
Supplementary Figure 1. Enrichment of RRS sites in different genomic features as compared to random sites. RRS 
sites were mapped with respect to frequencies within genes, exons, introns, in 5-kb windows surrounding transcription start 
sites (TSS ± 5-kb) and chromosomal regions characterized by H3K4me1, H3K4me3 and H3K27me3 histone modifications. 
The values are presented as fold-change as compared to random sample, which has a value of 1 and is marked by a 
horizontal line. The table below the diagram lists the actual values of fold-change compared to random control.  









Supplementary Figure 5. GC-content around RSS sites in the human genome. Average GC-content ± standard deviation in 5-
kb windows centered around (1) RSS in AAVS1, (2) all “GAGC GAGC” sites in the genome, (3) “GAGC GAGC” sites with Rep/SB
+pTneo integration within the 5-kb window, (4) all “GAGC GAGC GAGC GAGC” sites with up to 2 mismatches in the genome, (4) 
“GAGC GAGC GAGC GAGC” sites with up to 2 mismatches and Rep/N57+pTneoDR3 integration within the 5-kb window, and (5) 
random control sites. 
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Primer	
  Name	
  	
   Sequence	
  (5’-­‐3’),	
  caps	
  stand	
  for	
  barcodes	
  	
  

LAM-­‐SB/L-­‐50/Bio	
   Biotin-­‐agttttaatgactccaacttaagtg	
  

LAM-­‐PB-­‐R53-­‐Bio	
   Biotin-­‐agcaatatttcaagaatgcatgcgt	
  

LAM-­‐Tol2-­‐L79-­‐Bio	
   Biotin-­‐tcaagtaaagtaaaaatccccaaaa	
  

LAM-­‐SB/L-­‐20hmr	
   acttaagtgtatgtaaacttccgact	
  

LAM-­‐PB-­‐R35	
   catgcgtcaattttacgcagacta	
  

LAM-­‐Tol2-­‐L-­‐48	
   cttaagtacagtaatcaagtaaaattac	
  

SBIII-­‐AAAA-­‐OVH	
   acactctttccctacacgacgctcttccgatctAAAAgtaaacttccgacttcaactgta	
  

SBIII-­‐CCCA-­‐OVH	
   acactctttccctacacgacgctcttccgatctCCCAgtaaacttccgacttcaactgta	
  

SBIII-­‐GGGA-­‐OVH	
   acactctttccctacacgacgctcttccgatctGGGAgtaaacttccgacttcaactgta	
  

SBIII-­‐TTTA-­‐OVH	
   acactctttccctacacgacgctcttccgatctTTTAgtaaacttccgacttcaactgta	
  

SBIII-­‐GCAG-­‐OVH	
   acactctttccctacacgacgctcttccgatctGCAGgtaaacttccgacttcaactgta	
  

SBIII-­‐TACC-­‐OVH	
   acactctttccctacacgacgctcttccgatctTACCgtaaacttccgacttcaactgta	
  

SBIII-­‐ATGC-­‐OVH	
   acactctttccctacacgacgctcttccgatctATGCgtaaacttccgacttcaactgta	
  

SBIII-­‐CGTC-­‐OVH	
   acactctttccctacacgacgctcttccgatctCGTCgtaaacttccgacttcaactgta	
  

Tol2-­‐III-­‐AAAA-­‐OVH	
   acactctttccctacacgacgctcttccgatctAAAAactcaagtactttacacctctg	
  

Tol2-­‐III-­‐CCCA-­‐OVH	
   acactctttccctacacgacgctcttccgatctCCCAactcaagtactttacacctctg	
  

Tol2-­‐III-­‐GGGA-­‐OVH	
   acactctttccctacacgacgctcttccgatctGGGAactcaagtactttacacctctg	
  

PB-­‐III-­‐AAAA-­‐OVH	
   acactctttccctacacgacgctcttccgatctAAAAcgcagactatctttctagggttaa	
  

PB-­‐III-­‐CCCA-­‐OVH	
   acactctttccctacacgacgctcttccgatctCCCAcgcagactatctttctagggttaa	
  

PB-­‐III-­‐GGGA-­‐OVH	
   acactctttccctacacgacgctcttccgatctGGGAcgcagactatctttctagggttaa	
  

PB-­‐III-­‐TTTA-­‐OVH	
   acactctttccctacacgacgctcttccgatctTTTAcgcagactatctttctagggttaa	
  

Illumina-­‐Primer1	
   aatgatacggcgaccaccgagatctacactctttccctacacgacgctcttccgatct*	
  

Illumina-­‐Primer2	
   caagcagaagacggcatacgagctcttccgatct*	
  

Sonic	
  TA	
  Link	
  (+)	
   gtaatacgactcactatagggctccgcttaagggaccatacgagctcttccgatct	
  

Sonic	
  Link	
  (-­‐)	
  amino	
   gatcggaagagctcgtatg-­‐Amino	
  

Linker-­‐Primer	
   gtaatacgactcactatagggc	
  

Nested-­‐Primer	
   agggctccgcttaagggac	
  

*Oligonucleotide	
  sequences	
  ©	
  2006-­‐2010	
  Illumina,	
  Inc	
  All	
  rights	
  reserved.	
  


