Table C. *H NMR chemical shifts of the free 4P-hNrf2 peptide in ppm from TSP-d4. Spectra were
recorded at 280 K, pH = 7.2, and 20 mM sodium phosphate buffer; H,0:2H,0, 9:1 (V/v).

Residue Peptide NH aH bH Others

CH3CO - - - CH32.12
P333 P1 - 4.42 2,46 cCH, 2.05; dCH, 3.38
E334 E2 896 4.37 1.94;2.08 ¢CH,2.30
S335 S3 872 451 3.87
T336 T4 837 434 4.29 cCH31.19
A337 A5 838 4.30 1.32
E338 E6 834 417 1.89; 2.08 ¢CH,2.14; 2.23
F339 F7 833 4.60 3.00; 3.12 dH 7,25; eH 7.33; zH 7.28
N340 N8 846  4.67 2.68;2.79 ¢NH,7.02; 7.71
D341 D9 844 4.62 2,74
S342 S10 835 445 3.83; 3.92
D343 D11 852 4.70 2.75; 2.84
pS344  pSl12 886 453 4.08
G345 G13 859 3.96 -
1346 114 794 420 1.92 oCHy; 1.19; gCH3 0.95; ?dCH;3 0.89
pS347  pS15 876 454 4.08
L 348 L16 845 433 164 cH 1.60; dCH3 0.87; 0.92
N349 N17 850 4.76 2.75;2.84 ¢NH,7.06; 7.78
T350 T18 824 432 4.25 cCH31.20
pS351  pS19 864 4585 4.10
P352 P20 - 4.44 2,30 cCH, 1.93; dCH, 3.87
S353 S21 853 450 3.84
V354 V22 830 415 2.07 cCH30.92
A355 A23 846 431 1.37
pS356  pS24 862 485 4.10
P357 P25 - 4.37 2,31 cCH, 1.86; dCH, 3.79
E358 E26 867 4.17 1.96; 2.01 ¢CH, 2.29; 2.33
H359 H27 860 4.73 3.19; 3.29 d2H 7.30; e1H 8.59
S360 S28 858 4.46 3.84
V361 V29 843 4.8 2.13 cCH30.96
E362 E30 815 4.16 1.87 cCH, 2.04; 2.27

CONH, - - - 7.11; 7.59




