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Figure legends

Fig S1. Checkerboard assays for Saccharomyces cerevisiae strains overexpressing S. cerevisiae
Pdr5p and heterologous proteins from Candida albicans (Ca) or C. glabrata (Cg). A, AD/PDRS; B,
AD/CaCDR2; C, AD/CgCDRI1; D, AD/CgCDR2; E, AD/CaMDRI1; F, AD/CaERGII.

Checkerboard assays were carried out as described in Experimental Procedures.

Fig S2. Checkerboard assays for isogenic Candida albicans strains. A, CAl4; B. MML33
(homozygous CDRI deletant). Checkerboard assays were carried out as described in Experimental

Procedures.

Fig S3. TRITC-labeled RC21, RC22 and RCC3 are excluded from yeast. Yeast strains (AD/pABC3
or AD/CDR1-EGFP) were grown in CSM medium at pH 6.8 to mid-log phase (ODgoonm = 1),
washed by centrifugation and then incubated in 10 uM TRITC-labeled RC21, RC22 or RC23 in

fresh CSM medium for 5 minutes at room temperature and viewed by confocal microscopy.

Fig S4. RC21 does not appear to affect the folding or localization of CaCdr1p-EGFP chimeras. An
overnight culture of AD/CDRI1-EGFP cells was grown in fresh CSM medium at pH 6.8 from 0.1
ODgoonm for 6 h in the presence or absence of 2.5 uM RC21v3. The cells were grown to the same

density in this time (~1.0 ODgponm) and viewed by confocal microscopy as a series of z-sections.

Fig SS5. Inhibition of wild type and RC21 chemosensitization suppressor mutant CaCdrlp by
RC21v3. Plasma membranes were prepared and CaCdrlp ATPase activity determined at pH 7.5
without ATP protection as described in Experimental Procedures. The RC21 chemosensitization

suppressor mutants are affected by the mutations described in Table S1.
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Fig S2
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Fig S4
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Table S1

ICsp of RC21v3 for Cdrlp-ATPase activity in plasma membrane fractions
prepared from RC21 chemosensitization suppressor mutants

ICso of RC21v3 (uM)

Strain ~ Amino acid change  Assay 1 Assay 2 Average
CDR1B Wild type 1.1 1.1 1.1 (100)
Cl QI1226K 8.9 9.7 9.3 (68)

El V674F 6.2 5.5 5.9097)

R1 Q714K 4.9 4.3 4.6 (99)

R2 Q1445K 3.0 4.2 3.6 (99)

ATPase inhibition assays were performed in duplicate at pH 7.5 without ATP protection in two
separate experiments of which Fig S5 is a representative example. The mean % inhibition of

CaCdrlp by RC21v3 at 40 uM is given in brackets.



