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Supplemental Figure 1. 2Fo-Fc electron density map for JKF in the active site of T. 
brucei CYP51 contoured at 1.5 �. a and b represent opposite views obtained at �180º
rotation of JKF centered on its chiral C-atom around axis Y. 
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Supplemental Fig. 2. Stereoview of the CYP51 active site . Stick model representation. 
Orientation is approximately the same as in Fig. 5. Carbon atoms in the enzymes from T. 
cruzi and T. brucei are purple and grey, respectively.   


