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Figure S1:Mineralization curves for all of the 
sixteen soil scenarios. The mineralization 
curves of 2,4-D, MCPA, and MCPP are given 
for the individual soils (panel A-P). Error bars 
represent standard errors of the mean for soil 
triplicates



	
  
Figure	
  S2.	
  Quantification	
  of	
  rpoB	
  genes.	
  Error	
  bars	
  represent	
  standard	
  errors	
  of	
  the	
  mean	
  for	
  
soil	
  triplicates.	
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