Allele 1 -840 TGCGCAATTATTTAGGTTGCGCCAAAAAAAAAACACATTTCCAATTTGTAAGCAAAGTGA

PELELEELL Rt it el
Allele 2 TGCGCAATTCTTTAGGTTGCGCCAAAAAAA--CCATATTTCCAATTTGTAAGCAAAGTGA

Allele 1 -780 AGTGTTTATATATCCCCGTGTAATCTCTTATACGGTGATAATAATGACTCATCACACGAA

FEELRRRT R e e el Peeee e e it 1l
Allele 2 AGTGTTTATATATCCCCGTGTAATCTTTTATACGGTGATAATGATGACTCATCACACCAA

Allele 1 -720 CAAAAACAACCCAATAAAACTTATATACTGAAGAAATAAATTGTTTAATAGTGTTGTAAC

FEEEEEEEE R e e e e e e e e ey e e
Allele 2 CAAAAACAACCCAATAAAACTTATATACTGAAGAAATAAGTTGTTTAATAGTGTTGTAAC

Allele 1 -660 CACAGTTTTTACAACCTTCAAGTAACCTTGCAATCCTGTCCCACTATGCCAAATAAAAGA

PR TR e e e e e e e e e e et
Allele 2 CACAGTTCTTACAACCTTCAAGTAACCTTGCAATCCTGTCCCACTATGCCAAATAAAAGA

Allele 1 -600 AAAAAGCATCTAGAAAAAAAGGCGGATTTACTCCTTATACAACTCTACTGGTAACTATTG

FEEERRRE R e e e e e e ey A e el
Allele 2 AAAAAGCATCTAGAAAAAAAGGCGGATTTACTCCTGATACAACTCTACTGGTAACTATTG

Allele 1 -540 GCGAAAGATTAGTAAATAAAGTTGCTATTTTTGTTACATCAATTTTCATTTTAGGAAATT

IEEEEERE e e e e e e e e e el
Allele 2 GCGAAAGATTAGTAAATAAAGTTGCTATTTTTGTTACATCAATTTTCATTTTAGGAAATT

Allele 1 -480 TACCGAGTTTTTAGCTCGTTTAGTTGTTCCCAATCGCATCAATCTTATAAATCAAAATAG

PELELRRRRER R e e et P e et
Allele 2 TACCGAGTTTTTAGCTCGTTTAGTTGTTCCCATTCGCATCAATCTTATAAATCAAAATAG

Allele 1 -420 TTTACTCAACAGCCTGTCGCCATCGCCGTTTTTCCTTGCCGTGGCATTTTTCCGTGGCTA
EEEERREERE et e e e e e e el

Allele 2 TTTACTCAACAGCCCGTCGCCATCGCCGTTTTTCCTTGCCGTGGCATTTTTCCGTGGCTA
Asel

Allele 1 -360 CTTTTTAAGGTTTTGTTTITGTGTTTTTGTACAACAATTATGGGTGTTGCTACCAATTAAT

PERERRRRR e 0 veeene e e e e v e e ener il

Allele 2 CTTTTTAAGGTTTTGTTATCTGTTTTTGTACAACAATTATGGGTGTTGCTACCAGTTAAT

Allele 1 -300 CACAACGGTAAAATCCTAATTGGGAAAAATACCGAGAATGACACAACCTAAGATTTTGCA

IEEEELRE e e e e e e e e e e e e il
Allele 2 CACAACGGTAAAATCCTAATTGGGAAAAATACCGAGAATGACACAACCTAAGATTTTGCA

Allele 1 -240 CTCGGAAATTATATTATTCTTCATCGCTTATTTTCTATAAACTTCTATCGCGAAATGAAT

IELELEEE e e e e e e e el
Allele 2 CTCGGAAATTATATTATTCTTCATCGCTTATTTTCTATAAACTTCTATCGCGAAATGAAT

Allele 1 -180 AATATCCTTATGATTATTAATAGCAAGAATCAGACACCAAACACTGTTTTGGAAACATAT

FEEERLERRERe et 1 ek teenier of Pepneernl
Allele 2 AATATCCTTATGATTATTAATAGCAAAATTCAAACACCAAGCAATGTTTTGGAAACATAT

Allele 1 -120 TTAAGGGATGGGATATCCTTTTCAGTTTCCAACAATTCTACTTTTTTTTATTCCGTAACA

EEEERE LR e e e e e e e e e e eneen i
Allele 2 TTAAGGGATGGGATATCCTTTTCAGTTTCCAACAATTCTACTTTTTTTTATTCCTTAACA

Allele 1 -60 ATCATATTATAATTTTACATTGCCCCAATAGCAATACATCTACTTACATAGGGATCC

IEEELERREREERn e il
Allele 2 ATCATATTATAATTTTATATTGCCCCAATAGCAATACATCTACTTACATAGGGATCC

FIG. S1. Comparison of the cloned MDR1 promoter alleles of strain SC5314. The nucleotides at positions -343, -306, -154,
-152, and -137, which define A- and G-type MDR1 promoters, are shown in bold and underlined. Allele 1 corresponds to
an A-type promoter (the Asel site is highlighted in red) and allele 2 corresponds to a G-type promoter. No further
polymorphisms were detected in the remainder of the cloned 1.1 kb MDR1 promoter region, which is not shown in the
figure. The sequence that was derived from the primer that was used for amplification is shown in italics.



