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... 3" end of PlKa -—>
M1 T QG I Y S *
AATGATAACGCAAGGAATTTATAGTTAGAGTTTGCTATTTAATATCAAATTATAAATACGAGAAAGCACATGCAAAAAAAATTGATGCATTTTTTAACAC

MTLa2 gene -->
M P Y TFNFPKSQS S FKY S 1 K
GTTCTCTCTTTTTGATTAGTTTTTAAGACAAATACCCAATAATATGCCATATACCTTTAATTTTCCAAAGCTGCAGTCAAGTTTCAAATATTCTATTAAA

S LTNSRSFPMISI1TYVTPQST®PIKT FINNA QS SI DI KMMTV
AGTCTTACTAATTCTCGGTCATTCCCAATGATATCCATCTATGTTACACCACAATCAACACCTAAGTTTATCAATAATCAGTCCATTGATAAAATGACAG

L SSFRSRNSFI I ARSI LSIKILLRIKNIEKADTFZKIKVSK
TATTGAGTTCTTTCAGATCAAGAAACAGTTTCATTATTGCTAGAAGCATACTTTCCAAGCTATTAAGAAAAAATAAAGCTGATTTCAAGAAAGTGTCCAA

S Vs L intron L WGSVDNSF KN
GAGTGTATCTTTAgtatgtataataaaattgattgaaatctttgacagagtactaacataatatacagCTTTGGGGTTCGGTTGACAATTCTTTCAAAAA

Y FEYLSI1LES SO QWHUDI KI KSSNILNPI SSTRTTSETLN
CTATTTCGAATACTTATCTATTTTAGAGTCGCAATGGCACGATAAAAAAAGCTCAAACCTCAATCCAATATCTTCTACTAGGACTACTAGTGAGCTCAAC

Y I ELCS S 1T YN QSRIKHPRSVQGNIKAIKTFRLYKNVSK
TATATCGAACTTTGTTCAAGTATTTACAATCAATCAAGAAAACATCCAAGATCTGTACAGGGTAACAAAGCAAAATTCAGATTATACAAAAACGTTTCAA

K S NRKWPRWRLIKNGF KV SRSTINZ CSYG I YTETDVFNQQ
AAAAGCTGAATAGGAAACCACGGAGATTAAAAAATGGTTTTAAGGTAAGTCGAAGCACTATAAACTGCAGTTATGGCATCTATACTGAGGACGTTTTTCA

*

ATAGTTTTTTTCTGCGTATTGTGATAAATAACTTTTTTTCCCTCTAAAAATATTGATTAGAGGCACAAAATAAAAATCACCTTCAACCTCCTCGTTTTTT

5" end of MTLal -->
M NS E 1T ESSLTULLIKSVEZ KLVQATSVYKNETDN
CCAAAGCAATGAACTCAGAAATAGAAAGTAGCTTAACACTTTTAAAAAGTGTAGAGAAACTAGTTCAAGCAACATCAGTATATAAGAATGAAGACAACGA
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C.albicans_HMG
S.kluyveri HMG
K.lac MATa2 HMG
Y.lip MATA2 HMG
Cons

C.albicans_HMG
S.kluyveri HMG
K.lac MATa2 HMG
Y.lip MATA2 HMG
Cons

C.albicans_HMG
S.kluyveri HMG
K.lac MATa2 HMG
Y.lip MATA2 HMG
Cons

C.albicans_HMG
S.kluyveri HMG
K.lac MATa2 HMG
Y.lip MATA2 HMG
Cons

C.albicans_HMG
S.kluyveri HMG
K.lac MATa2 HMG
Y.lip MATA2 HMG
Cons

C.albicans_ HMG
S.kluyveri HMG
K.lac_MATa2 HMG
Y.lip MATA2 HMG
Cons
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S.kluyveri HMG
K.lac MATa2 HMG
Y.lip MATA2 HMG
Cons

C.albicans_HMG
S.kluyveri HMG
K.lac MATa2 HMG
Y.lip MATA2 HMG
Cons




