Supplementary Table and Figures for Johnson & Edlind,

“Mutational Analysis of

Saccharomyces cerevisiae Fks1”’

TABLE S1. Primers used in this study.”

pIK9OF

pJK90R
ScFks1-1TAGF
ScFks1-1204TAGF
ScFks1-300TAGR
ScFks1-445TAGR
ScFks1-475STAGR
ScFks1-531TAGR
ScFks1-561 TAGR
ScFks1-610TAGR
ScFks1-637TAGR
ScFks1-650TAGR
ScFks1-669TAGR
ScFks1-675TAGR
ScFks1-680TAGR
ScFks1-685TAGR
ScFks1-715TAGR
ScFks1-726TAGR
ScFks1-742TAGR
ScFks1-1008TAGR
ScFks1-1294TAGR
ScFks1-1354TAGR
ScFks1-1380TAGR
ScFks1-1410TAGR
ScFks1-1425TAGR
ScFks1-1470TAGR
ScFks1-1493TAGR
ScFks1-1550TAGR
ScFks1-1590TAGR
ScFks1-1630TAGR
ScFks1-1666TAGR
ScFks1-1707TAGR
ScFks1-1738TAGR
ScFks1-1775TAGR
ScFks1-1821TAGR
ScFks1-1876TAGR
ScFks1-1830*TAGR
ScFks1-1840*TAGR
ScFks1-1850*TAGR
ScFks1-1860*TAGR
ScFks1-1870*TAGR
ScFks1-1876*TAGR
ScFks1-301F

5’-TGGCATGTGAGATTCTCCGA-3’

5’-CGTCATATGGATAGGAGCCT-3’
5’-GTGGTTTGTTACGCATGCAAGCTTGATATCGAAATGAACACTGATCAACAACCTT-3’
5’-GTGGTTTGTTACGCATGCAAGCTTGATATCGAAATGACCACTAGAGGTGGTGT-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTTCCAGGGGAGACAACTGG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCCAAGTACGGGTCTCTTTATA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGGTAAAATGTTGGTGAATTATATGC-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTCTACGAGATAGATGTTGAG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTGCAGCAGTGGAGTAGAC-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAAATGCAGCAGTGAATGTTTGA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGGTACGATTCTGAATATTTGGCA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAATTCTAATTGGATCTCTCAAAG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGACAAAGTACCGCACCCCAC-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAATCTTGGGTTGCACTTTACAA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAACCAAACCTAAGACAATCTTG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGGAAGTCGGTAGCGATAACCA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGGATAGAAATACCTAAATAGAAAGA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCAATCTTGTGAAGATATTTCT-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAATTTCCATATCAGTAGTAGCC-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAGCCAATCTCTGCATAGAGAC-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGGGCATAATAGAATGTTAGGAA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCCAATCAACCGCAGGTTGG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTTCAATTAGTTCTTGAACAACA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAGAGTAGATTTGGCCCGCAA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTATATAACGAGCACCACCAATT-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAGCTTGCCAATGTGCGACAG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCTGATGTGGATTGAAAACGAAA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGACCAGCAGCTTTCTCAGATTC-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGAGTCTTGACACCGGTTTGAG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTAAGGGACCAGAGCAGCATG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGGCTCTCCAAAACCCACATGA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGGGCTGTATTGGCATGATCGT-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTGAAAGCTCAATTACCTTGGC-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCAGTTGACAGATTAAAATCACAT-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGGGCTACAGCAGGACCAATAA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTTTTATAGTTGACCAGGTCTTTA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCTATCCAATGTGTTTGTGGATCTTA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCTATAGATTGTGAACAACGCCATC-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCTAGTCATTATTGGTTGTATTTATTGG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCTAACTTTGATAAGTTGACATTTGGG-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGCTACTTTAATGATGGCGTATGAGTA-3’
5’-TGGTCTAGAGGTGTAACCACTTGAGTTCTTAGGTTATTTTATAGTTGACCAGGTCTTTA-3’
5’-AGAGTTCGTCATATCGCCTTA-3’

ScFks1-R319AR  5-CCAAGTAGTCAAGAGCACACTTGTAGATAAAACATAAACATTCAGCAGTGAATGCGACTTGATTAGCTTC-3’
ScFks1-D1102AF 5’-TACATTCAATTAATTGCTGCCAACCAAGATAACTACTTGGAAGAATGTCTGAAGATTAGA-3’
ScFks1-D1102AR 5’ -GTTATCTTGGTTGGCAGCAATTAATTGAATGTATTCACCTCTGTAAAAAATCAAAGCATG-3’
ScFks1-D1197AF 5’-CATTATGGTCATCCGGCTTTCATTAATGCTACGTTTATGACCACTAGAGGTGGTGTTTCC-3’
ScFks1-D1197AR 5’-CGTAGCATTAATGAAAGCCGGATGACCATAATGCAATTTACCACCAATTTGAGATAAAGT-3’

* Underline indicates homology with pJK90 plasmid
* Primer incorporates STOP codon following indicated Fks1 residue



FIG. S1. ClustalW2 alignment of Fks1 sequences from fungi representing all four fungal phyla. TMHMM-predicted
TMH are shown in red; PRO-TMHMM-predicted TMH are underlined. Hotspots 1, 2, and 3 are indicated.
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MNTDQQPYQG———————

————————————————————————————————————————— MSYNDNNNHYYDPN----Q
———————————————————————————————————————— MSGYQQGGGHYNDGYGHQEH
MSYPNPPPPPKG———————

MADTNSKETTVDHHDEDEDFIDCAPNEPS
MGQPAGLNDGF TRYPGSHAGHKPQQACHRTVDRSRLSSNRLSKQLSVQQLQLQLPPDGLS

QTDYTQGPGNGQSQEQDY ———————— DQYGQPLYPSQADG-YYDPNVAAG-—————————
QGGMPPHQGGEGYYQQQY———————— DDMGQ--QPHQQOD——YYDPN——————————————
GDSFYQDEHGQAYYDHDYGDGYYDRSGYYGPDSNHNQQEGGYYDAG——————————————
SASFSSSSSDPFNQTNQLP———————— YDSNAQFPPQHAFAHPSAP——————————————

HDHAALGERNSVKVLNVAGGMLGAGAAPSAQWTSPHPNAIRQHDALRASTKRPIHGDDLT

77777 TEADMYGQQPPNESYDQDYTNGEYYGQPPNMAAQ—--DGENFSDFSSYGP-PGTPG
77777777 AQYQQQOPYDMDGYQDQAN—--YGGQPMNAQGYNADPEAFSDEFSYGGQTPGTPG
———————— QPHDDYYGDHYYDQGNGQQGYDNRGRRRGDSEEDSETFSDFTMRSETARAAD
———————— NPGAGGAGVAPPGQGGQYAPYYDNEPEMGGR-WEGGGMGRETWASESGWSQN
———NVPLHSTYNENAIKDDQQOAKKQONASPFSAKKVGNPYKQTQGNLYAFSANSSTTYHPN
TSRGTALVSSASTVASDEDDDEDDDDDEYDGKARVQQHGPATWSPNNRPTHQRLNQGNLG

YDSYG G
YDQYG TQ
MDYYGRGDERYNSYAD—————————————————————————————————————————— SQ
EPNYP-———-"""""""""
QODTFDVDILASLADGDDG RYAK

FDDFDNVSVMSGRSIISSRVANSARGSYTGPGFMSSLRRLTEGSVEFGAANTASPASVIST

D TASQMSYG-EPNSSGTSTPIYG--—--NYDPNAIAMALPNEPYPAWTADSQ
Yoo TPSQMSYGGDPRSSGASTPIYGGQGQGYDPTQFNMSS-NLPYPAWSADPQ
YGGRGYGYRPPSSQISYG-ANRSSGASTPVYG-—-MDYGNALPAGQRSREPYPAWASDGQ
——————————— PSDYHGGPGYLPSRASTPTFE—————-——GSNAGHRPRDPYPAWTVDAN

YASSADSMLALLANTKYKGSQMLGHNESQSSVGSAHPMTSSIQGYATQEYPYPSWGPEGN
LVDTKVGPEELLDEFSVVDEQREPKGHTRFVSMQEQLLHPESQDSRTSLPLPSRFAPSDP

SPVSIEQIEDIFIDLTNRLGFQRDSMRNMEFDHFMVLLDSRSSRMSPDQALLSLHADYIGG
APIKIEHIEDIFIDLTNKFGFQRDSMRNMEDYFMTLLDSRSSRMSPAQALLSLHADYIGG
VPVSKEEIEDIFLDLVNKFGFQRDSMRNMYDHLMTMLDSRASRMTPNQALLSLHADYIGG
IPLSKEEIEDVLIDLANKFGFQKDSSRNVYDFLMIQLDSRASRMSPNQALLTLHADYIGG
VPISFRELQKIFDNLAKKEGFQKDSVKNMSQHLMAMLDSRASRLIPQVALDSLHADYIGG
RPVTRELIEDMFIDLQRRFGFQADSVRNQLEYMLTLIDSRVARMSLDLAIASLHADIIGG

* . .. .. .k e e kkKk KKk ek e kKK ek . * . ek kKK Kk Kk

DTANYKKWYFAAQLDMDDEIG-FRNMSLGKLSRKARKAKKKNKKAMEEANPE--DTEETL
DNANYRKWYFSSQODLDDSLG-FANMTLGKIGRKARKASKKSKKARKAAEEHGQDVDALA
DNANYRRWYFAAHLDLDDAVG-FANMKLGKADRKTRKARKAAKKAAQONPEN-—-VEETL
EHANYRKWYFAAQLDLDDAIGAVQONPGLNRVRSVARRGGK-TKNPLATAQEK-————————

DNANYKKWYFASQMDIYDQTE———————————————— EEKNVAKDIGDEHEL-———————
ENANYRQWYVSTEFGPHELGPD

e kkk e o kk ..

NKIEGDNSLEAADFRWKAKMNQLSPLERVRHIALYLLCWGEANQVRFTAECLCFIYKCAL
NELEGDYSLEAAEIRWKAKMNSLTPEERVRDLALYLLIWGEANQVRFTPECLCYIYKSAT
EALEGDNSLEAAEYRWKTRMNKMSQHDRVRQLALFLLCWGEANQVRFLPECLCFIFKCAD
7777777 SLESATSRWRTAMNNMSQYDRLRQVALYLLCWGEAAQVRFMPECLCFIFKCAD
———————— LLRHEEKWLLRMRNLSNSEKLODLALYLLLWGEAAPIRYTPEALCFIYKMAS
—————————— VVRSRWRKVMKRLTQADRAMQTALWECIWGEAANIRFMPECLCFLEKLAC

.k * .. .. Kokoe . * ok ok ok k. K kokoe .

ek K

DYLDSPLCQQRQEPMPEGDFLNRVITPIYHFIRNQVYEIV-DGRFVKRERDHNKIVGYDD
DYLNSPLCQQRQEPVPEGDYLNRVITPLYRFIRSQVYEIY-DGRFVKREKDHNKVIGYDD
DYYNSPECONRVEPVEEFTYLNEIITPLYQYCRDQGYEIV-DGKYVRRERDHNQIIGYDD
DYYRSPECONRQEAVPEGLYLRAVIKPLYRFLRDQGYEVV-DGKFLRRERDHDKVIGYDD
DYYRHHSSTEKPD-VPEGTYLDTIIKPLYQFFRDQTYVLK-ENKYVKRERDHDKVIGYDD
DHLTLDKAAPSPIAVLDGAFLDKVITPLYRAYREQGYNLSEDGKLVRQRRDHSDIVGYDD
* . . P P I U P P N . Ca kKR

15
20
12
29
60

51
49
66
50
84
120

103

118
101
141
180

110
106
136
106
163
240

156
156
192
147
223
300

216
216
252
207
283
360

273
275
308
258
319
393

333
335
368
311
371
443

392
394
427
370
429
503
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LNQLFWYPEGIAKIVLEDGTK-—-LIELPLEERYLRLGDVVWDDVFFKTYKETRTWLHLV
VNQLEWYPEGISRIIFEDGTR---LVDIPQEERFLKLGEVEWKNVEFKTYKEIRTWLHEV
MNQLEFWYPEGIERIALEDKTR---LVDIPPAERWTKLKDVVWKKAFFKTYKETRSWEHMI
VNQLEWYPEGISRITLNDNTR-—-LVDIPPAQRFMKFDRIDWNKVFFKTYLEKRSFFHLL
VNQFFWHPTFYDQIIVSETDKNSTLGKLPPHERYNALKDVNWAKTFKKTYKEKRTWMHAS
LNDMFRDWDALAALATKGGQR———LLEMPASERYWMLDQVEYK——LRKTYLEKRTPLHLV

EEEE . . . L IS Kxk Kk k. ok
TNENRIWVMHISIFWMYFAYNSPTFYTHNYQQLVDNQPLAAYKWASCALGGTVASLIQIV
TNENRIWITHGTIYWMYTAYNSPTLYTKHYVQTINQQPLASSRWAACAIGGVLASEFIQIL
TNENRIWVIHLGAFWEEFTAFNAQSLYTDNYQQQVNNKPPGYRIWSAVGEGGALVSEFIQIA

VNENRIWVLHISVEWFEFTAYNAPSIYAPSGSTTATTP———-MAWSMTGLGGFVATLIMIA
VNESRVWVIHIVTEWYYITANAYSLYLDPDKEIANQEVS——-VQISIVALGGMVACLLVLI
TNFSRIWILHLVGLYYMAMGQADFMFPEAMHR ———————— ARHWSLVACGSAIGVVVTMV

LERK kaka ok . . *

ATLCEWSFVPRKWAGAQHLSRREWFLCITFGINLGPITFVFAYDKDT-VYS———-TAAHVV
ATLFEWIFVPREWAGAQHLSRRMLFLVLIFLLNLVPPVYTFQITKLV-IYS—-—--KSAYAV
ATICEWMYVPRRWAGAQHLTKRLMFLILVEVINLAPGVEFVFAYSKSMGISK-—--TIPLIV

ATLAEFSYIPTTWNNTSHLTRRLIFLLIILAITGGPSIYIAFFNQTG——————— HVALIL
GSCAELAYLPFSWSRSKHLIRRVTFLLILMAVNTGPSEFYCLFLDRIS——————— AISKTV
AKWAEYSFLPITVKRTAYLVWCQSVLFAILIANLAPTAFIYWFTGQDLAQRGAGPVAMGV

A HE oo .F

AAVMFEFVAVATIIFFSIMPLGGLEFTSYMKKSTRRYVASQTFTAAFAPLHGLDRWMSYLVW
SIVGFFIAVATLVFFAVMPLGGLFTSYMNKRSRRYTIASQTEFTANYIKLKGLDMWMSYLLW
GIVHFEFVALATFVFEFSVMPLGGLFGSYLKKHGRQYVASQTFTASFPRLHGNDMWMSYGLW
GIVQFFCSVVATIAFATLPSGRMFGDRVAGKSRKYLANQTFTASYPALGFYPRVASELLW
SVIQLLISVGTTLFLAIVPPARLFE-RKSKHTREDLANEVEFTANFPPLKRIDRIMSVCLW
TAAHLVLSVVTSCYLLFVPPAQLFR RPWLLTRQDLVETGFIAHFVPLTPWDHALSLGTW

.k .k * * k. * * *

hotspot 1
VIVFAAKYSESYYFLVLSLRDPIRILSTTAMR-CTGEYWWGAVLCKVQPKIVLGLVIATD

FLVFLAKLVESYFFLTLSLRDPIRNLSTMTMR-CVGEVWYKDIVCRNQAKIVLGLMYLVD
VCVEFGAKLAESYFFLTLSFKDPIRILSPMQIHQCAGVKYIGNVLCHKQPQILLGLMEEFMD
FLVEGCKFTESYFFLTLSEFRDPMKVMNGMKVQ-NCHDKYFGNGLCTNQPAFALAVMEVMD
LCVFTCKLLESYFFLALSFKDPLKVISKMNVT-NCNDKIIGTMLCDQMPRITIVIMLLMD
GTILFIKFIGGYFYLVRPFSGVLESWWEAAGKCPVDEIMCGPVTYGG————— MALLVALQ

* K. ook

_hotspot 3_
FILFFLDTYLWYIIVNTIFSVGKSFYLGISILTPWRNIFTRLPKRIYSKILATTDMEIKY

LLLFFLDTYMWYIICNCIFSIGRSFYLGISILTPWRNIFTRLPKRIYSKILATTEMEIKY
LTLFFLDSYLWYIICNTVESVARSFYLGVSIWSPWRNIFSRLPKRIYSKVLATTDMEIKY
LTLFFLDTFLWYVIWNTVESIARSFAIGMSIWTPWKDIFARLPKRIYAKILATDDMEVKY
LVLYFLDTYLWYIIWNTAFSVARSEFYLGISIWTPWRNIFCRLPKRIFVKLLATTDIQVNY
TVLYFLDTYLWYMVVLALVSVGLNMVDGISALSMWRETFYKLPNRIVSKLIAVDG-GVPL

* . *** . ** . * . * . * e Ke s KX ** ** K. ook

KPKVLISQVWNAIIISMYREHLLAIDHVQKLLYHQVPSEIEGKRTLRAPTFFVSQDDNNE
KPKVLISQIWNAIVISMYREHLLAIDHVQKLLYHQVPSEIEGKRTLRAPTFEFVSQDDNNE
KPKVLISQVWNAITISMYREHLLAIDHVQKLLYHQVPSEQEGKRTLRAPTFFVSQEDQSFEF
KPKVLVSQVWNAVIISMYREHLLSIEHVQKLLYHQIQSDQPGKRTLRAPAFFISQSEKGS
KPKVLCSQIWNAIVLTMYREHLITADHAQRMIYQQEINTMDGQRNLRSPTFFVSQEDTSE
RMKQASSEIWNSIVLAMYKEHLLPAESLPKMLYQIHPN— AADQDCVIEPRFFLAHEDSKS

* Koeekhk o o oo Kok ek k Kk . . e e k. * kok .

ETEFFPRDSEAERRISFFAQSLSTPIPEPLPVDNMPTFTVLTPHYAERILLSLREIIRED
ETEFFPRNSEAERRISFFAQSLATPMPEPLPVDNMPTFTVFTPHYSEKILLSLREIIRED
KTEFFPPGSEAERRISFFAQSLSTPMPEPLPVDNMPTFTVLIPHYSEKILLSLREIIRED
KAEFFPKGSEAERRICFFAQSLTTSIPAPIPVDAMPTFTVLVPHYSEKILLSLREIIREE

KTEYFPQGGEAERRIHFFAQSLTTPMPAPHPVQCMPLFTVLTPHYGEKILLSLREIIREE
KGEFFPTDSEVERRLSYFSQSLCMNVPEPTPVARMPTFSVLIPHYSEKILLSLEDCTERE

. * * x * *** * *** * * kK KK K. * * Kk * *****

DQFSRVTLLEYLKQLHPVEWECFVKDTKILAE
DQFSRVTLLEYLKQLHPVEWDCFVKDTKILAE-———————————————————————————
EPYSRVILLEYLKQLHPHEWDCEFVKDTKILAD-———————————————————————————
DONTRVTLLEYLKQLHPVEWDNEFVRDTKILAE
DNSTRVTILLEYLKQLHPNEWDNEFVKDTKILASGDEKSIGT
DKSSRITLLEYLKTLYPDEWDNFVAESKIMEHEQALSDSLGDSLPIPGGAGEFDGHGSDRM

. ek ekkkhkkhkkhkkhk Kok Khkhko Kk oo kko

449
451
484
427
489
558

509
511
544
483
547
610

565
567
601
536
600
670

625
627
661
596
659
729

684
686
721
655
718
784

744
746
781
715
778
843

804
806
841
775
838
902

864
866
901
835
898
962

896
898
933
867
938
1022
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ETAAYE-GNENEAEKEDALKSQIDDLPF
ETAAYENGDDSEKLSEDGLKSKIDDLPF
———————————————————————————————— ETSQFN--GEPEKSEKDVAKSKIDDLPF
———————————————————————————————— ESDAFN-GGNPFASDEKEEAKKADDIPF
SSTLNEPTHDSDPDNRTKKLPKNDDLPF
STASSPSMRPHGGLPRASWCPQQEKAAVHDNGTGEQNDDLLAEDDDEDEEARETAEEKME

*

YCIGFKSAAPEYTLRTRIWASLRSQTLYRTISGFMNYSRAIKLLYRVENPEIVOMFGGNA
YCIGFKSAAPEYTLRTRIWASLRSQTLYRTVSGFMNYARAIKLLYRVENPELVQYFGGDP
YCIGFKSAAPEYTLRTRIWSSLRSQTLYRTVSGFMNYSRAIKLLYRVENPEVVQMEGGNS
YTIGFKSAAPEYTLRTRIWASLRAQTLYRTVSGFMNYSKAIKLLYRVENPEVVQLEGGNT
YCIGFKTSKPEYTLRTRIWASLRAQTLYRTVSGFMNYKKAIKLLYRVENPDNIRVYQDDK
RAVGYTNPSPSEVLRTRIWTSLRSQTLYRTVSGEFMNYNKAIQIRHRAENLHYLFQGVCSE

o k. K o AKKKAAK e AAK e AAKAKAAK e AKAKAKAAKX o AKXk o o ek kK

EGLERELEKMARRKFKFLVSMQRLAKFKPHELENAEFLLRAYPDLQIAYLDEEPPLTEGE
EGLELALERMARRKFRFLVSMQRLSKFKDDEMENAEFLLRAYPDLQIAYLDEEPALNEDE
EKLERELERMARRKFKIVVSMQRYAKFNKEERENTEFLLRAYPDLQIAYLDEEPPVNEGE
DQLERELERMARRKFKFVVSMQORY SKENKEEHENAEFLLRAYPDLQIAYLDEEPPRKDGG
DRLENELDVLTRSKFKFIVAMQRYAKFNKAENEDAEFLFKAFPDLQVAYIDEEPSAEEGG
EEIEDEADYVSSRKFRLVVAMOQRYQHFDKNDLESVELLFSVFADLAVSYIEEVPSAVEGE
HEEA HE S R T S R HER A T I R I RO

EPRIYSALIDGHCEILDNGRRRPKFRVQLSGNPILGDGKSDNQNHALIFYRGEYIQLIDA
EPRVYSALIDGHCEMLENGRRRPKFRVQLSGNPILGDGKSDNQNHAVIFHRGEYIQLIDA
EPRLYSALIDGHCELLENGMRKPKFRIQLSGNPILGDGKSDNQNHSIIFYRGEYIQVIDA
ESRIFSALIDGHSEIMPNGRRRPKFRIELPGNPILGDGKSDNQNHAIVEYRGEYLQLIDA
EVIYYSALIDGHAPIMENGKRKPYFRVRLPGNPILGDGKSDNQNHATIIFYRGEFLQLVDA
PPTYYSCLIDGWCNMTASGARQPRFRIRLPGNPILGDGKGDNQNSAIVFTRGEVLQLIDA

ek Kk ok kK . * kK ek kke Kk KAAKKAKAKAKAKAKX KAk Kk oo ek KAk oKk o kK

NODNYLEECLKIRSVLAEFEELNVEQVNPYAPGLRYEEQTTN-HPVAIVGAREYIFSENS
NODNYLEECLKIRSVLAEFEEMNVEHVNPYAPNLKSEDNNTKKDPVAFLGAREYIFSENS
NODNYLEECLKIRSVLAEFEELTTDNVSPYTPGIP————-STNTNPVAILGAREYIFSENI
NODNYLEECLKIRNVLGEFEEFKVSTQSPYAAQGH---ADFAKFPVAILGAREYIFSENI
NODNYLEECLKIRNVLGEFEVLEPIQESPYSPSYQ-—-—--KSNSSPVAIVGAREYIFSENI
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FIG. S2. TMH predictions for fungal Fks1 sequences generated using TMHMM.
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Candida albicans Fks1/Gsc1:
TMHMM posterior probabilities for Sequence
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Aspergillus fumigatus Fks1:

TMHMM posterior probabilities for Sequence
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Cryptococcus neoformans var. grubii Fks1:

TMHMM posterior probabiliies for Sequence
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Rhizopus oryzae Fks1:

TMHMM posterior probabilities for Sequence
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Allomyces macrogynus Fks1:

TMHMM posterior probabilities for Sequence
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