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Fig. S3. HNF1 interacts with CFTR regulatory elements but its depletion does not
impact CFTR expression levels in vivo. (A) Immunoprecipitation of Caco2 chromatin

with HNF1-specific antibody or normal rabbit IgG. HNF1 enrichment was detected and
calculated as in Fig. 4. (B-D) CacoZ2 cells were reverse transfected for 48h with negative
control siRNA (NC), siRNA targeting HNF1q, or in the absence of siRNA (mock). (B) Western
blot of whole cell lysate for total HNF1 or B-tubulin control. (C) HNF1 protein levels were
quantified from three independent experiments; results were normalizedto 3-tubulin, and are
shown relative to the NC sample. (D) CFTR mRNA levels measured by Tagman qRT-PCR
from total RNA. Results were normalized to 18s rRNA levels, and are shown relative to the
NC sample. Error bars represent SEM; n=9; *** denotes P<0.001 and N.S. denotes not
significant, using an unpaired t-test.



