
Group 3

78778033 DNA_methylase DNA_methylase RE_HpaII

291530358 DNA_methylase RE_HpaII



Group 5

15020665 RE_ScaI SAP



Group 7

291296947 HTH_3 Endonuc-PvuII

294662442 Endonuc-PvuII Endonuc-PvuII



Group 9

302038952 XhoI XhoI



Group 14

227874217 RE_Eco47II Adaptin_N

269114810 DNA_methylase RE_Eco47II



Group 15

119493789 DNA_methylase RE_HaeII



Group 17

157876050 FokI_N FokI_C Endonuc-FokI_C



Group 31

269129051 NgoMIV_restric NgoMIV_restric



Group 33

17232310 RE_Bpu10I RE_Bpu10I



Group 34

169791655 RE_AlwI DUF3559



Group 35

317500663 McrBC DUF2118

257126316 DUF3336 McrBC

160893960 CNF1 RE_LlaJI



Group 36

123442098 Eco57I BsuBI_PstI_RE

307152624 DNA_methylase DNA_methylase BsuBI_PstI_RE



Group 37

71893972 MethyltransfD12 DpnII

306818165 N6_N4_Mtase DpnII



Group 38

261252210 EcoRII-N EcoRII-C



Group 40

119357711 NotI MethyltransfD12

78189693 DUF2383 NotI



Group 42

67920232 RE_HindVP RE_HindVP

282896697 RE_HindVP DNA_methylase



Group 46

261379137 N6_N4_Mtase PD-(D/E)XK



Group 50

320590165 DUF2034 DUF2034

208434316 Mrr_cat

86141955 ATP-cone Mrr_cat

188591388 Mrr_cat zf-C4_Topoisom

298676159 FAD_binding_1 Mrr_cat

322706680 DUF2034 DUF2034 GST_C

126180082 DZR Mrr_cat

302560051 Mrr_cat TerD

253701371 Apc3 Mrr_cat

148658333 Mrr_cat SH3_3

291435000 BAR Mrr_cat

240145595 Mrr_cat

313898499 N6_N4_Mtase Mrr_cat

297561690 Mrr_cat

319766413 EVE Mrr_cat

307566197 SNF2_N Helicase_C Mrr_cat

305663185 Mrr_cat TrmB

197286958 N6_N4_Mtase N6_N4_Mtase Mrr_cat

227534135 IncA Mrr_cat

330845786 Daxx DUF2034

329764891 ATP-cone PD-(D/E)XK

256378822 DUF1469 Mrr_cat

302668600 Mrr_cat Mrr_cat

78223005 Mrr_cat zf-C4_Topoisom zf-C4_Topoisom

315586359 Tetraspannin Mrr_cat

256391693 Borrelia_P83 Mrr_cat

325955291 ATP-cone DUF234

229119390 Apq12 DUF3045 Mrr_cat zf-C4_Topoisom

319936046 Mrr_cat Ftsk_gamma

297379589 Mrr_cat

153001375 Arch_ATPase Mrr_cat



Group 48

317014258 HSDR_N ResIII EcoR124_C

325957311 PD-(D/E)XK ResIII Helicase_C EcoEI_R_C

90579609 HSDR_N ResIII Helicase_C

323698911 HSDR_N ResIII Helicase_C DUF3559

163756222 HSDR_N ResIII EcoEI_R_C

313618464 HSDR_N ResIII DUF3387

21914203 HSDR_N Eco57I TaqI_C

209523411 HSDR_N ResIII Helicase_C EcoEI_R_C

317153587 PD-(D/E)XK N6_Mtase Eco57I TaqI_C

255690852 PD-(D/E)XK ResIII EcoEI_R_C

301793727 HSDR_N ResIII

327470626 HSDR_N ResIII Endotoxin_N DUF3387

126657317 HSDR_N HSDR_N

110636921 HSDR_N CobT

52550522 HSDR_N N6_Mtase Eco57I TaqI_C

225868542 PD-(D/E)XK Eco57I

330834799 HSDR_N Apc3 Apc3

296126920 HSDR_N N6_Mtase TaqI_C

268324633 HSDR_N N6_Mtase

225620244 HSDR_N UPF0020 Eco57I TaqI_C

225023014 PD-(D/E)XK PAS

84499585 OmpH HSDR_N ResIII Helicase_C DUF3559

86137466 HSDR_N ResIII ANF_receptor EcoR124_C

154249206 HSDR_N SeqA

313672544 HSDR_N ResIII Helicase_C DUF3387

255527613 HSDR_N HSDR_N ResIII Helicase_C

182414819 MscS_porin HSDR_N ResIII Helicase_C DUF3559

53805023 HSDR_N ResIII DUF3387 GIY-YIG DUF3387

325959874 HSDR_N HSDR_N N6_Mtase Eco57I TaqI_C

293401664 HSDR_N DEAD DUF3387

77918507 NTP_transf_2 HSDR_N ResIII EcoR124_C

254481742 Tim44 HSDR_N ResIII Helicase_C



Group 49

265762621 ResIII PD-(D/E)XK

270289404 Mrr_cat ResIII Helicase_C HA HA HA

317014088 Mrr_cat ResIII

322805002 PD-(D/E)XK ResIII Helicase_C DUF3559

78188358 Mrr_cat ResIII Helicase_C Eco57I

308375757 Mrr_cat ResIII Helicase_C N6_Mtase

294787394 PD-(D/E)XK ResIII Helicase_C N6_Mtase

49476200 Mrr_cat ResIII Helicase_C

330813957 PD-(D/E)XK ResIII Helicase_C Enolase_C

91070068 PD-(D/E)XK ResIII Helicase_C HA HA HA HA HA HA

198274720 PD-(D/E)XK ResIII Helicase_C

118576202 DUF234 ResIII Helicase_C N6_Mtase

303256816 PD-(D/E)XK ResIII Helicase_C Eco57I

123967589 PD-(D/E)XK ResIII Helicase_C HA HA HA HA HA HA HA HA HA HA HA

15835219 Mrr_cat ResIII Helicase_C HA HA HA HA HA

116072256 PD-(D/E)XK ResIII Helicase_C HA HA HA HA

256372166 ResIII F420_ligase PD-(D/E)XK

77920319 rve PD-(D/E)XK

126695392 PD-(D/E)XK ResIII Helicase_C HA HA HA

257458862 ABC2_membrane_3 Mrr_cat

123965272 PD-(D/E)XK ResIII Helicase_C HA HA HA HA HA

218263970 PD-(D/E)XK ResIII Helicase_C UPF0020

91215020 ResIII PI3Ka PD-(D/E)XK

295987479 NEAT ResIII PD-(D/E)XK

296126902 EzrA Mrr_cat

226952349 HSDR_N ResIII DUF3559

170697760 ResIII Invasin_D3 PD-(D/E)XK



Group 51

152990201 Hjc Kri1



Group 52

61680885 ERCC4 HHH_2

294659408 ERCC4 eIF-3c_N

281212204 SAM_1 ERCC4

330844521 SAM_1 PD-(D/E)XK

91772921 DEAD Helicase_C ERCC4 HHH_2

242819061 Glycos_transf_1 ERCC4

320584178 ERCC4 Mannosyl_trans3

171185192 ERCC4 HHH

224001518 PD-(D/E)XK SAP

301786799 DEAD Helicase_C PD-(D/E)XK

260836711 DEAD Helicase_C zf-RanBP PD-(D/E)XK

317150616 SAPS ERCC4

296084726 Pro_isomerase ERCC4

221117173 Glucodextran_N ERCC4

195162341
DUF2052

ERCC4

224002330 SURF6 Beta_propel Beta_propel PD-(D/E)XK VPS9

268566865 SET WW PD-(D/E)XK

297459091 Helicase_C PD-(D/E)XK

66809973 SAM_2 ERCC4

328872171 SWIM ERCC4

119175906 MFS_1 ERCC4

315230780 DEAD Helicase_C Proteasom_Rpn13 ERCC4 HHH_2

302811641 SRP40_C PD-(D/E)XK

330984243 Arch_ATPase PD-(D/E)XK HHH_2

322701377 APH ERCC4

307108065 UBA ERCC4

297695020 DEAD Helicase_C PD-(D/E)XK HHH_2

33359440 DEAD Helicase_C ERCC4

323452488 PD-(D/E)XK SAP MFS_1

330944954 CBP4 ERCC4

328705886 ERCC4 ERCC4

156390228 PD-(D/E)XK EGF_CA DEK_C SWIB

330835833 ERCC4 5_3_exonuc

119586187 DEAD PD-(D/E)XK

302816400 DUF3840 ERCC4

310791066 Exo_endo_phos ERCC4



Group 53

309775703 RecU Transgly Transpeptidase FIVAR



Group 54

289432588 GAF PD-(D/E)XK Pribosyltran

237745722 RE_NgoBV DUF1064

221635790 PD-(D/E)XK Pribosyltran



Group 55

320589123 tRNA_int_endo_N tRNA_int_endo Lipase_GDSL

158255802 tRNA_int_endo_N tRNA_int_endo

21226614 tRNA_int_endo_N tRNA_int_endo tRNA_int_endo_N tRNA_int_endo

115432988 tRNA_int_endo_N tRNA_int_endo Rad9_Rad53_bind BRCT

326533506 tRNA_int_endo_N DUF3136 tRNA_int_endo

149431537 tRNA_int_endo_N tRNA_int_endo_N tRNA_int_endo

116198811 Sigma70_ner tRNA_int_endo_N tRNA_int_endo

326474096 MAT1 tRNA_int_endo

284162652 tRNA_int_end_N2 tRNA_int_endo_N tRNA_int_endo

145605261 tRNA_int_endo Lipase_GDSL

254167344 tRNA_int_endo_N tRNA_int_endo tRNA_int_endo

315052674 MAT1 RP-C_C tRNA_int_endo

67902536 tRNA_int_endo Rad9_Rad53_bind BRCT

116195974 Phe_tRNA-synt_N tRNA_int_endo

316976653 Lactamase_B tRNA_int_endo ACPS

316962618 tRNA_int_endo ACPS

66822301 Poxvirus_B22R tRNA_int_endo



Group 56

156394447 I-set Sen15

167526042 Tmemb_9 Sen15

224056996 tRNA_iecd RNA_pol_Rpb5_C



Group 58

77165284 HsdM_N N6_Mtase N6_Mtase DUF559 N6_Mtase

182438470 Vsr DUF559

225571372 DNA_methylase Vsr

189347931 HSDR_N DUF559 ResIII DUF3387

91217028 tRNA-synt_1 DUF559 tRNA-synt_1 tRNA-synt_1 Anticodon_1

291612916 DEAD DUF559 Helicase_C HA2 OB_NTP_bind DUF3418

308178904 Vsr Vsr

254413732 DUF559 N6_Mtase

302345016 DUF559 Guanylate_kin

288957818 RuvC DUF559

167751356 Vsr DUF559 DNA_methylase

313677707 S-methyl_trans Pterin_bind B12-binding_2 DUF559 B12-binding Met_synt_B12

120434700 Pterin_bind B12-binding_2 DUF559 B12-binding Met_synt_B12

312888356 tRNA-synt_1g DUF559 tRNA-synt_1 tRNA-synt_1 Anticodon_1

294339114 DUF559 BPL_LplA_LipB BPL_C

294675037 DUF559 RNase_H

149369455 DUF559 HEM4

229816015 NUDIX Vsr

156741589 DUF1156 MethyltransfD12 DUF559

21674545 N6_N4_Mtase DUF559

297624926 DUF1156 DUF559

268323485 HSDR_N DUF559 ResIII

293371779 Vsr RE_HaeIII



Group 59

71734882 Tn7_Tnp_TnsA_N Tn7_Tnp_TnsA_C

186473763 PD-(D/E)XK Tn7_Tnp_TnsA_C

323516280 Tn7_Tnp_TnsA_N Mg_chelatase

126651702 Tn7_Tnp_TnsA_N DUF742



Group 60

186681044 XisH XisI



Group 61

148360825 PD-(D/E)XK cobW

108800933 PD-(D/E)XK DUF699

323451003 PD-(D/E)XK Viral_helicase1

14520327 PDDEXK_1 DEAD

218247654 PD-(D/E)XK DUF2779

86740240 PD-(D/E)XK IstB_IS21 Viral_helicase1

15608391 PDDEXK_1 DUF699

33601805 Cas_Cas4 Viral_helicase1

166367568 Cas_Cas4 DUF2779

284992098 PD-(D/E)XK ArgK

149186592 PDDEXK_1 Viral_helicase1

124514576 PD-(D/E)XK DUF2075

119964334 PDDEXK_1 ResIII

254168017 DUF3784 Cas_Cas4

297561136 PDDEXK_1 IstB_IS21 Viral_helicase1

134101555 PDDEXK_1 PIF1 Viral_helicase1

256833664 PDDEXK_1 ArgK Viral_helicase1

149173160 PD-(D/E)XK DUF699 M16C_assoc

15642881 Cas_Cas4 DNA_pol_lambd_f

14590057 Cas_Cas4 DUF699

260061160 PD-(D/E)XK Viral_helicase1 Viral_helicase1



Group 62

209694270 UvrD-helicase PDDEXK_1

253580236 Exonuc_V_gamma PDDEXK_1

297531124 UvrD-helicase Exonuc_V_gamma PDDEXK_1

238751473 UvrD-helicase PD-(D/E)XK

260589314 Put_Phosphatase UvrD-helicase PDDEXK_1

325291020 Exonuc_V_gamma Exonuc_V_gamma PDDEXK_1

172056767 UvrD-helicase UvrD-helicase PDDEXK_1

323491621 UvrD-helicase DUF2075 PDDEXK_1

110798865 DUF3502 Exonuc_V_gamma Exonuc_V_gamma PDDEXK_1

315645968 AAA_10 Exonuc_V_gamma Exonuc_V_gamma PDDEXK_1

110802216 DUF3502 Exonuc_V_gamma PDDEXK_1

205372884 Zot UvrD-helicase PDDEXK_1



Group 64

148368938 Herpes_alk_exo BIR



Group 65

310779865 YqaJ KIX

260583140 YqaJ Galactosyl_T

328703142 YqaJ THAP Tnp_P_element

110800330 YqaJ Phage_cap_E

325271575 YqaJ DUF2624

226954360 YqaJ Atg14

260826874 YqaJ PHD

260549259 YqaJ PG_binding_4

221112542 SAP SWIM YqaJ

221126823 YqaJ YqaJ

146183302 HisKA HATPase_c Response_reg YqaJ

34763356 Rho_N YqaJ



Group 66

167552983 Exonuc_VIII PD-(D/E)XK

209918594 Exonuc_VIII DUF3799

265524929 HeH DUF3799

89152454 DUF3799 RecT

269138959 Exonuc_VIII Thymopoietin PD-(D/E)XK

193064874 Exonuc_VIII Exonuc_VIII PD-(D/E)XK



Group 67

134118319 Morph_protein1 Morph_protein1 Morph_protein1

159131509 Morph_protein1 Morph_protein1

154276500 Mpv17_PMP22 Morph_protein1 Morph_protein1

226289073 Mpv17_PMP22 Morph_protein1

242207393 Morph_protein1 Morph_protein1 Pkinase



Group 68

229192687 DUF3257 KdgM



Group 71

308235596 DUF91 DUF91



Group 69

255627335 RNA_pol_Rpb5_N RNA_pol_Rpb5_C

260943051 DUF3337 RNA_pol_Rpb5_N RNA_pol_Rpb5_C

320582063 RNA_pol_Rpb5_N AAA_3 RNA_pol_Rpb5_C

316979012 RNA_pol_Rpb5_N RNA_pol_Rpb5_C adh_short

302854284 RNA_pol_Rpb5_N Mrr_cat RNA_pol_Rpb5_C

297742693 NB-ARC RNA_pol_Rpb5_N RNA_pol_Rpb5_C

71029810 RNA_pol_Rpb5_N Sof1 RNA_pol_Rpb5_C

192910670 RNA_pol_Rpb5_N DUF91 RNA_pol_Rpb5_C

328865416 RNA_pol_Rpb5_N RNA_pol_Rpb5_C Rap_GAP Rap_GAP CNH

322700991 RNA_pol_Rpb5_N RNA_pol_Rpb5_N RNA_pol_Rpb5_C

156101473 RNA_pol_Rpb5_N Hydantoinase_B RNA_pol_Rpb5_C

71019505 RNA_pol_Rpb5_N RNA_pol_Rpb5_C Erf4

225465964 RNA_pol_Rpb5_N RNA_pol_Rpb5_C NB-ARC

15228724 RNA_pol_Rpb5_N DUF3557 RNA_pol_Rpb5_C



Group 72

194882957 Rad10 HHH_2

168034363 Rad10 HHH

167392917 Rad10 Memo

323303693 Calreticulin Rad10

169607321 Rad10 F-box-like

167377631 Rad10 Memo HHH_2



Group 73

90307977 PD-(D/E)XK Bunya_RdRp



Group 75

38639810 VirArc_Nuclease DUF1785



Group 76

315657237 Arch_ATPase HTH_5 DUF234

310827245 Arch_ATPase DUF234

323140576 Arch_ATPase Sulfolobus_pRN DUF234

291561471 Arch_ATPase HTH_IclR DUF234

268318358 Arch_ATPase MarR_2 DUF234

327310771 Arch_ATPase HTH_20 DUF234

225847841 Arch_ATPase MarR DUF234

260103040 HTH_5 DUF234

69953819 Arch_ATPase TrmB DUF234

327400375 Arch_ATPase HxlR DUF234

18977004 HTH_IclR DUF234

307299088 Arch_ATPase Arch_ATPase DUF234

313126109 Arch_ATPase TFIIE_alpha DUF234

3257252 TrmB DUF234



Group 77

156347837 YqaJ RAI1

45198780 RAI1 RAI1

2245120 efhand RAI1

260834328 Beta-lactamase RAI1

47218017 Ras Ras RAI1 RAI1 Ras Ras RAI1 RAI1

195170455 Lactate_perm RAI1



Group 78

326926499 NARG2_C NARG2_C

330799294 NARG2_C zf-CCCH

66808915 Spore_YhcN_YlaJ NARG2_C zf-CCCH

290974184 NARG2_C eIF-5_eIF-2B

328874682 RhoGAP NARG2_C

194899568 DUF1315 NARG2_C



Group 79

55377781 Dna2 UvrD-helicase

71021889 Dna2 Dna2 Cas_Cas4 UvrD-helicase

328354481 Dna2 Cas_Cas4 MobB

298704767 Dna2 Dna2

154287262 Dna2 Cas_Cas4 CbiA

195566007 Dna2 Viral_helicase1

317138411 Dna2 Cas_Cas4 UvrD-helicase

19113291 Dna2 Cas_Cas4 DUF699

322800176 Dna2 DUF699

320461728 Dna2 SRP54

294659465 Dna2 Cas_Cas4 SRP54

149043918 Dna2 PhoH

169608259 Dna2 UvrD-helicase Viral_helicase1

66820592 Dna2 TET_DSBH

326427922 Dna2 Cas_Cas4

109732330 Dna2 CbiA

116202197 Dna2 Dna2 Cas_Cas4

270003111 Dna2 DUF2075

240276370 Dna2 Cas_Cas4 PIF1

257051542 Dna2 ResIII

156545481 Dna2 Cas_Cas4 Viral_helicase1

328720400 Dna2 Viral_helicase1 AroM

118431381 DUF911 DUF911

313229643 Dna2 MobB Viral_helicase1

242018331 APC_CDC26 Dna2 ResIII

299739000 Dna2 PDDEXK_1 ResIII

328783814 Dna2 GSPII_E

307188367 Dna2 DUF699 Viral_helicase1

242222284 Cas_Cas4 ResIII

115655445 Dna2 Dna2 UvrD-helicase

170577034 Dna2 Cas_Cas4 DUF2075

316970291 Dna2 Viral_helicase1 Viral_helicase1

301613021 Dna2 Mg_chelatase

118372980 Dna2 CbiA Dna2 CbiA

198433360 Dna2 MobB



Group 80

327412699 Transposase_31 Yae1_N

253989884 Transposase_31 DUF2802



Group 82

167635509 DUF2357 DUF524

325289211 DUF2357 TPMT DUF524

51893429 DUF2357 DUF2357 DUF524

42780092 DUF3578 DUF524

4584112 DUF524

170724865 DUF2357 DUF524 Transp_Tc5_C



Group 83

328349937 Pet127 Zn_clus ATG_C

328855565 Pet127 Pet127



Group 84

237845525 eIF-3_zeta eIF-3_zeta

222640362 Endosulfine eIF-3_zeta

325087416 bZIP_1 eIF-3_zeta

189203657 eIF-3_zeta ChAPs

159482201 eIF-3_zeta eIF-3_zeta eIF-3_zeta

316975010 Snf7 eIF-3_zeta



Group 85

332180348 Endonuc_Holl

207258123 UPF0560 Endonuc_Holl

220907465 Endonuc_Holl



Group 86

313115743 DUF1064 Tn7_Tnp_TnsA_N

330430971 NUMOD3 PD-(D/E)XK

216906008 Dicty_CAD DUF1064



Group 87

55377485 DUF790 DUF790

330835319 DUF790 HTH_DeoR



Group 88

302824953 HIRAN VRR_NUC

71018407 SAP VRR_NUC

91087593 SAP VRR_NUC Sema

291232927 PRP21_like_P VRR_NUC

91778919 DUF2280 VRR_NUC



Group 89

212710324 RmuC

154175087 IncA RmuC

94501720
Myosin_tail_1

RmuC

15596228 AKNA RmuC

163755375 DUF3186 RmuC

238763676 DUF1043 RmuC

329298141 Tropomyosin_1 RmuC

107100475 AKNA RmuC

86133626 IncA Bacillus_HBL RmuC

313204378 DUF1664 RmuC

311281490 Prefoldin_2 RmuC

157368496 PEP-utilisers_N RmuC

312962312 RmuC

254464977 TelA RmuC

119476724 DUF1049 RmuC



Group 90

75675771 PD-(D/E)XK DUF2161

261408847 PD-(D/E)XK DUF2161 DUF2161



Group 91

145592185 PD-(D/E)XK HTH_3

240103373 Hjc HTH_3

14324509 PD-(D/E)XK HTH_19



Group 93

220905507 SfsA SfsA



Group 94

317130442 NERD

212696465 NERD DUF2089 zf-C4_Topoisom

288554351 NERD Auto_anti-p27

182420204 NERD HRDC

257066609 NERD zf-C4_Topoisom

21224924 NERD Pkinase Pkinase RNA_pol_A_CTD

301056570 NERD HypA

152977335 NERD zf-MIZ

319639761 NERD GFA zf-C4_Topoisom

169823687 NERD UCH

78044373 NERD Pkinase

229199227 NERD

121582867 NERD Pkinase Pkinase

38505933 NERD TcdA_TcdB zf-C4_Topoisom



Group 95

126460154 HisKA DUF3782 DUF1626

282900921 DUF3782 DUF1626

119873460 DUF3782 DUF3782 DUF3782 DUF3782 DUF3782 DUF2730 DUF3782 DUF1626

119719897
DUF2353 DUF2205

DUF1626

145591831 DUF1640 DUF3782 DUF3782 DUF1626

70607571 DUF3782 DUF3782 DUF3782 DUF3782 DUF3782 DUF1626

119873459 DUF3782 DUF3782 DUF3782 DUF3782 DUF1626

325967602 Cauli_AT Spc7 Transposase_22 DUF3782 DUF1626

323475742 DUF3782 DUF3782 DUF1626

307594985 DUF972 DUF1626

305662994 IncA DUF1626

282899064 Rhabdo_M1 DUF3782 DUF1626

327312057 DUF3782 DUF3782 DUF2345 DUF3782 DUF1626

307595172 Apolipoprotein DUF3782 DUF1626

15922071 DUF3782 DUF3782 DUF3782 DUF1626

327310070 Reo_sigmaC DUF3782 DUF1626

170289896 EzrA DUF1626

14601265 IncA
ERM

DUF1626

119720608 MCPsignal DUF1626

327311233 APG17 DUF1626

126459041 DUF3508 DUF3782 DUF1626

153874825 DUF2884 COG5 DUF1626

15921902 MutS_III DUF3782 DUF1626

218248910 DUF445 DUF1626

307594530 DUF1875 V_ATPase_I DUF3782 DUF1626



Group 96

119719070 PD-(D/E)XK HTH_1

148980577 LppC UPF0102

160933523 RNase_HII UPF0102

118431832 UPF0102 HTH_1

308234479 Endonuc_Holl UPF0102

300724934 DUF1853 UPF0102

305664154 DUF91 HTH_1

94501909 DUF1597 UPF0102



Group 97

86606454 DUF1043 DUF1887

163858564 DUF1887 DUF1887

86609969 GrpE DUF1887

222528181 Cas_Cas02710 DUF1887

297566751 UPF0150 DUF1887

284054262 Bac_GDH DUF1887

291297073 UPF0150 PD-(D/E)XK

146295541 DUF1887 DUF1887

332107826 Cas_VVA1548 DUF1887

320353011 CxxC_CxxC_SSSS DUF1887



Group 98

150004014 DUF1016 DUF1016

255589015 Bac_DNA_binding DUF1016



Group 99

294644187 AAA-ATPase_like DUF1703



Group 100

291456986 IstB_IS21 PD-(D/E)XK

262408381 Arch_ATPase NERD

340774202 HTH_11 PD-(D/E)XK

46255280 HTH_IclR PD-(D/E)XK

337280939 CPT PD-(D/E)XK

319641620 PD-(D/E)XK

331000304 GntR NERD

94263487 RuvB_N PD-(D/E)XK

298253140 NERD

225159303 Arch_ATPase HTH_IclR PD-(D/E)XK

254169052 Arch_ATPase DUF2551 PD-(D/E)XK

111222751 UPF0079 PD-(D/E)XK

269216046 CobA_CobO_BtuR PD-(D/E)XK

71483575 MarR PD-(D/E)XK

306819344 UPF0027 PD-(D/E)XK

237722584 Miro PD-(D/E)XK

294992977 DUF746 PD-(D/E)XK

84497119 CoaE PD-(D/E)XK

89897607 Rad17 PD-(D/E)XK

350562704 GntR PD-(D/E)XK

297569375 SKI PD-(D/E)XK

346314689 HTH_11 NERD

260060811 Arch_ATPase HTH_20 PD-(D/E)XK

78188487 AAA NERD

284005884 AAA HTH_5 PD-(D/E)XK

241518216 AAA_10 PD-(D/E)XK

126179441 MobB PD-(D/E)XK

222055234 AAA HTH_20 PD-(D/E)XK

355575581 GSPII_E PD-(D/E)XK

255505504 HTH_DeoR PD-(D/E)XK

357972110 HTH_5 PD-(D/E)XK

84503326 MarR_2 PD-(D/E)XK

357040162 Str_synth PD-(D/E)XK

223984053 Sigma70_r4_2 PD-(D/E)XK

261415699 Arch_ATPase DUF1864 PD-(D/E)XK

158317994 DUF927 PD-(D/E)XK

339501487 Arch_ATPase MarR_2 PD-(D/E)XK

312890453 AAA DUF234

298529930 HTH_20 PD-(D/E)XK

212716736 Arch_ATPase UPF0102

303258354 HTH_5 NERD

255280990 SRPRB PD-(D/E)XK

91785924 MarR_2 PD-(D/E)XK

325980846 RuvB_N HTH_11 PD-(D/E)XK

281422827 Arch_ATPase RE_SinI

340347198 DUF258 PD-(D/E)XK

121605995 RuvB_N MarR_2 PD-(D/E)XK

358065362 Arch_ATPase HTH_5 PD-(D/E)XK

310657523 Arch_ATPase PD-(D/E)XK

222444700 Arch_ATPase FUR PD-(D/E)XK

18312512 AAA PD-(D/E)XK

298385866 Bac_DnaA PD-(D/E)XK

328948835 FUR PD-(D/E)XK

301061830 Arch_ATPase PD-(D/E)XK

332158629 Arch_ATPase HTH_WhiA PD-(D/E)XK

317482609 NTPase_1 PD-(D/E)XK

240947913 Arch_ATPase HTH_11 PD-(D/E)XK

148643855 Arch_ATPase Trans_reg_C PD-(D/E)XK



Group 101

28076667 DUF511 Rep_4

86152310 DUF511 DUF511



Group 102

209528207 DUF2887 Yae1_N

209526000 DUF2887 Yae1_N Yae1_N

218247632 DUF2887 DUF2887

67922347 DUF2887 DUF1877

254410227 DUF2887 DUF445

186684474 DUF2887 Yae1_N Sigma70_r4

17229628 DUF2887 TetR_C_5



Group 104

91784144 DUF1853 DUF1853

254449138 DUF1853 DUF3293



Group 106

293332207 Myf5 DUF506

302815844 DUF506 MoCF_biosynth

159488984 DNA_ligase_A_N DNA_ligase_A_M DUF506

302834800 DUF506 DUF506

159482504 zf-DHHC DUF506 DUF506 Glyoxal_oxid_N BACK

307110184 Use1 AflR Use1 DUF506

159474936 Chlorophyllase2 DUF506

297728309 DUF3186 DUF506



Group 107

56751411 DAO DUF820

166032044 HTH_3 DUF820

261407707 PhdYeFM DUF820

89893666 HTH_17 DUF820



Group 109

288905366 UPF0547 DUF2130

262282384 TMF_TATA_bd DUF2130

313886837 DUF3584 DUF2130

294786547 UPF0547 AcylCoA_dehyd_C DUF2130

255020641 Pinin_SDK_memA DUF2130

190571763 Noelin-1 DUF2130



Group 110

254518160 DUF2075 DUF2726

254507997 DUF2726 zf-GRF

257487181 DUF2075 Viral_helicase1 DUF2726

293375522 DUF2726 zf-C4_Topoisom

237752148 Viral_helicase1 DUF2726

255690839 DUF2075 Viral_helicase1 Viral_helicase1 DUF2726

251779078 ResIII DUF2726

229021089 DUF2726 DUF721

157412147 DUF2726

288802689 UvrD-helicase Viral_helicase1 DUF2726

331007454 DUF2648 DUF2726

156974466 DUF843 DUF2726 zf-C4_Topoisom

60680653 ResIII Viral_helicase1 Viral_helicase1 DUF2726



Group 111

281344324 FAST_1 FAST_2 RAP

323450957 RAP SAP

242056075 Pox_Ag35 RAP

196000781 FAST_1 FAST_1 FAST_2 RAP

154250035 IstB_IS21 RAP

308806908 Ribosomal_L31 RAP

195996645 FAST_1 RAP

119628500 FAST_2 RAP

323447941 Ins145_P3_rec RYDR_ITPR efhand Ion_trans RAP Cellulase

307105016 RAP Cyclin_C

302832295 FAST_1 FAST_1 RAP

156089331 RAP MMtag

307109857 FAST_1 RAP SAP

323450314 FAST_1 RAP Methyltransf_6



Group 113

347817559 PDDEXK_2 Yae1_N

331270806 PDDEXK_2 Viral_DNA_bp

288871138 PDDEXK_2 Spc7

166033127 PDDEXK_2 CPSase_L_D3

206967722 PDDEXK_2 HTH_7

58699509 PDDEXK_2 DUF342

228969346 PDDEXK_2 DUF3071

357009202 PDDEXK_2 DUF2802

340347164 PDDEXK_2 Yae1_N CPSase_L_D3

197302924 PDDEXK_2 DUF2514

229002495 PDDEXK_2 Yae1_N HTH_7

225026509 PDDEXK_2 GerE

153877255 PDDEXK_2 APG6

257437699 PDDEXK_2 Homez

323142278 PDDEXK_2 DUF3271

336423783 PDDEXK_2 Sigma70_r4_2

67459673 PDDEXK_2 Trp_repressor

256843547 PDDEXK_2
Fib_alpha

302670188 PDDEXK_2 bZIP_1

350558343 PDDEXK_2 PDDEXK_2

148545013 PDDEXK_2 Atg14

42520478 PDDEXK_2 Herpes_UL36

332662287 PDDEXK_2 DUF874

218282518 PDDEXK_2 TMPIT

218133207 PDDEXK_2 MscS_porin



Group 114

268325469 TP_methylase PD-(D/E)XK

282880473 Phage_endo_I Cas_Cas4

52548888 Hydrolase_3 Hydrolase_3 PD-(D/E)XK



Group 115

317502760 PD-(D/E)XK

295135052 PD-(D/E)XK Rota_NS53

327403008 PD-(D/E)XK DUF3433



Group 116

332288284 HATPase_c PD-(D/E)XK

346308628 HATPase_c DUF91

162453759 Response_reg PD-(D/E)XK



Group 117

153006826 SNF2_N Helicase_C PD-(D/E)XK

15923015 DUF3578 PD-(D/E)XK

240103680 SNF2_N Helicase_C RapA_C PD-(D/E)XK

126667620 DUF3684 DUF3684 PD-(D/E)XK

325270472 BpuJI_N PD-(D/E)XK

229171702 DUF3427 PD-(D/E)XK

117926000 SNF2_N AA_kinase Helicase_C PD-(D/E)XK

326431928 Pkinase_Tyr PD-(D/E)XK

218193936 2OG-FeII_Oxy PD-(D/E)XK

121609748 SNF2_N PD-(D/E)XK

333980553 HTH_3 SNF2_N Helicase_C PD-(D/E)XK

312866223 MethyltransfD12 PD-(D/E)XK

255291966 Borrelia_P83 PD-(D/E)XK

298248232 EVE PD-(D/E)XK

348501984 OST_LOTUS OST_LOTUS PD-(D/E)XK

120435289 DUF1737 PD-(D/E)XK



Group 119

29826721 Pencillinase_R PD-(D/E)XK

312111951 PadR PD-(D/E)XK

302556498 HTH_20 PD-(D/E)XK

345007652 Rrf2 PD-(D/E)XK



Group 121

337283942 PD-(D/E)XK Di19

18976979 PD-(D/E)XK zf-C2H2
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