSDWLP-EGFEERMEG---KGLIIRGWAP   500
Lu_73Z2 VPNSVLYICFGS--ISGLPDAQLLEIAAALEA------SGQSFIWVVKKGAK---GI---------STEEEKEEWLP-KGFEERMEG---KGLIIRGWAP   500
Lu_73Z3 VPNSVIYICFGS--ISGLPDTQLLEIAAALEA------SGQSFIWVVKKGAK---GN---------STEEEKEEWLP-EGFEERMEG---KGLIIRGWAP   500
Lu_73Z1 EPHSVLYICFGS--MSDIPNAQLFEIASALEA------SVQGFIWVVKK-------E---------NSKEKKGEWLP-EGFEERMEG---RGLIIRGWAP   500
Lu_73Z4 KPNSVIYICFGS--ISTMSDAQLVEIAAAIEA------SGHGFIWVVKK-----------------------QDRLP-EGFEKRMEG---KGLVVRGWAP   500
Lu_73Z5 QPNSVIYICFGS--ISTMSEAQLLEIAAAIEA------SGHGFIWVVKK-----------------------QERLP-EGFEKRMEG---KGLVVREWAP   500
Lu_73U1 KPNSVLYFCLGS--LTRFTKTQISEIATALEE------SNHPFIWVVAKILKGDVDE---------DKEEKEEWWLP-QGFEERVVG---KGMIIKGWVP   500
Lu_89B3 PDDKVVYVCFGS--EAVLTEDQSNKLASGLEK------SGVQFVWRVKD-VEGG-------------------RPSIPEGFEDRVAG---RGVVIRGWAP   500
Lu_89B4 QEGKVVYVCFGS--EAVLTVDQSNELASGLEK------SGVQFVWRVKD-VEGE-------------------RPSIPEGFEDRVAG---RGVVIRGWAP   500
At_89B1 EDNHVVYVCFGS--QVVLTKEQTLALASGLEK------SGVHFIWAVKEPVEKDST-----------------RGNILDGFDDRVAG---RGLVIRGWAP   500
Lu_89E1 PDRSVVYICFGS--RTSLTDEQMKPLSAALEKR-----TGVSFVWCVRQSTEAG-------------------SASLPEEFDTRVLG---RGLVIRGWAP   500
Lu_89E2 SERSVVYICFGS--RTSLTEEQLKRLSAALEKR-----TGVSFVWCVRQSTEAG-------------------SALLPEEFDTRVSG---RGLVIRGWAP   500
Lu_89D4 QDGSVLYVCFGS--QKLMSKDQMEALATGLEK------SRVRFVWVVKPGSEESG------------------QGVVPDGFEDRVSG---KGIVVKGWVD   500
Lu_92A3 PEKSVLYVSFGS--QNTINPSQMMQLGKALA-S-----SKINFIWAVRPPIGFDINS------------EFQPQEWLPAKFEENTSG---RGMLIEKWAP   500
Lu_92A4 PEKSVLYVSFGS--QNTINPSQMMQLGKALA-S-----SKINFIWAVRPPIGFDINS------------DFQSKKWLPENFEENTSG---RGILIEKWAP   500
At_92A1 PDHSVVYVCFGS--MNSILQTHMLELAMALE-S-----SEKNFIWVVRPPIGVEVKS------------EFDVKGYLPEGFEERITRS-ERGLLVKKWAP   500
Lu_92G2 EPGSVLYISFGS--QNSINPTQMMELAIGLEQS-----SVRAFVWVIRPPIGFDKKS------------EFRP-EWLPEGFEQRVTES-KRGLLVRNWAP   500
Lu_94H1 SDSPVVYVSFGSE-YFPSKE-EMGEIARGLEMN----QALIRFIWVVRFPPDDHHREKNN--------KTLLLQEALPEGFLERVEG---RGLLVEGWAP   500
Lu_94K1 TSS-TVFVSFGSE-FFLSPD-LIHEIAHGLELS----GAN--FVWVLRFPLEDQKSPNS------------AAAEALPPGFLDRVGE---KGLVVEGWAP   500
Si_94D1 RRS-TVFSSFGSE-YFLSAN-EIEEIAYGLELS----GLN--FIWVVRFPHGDEK---------------IKIEEKLPEGFLERVEG---RGLVVEGWAQ   500
Lu_94G1 PSS-VVYISFGSE-SYLSRS-QIEELAHALLIL-IEKAIPINFVWVLRFPRGEEVA----------------ISEALPEGFF-SAVG--GKGYMAEGWAP   500
Lu_94G2 PSS-VVYISFGSE-SYLSRR-QIEELAHALVIL-IEKAIPINFVWVLRFPQGEEVA----------------ISEALPEGFS-AAVG--ERGYVTEDWAP   500
Lu_94G3 KSS-VVYISFGSE-CYLSAS-QIQELAHALLILLVEKACPVNFIWVLRFPRGEEVE----------------ISEALPEGFIDEMVGPDNKVYLVEGWAP   500
Lu_94G4 KSS-VVYISFGSE-CYLSTS-QIQELAHALLILLVEKAYPINFIWVLRFPIGEELG----------------ISKALPEGFM-EAVGLENKVYMAEGWAP   500
Lu_91J1 ERGSVVYVAFGSE-AIPSQE-ELTEIAIGLELS------GLPFFWVVR---SSND------------------HRELPEGFEERTA---GRGVVWKGWAP   500
Lu_91J2 EKGSVVYVAFGSE-AIPSQE-ELTEIATGLELS------GLPFFWVLR---SSDDP-----------------RRELPEGFEERTA---GRGLVWKGWAP   500
Lu_91J3 -KGSVVYVAFGSE-AKPSQD-ELTEIATGLEIS------GLPFFWVLRTRRSPDDP----------------EVLELPDGFEVRTQ---GKGVVWKGWAP   500
At_91A1 -SKSIVYVAFGSE-AKPSQT-ELNEIALGLELS------GLPFFWVLKTRRGPWDT----------------EPVELPEGFEERTA---DRGMVWRGWVE   500
Lu_91C2 -VNTVVYVALGTE-AALTRD-EIAELASGLEKS------ALPFFWALR---DHSVS----------------GRMMLPGGFEERVK---GRGIVYREWVP   500
At_79B1 NHGSVVFCAFGSQ-PVVNKIDQFQELCLGLEST------GFPFLVAIKPPSGVS-----------------TVEEALPEGFKERVQ---GRGVVFGGWIQ   500
Lu_79B20 EPGSVVFCAFGSQ-IMLEKS-QFQELVLGFELS------GHPFLVALKPPAGSS-----------------TIKEALPEGFEERVK---GRGIIWGEWVQ   500
Lu_79B18 EPGSVVYCAFGSE-VVLHKD-QFQELLRGLEQC------GRPFLTALKPPHGCK-----------------TVEEALPEGFKERVIIKEGRGMVHEGWVQ   500
Lu_79B19 EPGSVVYCAFGSE-VVLHKD-QFQELLRGLEQC------GRPFLTALKPPHGCK-----------------TVEEALPEGFKERVIIKDGRGMVHEGWVQ   500
Lu_79B17 DGGSVVYCAFGSE-IALGKD-QFQELLNGFELC------GLPFLAALKPPAGCS-----------------TVEEAFPEGFEDKVR---GRGWVTGGWVP   500
Lu_79A3 PTSSIVFCNFGSE-TFLTDE-QIRELAFGLENT------GLPFFLVLNFPAQLDSRT--------------ELDRALPEGFLERVK---DRGVVHTGWVQ   500
Lu_79A4 -----------SE-TFLTDE-QVQELAFGLENT------GLPFFLVLNFPAQLDSQT--------------ELDRALREGFLERVK---DRGVVNTGWVQ   500
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Lu_712B1 QARVLSHPSVGCFVSHCGWNSTLEGLWCGVPFLCWPYFLDQFHNKESICEAWKVGLKLKAEEDG-------------SGLITMSEIASKVEQLLNDE---   600
Lu_712B5 QERVLSHPSVGCFLSHCGWNSTLEGLWCGVPFLCWPYFLDQFHNKESICEAWKVGLKLKAEEDGT-----------VGGLITMSEIASKVEQLLNDE---   600
Lu_712B4 QEEVLSHPSVGCFLSHCGWNSTLDGLWSGVPFLCWPYFVGQFHNKESICEAWKVGLKLDVEEDG------------TAGLITMSEIANKIEQLFNDE---   600
Lu_712B3 QEQVLSHQSIACFLSHCGWNSTLDGLWSGVPFLCWPFCFDQFRNKESICEAWKVGLKLEA-EDG-------------TGLITMSEIASKVAELLIDD---   600
Lu_712B2 QAEVLSHPSVACFVSHCGWNSTLDGLWSGVPFLCWPNFTDQFHNTESICKTWKVGMKLKVEGDT--------------GLITMLEIASKVGEMFDDE---   600
Lu_712B6 QEEVLSHRSTACFVSHCGWNSTSDGLWNGVPFLCWPYFSDQFHNREAICEAWKVGLKLKAEDED--------------GLVTRFEICSRVEELICDA---   600
Lu_712B7 QEEVLSHRSTACFLSHCGWNSTLDGLWCGVPFLCWPYFTDQFHNKESICEAWKVGLKLKAEDGN--------------GLVTRFEICSRVEELIGDA---   600
Lu_712D1 QEEVLSHPSIACFVSHCGWNSTLDGLVAGVPFLCWPFCFDQFHNKKYICETWKIGLELKAENGT------------DVGIITNAEIVRKLDELLYDD---   600
Lu_712C1 QEDVLAHPSTSCFLSHCGWNSTIEGVSYGVPFLCWPYFGDQMYNKRYICEVWKVGLGLDHADDES-----------GSKVVTRFEIARKIQRLMCDD---   600
At_83A1 QREVLSSGAIGCFVSHCGWNSTLEGAQNGIPFLCIPYFADQFINKAYICDVWKIGLGLERDARG---------------VVPRLEVKKKIDEIMRDGG--   600
At_82A1 QLEVLRNDSVGCYVTHCGWNSTMEAVASSRRLLCYPVAGDQFVNCKYIVDVWKIGVRLSGFGEK--------------------EVEDGLRKVMEDQD--   600
Lu_82A2 QMEVLMHIAVGCYLTHCGWNSTMEAIQCRKRMLCYPIAGDQFVNCKYVVEKWRVGVRLNGFGRC--------------------DVEEGLRKIMCESDP-   600
Lu_74S3 QLEVLASGAVGCFLTHCGWNSTLEAMSLGVPMVAMPRWTDQTTNAKFISDVWKTGVKAKKDEKK--------------GVVGRDEIERCVKEV-MEE---   600
Lu_74S4 QLEVLTSGAVGCFVTHCGWNSTLEAMSLGVPMVAMPQWNDQTTNAKFIMDVWKIGVKAAGDEH---------------GMVGREVIEKCIREV-MEVE--   600
Lu_74S5 QLEVLASMAVGCFVTHCGWNSVLEAVSLGVPMVAMPQWTDQPTNAKFIRDVWRVGVKVEGD--G--------------GLVRRDEIERCVKEV-MEGE--   600
Lu_74S6 QMEMLASPVMGCFLTHCGWNSTLEAVSLGVPMVVMPQWADQFTNAKFIRDVWKVGVMVGGDDEG--------------GLVRRGEIERCVKEV-MEGE--   600
Lu_74S1 QLQVLASGKVGCFVTHCGWNSTLEALSLGVPMVAMPECGDQLTNAKFIKDVWKTGVRAEADDGKGI----------MWGMIKREVIERCIREV-MEG---   600
Lu_74S2 QLEVLEHEAVGCFVTHCGWNSTLEGLSLGVPMVAMPQWTDQATNAKYIEDVWKMGVRCQKNEE---------------GIVKREMVEKCLRGV-MEGE--   600
Lu_74T1 QLKILANKAIGCFLTHCGWNSTIEALSLGVPMVAMPIWSDQPANASFVEKVWKVGVRVRVSEK--------------NGVVGRDEIERCIREV-MDG---   600
Lu_74T2 QVQILASGAVGCFFTHSGWNSTIEALSLGVPMVAMPQWTDQPPNAMLVERVWKVGIRVTVGE---------------DGIVSGDEVERCVREV-MEGE--   600
Lu_74B3 QLEMLAHRATGCFVTHCGWNSTLEGLSLGVPMVAMPQWTDQVTNAKYIEDVWRVGVRAKEDRN---------------GIAGREEIAKCLKEVMLEGD--   600
At_74C1 QLEVLAHESIGCFVSHCGWNSTLEALCLGVPMVGVPQWTDQPTNAKFIEDVWKIGVRVRTDGE---------------GLSSKEEIARCIVEV-MEGE--   600
Lu_74V1 QLEVLAHKSTGCFVTHCGWNSTIEALSLGVPMVGVPQFADQPTNAKFVEDVWKVGVKVKKSELG---------------IVRKEEIEKKIFEV-MEGE--   600
Lu_74V2 QLEVLAHKSTGCFVTHCGWNSTMEALCLGVPMVGVPQMADQMTNAKFISDVWEVGVRAKRDEEEK--------------IVTGAEVWWCISEL-MEGE--   600
Lu_74U1 QLDVLAHPSVGCFVTHCGWNSTLEALCLGVPMVAIPVWADQPTNAKFVADVWYVGARARADIAKD--------------MMTKEEIGDRIVEV-MEGE--   600
Lu_84G2 QEEVLRHPAVACFVTHCGWNSTMEAISAGKPVVTFPQWGDQVTDAKFLVDVFEVGVRMGRGATTTK-------------MVKREEVERCVVEAT-VGE--   600
Lu_84G3 QEEVLRHPAVACFVTHCGWNSTMEAISAGKPVVTFPQWGDQVTDAKFLVDVFEVGVRMGRGATTTK-------------LVKRDEVERCVVEAT-VGE--   600
Lu_84G1 QEEVLRHPAVACFVTHCGWNSTMEAISGGKPVVTFSQWGDQVLDAKLLVDVFEVGVKLGK---TTK-------------LVKRDVVERCLVEAT-VGE--   600
At_84A4 QEKVLAHPAVACFLSHCGWNSTMEALTSGVPVICFPQWGDQVTNAVYMIDVFKTGLRLSRGASDER-------------IVPREEVAERLLEAT-VGE--   600
Lu_75N1 QVDVLSHEAIGCFVTHCGWNSTLEGMCLGVPLVAFPQFSDQTTNAKLVEDMWKIGVRVVVGQEKRIASDESEEEVTISTVVEGDEIRRCLDLVMGEGQ--   600
Lu_75N2 QVDVLAHEAIGCFVTHCGWNSTLEGMCLGVPLVAFPQFSDQTTNAKLVEDMWKIGVRVVVGREKPVASDESEEEVTISTVVEGDEIRRCLDLVMGEGQ--   600
Lu_75N4 QVEVLSHEAVGCFVTHCGWNSTLESICLGVPLVAFPQFSDQTTNAKLVEDVWKIGVRVVVPNQKPETEEE-----EAAVVVEGDEIRRCLDLVMGEGQ--   600
Lu_75N3 QVEVLPHEAVGCFVTHCGWNSTLESICLGVPLVAFPQFSDQTTNAKMVEAVWKIGVRVVVPDQKPETG-------EVAVVVEGDEIRRCLDLVMGEGQ--   600
At_75C1 QTAVLAHCAVGCFVTHCGWNSTLESLESGVPVVAFPQFADQCTTAKLVEDTWRIGVKVKVGEEG---------------DVDGEEIRRCLEKVMSGGE--   600
Lu_87J1 QLRVLCHGSVGGFWTHCGLNSTLEGVYAGVPMLCWPLWWDQIPNCKAIVDDWRIGWRVQSRNRGAGG----------GELVRREEVAAVVKRFMDAEDEN   600
Lu_87J2 QLRVLCHGSVGGFWTHCGMNSTMEAVYAGVPMMCWPLFIDQFTNCKAIVDDWRIGWRARMMRNGGGGD--------HQELVRREEVAGMVKRFMDAEEES   600
At_87A1 QLRVLCHAAIGGFWTHCGYNSTLEGICSGVPLLTFPVFWDQFLNAKMIVEEWRVGMGIERKKQ-------------MELLIVSDEIKELVKRFMDGESEE   600
Lu_87G1 QMKVLNHCSVGGFLTHCGWNSMLEAIYCGVAMLTFPLIFDQVPNSRRIVEKWKVGWRLKRDVAETEE----------DELVNREEICDTVTRFMDGE--E   600
Lu_87H1 QLKVLSHCSVGGFWSHCGWNSTLESFFSGVPMLTFPLFLDQDSNSKLIVEELGVGW----ELAKGDY----------DENIRAEEIAEIVQKFMNVE--S   600
Lu_86A6 QKEVLAHTAIGGFLTHCGWNSVLESTWCGVSMLCFPLFVDQFTNRKLVMDDWKVGINLV-----------------DRAIVTKEEVLKNVSRLMVGK---   600
Lu_86A7 QKEVLAHEAIGGFLTHCGWNSVLESTWCGVPMLCFPLFVDQFTNQKLVVDDWKVGINLV-----------------DQTIVTKEEVSKNATRLMVGK---   600
Lu_86A8 QKEVLDHEAIGGFLTHCGWNSVLESIWCGVPMICFPLFVDQFTNRKLMVDDWKVGINLV-----------------DRAVVTKEEVSENVNHLMVGK---   600
Lu_86A9 QKEVLAHTAIGGFLTHCGWNSVLESTWCGVPMLCFPLFVDQFTNRKLVVDDWKVGINLIS----------------DRAVVTKEEVAMNANHLMVGK---   600
Lu_86A10 QKEVLSHTAIGGFLTHCGWNSVLESTWCGVPMVCFPLYTDQFTNRKLVVDDWKIGINLI-----------------NHTVVTKEDVAENINHLMDGK---   600
At_86A1 QMEVISNPAVGGFFTHCGWNSILESVWCGLPLLCYPLLTDQFTNRKLVVDDWCIGINLC-----------------EKKTITRDQVSANVKRLMNGE---   600
Lu_76P1 QRHVLAHPAVGGFWTHCGWNSTFESICEGVPMICHPSFGDQKVNARYVSDVWRVGIHLE-------------------GNRDRVGIERAIRMLMVD-A--   600
Lu_76P2 QEEVLAHPSTGAFWTHCGWNSILEGICKGVPMICAPSFGDQLVNARYVSDVWKVGIHLE-------------------GKVERGVIERAVKKLMVDGG--   600
At_76B1 QPEVLAHRATGGFLTHCGWNSTLEGICEAIPMICRPSFGDQRVNARYINDVWKIGLHLE-------------------NKVERLVIENAVRTLMTS-S--   600
Lu_76N2 QKEVLAHYAIGGFWSHCGWNSTMESICEGVPLVCRPNFADQKVTARYVTHVWRVGLQLEG------------------DELEREVVSGSLRRLMIG-E--   600
Lu_76N3 QKEVLSHDAVGGFWSHCGWNSTMESICEGVPLVCRPNFADQKVTARYVTHVWRVGLQLEG------------------DELEREVVSGTLRRLMIG-E--   600
Lu_76N1 QKEVLAHKAVGGFWSHCGWNSVVESISAGVPFICRPSFGDQRVTARYVTHVWKVGLHLE-------------------DELKGDEVVRVVRRLMTE-Q--   600
Lu_76M1 QRKVLGHAAVGGFWTHCGWNSTLEAVADGVPMMCRPWFADQPVIARQVIDGWGVGVEMK-------------------KDMGKEEIEKVIRRLMVD-A--   600
At_85A1 QEKVLSHPAIGGFLTHCGWNSILESLSCGVPMVCWPFFADQQMNCKFCCDEWDVGIEIG-------------------GDVKREEVEAVVRELMDGE---   600
Lu_85A22 QEQVLNHESVAGFLTHNGWNSTLESVSAGVPMICWPFFAEQQTNCWFACNEWGVGMEIN-------------------SDVKRDEVEAQVRELVDGR---   600
Lu_85A25 QEEVLKHPAIGGFLSHMGWNSTLDSLCNGVPMVCWPFFAEQQTNCWFACGVWGIGMEID-------------------SNVKRGEVEELVRELMEGG---   600
Lu_85A26 QDRVLKHPSIGGFLTHCGWNSTLESLTSGVPMICWPFFAEQQTNCWFVCNKWRVGVEID-------------------SDVKRDEIDELVKELIDGV---   600
Lu_85A27 QEKVLKHASIGGFLTHCGWNSTLESLTNGVPMICWPFFAEQHTNCWFVCEKLGVGLEID-------------------NDIKREEIDELVRELMDGE---   600
Lu_85R2 QERVLKHPAIGGFLSHMGWNSTIESLSNGIPMICWPYFGDHPTICFYACREWKVGLEIE-------------------SEVKSEVVEKLVREVMEGE---   600
Lu_85R3 QEQILKHPSVGGFLSHMGWNSTTESLSNGVPMICWPFIADQQTNCFYACREWGVGMEID-------------------LKVKREEVEKLVREVMGGE---   600
Lu_85R4 QEQVLKHPSIGGFLSHMGWNSTLESISNGVPMICWPFFADQQTNCFYACREWGIGIEID-------------------SEVKREEVEKLVREVMGGE---   600
Lu_85R5 QEQVLKHRSVGGFLSHMGWNSTLESILNGVPIVCWPFFADQQTNCFYACREWGIGMEIG-------------------SEVKKGAVEKLVREVMGGE---   600
Lu_85R1 QEQVLQHPSIGGFLSHVGWNSMLESLSNGVPMICWPFFAEQQTNCFYACEEWGVGMETD-------------------SEVKREEVEKLVREAMGGE---   600
Lu_85K6 QQEVLSHPSVGVFLTHCGWNSMMESLSVGVPMICWPVFGDQQTNCRYACSEWRVGVELS-------------------RDVKRNEVTKVIQSVMLEE---   600
Lu_85K7 QQQVLSHPSVAVFLTHCGWNSTMESVSAGVPMICWPFFAEQQTNCRFACNEWEIGIELS-------------------HDVKRNEVADVIHEVMDGQ---   600
Lu_85Q2 QEEVLNHSAVGGFLTHCGWGSIIETVTAGVPVLCWPFFADQPTNCKFSVMDWEIGMEIG-------------------NDVKREEVEGLVRELMSGK---   600
Lu_85Q3 QEEVLNHPAVGGFLTHCGWGSTIETLSAGVPVLCWPFFADQQTNCKFLCKDWGIGMEIE-------------------KDVDKEAVEALVRELMKGK---   600
Lu_85Q1 QEDVLNHPAVGGFLTHCGWGSIIESLTAGVPLLCWPFFGDQPINCRTACTEWGIGMEID-------------------KDVKRNDVEELVRELMNGD---   600
Lu_85S1 QDKVLSHPSVGTFLTHCGWNSMVEGICGGKPMICCGYFAEQPTNCHFATKVWGIGVEID-------------------PDVKRENISGWVKEMMEGE---   600
Lu_709E2 QKEVLDHESIGGFLTHSGWNSTLETIVAGVPMICLPYFADQQVNSRFTSEVWKLGLDMK-------------------DSCERGVVERMVNELMVE----   600
Lu_709E3 QKEVLDHGSIGGFLTHSGWNSTLETIVAGVPMICLPYFADQQVNSRFTSEVWKLGLDMK-------------------DSCKRGVVERMVNELMVE----   600
Lu_709E1 QEEVLNHAAVGGFLTHSGWNSTLESVAAGVPMICWPFFADQLVNSRVVSEVYNLGLDMK-------------------DVCDRKVVERMVNDLMDE----   600
Lu_709D1 QLEVLAHEAVGGFLTHSGWNSTLEAILEGVPMICWPRFSDQQVNSRAVSDIWNVGLDMK-------------------DTCDRWTVEKMVRELMDDSC--   600
At_78D3 QVELLNHEAMGVFVSHGGWNSVLESVSAGVPMICRPIFGDHAINARSVEAVWEIGVTISS------------------GVFTKDGFEESLDRVLVQDD--   600
Lu_78A13 QMEVLGHQAVGVFITHCGWNSVLESIAGGVPMICRPFFGDQIINSQMVEKVWEIGVNLEG------------------GAFTKSGLVSCLDRVLRQEE--   600
At_71B1 QVDVLNSPAIGAFVTHCGWNSILESLWFGVPMAAWPIYAEQQFNAFHMVDELGLAAEVKKEYRRDF-------------LVEEPEIVTA--DEIERG---   600
Lu_71P1 QAAILAHSAVGGFVSHCGWNSILESLWFGVPIATWPIDGEQQLNAFEMVKEWGLGVDIKMEYSKEF-------------GVDEDDVITVSSDEIEKG---   600
Lu_71A24 QTAVLAHKAVGGFVSHCGWNSTLESLWFGVPMATWPLYAEQQINAFLAVKELGIGIEIKMDYR-----------------VESGDVVKA--EEIERG---   600
Lu_71A25 QTAVLAHRAVGGFVSHCGWNSTLESIWFGVPMATWPMYAEQQINAFLVVKELGMGTEIKMDYR-----------------VESGDVVKA--EEIERG---   600
Lu_71Q1 QTMILAHPSTGGFVSHCGWNSTLESTWFGVPVATWPMHAEQQLNAVLLVRELELAEEIRMSYR-----------------KESGEVVKA--EEIEKG---   600
Lu_71Q2 QTMILAHPSTGGFVSHCGWNSVLESMWFGVPVATWPMYAEQQLNAVLLVRELEMAEEIRMSYR-----------------KESGEVIKA--EEIEKG---   600
Lu_71M1 QAEVLEHKAVGGFVSHCGWNSTLESVWNGVPMVAWPLYAEQQSTAVELVRELGVAVELRLDYRLN--------------FDGDHQIVVAG-EEIERA---   600
Lu_71R1 QAAILAHKAIGGFMSHCGWNSILESLWHGVPMLAWPMYAEQQMNAFYMTTELGLAVELRADYRIWK-------------SDEDGEMVVKG-DEIARK---   600
At_88A1 QVPVLNHKAVGGFVTHCGWNSILEAVCAGVPMVAWPLYAEQRFNRVMIVDEIKIAISMNES---------------------ETGFVSST--EVEKR---   600
Lu_88A11 QVAVLNHESVGGFVTHCGWNSVLESVRAGVPMVAWPLYAEQRFNRVLLVEEIRIALPMMESD--------------------ESGFVKAD--EVERR---   600
Lu_88G1 QVQVLNHESVGGFVTHCGWNSVLESLCAGVPMLGWPIYAEQKLNRHFLVQEMGVLLKLTETED-------------------GRGMVSAG--ELEKG---   600
Lu_72N1 QAEILAHESVGAFVSHCGWNSTLESITNGVPMVVWPLYAEQNLNAVLLTEELRVAVRPAVNDDVGG-------------VVKRGEIENLVRKVMEG----   600
Lu_72N2 QTEILAHESVGAFVSHCGWNSTLESITNGVPMVVWPLYAEQNLNAVLLTEELRVAVRPAVNEDVGG-------------VVKRGEIENLVRKVMEG----   600
Lu_72R1 QAEVLCHPSVGWFLSHCGWNSTLESVTNNVPMVVWPMYAEQRMNSTLLAEELKVAARTKTMPWRG--------------VVGREEIGELVKKVMVG----   600
Lu_72R2 QAEVLSHPSVGWFLSHCGWNSTLESVTNGVPMVAWPMYAEQRMNSTLLAEELKVAARTKTLPWRG--------------VVGRDEIAELVKKVMVG----   600
At_72C1 QEEILAHKSTGGFVTHCGWNSVLESIVNGVPMVAWPLYSEQKMNARMVSGELKIALQINVA---DG-------------IVKKEVIAEMVKRVMDE----   600
Lu_72Q1 QAEVLSHPSTGGFLSHCGWNSTLESVSNGVPMIAWPLYAEQRMNATILEEEAGVAVKTCRVVGEDV-------------VVGREEIEKVVRLVMEG----   600
Lu_72B15 QAQILSHNSTGGFLTHCGWNSTLESVANGVPLIVWPLYAEQKMNAVMLTEDIKVALRPKRVGSR---------------VIGREEIGNTVRSLMEG----   600
Lu_72B16 QAQILSHSSTGGFLTHCGWNSTLESVANGVPLIVWPLYAEQKMNAMMLTEDIKVALRPKRMGSR---------------VIGREEIGNVMRSLMEG----   600
Lu_72T1 QMQVLSHLATGGFMSHCGWNSTLESLMNGVPMIAWPLYAEQKMNAVLLEKDFGVALRPIAREDG---------------VIGREEISEVVKELMEGG---   600
Lu_72T2 QMQVLSHVATGGFMSHCGWNSTLESLVNGVPMIAWPLYAEQKMNAVLLEKDFAVALRPIAREDG---------------VIGREEIAEVVKELMEGG---   600
Lu_72S1 QIEVLSHRATGGFLNHCGWNSTMESIVNGVPLIAWPLHGDQKMVAVQLVEFLKIALRPEVKESGKR-------------IIGREEIAKVVSDLMEG----   600
Lu_72M1 QIRILSHGSTGGFMSHCGWNSSLESITNGVPVLAWRNHAEQRMNAVFLAEAAKVALRSDESSGKDG-------------IVGREEIARYVNAVLDG----   600
Lu_72M3 QIRILNHGSTGGFMSHCGWNSSLESITNGVPVLAYPNQAEQRMNAVVWAEDAKVALRIDESIGKDG-------------IVGREEIAGYVTAVLDG----   600
Lu_72M2 QIRILSHGSTGGFMSHCGWNSSLESITNGVPVLAWPQHADQKMNAALLVEDAKVALRVDQSSGEDG-------------IVGREEIARYVKAVLDG----   600
Lu_90A8 QREILVHPSVQGFLSHCGWNSMMEAMSAGVPILAWPMLAEQPLNARMVSEEIKVGIRVESCD------GSVKG------FVRSEGLSKMVKELMEGE---   600
Lu_90A10 QMEILKHPSVQGFVSHCGWNSVLEAISAGVPILAWPMMAEQHLNARMVVEELEVGIRVETSN------GSVRG------FVKWEGLEKTARELMEGE---   600
At_90A1 QWEILSHESVKGFLSHCGWNSAQESICVGVPLLAWPMMAEQPLNAKMVVEEIKVGVRVETED------GSVKG------FVTREELSGKIKELMEGE---   600
Lu_90D1 QMEILGHKSVKGFMSHCGWNSVMESVCAGVPMVAWPMMAEQPLNARMVAEEIKVGIRVEGSG------RNGR-------LVKKGAVEEAVRELMAGE---   600
Lu_97B2 QRRILDHRSVGEFLSHCGWNSILESVSAGMPILAWPMMAEQALNAKLIVEGLGAGLRLEKNK------DDSVN------MFKREAICEGVRELMGGG---   600
Lu_97B3 QRRILDHRSVGGFLSHCGWNSILESVSAGVPILVWPMMAEQALNAKLIVEGLGAGLRLEKSK------DDSVN------MLKRESICEGVRELMSGG---   600
Lu_97B1 QRRILVHRSVGGFLSHCGWNSVLESVSAGVPILAWPMIAEQPLNAKLIVDGLGAGLRMEKLE------VVCGG---EGVVFDRDTICKGVRELMGSE---   600
Lu_73W1 QMVILAHQAVGGFLTHCGWNSTLEGICAGVAMLTWPLFGDQFCNERLVVDVLKIGIGIGANN-TVKWGEEDK----VGVLVKKENVKKGIDEVMS-EG--   600
Lu_73W2 QMVILAHQAVGGFLTHCGWNSTLEGICAGVTMLTWPLFGDQFCNERLIVDVLKIGMGIGANN-TMKWGEEKK----VGVLVKKENVKKGIDELMR-EG--   600
Lu_73W3 QVAILSHSAIGGFLTHCGWNSTLEGICGGVTMLTWPLFAEQFCNERLVVDVLKIGVEIGAKR-KVNWGEEEKN---VGVMVKKEDVVKGIEELMG-GG--   600
Lu_73W4 QVAILSHSAIGGFLTHCGWNSTLEGICAGVTMLTWPLFAEQFCNERLVVDVLKIGVEIGAKR-KVNWGEEEKN---VGAVVKKEDIVKGIEELMG-GG--   600
At_73C1 QMLILTHPAVGGFLTHCGWNSTLEGITSGVPLLTWPLFGDQFCNEKLAVQILKAGVRAGVEE-SMRWGEEEK----IGVLVDKEGVKKAVEELMG-DS--   600
Lu_73X3 QVSILSHDSIGGFLTHCGWNSSLEGISAGIPLITWPLFADQFSNEKLLVEVLGIGVKVGAERPTYHVELGKED---KEVRVRRGDVERAVRLVMEESG--   600
Lu_73X4 QVSILSHSSVGGFLTHCGWNSSLEGISAGIPLVTWPLFGDQFSNEKLIVDVLKIGVRIGAEKPTFWGGK-EET---TEVSVQRADVERAVRLAME-GG--   600
Lu_73X2 QVKILSHPAVGGFLTHCGWNSSLEGISAGVPLVTWPLFGDQFCNEKLLVEVLKTGVRVGAEWPTYYEGE--EV---TGAAVKREQIKRAVRLAMD-DG--   600
Lu_73X1 QVLILSHPAVGGFMTHCGWNSTIEGISAGIPMITWPLFGDQFCNQKLIVEVLGVGVGVGVEKPTMENWK--EV---TTEVVKSVDVAQAVEVTLS-GG--   600
Lu_73T1 QVLILSHPAIGGFLTHCGWNSILEGISAGVTMVTWPLLAEQFYNEKFVVEVLGIGLSLGAEV-GMKWGEEDK----YGVVVKRGTIGEVVGKLLDE-G--   600
Lu_73V1 QVLILSHRSIGGFLTHCGWNSTLEGVAAGVPMATWPQFAEQFYNEKLVVEVLGIGVRVGAEV-VVHLGEEEK----HGVQVRKERIMEAVEELMGG-G--   600
Lu_73S1 QVLILSHASVGGFLTHCGWNSTAEAISCGVPMVTWPLFAEQFLNEKLVVEILSIGVRIGVES-PVRWGNEET----VGVMVTREAVEKAVTAIMNNSG--   600
Lu_73B12 QVLILEHVAIGAIVTHCGWNSTLEAISAGLPMVTWPVMAEQFYNEKLVTHVVKIGVGVGAAQ-----LPLGT-------TIEGVKVERAIKRIMSTDD--   600
Lu_73B13 QVFILEHVSIGAIVTHCGWNSTLEAISAGLPIVTWPVMAEQFYNEKFVTDVVKIGVGVGAAQ-----SPLGA-------TIEGVKVEKAIRRIMLTGD--   600
Lu_73B7 QVLILQHQAIGGFVTHCGWNSTLEGVTAGVPMVTWPVSAEQFLNEKLVTDVVKIGVRVGVEQG----ASYGG-------IVNSDAIEMAVRRLMVED---   600
Lu_73Y1 QVLILEHKAVGGFITHCGWNSTMEGIAAGVPMVTWPVSAEQFYNETFVTDILCVGVGVGVKEW----TMYGG-------GVEGGKVAAAVVKVMSES---   600
Lu_73Z2 QVLILDHLATGGFMTHCGWNSTLEGVAAGVPMVTWPLQAEQFLNEKLVTDVLRVGVGVGSQEW--SRGEWKT-------VVGREDIERAVRQVMVGE---   600
Lu_73Z3 QVLILDHQATGGFMTHCGWNSTLEGVAAGVSMVTWPLQAEQFLNEKLVTDVLRVGVGVGSQEW--SRGEWKT-------VVAKEDIERAVSQVMVGE---   600
Lu_73Z1 QVLILDHQATGGFMTHCGWNSTLEGVVAGVPMVTWPLGAEQFLNGRLVTDVLRVGVGIGPQEW--SRNDREI-------MVGREDIERAVRQVMVGE---   600
Lu_73Z4 QVVILDHEAVGGFMTHCGWNSTMESVAAGVPMVTWPIQAEQFLNEKLVTDVLRIGVGVGAQEW--SRKERRI-------VLGREEIGKAVREVMVGE---   600
Lu_73Z5 QVLILDHEAVGGFMTHCGWNSTMEGVAAGVPMVTWPIQGEQFLNEKLVTDVLRVGVGVGAQEW--SRKERRI-------VLGREDIGKAVREVMVSE---   600
Lu_73U1 QTMILEHASIGGFVTHCGWNSIMEGVCGGVPMVTWPIFAEQFYNEKLVTQVLKLGVSVGNQVWSVWATEESP-------LIKAEKIKSAIDIVMGQG---   600
Lu_89B3 QVMILSHRAVGAFLTHCGWNSVLEGIVAGVPMLAWPMGADQFIDATLLVEELKMAVRVCEGK---------------ESVPDSEVVASKLSELMEED---   600
Lu_89B4 QVMILSHRAVGAFLTHCGWNSVLEGIVAGVAMLAWPMGADQFTDATLLVEELKMAVRVCEGK---------------EAVPDSEVVASQLRELMEED---   600
At_89B1 QVAVLRHRAVGAFLTHCGWNSVVEAVVAGVLMLTWPMRADQYTDASLVVDELKVGVRACEGP---------------DTVPDPDELARVFADSVTGN---   600
Lu_89E1 QVEILRHKAVGAFLTHCGWNSTMEGLTAGVVMLTWPMGADQYSNAQLLVDQLRVGIRVGEDT---------------EVIPDEEELGRVLEEAAREGG--   600
Lu_89E2 QVEILRHKAVGAFLTHCGWNSTMEGLTAGVVMLTWPMGADQYSNAQLLVDQLRVGIRVGEDT---------------EVIPDEKELGRVLEEAVAKGG--   600
Lu_89D4 QVTILGHRAVGGFLSHCGWNSVLEGVAAGVTILGWPMEADQFVNARLLVEDLGVAVRVCEGG---------------DTVPDPVELGNRIAESMSNV---   600
Lu_92A3 QFEILSHKATGGFLSHCGWNSVLESLSCGVPMIGWAMAGEQFFNVKFLEENLGVCVELARGKS---------------CEVKCEEIVEKIEAVMS-----   600
Lu_92A4 QVEILSHKATGGFLSHCGWNSVLESLSCGVPMIGWAMAGEQFFNVKFLEENLGVCVEVARGKS---------------CEVRCEEIVEKIEAVMS-----   600
At_92A1 QVDILSHKATCVFLSHCGWNSILESLSHGVPLLGWPMAAEQFFNSILMEKHIGVSVEVARGKR---------------CEIKCDDIVSKIKLVMEETE--   600
Lu_92G2 QLEILSHESVGGFLSHCGWNSVLESLSQGVPIIGWPLAAEQAFNSKMLVEEMGVAVELARGGV---------------GGLDREDVKRVVEIVMVN----   600
Lu_94H1 QAEILRNERVGGFVSHCGWSSVIEAVVYGVPIVAMPMQLDQPWNANLVE-EIGVGVEVKGNKDGMI------------KRIDGDEMGRVIGEVLGDMEMR   600
Lu_94K1 QSAILAHDSVGGFVSHCGWSSVMESMWYGVPIVAMPMHLDQPLNARLVE-EIGVGVEVT--RDGRS------------GKADRKEVAKVIREVVMGVEGN   600
Si_94D1 QRRILSHPSVGGFLSHCGWSSVMEGVYSGVPIIAVPMHLDQPFNARLVE-AVGFGEEVVRSRQGN---------------LDRGEVARVVKKLVMGKSGE   600
Lu_94G1 QRRILRHESVGGFVSHCGWSSVMEGMKYGVPIVGMPLQNDQSTNASLVE-EAGVGLKVG--------------------EIERGELAKVIEEVVIR--RN   600
Lu_94G2 QRRILRHESVGGFVSHCGWSSVMEGMKYGVPMVAMPLQNDQSTNASLVE-EAGVGLKVG--------------------EIERGELAKVIEEVMIGS-NN   600
Lu_94G3 QRRILRHGSVGGFVSHCGWSSVMEAMKYGVPIIGVPLRMDQPMNARLVE-EIGVGLKVE--------------------KIERGELAKVIEEVVVGERNV   600
Lu_94G4 QRRILRHGNVGGFVSHCGWSSVMEAMKYGVPIVGVPLRTDQPMNARLVE-EIGVGLKVE--------------------KIERGELAKVIEEVVVGERKV   600
Lu_91J1 QVKILGHESVGCLFCHSGWSSVVEALQFGHPLVLLTFYADQGLNAKLLQ-EKGVGYLVPRNDDDG--------------RFRRESVAESLRAVMLAEEEE   600
Lu_91J2 QVKILGHESVGCMFCHSGWSSVVEALQFGRPLVLLTFYADQGLNSKLLQ-EKGLGYLVPRNDDDG--------------RFRRESVAESLRTVMLAEE--   600
Lu_91J3 QVKILTHDSVGGFLTHSGWSSVVESLQFGRPLVLLTFYADQGLNSKLLQ-EKGVGYLVPRDELDG--------------RFTREAVAESVRMVVDEED--   600
At_91A1 QLRTLSHDSIGLVLTHPGWGTIIEAIRFAKPMAMLVFVYDQGLNARVIE-EKKIGYMIPRDETEG--------------FFTKESVANSLRLVMVEEE--   600
Lu_91C2 QVRILSHDSVGGFLTHCGYNSVVEGLAFGRVLILFPVINDQGLNARLLE-GKKLGIEIPREEKDG--------------SFTSDAVAETVKAAVVGES--   600
At_79B1 QPLVLNHPSVGCFVSHCGFGSMWESLMSDCQIVLVPQHGEQILNARLMTEEMEVAVEVEREKKG---------------WFSRQSLENAVKSVMEEGSEI   600
Lu_79B20 QVLILNHPSVGCFVNHCGFGSMWESLMSDSQIVLVPHLGDQVLNTRLLADELKVGLEVERDEQG---------------WVSKEKLSDAIKCVMDQGNEL   600
Lu_79B18 QPQILGHPSVGCFVSHCGFGSMWEALLSDCQILLIPNISEQILCTIFMVKELRLALEVDKDENG---------------WISKEEVCRAVGAVMDEDSDV   600
Lu_79B19 QPQILGHRSVGCFVSHCGFGSMWEALLSDCQILLVPNISEQILCTMFMVKELKVALEVNKDENG---------------WISKEEVCRAVGAVMDEDSEL   600
Lu_79B17 QQRILDHASVGCFVSHCGFGSMWEGLLSKCQLVMAPTLGDQIMGTMLMVNELKVAVEVEKIKSGDR------------WWIAKEKLSEAIRAVMDGDGEV   600
Lu_79A3 QPLILAHGSVGCYLNHAGFSSLIEGLIHDCKLVLLPLKGDQYLNAKLITGDMKAGIEVDRRDEDG--------------YFGRDDVTRAVNTIMAGDADK   600
Lu_79A4 QPLILAHSSVGCYLNHSGFSSLIEGLIHDCQLVLLPLKGDQYLNAKLITGDMKAGIEVDRRDEDG--------------YFGRDDVTRAVNTMMAGDADK   600
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Lu_712B1 ----TIKGNA--------NRLREVARESVN----QGGSSFHSFSSFVNQLCSNDVACE-----------------------   681
Lu_712B5 ----TIKGNA--------NRLKEVARGTVN----QGGSSFHNFLSFVNQLRSTDVVCE-----------------------   681
Lu_712B4 ----IIKSNA--------IMLRGLARATVN----KDGTSFRSFMSFVDNLCS-----------------------------   681
Lu_712B3 ----TIRNNA--------NKLREVAQSSVN----KDGTSFHNFSSFIDNLSS-----------------------------   681
Lu_712B2 ----SIRDNA--------NGLMGMATESVN----EGGSSFCNFQKFINKLCS-----------------------------   681
Lu_712B6 ----TIRENA--------SKLRENARECVS----DGGTSFRNFLSFVEILCS-----------------------------   681
Lu_712B7 ----TMRENA--------SKFREQARECVS----EGGNSFRGFLRFVETLCS-----------------------------   681
Lu_712D1 ----TIKSNS--------MKLREIARDATCGSTTDTGSSFLKFETFVTELCNTLCKCHIDNVQEISKDYKRQLNLNGQDVC   681
Lu_712C1 ----GIKANV--------VRLKEMAVKSLS----PGGSSSTNLHTFIQQLC------------------------------   681
At_83A1 ----EYEERA--------MKVKEIVMKSVA----KDGISCENLNKFVNWIKSQVN--------------------------   681
At_82A1 -----MGERL--------RKLRDRAMGNEAR-----LSSEMNF-TFLKNELN-----------------------------   681
Lu_82A2 -GNGEMSCRL--------DKLCEMSTGKVAN-----LKRMANLNSFVDLVMDKC---------------------------   681
Lu_74S3 --GEETRRNC--------DKFAKLCKDAVG----ECGSSCRSITLFADSLILASRTHP-----------------------   681
Lu_74S4 -KGEEMRRNA--------EKLKKLMKDAVS----ESGTSHRNITEFAA---FCNHRN------------------------   681
Lu_74S5 -KGEEMRRNC--------EKFGELVKDAAS----EGGTSDGNIRRFAGSLIRAVKP-------------------------   681
Lu_74S6 -KGEEMRRNC--------EKFGELVKDAAT----EGGSSDGNIRRFASSLIRAVKF-------------------------   681
Lu_74S1 ---EETRRNA--------DKWGKIIKEAVV----EGGSSDKNTEDFATSLINFAETFQFSC--------------------   681
Lu_74S2 -EGKEMKRNA--------DKWRKMMKEAAG----EGGSSDRNISDFVDSLRNHRI--------------------------   681
Lu_74T1 -TGMAMKKNA--------TKWREAVVKAVG----KGGSSFRNIDDFVAKITTHKKTFETRMLIG-----------------   681
Lu_74T2 -KGKEMRSNC--------EKLKGLACLAIS----EGGSSDKSIDEFVSKLMSYKSH-------------------------   681
Lu_74B3 -RSKEIKEAA--------RKWRRMAVEAVS----EGGDSDKEIDRFVKHLMKGRS--------------------------   681
At_74C1 -RGKEIRKNV--------EKLKVLAREAIS----EGGSSDKKIDEFVALLT------------------------------   681
Lu_74V1 -KANGIRMNA--------EKWKSLAQAAVA----NGGSSDNNIQEFVAQLTNCQLLQSF----------------------   681
Lu_74V2 -RGKGIMGNV--------EKWKNLARAAVA----PGGSSDRNIDEFVAQLKSDNF--------------------------   681
Lu_74U1 -SGDKIRRNA--------KKWSALAKEAIG----DRGSSERNVQEFVTALVHGRLA-------------------------   681
Lu_84G2 -KAEMLRRNA--------ARWKKEAEAAVA----EDGSSTRSLLEFVEEVKKRNGTTS-----------------------   681
Lu_84G3 -KAEVLRRNA--------MRWMKEAEAAVA----EDGSSTRSLLEFVEEVKKRNGATL-----------------------   681
Lu_84G1 -KAEVLRRNA--------TRLKKEAQAAVV----KDGLSTRSIVEFVEEVKKRSFL-------------------------   681
At_84A4 -KAVELRENA--------RRWKEEAESAVA----YGGTSERNFQEFVDKLVDVKTMTNINNVV------------------   681
Lu_75N1 -VREQIRKNA--------NKWKQLAMDALR----EGGSSQSNLQAFVNEVYQ-----------------------------   681
Lu_75N2 -VREQVRRNA--------NKWKQLAMDALR----EGGSSESNLQAFVNEFTGK----------------------------   681
Lu_75N4 -VREQVTTNA--------DKWKQLARDALR----EGGSSHSNIKAFVDQIIGK----------------------------   681
Lu_75N3 -VREQVRTNA--------NKWKQLARDALR----EGGSSHSNIKAFVDQIIGKRL--------------------------   681
At_75C1 -EAEEMRENA--------EKWKAMAVDAAA----EGGPSDLNLKGFVDEDE------------------------------   681
Lu_87J1 DEVREMRKRA--------LGLGEDCRAAVA----VGGTSNLTLDSFVRDISK-----------------------------   681
Lu_87J2 GEVMEMRKRA--------SELREVCRAAVA----IGGSSDLSLDCFLKDICK-----------------------------   681
At_87A1 G--KEMRRRT--------CDLSEICRGAVA----KGGSSDANIDAFIKDITKIV---------------------------   681
Lu_87G1 SEVKEMRKRG--------KELREVCRGAIA----EGGSSDKNLDEFIKEISGAS---------------------------   681
Lu_87H1 EEVGRMRRRA--------REVGDICNGVTK----DGGSSVSNLDAFITGISQAV---------------------------   681
Lu_86A6 -TRDELQEKI--------KVVKKILVDALE----PSGSSEQNLARFVRELKDTILYRNQ----------------------   681
Lu_86A7 -SRDELKERI--------KEVNRILVDALE----PNGSSKQNLVRFIRELKDMIIYRHQ----------------------   681
Lu_86A8 -SRNELKEKI--------NEVKKILVWALE----PSGSSEQNFIRFIGELKDKII--------------------------   681
Lu_86A9 -SRNELKERI--------NGLQKILVDAIK----PSGSSKQNFARFVRELNDTIIQRKESW--------------------   681
Lu_86A10 -SRERIKEKV--------KEVNKILVGAIE----PNGSSERNFTRFVRELEDNITQLSK----------------------   681
At_86A1 -TSSELRNNV--------EKVKRHLKDAVT----TVGSSETNFNLFVSEVRNRIETKLCNVNGLEISPSN-----------   681
Lu_76P1 -EGQEIRQRS--------IALKDKIDDSLKQG----GSSYRSLDSLVSSILSAC---------------------------   681
Lu_76P2 -EGEEIRARV--------GDLKEKMEVCVKIG----GSSYEAVDQLVHHILGFCISGGGEASN------------------   681
At_76B1 -EGEEIRKRI--------MPMKETVEQCLKLG----GSSFRNLENLIAYILSF----------------------------   681
Lu_76N2 -EGDEIRRRA--------EEVRGKVEVETRRG----GSSVKDLDELVNMIRSF----------------------------   681
Lu_76N3 -EGDEIRRRA--------EKVRGEVEVETTKG----GSSVKDLDELVNMIRSF----------------------------   681
Lu_76N1 -EGTEIRKTA--------LELRKAVENSTIKG----GSSFNDLENLFDMIRSF----------------------------   681
Lu_76M1 -DGEGIRKNA--------LELKKKVLGSLAEG----GSGFDGLNQLVEFIGSC----------------------------   681
At_85A1 -KGKKMREKA--------VEWQRLAEKATEHKL---GSSVMNFETVVSKFLLGQKSQD-----------------------   681
Lu_85A22 -KGGEMRKKA--------AEWKRIAAEAVTGGG---GSSFAGLDSLIERVLLSSSRK------------------------   681
Lu_85A25 -KGKEMKLKA--------EEWKKLAAAAAQPG----GSSRRSFDELVELLQGRGGSKLAVEE-------------------   681
Lu_85A26 -KGKEMKETA--------MEWKRLAEEAAQCEI---GHAYLNLESVINNVLLNSV--------------------------   681
Lu_85A27 -KGKEMKRRA--------MEWKKSAEDATLGES---GLAYLNLEDMINNILLHNVKKN-----------------------   681
Lu_85R2 -KGKEMKRKA--------MEWKVKVDEATQPG----GSSFQNFDRFIGVLLQNKNN-------------------------   681
Lu_85R3 -KGKEMKRKA--------MEWKVKAEEATQPG----GSSFQNMERLIEVLLHNEDD-------------------------   681
Lu_85R4 -KGKEMKRKT--------MEWKVKAEEATNSD----GSSFQNLEKLIEILLQK----------------------------   681
Lu_85R5 -KGKEMKRKA--------MEWKLKAEEATQPG----GSSFRNLDKLIEILLQNTTN-------------------------   681
Lu_85R1 -KGKEMKRKA--------MEWRLKAEEATQPG----GPSFRNVERLIQVLLQKK---------------------------   681
Lu_85K6 -NWKMMKQKS--------VEWKTRAKDAVSEQ----GSSFNNFTRFFQDHLQYQS--------------------------   681
Lu_85K7 -KGEMMKRKA--------SEWQLKAREAVGVQ----GSSFTNFTSFLQHHM------------------------------   681
Lu_85Q2 -KGDKMRNKA--------MDWARLARESTGPG----GSSTVGLDRLVNEVLLKKPLVGI----------------------   681
Lu_85Q3 -NGDKMRNKA--------RDWARLAREATESG----GSSTVGFDRVINEVLLKK---------------------------   681
Lu_85Q1 -KGKKMRSKA--------QDWAKLAREATSPG----GSSVLNLDRLVSQVLSPNSK-------------------------   681
Lu_85S1 -DGKRMKNKA--------LEWKKKAEVATDIG----GSAYESFNRVLNVLNSSLE--------------------------   681
Lu_709E2 -RKEEFGRCA--------AKMAELAGMSVSSD----GCSSRNLEDLIEEIRSMRSS-------------------------   681
Lu_709E3 -RKEEFGRCA--------AKMAELARMSVSTG----GCSSRNLEDLIEEIRSMRSS-------------------------   681
Lu_709E1 -RKDEFQSLA--------AKMAALAKGSVSEG----GSSCRNLEVLIQDIRLMSVKGT-----------------------   681
Lu_709D1 -KRDEIVKST--------AEIARLARDSIKEG----GSSYCNLEKLIADVGAMC---------------------------   681
At_78D3 --GKKMKVNA--------KKLEELAQEAVSTK----GSSFENFGGLLDEVVNFG---------------------------   681
Lu_78A13 --GKKVRVNT--------RHLREKAEEATQSK----GSSSADFFKLVELVSKST---------------------------   681
At_71B1 IKCAME-QDSK------MRKRVMEMKDKLHVALVDGGSSNCALKKFVQDVVDNVP--------------------------   681
Lu_71P1 LKGLMEDQGGE------VRERVRKLSDKCREALAEGGSADIALNGFITDAIRS----------------------------   681
Lu_71A24 IRSLMDKDCG-------LKKKVEELRDRIREAFVDGGSSSSSIAQFIQDL-------------------------------   681
Lu_71A25 IRSLMDKDCG-------LKKKVEELRGRIREAFADGGSSSSSIAQFIQDL-------------------------------   681
Lu_71Q1 MMRLMSEESGGE-----RRKKVKEMSEKSRKTIVNGGASYYAISRFVEDVSKNIE--------------------------   681
Lu_71Q2 IMGLMSEESGGE-----RRKKTKEMSEKSRKTVENGGASYHSIGRFVGDD-------------------------------   681
Lu_71M1 VRSVMEEESA-------VRKKVKEMAGKCRAAIVDGGSSFAAIGSFLSGAILNS---------------------------   681
Lu_71R1 IEMVMDKHSE-------VRKKVKEMSELGRRALNEGGSSFDGIDGFMDLVLKNKPMV------------------------   681
At_88A1 VQEIIG-ECP-------VRERTMAMKNAAELALTETGSSHTALTTLLQSWSPK----------------------------   681
Lu_88A11 VKELME-SEGRGEL---VRRQTIKMKNEARSAVAEGGSSRVALSQLVDSWRSK----------------------------   681
Lu_88G1 VVELMSPESEKGKA---VRERVAAMQEGAAAAMSDGGSSRVAISKLVDAFKRE----------------------------   681
Lu_72N1 EEGQCIRERV----------KEVMEDGGSALSRKLNGSSFRALEKVAGECELNHRRVNAKAQGA-----------------   681
Lu_72N2 EEGKGIRERV----------KEVMEDGGSALSRKLNGSSFRALEKVAGECEWNHRRVKAKAQGA-----------------   681
Lu_72R1 EEGVLIREKV----------NEVKCSGEKALK-EGSGSSFKALASVVDKCACRYATKF-----------------------   681
Lu_72R2 EEGVLIREKVNEVKWSGEKVNEVKCSGEKALK-EGSGSSFRALASVVDKCTCRYATKF-----------------------   681
At_72C1 EEGKEMRKNV----------KELKKTAEEALNMTHIPSAYFT---------------------------------------   681
Lu_72Q1 EKGKLLRKKA----------KLLKKS--AALSLNDGGDSCESLAKVVRGWKLM----------------------------   681
Lu_72B15 EEGKKVRYRM----------KELKDAAKKVLSKDGSSS--RALSEVVQKWKDQKV--------------------------   681
Lu_72B16 EEGKKVRYRM----------KELKDAARKVLSKDGSSS--RALSEVVQKWKDQKV--------------------------   681
Lu_72T1 DQGAAVRKRM----------EKLKLAAAEAVGDEGSST--KSLAELVAKWTKGINN-------------------------   681
Lu_72T2 EQGAGVRKRM----------EKLKVAAAEAVGDEGSST--KSLAELVAKWIKGINS-------------------------   681
Lu_72S1 EEGAAVRRRM----------SELRKAA---LNAQVSVD--GSLEQLVLRWRKNPVE-------------------------   681
Lu_72M1 EEGKLLRRKV----------KELKAAANTAIGNDGSST--KSLDEVANLWKIQNP--------------------------   681
Lu_72M3 EEGKLLRRKV----------KELKAAANTAIGNDGSST--KSLDQVANLWKNQNHP-------------------------   681
Lu_72M2 DEAKLLRKKM----------RELKVAANNATGNDGSST--KSLDEVANLWKNQNPY-------------------------   681
Lu_90A8 -KGKEVRKRA-----------KEYGEMARKAMEEGSGSSWRNLDLLLGEIFTAKI--------------------------   681
Lu_90A10 -KGEEAKKKV-----------MEYSTKAMQAMGEKTGSSWRTLDMLIEELCRKRT--------------------------   681
At_90A1 -TGKTARKNV-----------KEYSKMAKAALVEGTGSSWKNLDMILKELCKSRDSNGASE--------------------   681
Lu_90D1 -KGKEVRKNV-----------EAFAEKAIKSMEKGSGSSWRTLDGLVRELWSYKAIAEK----------------------   681
Lu_97B2 -KGRHAKERA-----------QALGRVAHKAVQKG-GSSHEAMSRLVNELRQC----------------------------   681
Lu_97B3 -KGRHARERA-----------QALGRVAHKAVQKG-GSSHEAMSRLVSELRQ-----------------------------   681
Lu_97B1 -KGRRARERA-----------QALGRVAHRAVQRG-GSSDETMSRLISELRQC----------------------------   681
Lu_73W1 EEGDMRRRRV-----------KELSGKSKLALLEGGSSYV-NIERLKQDILEQTSIKLFTRH-------------------   681
Lu_73W2 EEGDMRRKRV-----------KELSEKSKLALLEGGSSYV-NIERLKQDIMEQTSIKSCKKNTVGL---------------   681
Lu_73W3 DERDKRNIRV-----------KELSEMAKLALQDGGSSFM-NIEMLIEDISRYESGF------------------------   681
Lu_73W4 DERYKRKIRV-----------KELSEVAKLALKPGGSSYM-NIEMLIEDISRYEVGF------------------------   681
At_73C1 NDAKERRKRV-----------KELGELAHKAVEEGGSSHS-NITFLLQDIMQLEQPKK-----------------------   681
Lu_73X3 EEGDGRRNRA-----------KELAEMAKRAMESGGSSHR-SVGMLIDDIMKHQEEKEYCKKL------------------   681
Lu_73X4 EEGDGRRKRA-----------EELAGIARTAVERGGSSYK-NVDVLIEDIAKHQEERRNHG--------------------   681
Lu_73X2 EEGGERRKRA-----------NEFGEMARRAVGIGGSSYR-NVGVLIDDVVQWHQERKLEGDLY-----------------   681
Lu_73X1 AEGEERRRKA-----------VEIAKMARHAVKNGGSSYE-DITRLIEEIKTFHVA-------------------------   681
Lu_73T1 EKGRERRKRA-----------RKLSKMAMESVEEGGSSYL-NIGNLINDVV------------------------------   681
Lu_73V1 DESEGRRTKA-----------EKLKGMATAAVADGGSSSK-SVGMLIEDVANFGGEFGV----------------------   681
Lu_73S1 EEGKKRKNRI-----------KKLAEMTNKSMGDTGSSHL-NLTELIADVVKQQGATQHALAKHVPSNRYDELRS------   681
Lu_73B12 EEVAKMRSRA-----------KYLGHMARKAVEEDGSSYC-DLDALIEELR----SNCRA---------------------   681
Lu_73B13 EEVEEMRRRA-----------KNLGEMARKAVEKGGSSYR-DLDALIEELR----LNRKA---------------------   681
Lu_73B7 -EGEEMRRRV-----------KMLGKAAAEAVE-GGSSWN-DLDNLVLELQSLSPMNRCSLL-------------------   681
Lu_73Y1 AAAVEMRRRV-----------AELGKMARRSVEEGGSSFG-NLGELIEEVKRCRIDNF-----------------------   681
Lu_73Z2 -HAEEMRERA-----------MELKEKAVKANEEGGSSYT-DLKSLLEELASVREKKDVDFSSLKL---------------   681
Lu_73Z3 -HAEEMRGRA-----------KELKEKAVKANEEGGSSYT-DLKSLLEELASVRDKKDVDLSSLKL---------------   681
Lu_73Z1 -HAEEMRERA-----------MELKVKAVKGNEEGGSSYS-DLKSLLKELASVRDKKDVDLSSCKL---------------   681
Lu_73Z4 -DVRKMRMRA-----------AELKESAKRADEEGGSSHC-DLKSLLEELSSLKGKIN-----------------------   681
Lu_73Z5 -DDQEMRMRA-----------AELKELARRANEEGGSSYC-DLKSLLEELRSLKDKIN-----------------------   681
Lu_73U1 PQAIEMRKKI-----------QKLAEMAKNAVEIGGSSDC-DLKSLLNDIRDYKKRKHNRPLNGYVDEV------------   681
Lu_89B3 ---REERKLA-----------KELSLAAKEAVSEGGSSVK-DMESLVEQLVQLYSSSD-----------------------   681
Lu_89B4 ---REERKVA-----------KELSLAAKEAVGEGGSSVK-DMESLVEQLVQLNSTSSD----------------------   681
At_89B1 ---QTERIKA-----------VELRKAALDAIQERGSSVN-DLDGFIQHVVSLGLNK------------------------   681
Lu_89E1 --VLSERERA-----------EELRTAARDALVEGGSSFT-DLDEFVEKLNGKD---------------------------   681
Lu_89E2 --MWWKRERA-----------KELRTAARDAVVEGGSSFK-DLDEFVEKINGKTTNSVLHRD-------------------   681
Lu_89D4 ---LGERKGA-----------EELKKKALTAIEEGGSSRI-DLDRLVHQLHKLHSQSQNEIEVQSHN--------------   681
Lu_92A3 --GGEIRRKAL------EVKEMMRNAVSDGGDGGRKGSSLIAVDEFLTAAITSTKATAADV--------------------   681
Lu_92A4 --GGEIRRKAV------EVKEMMRKAVDEG-DGGRKGSSLIAVDEFLTAAMTSTKATAADV--------------------   681
At_92A1 -VGKEIRKKAR------EVKELVRRAMVDG----VKGSSVIGLEEFLDQAMVKKVEN------------------------   681
Lu_92G2 --GEEMKRRAV------VASEELKASVRDDGDGKKKGSSAKAMDGFLADVLLADRRPVAVERVELKHGSEF----------   681
Lu_94H1 N-----------------------RVRELSEKLKGDA--DAEMDCVVDRLRSLVEGV------------------------   681
Lu_94K1 NGVG---------------EKVRRKAREMSEVMKKKG--DLEIDDVVHELLQLCRSTSVNYN-------------------   681
Si_94D1 G--------------------LRRRVEELSEKMREKG--EEEIDSLVEELVTVVRRRERSNLKSENSMKKLNVMDDGE---   681
Lu_94G1 EIK--------------------DKVRGIRDCLLEKG--DSEIDEAIDRLVHLCKTFSV----------------------   681
Lu_94G2 IIK--------------------DKAKEIKHCLLEKG--DRDIDEAIDRLVHLCKTFAE----------------------   681
Lu_94G3 EFR--------------------DKATEIQNCLLEKG--DSDIDEAIERLVHLCSNFSV----------------------   681
Lu_94G4 EFR--------------------DKAKEIKNCLVEKG--DRDIDEAIERLVHLCSEFSEPLIGEEQR--------------   681
Lu_91J1 G-Q----------------SGHRKKAAEMQTLFADTEKHESYVHDFLSNLVQALP--------------------------   681
Lu_91J2 G-Q----------------SGHREKAAEMQTLFADTEKHESYVHDFLSSLVQALD--------------------------   681
Lu_91J3 --G----------------RRHRDKAGEMKELFGHVEKHRSYVGDFLRYLEANKLN-------------------------   681
At_91A1 --G----------------KVYRENVKEMKGVFGDMDRQDRYVDSFLEYLVTNR---------------------------   681
Lu_91C2 --G----------------EGWRRAVKGAKGLFGGREKNGEMVDALVRYLTENKRNG------------------------   681
At_79B1 G------------------EKVRKNHDKWRCVLTDSGFSDGYIDKFEQNLIELVKS-------------------------   681
Lu_79B20 G------------------CSLRKNHSKWRGVVSDPDFMSSYIDKFVQNLHDLVK--------------------------   681
Lu_79B18 G------------------KEVRRNHLKLREVLGDDDLLDKYVDDFVAQLRTLLPCGDEIRHE------------------   681
Lu_79B19 G------------------KEVRRHHLKLREVLGDDHLLDKYVDDFVAQLRTLLPYGDEITRQ------------------   681
Lu_79B17 G------------------GEVRRNHLKFREVLGEKKVHDKYVDDFVVQIHDLLDA-------------------------   681
Lu_79A3 EPL----------------KSIRENQEKWKKFLLDDEAQNKYAKELVAQLKAMKISA------------------------   681
Lu_79A4 EPL----------------KSIRENQEKWKKFLLDNEAQNKYAKELVAQLKAMKNSA------------------------   681
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