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Figure S1 2Fo-Fc electron density map at 1.2 σ for the a) AIM-1-Q157A and b) 
AIM-1-Q157N crystal structures. c) The AIM-1-Q157A (cyan) and d) the AIM-1-
Q157N (cyan) structures with docked hydrolysed cefoxitin (magenta ) and the AIM-
1 (white) structure (Q157) superimposed. 
 

 
 


