
 

 

Supplementary Table 1: Detailed mass spectrometric evidence for the protein-protein 

interactions. The indicated N-terminally FLAG-tagged protein was purified from a stable cell 

pool, and the interacting partners were identified by mass spectrometry.  This table lists all the 

interactions which passed the following filters: Minimum number of unique peptides = 5; 

Minimum number of spectra = 10; Maximum frequency in a protein database of HEK293 AP-

MS data generated in the Gingras lab (which contains > 2000 samples) = 22%. The interaction 

between 4EHP not treated with benzonase and GIGYF1 did not pass these filters, and is grayed 

out. 

 

 

 

 

 

 

 

 

 


