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2 Appendix Table A1l. Non-synonymous single nucleotide polymorphisms (SNPs) detected on
3 genescoding for PB1, PB1-F2, PA, NP, NA, M1, M2, NS1 and NEP. For each library,
4 corresponding to duck feces (A), early samplesin turkeys (B) and late samplesin tukeys (C),
5 readswere aigned against consensus sequence before SNPs calling. % of reads sharing the
6  SNP was determined with athreshold of 5%.
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PB1 DNA level Protein Level A B C

G 156 T K 52 N 0 100 100

®

166 A A 56 T 0 100 100

®

585 A M 195 | 0 100 100

>

1015 G | 339 \ 0 0 7

—

1483 C F 495 L 0 0 5

GGT 1690 GTG G 564 \ 0 0 14

O |

>
o]
(@]

PB1-F2 Nucleotide Protein Level
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PA Nucleotide Protein Level A B C

A 1613 G E 538 G 0 100 100

C 1687 G L 563 \ 0 11 0

NP Nucleotide Protein Level A B C

NA Nucleotide Protein Level A B C

M1 Nucleotide Protein Level A B C

M2 Nucleotide Protein Level A B C

NS1 DNA level Protein Level A B C

CAA 73 CGG Q 25 R 0 11 0



T 124 G S 42 A <5 0 16

GCG 178 ATG A 60 M 5 0 17

A 382 T | 128 F 6 0 6

A 571 T T 191 S 5 0 0

GTC 580 GCG \% 194 A 5 0 0

G 614 T S 205 | 5 0 0

G 625 A D 209 N 6 0 0

ACA 673 CGA T 225 R 5 0 0
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NEP DNA level Protein Level
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