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Nucleotide sequence of rat liver 6-aminolevulinic acid dehydratase cDNA
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The isolation of an immunologically reactive Agtll clone encoding §-
aminolevulinic acid dehydratase (ALAD; EC 4.2.1.24), the second enzyme of the
heme biosynthetic pathway, has been described (1). The original clone, ALAD 1
(73 to 747), was used to rescreen the liver cDNA library from which it was
derived and AIAD 3 (-48 to 412) and ALAD 7 (433 to 1071) were isolated.
Together these three clones span the entire coding region plus 48 and 78
nuclectides of the 5' and 3' untranslated regions, respectively. Both strands

. were sequenced using the chain termination method. When the coding region is
campared to the human AIAD coding region sequence (2), 88% of the amino acids
are shared with 87% nucleotide hamology. The underlined nucleotides show a
perfect match to the Kozak consensus sequence for eukaryotic translation
initiation (3). The lysine at the active site (4) is marked with an asterisk
and the presumptive polyadenylation site is boxed.
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