Supplemental Figure 1

a.  Exon 1/2 junction:
Exon 1
46999-46612 (genomic)

genomic GCCCAGCGGAGCATGTCGGAGGACAGCGACATGGAGAAAGCCATCAAGGTAAGCGGGA
CEEEErrrrrr et et r et et
MK5.1 ATGTCGGAGGACAGCGACATGGAGAAAGCCATCAAG
CEEEErrrrrr et r et et
MK5.2 ATGTCGGAGGACAGCGACATGGAGAAAGCCATCAAG
CEEEErrrrrr et et r et et
MK5.3 ATGTCGGAGGACAGCGACATGGAGAAAGCCATCAAG
CEEEErrrrrr et et r et et
MK5.4 ATGTCGGAGGACAGCGACATGGAGAAAGCCATCAAG
CEEEErrrrrr et et r et et
MK5.5 ATGTCGGAGGACAGCGACATGGAGAAAGCCATCAAG
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b.  Exon 6/7 junction:
Exon 6
37390-37301 (genomic)

genomic /CAGAGACCTCAAGCCTGAAAATCTGCTTTTCAAGGATAACTCTCTGGTGAGAACAA
Crrrrrrrrrrrrrrrrrrrrrrrr ettt rrrrrnd

MK5.1 /CAGAGACCTCAAGCCTGAAAATCTGCTTTTCAAGGATAACTCTCTG
Crrrrrrrrrrrrrrrrrrrrrrrr ettt rrrrrnd

MK5.2 /CAGAGACCTCAAGCCTGAAAATCTGCTTTTCAAGGATAACTCTCTG
Crrrrrrrrrrrrrrrrrrrrrrrr ettt rrrrrnd

MK5.3 /CAGAGACCTCAAGCCTGAAAATCTGCTTTTCAAGGATAACTCTCTG

MK5. 4 [

MK5.5 [

42022-41949 (genomic)

TTTTTAATAGGAGACCTCCATTTTAGAAGAATATA/

FEErrrrrrrrrrrrrrrrrrrrnd
GAGACCTCCATTTTAGAAGAATATA/

FEErrrrrrrrrrrrrrrrrrrrnd
GAGACCTCCATTTTAGAAGAATATA/

FEErrrrrrrrrrrrrrrrrrrrnd
GAGACCTCCATTTTAGAAGAATATA/

35877-35782 (genomic)

TTTCTTTCAGGACGCCCCTGTGAAATTATGTGACT/

FEEEErrrrr et
GACGCCCCTGTGAAATTATGTGACT/
FEEEErrrrr et
GACGCCCCTGTGAAATTATGTGACT/

FEEEErrrrr et
GACGCCCCTGTGAAATTATGTGACT/
FEEEErrrrr et
GACGCCCCTGTGAAATTATGTGACT/

FEEEErrrrr et
GACGCCCCTGTGAAATTATGTGACT/
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Exon 11/12/13 junction:

1

Exon 11

28668-28538 (genomic)

/CTGCTGGGGTGAGTGAGCGCATTTCTTT

R
/CTGCTGGG-—--—-———
R
/CTGCTGGG-—--—-———
LI =11 ===1~=
/CTGCTGGGGAGAGAATGA
R
/CTGCTGGG-—--—-———

R
/CTGCTGGG-—--—-———
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28307-28186

ATTTGTAAAGCACCAAGCC//CAGGCTGGTAAAGGTCATGCCAC

ELELEEEEZZ 0|
CACCAAGCC//CAGGCTGGTAAAG

RERERRRENYZARRERREN
CACCAAGCC//CAGGCTG--—---

ECELEEEEZZ 0
CACCAAGCC//CAGGCTGGTAAAG

IRRERRRERYZ2RRNNRR
CACCAAGCC//CAGGCTG--—---
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Exon 13
27214-27110

TTGCCCACAGGAGAGAATGAA/
FEErrrrrrnd
GAGAGAATGAA/
FEErrrrrrnd
GAGAGAATGAA/
FEErrrrrrnd
GAGAGAATGAA/
FEErrrrrrnd
GAGAGAATGAA/

FEEETErrrrd
GAGAGAATGAA/
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