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Supplementary Figure 2:  For ~8,500 RNA05 nucleotides, we searched each library and 
determined which fragment best matched  by backbone RMSD alone.  We then searched 
each library a second time, looking for which fragment best matched the entire nucleotide, 
including both backbone and base, by all-atom RMSD.  The number of times the same library 
fragment was selected to represent the backbone and all-atom coordinates of an RNA05 
nucleotide is shown in dark grey bars.  The light grey bars  depict cases where the two 
fragments selected to represent the backbone and all-atom coordinates  of an RNA05 
nucleotide were from neighboring pseudo-torsional bins.  


