
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S6. Potentiality of next generation sequencing data for assembly of plant mitochondrial genomes. 

Number and size of repeat regions among representative sequenced plant mitochondrial genomes compared 

to the longest read length available for the two most utilized next generation sequencing technologies.  

 

 

 

 

 


