100000 - . - .
= Daucus carota 4938 = |
Nicotiana tabacum (NC 006581) ———
y i Vitis vinifera (FM179380)
10000 | Nl Cucurbita pepo (GQ856148
atl A is thaliana (Y08501) ——
M Vigna radiata (HM367685
1 Silene latifolia (HM562727
Beta vulgaris (BA000009 -
Zea mays (AY506529) -------

Tripsacum dactyloides (DQ984517

Triticum aestivum (AP008982

Oryza sativa (BA000029)

Oryza rufipogon (AP011076

Cycas taitungensis (AP009381

]

p -

1=
|
\

R e

e
—— 1 I 1
“Ct}':‘.j‘.ﬁflil_ﬂ “

10000

|
|

-
|
|

Number of repeats this size or smaller

—a J |
Dt bt B

8

100 |

(150 nt) epeat Size, nt

1

- - 1

(1000 nt)

(5000 nt)

e - —— ]

I

I

|

I

I

: Roche 454 ——
|

] .

i lllumina ~———
1

S— et —

Meta pair reads Shot gun reads

Figure S6. Potentiality of next generation sequencing data for assembly of plant mitochondrial genomes.
Number and size of repeat regions among representative sequenced plant mitochondrial genomes compared
to the longest read length available for the two most utilized next generation sequencing technologies.



