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Supp. Figure 2
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Supp. Figure 3
(A)

sequencing ladder
T G C A

GlIsR1

con 10ug

<—sdR1

GGCCTCTCCTGAGGCAGATGATGAC
TTTGCGACGGGCGGACGGAGGIGAC
GCGTGACGAAGTTTGTCGTATTCTG?
AATT

sequencing ladder
T G (] A

GIsR10

con 10ug

sdR4

{GAATGATGAGACGTGTTCCTCTC
TCCTHACAGACTCCCTGGGGATG
CTATGTACACCTTACTGATTTA

sequencing ladder
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sequencing ladder
T _G __C

GlIsR8
A con 10ug

*
sdR2
*
*
sdR3
CCGCTGAGCCCAACGTGAGGAAG GCTGAGCCCAACGTGAGGAAGAAA
AAACCGCCTTTCGTCTGACC CCGCCTTTCGTCTGACCY
sequencing ladder GlIsR18
T G C A con 10ug
sequencing ladder GIsR13
T G C A con 10ug
sdR5
sdR6
<—sdR7
sdR8
sdR9

ATCCATTCGTAT'GHAIGATATGATGATT
GGGAGCGACICTAfTCTTGAGGACGA
CGGCCGCCCGTCTTACCTTGTGACG
TTTGCCGTCTTACAATGCTCTGACC

GTGCAGCTGCCCGCTGGCGCTTG

CGAGCGTGCACAGGCCTACATCC

AGGGTCANAGIGTGGGGAGCGGA
TCCCGTCCATCICTCAATCCGGGC
CCGCACAGTC



(B)

sequencing ladder  G|sR24
con 10ug

sequencing ladder GIsR15

sequencing ladder 5144
T G C A con 10ug

) G C A con 10ug

GGCAGTCCTTGCCCGCGGAGGGCAC
TTAAGGCTCCGGGGCCCGGGGCAGA

AATAAAATGATGACAATGCGCATTT CAGAATGATTATCTGTCTCCGA

GTCAGAAGGCTCACTTCTGATGAT GCAAGCACGACTATGAGCTTAC GTCGGCCCTCCCAGAGCCCGCCGAC

TCCTCTGTCCATTCCCCTGATCCT TTATGAGATCTGACTCC GCCCCCGAGCGCCAGCCCGGCGCAG
GGGCCCGGCCACACTC




Supp. Figure 4
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Supp. Figure 5
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Supp. Figure 6
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Supp. Figure 7
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