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FIG. S1. (A) Isolated lytic plaques d. bacteriovorus HD100 growing orP. putida as
prey. (B) Alignment of the amino acid sequencestltg extracellular mcl-PHA
depolymerases fronB. bacteriovorus HD100 (Phags) and P. fluorescens GK13
(PhaZki13). Predicted processing site (between amino acidista2 21 of Phagy

preprotein) is marked by vertical arrow. The lipasasensus sequence is boxed.

FIG. S2. Production of Phag in E. coli. (A) SDS-PAGE analysis of the soluble crude
extract fraction ok. coli strains grown in LB medium: lane DH10B (plZ1016); lane
2, DH10B (plzBd1l). (B) SDS-PAGE analysis of the centrated culture supernatants
of E. coli strains grown in minimal medium: laneiH10B (plZ1016); lane 2, DH10B
(plZBdl); lane 3K1041 (plZ1016); lane 4, K1041 (plZBd1l). Black asran panels (A)

and (B) shows the position of PhaZ

FIG. S3. Semi-purification of native Phad produced byP. putida AQ (plZBd1). (A)
SDS-PAGE analysis d?. putida AQ: line 1, AQ (plZ1016) culture supernatant; lane 2,
AQ (plZBdl1) culture supernatant; lane Sandard markers; lane 4, semi-purified
Phazq (22 pg/ml) (B) Enzyme activity measured in mcl-Pldgar plates of 20 pl of
the recovered fractions obtained after octyl-sepdmmpurification. (C) Assay of semi-
purified Phazgy activity in native polyacrylamide gels layered @nhcl-PHA agar
plates: lane 1, 0.5 pg of semi-purified Ppadane 2, 0.1 pg of semi-purified PhaZ
Depolymerase activity was detected after 2 h of@ilbation at 37°C. Black arrows in

panels (A) and (C) shows the position of the RaZ

FIG. $4. Identification by HPLC-MS of the mcl-PHA hydrolygmsoducts catalyzed by

the B. bacteriovorus HD100 depolymerase at 1 h of enzymatic hydroly@&3.HPLC
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analysis of reaction products. (B) MS analysis @aks depicted in the HPLC
chromatogram. The analysis revealed the existehfigeochromatographic peaks (A)
with retention times of 11.0 mirpgak 1), 15.7 min peak 2), 16.6 min peak 3), 17.3
min (peak 4) and 17.8 mingeak 5). The ESI(-) analysis qfeak 1 (B) showed a main
single charged negative ion corresponding to théeootar mass of the deprotonated
HO monomer 1Yz 159). The analysis gfeak 2 provided two single charged negative
ions that matched the molecular masses of the tteyated HX-HO diestem{/z 273)
and of the dimer adduct of HX-HO diesten% 547). The analysis gdeak 3 provided
two single charged negative ions that matched tbkecualar masses of the deprotonated
HO diester vz 301) and of the dimer adduct of HO dieste¥z(603). Thepeak 4
showed two single charged negative ions correspgnidi the molecular masses of the
deprotonated HO-HX-HO triestem(z 415) and of the dimer adduct of HO-HX-HO
triester (Wz 830). Finally, thepeak 5 showed two single charged negative ions
corresponding to the molecular masses of the depated HO triestem{z 443) and of

the dimer adduct of HO triestanfz 836).
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