>gi| 123967810 | ref| YP_001008668.1| photosystem Il reaction center protein H [Prochlorococcus
marinus str. AS9601]

MGQKTALGSLLKAIGNSGQGKVVPGWGAVPVMTVIGLLLLVFLVILLQIYNQSLLLOGFSVDWNGN

>gi| 123967811 |ref|YP_001008669.1| photosystem Il reaction center protein N [Prochlorococcus
marinus str. AS9601]

MQTLSSAPDPAVSIAVTILALLLALTGFGLWTAFGPKAAKLTDPWDDHDD

>gi| 123967812 |ref|YP_001008670.1| photosystem Il reaction center | protein | [Prochlorococcus
marinus str. AS9601]

MLALKISVYTIVFFFVGIFLFGFLASDPTRTPNRKDLESPQD

>gi| 123967831 |ref| YP_001008689.1| photosystem Il reaction center protein K [Prochlorococcus
marinus str. AS9601]

MLILFNTFAELPEAYKAFAPTVDVLPLIPLFFFLLVFVWQAAVGFK

>gi| 123967859 | ref|YP_001008717.1| photosystem Il reaction center L [Prochlorococcus marinus str.
AS9601]

MQVNENPNKVPVELNRTSLYLGLLSVFVLGILFSSYFFN

>gi| 123967860 | ref| YP_001008718.1| photosystem Il reaction center protein J [Prochlorococcus
marinus str. AS9601]

MSKLKGPDGRIPDRLPDGRPAVAWERRWTEGTLPLWLVATAGGIAVIFVLGIFFYGSYQGVGAGG

>gi| 123967875 |ref| YP_001008733.1| photosystem Il reaction center protein T [Prochlorococcus
marinus str. AS9601]

MEAFAYVLILTLAVVTLFFAVAFRDPPKFDRK

>gi| 123967878 |ref| YP_001008736.1| photosystem Il reaction center protein M [Prochlorococcus
marinus str. AS9601]

METTNFGFVASLLFVGVPTIFLIGLFISTODGEKSSFYSDSSKGRLGPKR

>gi| 123968624 |ref| YP_001009482.1| photosystem Il reaction centre N protein [Prochlorococcus
marinus str. AS9601]

MFAIALGMSPFEKITVAISASIFIIAFTWVSIKGDLRKLANELIEDNENNQDN
>gi| 123968756 |ref| YP_001009614.1| photosystem Il protein Y [Prochlorococcus marinus str. AS9601]

MLRTIVVFAPIIAALAWVIFNIQKPAREQFNRDFLGKD



>gi| 123969385 |ref|YP_001010243.1| putative photosystem Il reaction center protein Z
[Prochlorococcus marinus str. AS9601]

MQAVNFFFVNALLFASLIAVVGVPVLYVTQPSTEEGQRESRRKIYSIAAVWVVLVFVTGIVSSLV

>gi| 123967611 |ref| YP_001008469.1| photosystem Il protein X PsbX [Prochlorococcus marinus str.
AS9601]

MFQISNLLIAADFSAEVANNSAVGMIGSFIAAALLIVVPATAFLIFVSQKDSLDRTSTGRR

>gi| 123967892 | ref|YP_001008750.1| photosystem | reaction center subunit IV [Prochlorococcus
marinus str. AS9601]

MAISRGDLVRVKRPESYWYNEIGKVASVDTSGIKYNCVVRFDKVNYAGISGTDGGANTNNFAESELEKA

>gi| 123968061 | ref| YP_001008919.1| photosystem | PsaF protein (subunit Ill) [Prochlorococcus marinus
str. AS9601]

MKFFFSIITSVFLFLGITPIALAANGPALNADRASTEYTASALTKCSENPKFIERANSATTQKDIARFERYGKASCGDDGLP
HLIIGPPLEPWGALLNRGHEGDLLIPGVLFIYIAGIIGWSGREYLIESKKTKNPADLEIIDLDLARKCLVKGAQWPLLANKQ
GRNGDLREKDNNITLNGPR

>gi| 123968131 |ref| YP_001008989.1| photosystem | reaction center subunit XII [Prochlorococcus
marinus str. AS9601]

MENIRNNFFTMEPTQTINLIALSLIVVIHAGVLALRLGISLGRN

>gi| 123968488 |ref| YP_001009346.1| photosystem | PsaK protein (subunit X) [Prochlorococcus marinus
str. AS9601]

MFTTLFAAADPATFSWSPKCAVVMIACNVFAYAIARATIRKPNEGFEIPNSKFYGGLSHASVVGANCLGHIFGIGAILGL
ASRGVL

>gi| 123969255 |ref|YP_001010113.1| photosystem | reaction center protein subunit XI
[Prochlorococcus marinus str. AS9601]

MSDFQKSFSESTSSIKFDEKYIDNSVQPNDIGVAEQWAVKTVADPCVGNLATPVNSGYFTKAFINNLPFYREGISPNFRG
LETGAAFGYLLYGPFTMTGPLRNSEFALTAGLLAAIGAVHILTALLVLYNAPGKAPNVQPPDATVNNPPKDLFTRAGWA
DFTSGFWLGGCGGSVFAWLLVGTLHLDTIMPIKNIWTAG

>gi| 123969256 | ref|YP_001010114.1| photosystem | subunit VIII (Psal) [Prochlorococcus marinus str.
AS9601]

MPSDLPSLLPSIFVPLIGIAMPAVFIVLIGRFITATE

>gi| 123969349 |ref|YP_001010207.1| photosystem | subunit VIl [Prochlorococcus marinus str. AS9601]



MSHAVKIYDTCIGCTQCVRACPLDVLEMVPWDGCKAGQIASSPRTEDCVGCKRCETACPTDFLSIRVYLGDETSRSMGL
AY

>gi| 123967781 |ref|YP_001008639.1| photosystem Il PsbA protein (D1) [Prochlorococcus marinus str.
AS9601]

MTTIQQQRSSLLKGWPQFCEWVTSTNNRIYVGWFGVLMIPCLLTAAACFIVAFIAAPPVDIDGIREPVAGSFLYGNNIIS
GAVVPSSNAIGLHFYPIWEAATVDEWLYNGGPYQLVIFHFLIGISAYMGRQWELSYRLGMRPWICVAYSAPVSAAFAV
FLVYPFGQGSFSDGMPLGISGTFNFMFVFQAEHNILMHPFHMAGVAGMFGGSLFSAMHGSLVTSSLIRETTETESQN
YGYKFGQEEETYNIVAAHGYFGRLIFQYASFNNSRSLHFFLAVFPVVCVWLTSMGICTMAFNLNGFNFNQSVVDANGK
IVPTWGDVLNRANLGMEVMHERNAHNFPLDLAAAESTTVALSAPAIG

>gi| 123967786 | ref| YP_001008644.1| photosystem Il manganese-stabilizing protein [Prochlorococcus
marinus str. AS9601]

MTFNLSSQNFTATLIMRIRSFLAFVISLCITFAFVPVKTFAFSERGNAQFTDVVNTGKANDCPTLDSSLVGSISLGNGDSLK
GICMHPTEVYVKVPGTKRKAAEFVSTKIISPRNNTTVTEVYGDIDSGTFTEKGGIDFQLITVLTPGGLEVPFAFSAKDLTAD
LPSSIEPGTEVSGSTFTPNYRTGDFLDPKARAKNTGVEYAQGLVALGGDDEELAKENIKVDVNGTGVITLSINNVDSDTD
EFAGTFEAIQPSDTDMGSKDPLDVKIIGELYGRKA

>gi| 123967876 | ref| YP_001008734.1| photosystem Il PsbB protein (CP47) [Prochlorococcus marinus str.
AS9601]

MGLPWYRVHTVVINDPGRLLAVHLMHTALLAGWAGSMALYELAIFDPSDAVLNPMWRQGMYVMPFMARLGITSS
WNGWDITGATGVDPGFWSFEGVAAAHIVFSGLLMLASIWHWTYWDLDLWEDSRTGEPALDLPRIFGIHLLLAGLTCF
GFGAFHCANVGIWVSDPYGLSGHVEPVAPSWGVEGFNPFNPGGIVANHIAAGLMGIIGGIFHITNRPGERLYRALKLG
SLEGVLASALAAVLFVSFVVSGTMWYGSATTPIELFGPTRYQWDSGYFKTEINRRVQAAIDDGATKSEAYASIPEKLAFY
DYVGNSPAKGGLFRVGALVNGDGLPTGWQGHIAFQDKEGNELEVRRIPNFFENFPVILEDKEGNVRADIPFRRAEAKY
SFEQTGITATIYGGDLDGQTFTDPAVVKRLARKAQLGEAFKFDRETYKSDGVFRSSPRAWFTYAHLCFGLLFLFGHWW
HASRTLYRNSFAGIDAEIGDQVEFGLFKKLGDETTRRIPGRV

>gi| 123968867 |ref| YP_001009725.1| photosystem Il PsbD protein (D2) [Prochlorococcus marinus str.
AS9601]

MTIAVGSAPQRGWFDVLDDWLKRDRFVFIGWSGLLLLPCAYLAIGGWFVGTTFVTSWYTHGVASSYLEGCNFLTAAV
STPGDAMGHSLLFLWGPEAQGSFVRWLOLGGLWNFVALHGVFGLIGFMLRQFEIAGLVGIRPYNALAFSAVIAVFTSIF
LIYPLGOQHSWFFAPSFGVAAIFRYILFIQGFHNITLNPFHMMGVAGILGGALLCAIHGATVQNTLYEDTSIYTDGKVQSST
FRAFDPTQEEETYSMITANRFWSQIFGIAFSNKRFLHFLMLFVPVMGMWTSSIGIVGLALNLRAYDFVSQEIRAAEDPEF
ETFYTKNILLNEGMRAWMSSVDQPHENFVFPEEVLPRGNAL

>gi| 123968868 |ref| YP_001009726.1| photosystem Il PsbC protein (CP43) [Prochlorococcus marinus str.
AS9601]

METPFNNLLRAPNQSIEETGYAWYVGNARLINLSGRLLGAHIAHSGLIVFWAGAMMLFEVNHFTFDKPMWEQGLIC
MPHVAMFGYGIGPGGEVTDIMPFFQAGVVHLIASAVLGFGGIYHSLAGPEKLEEDFPFFSTDWRDKNQMTNILGYHLI



VLGVGALAWSVNWCFIGGAYDTWAPGGGEVRLVNPTLDPRVILGYLFRSPWGGAGSIIGVNSIEDIVGGHVYVGITAII
GGIFHIFTKPFGWARRAFIWNGEGLLSYALGGICVASFIASTFIWFNNTAYPSEFYGPTNAEASQAQSFTFLVRDQRIGA

NVGSTMGPTGLGKYLMRSPTGEIIFGGETMRFWDFRGPWLEPLRGPNGLSLEKIQNDIQPWQVRRAAEYMTHAPNA
SINSVGGIITEPNAVNFVNLRQWLAAAQFFLGWFTFIGHLWHAGRARAAAAGFEKGIDRKSEPALEMPDLD

>gi| 123968099 |ref| YP_001008957.1| putative photosystem Il reaction center Psb27 protein
[Prochlorococcus marinus str. AS9601]

MLLKWASKLFFKNLTKAISFAISLIVVFTLFSSPSIAAKTAMTGDYTKDTISVVKTLQTAVDTPKDSPNKDEVRSEALTLITD
YISRYRNRGMVNKTQSFTTMQTALNAMAGHYKNFASRPLPDKLKERLTKEFSLAEKMVLRES

>gi| 123968467 | ref| YP_001009325.1| photosystem Il reaction center protein Psb28 [Prochlorococcus
marinus str. AS9601]

MTSNKTAKIQFYEGTDEPVVPEIRLTRSKDGTTGQALFLFEKPQALSSITDGEITGMRMIDTEGEILTREVKVKFVDGEPIF
LEAVYIWKNTPDFDRFMRFANSYAKSNGLGYSEKK

>gi| 123968737 |ref| YP_001009595.1| photosystem Il oxygen evolving complex protein PsbP
[Prochlorococcus marinus str. AS9601]

MKNIKFNPFKYLFLVFLCLTLSACSGGLNAGLEAYQSPDGRYAFLYPTGWTRVKVDGGPEIYHDLINSNETLSLVISDVN
KEVQLEQLGSPSEVGQTLIDKVIAPEGSGRKVKLINANKREASNHIFYDLEYELNLNEQARHELATVVIDRGTLYTFAVGT
NEERWNKVDGMFNNVIESFNFLI

>gi| 123967686 |ref| YP_001008544.1| photosystem | assembly protein Ycf3 [Prochlorococcus marinus
str. AS9601]

MPSNQNRDNFIDKAFTVIAESIVKIMPIAEKEKKAYIYYRDGLAAQNNGDYSEALEYYKESLLLEENKIDRGETLKNMAIIY
MSNGEEDLSIETYEKALEENPKQPSCLKNIGLIYEKRGRYAEQNGDLDQRDIWFDKAAEVWSKAVRLYPGGYLDIENWL
KNSGRSSIDIYL

>gi| 123968866 |ref| YP_001009724.1| photosystem | assembly protein Ycf4 [Prochlorococcus marinus
str. AS9601]

MNSDLTSFDKIEQKIGGSRKISNYIIGGMLTIGGIGFLLASISSYTGRDLLPLGNPSTLLFIPQGIIMGAYGVIANLLNFYLWY
LVYINFGSGSNYFDKSSKSVEIKRKGLFKDVEVKLNFDEIKSVKLDISEGFNPRRRIALVLKGRKKPLPLSGAGELKPLLQVEE
EGARLAKFLDVNLEGLK

>gi| 123969259 |ref|YP_001010117.1| photosystem | P700 chlorophyll a apoprotein A2
[Prochlorococcus marinus str. AS9601]

MATKFPSFNQGLAQDPTTRRIWYGIATAHDFESHDGMTEEKLYQKLFSTHFGHLAIIALWVAGNLFHIAWQGNFEQF
VLDPTHVRPIAHAIWDPHFGSGITEAMTQAGASGPVNIAYSGLYHWWYTIGMRTNEQLFQASIFMSILACWTLFAGW
LHLQPKFRPSLAWFKNAESRLNHHLAVLFGFSSIAWTGHLVHVAIPESRGQHVGWDNWLTVLPHPAGLAPFFTLNWG
AYAQNPDSLDQVFGTAEGAGTAIFTFLGGLHPQSEALWLTDIAHHHIAIGTVFVIAGHMYRNTFGIGHSLKEITEAHNTR
HPNDPHKGSFGINHDGIYETVNNSLHFQLGLALASLGVATSLVAQHMGALPSYAFIARDYTTQSALYSHHQYIAMFLM



VGAFAHGAIFFVRDYDPELNKDNVLARVLGTKEALISHLSWVTMLLGFHTLGIYVHNDVVVAFGNPEKQILIEPVFAQFV
QAAQGKMMYGFNALLSDPTSSASLAANSLPGNHYWMDLINRQDALSAFLPIGPADFLVHHAIALGLHTTALILIKGALD
ARGTKLIPDKKDLGYAFPCDGPGRGGTCDSSSWDAMYLAMFWALNLLAWVTFYWHWKHLAIWQGNVAQFNESGT
YLMGWFRDYLWLNSAQLINGYNPFGVNSLSPWAWMFLFGHLVWATGFMFLISWRGYWQELIETLVWAHQRTPIAN
LVGWRDKPVALSIVQARLVGLAHFTIGNILTFGAFVIASTSGKFG

>gi| 123969260 | ref|YP_001010118.1| photosystem | P700 chlorophyll a apoprotein Al
[Prochlorococcus marinus str. AS9601]

MTISPPESGEKNKKVLEDPVKADPRPIDFAKLDKPGFWSSKLSKGPKTTTWIWNLHADAHDFDVHTGDAEEATRKIFSA
HFGHLAVIFIWMSAAFFHGARFSNYSGWLADPTHVKPGAQQVWAIVGQEMLNADLGANYNGIQISSGIFHMWRA
WGITNESELMALAIGAVVMAALMLHAGIFHYHKAAPKMEWFQDIESMLNHHIAGLVGLGSLAWAGHCIHIGAPTAA
LLDAIDAGSPLVINGKEIATIADMPMPHQLCDPQIIGQIFPGLASGTGNFFSLNWLAFSDFLTFKGGLNPVTGSLWMTD
VSHHHLAFGVIAIIGGHMYRTNYGIGHSMKEILDSQQGDPILFPAPKGHQGLFEFMAESRHAQLSVNLAMLGSISILVSH
HMYAMPPYPYIATDYMTVLGLFTHHMWIGGLFIVGAGAHAGIAMVRDYDPAKHIDNVLDRILKARDALISHLNWVC
MWLGFHSFGLYIHNDTMRALGRPQDMFSDSAIQLQPIFAQWVQSIQASAVGTFLLAGTSEALPHKALSEVFNGSLVEV
GGKVAIAPIPLGTADLMIHHIHAFQIHVTVLILLKGVLYARSSRLIPDKASLGFRFPCDGPGRGGTCQVSSWDHVFLALF
WMYNCLSIVIFHFSWKMQSDVWGLTGGNFAQSSITINGWLRDFLWAQASQVLTSYGQSISMYGLMFLGAHFIWAFS
LMFLFSGRGYWQELFESIVWAHNKLKVAPTIQPRALSITQGRAVGVTHFLVGGIATTWAFFHARLFGLG

>gi| 123969317 |ref| YP_001010175.1| photosystem | protein PsaD [Prochlorococcus marinus str.
AS9601]

MTETLVGQFPKHIGSTGGLLNSAETEEKYAIVWKSSKEQAFELPTGGAALMHEGDNLMYFARKEQCLALGTQLRAFKP
RIEDFKIYRIFPGGDIEFLHPKDGVFPEKVNEGREKVGHNPRRIGENPNPAGLKFTTKNTFD

>gi| 123969404 | ref| YP_001010262.1| putative photosystem | assembly related protein Ycf37
[Prochlorococcus marinus str. AS9601]

MEISSFQSYLIILFVVLIISIFVFRQFLKTRSEELNLVKFEQKGLDSLTQATELYEFGSIQIKKRLYPEATKTFLKAIENYENEPD
EAKAIINNALGFSYAAQNEFKKAIKHYKSAIKSLPEYPIALNNLASAQQRLLEYDLAYETYQKVLVIDPKNKTAIKKSKELEK
RNNYEPYKGIKDKGF

>gi| 123968896 | ref| YP_001009754.1| chlorophyll a/b binding light harvesting protein PcbD
[Prochlorococcus marinus str. AS9601]

MLQTYGKSDVTYDWYAGNSGVVGRSGKFIAAHAAHAGLMMFWAGAFGLFELARYDASIPMGAQKAIVLPHLAGIGI
GGIENGVITEPYGIVVICTLHLIFSAVLGAGGLLHSNKFAGDLGDYPENSKPQKFDFEWDDPDKLTFILGHHLIFLGLGAIM
FVEWARIHGIYDPAIGSTRQVIYNLDIAAIWNHQFDFLKIDSLEDVMGGHAFLAFLEIIGGVFHICTKQFGEYTEFKGKGL
LGAEAILSYSVVGVSYMAFVAAFWCASNTTIYPVDLYGEPLKLQFEFAPYFTDTVDLGSGAYSSRAWLANTHFYLGFFFL
QGHLWHALRAMGFDFKKIGQAFDNIENTKITQN

>gi| 33864850 | ref| NP_896409.1| phycobilisome rod-core linker polypeptide CpcG [Synechococcus sp.
WH 8102]



MAIPLLEYAPITQNSRVAALRVQSDETARANSMDIAMDRDNLVTVIESAYRQIYFHAFKSDRDVNLESQLKDGQITVRD
FIRGLVLSDTFKRSFYGMNSNYKVVRHLVEKLLGRKTNKSEEIAWSIVIATKGVEGLVDVLLDSQEYLDAFGYDTVPSQRN
RVLPGRELGDTPFNITSPRYDEYYRGILGFPQIVFMGGPAKQIPARAKIKRGGSPSDYMAWLKDLPMPNPGGGSSSTDI
DYMSRVPYRSIGR

>gi| 33865608 |ref| NP_897167.1| phycobilisome core component-allophycocyanin beta-18 subunit
[Synechococcus sp. WH 8102]

MRDAIGGLIGRYDQLGRYLDRSAIDSIEKYLDESSLRIQAVELINREAAEIVREASQRLFRDEPELLLPGGNAYTTRRLAACL
RDMDYFLRYASYALVAADSTILNERVLNGLDDTYKSLGVPTGPTVRSIILLGEVIVERLQAAGVESARLAVVAAPFDHMA
RGLAETNVRQR

>gi| 33866521 |ref| NP_898080.1| phycobilisome linker polypeptide [Synechococcus sp. WH 8102]

MIAIKPTRDFTNLGRISFSANNASKPKQNTAINRYRAEQTQGGLISRKGLAASSQNEYKENLCSAMGIGIGPRVHSECPF
SSVNDQYAATGNEALEVAIEAAYRQVLGNLGPTISQKCIELESQLKNGEISVRDFVAGLAKSDLYRENYFSKVSPIRGIELN
YKHLLGRPPINQAEVSAAISLIASKGFNAFIDQITRSGEYLEVFGTDTVPYLRAWTSEARAYCSTFANLARVTPGNASSDTI
VERRSQLVVEFSNARSLSEAGNKYEVSGFSYSKATSDPTSAAFLRMYQSKTAKSWN

>gi| 33866528 |ref| NP_898087.1| phycobilisome polypeptide [Synechococcus sp. WH 8102]

MADIPDLAELIRSAQVQGLSSDHSLHEEARQIIGAADQERRQLSQEELLSLCAASGODASLPRRLQNHADDLVNQARCH
LLEQQPQLVQPGGALFPGERADACWRDCWHFLRVIVYAVACQRSNFTNPTGMAALRELYQRMGVPTEGLNIALMQL
NVLAAQEFERGADQELINACFQHLIEQLNKTAVKS

>gi| 33866529 |ref| NP_898088.1| phycobilisome rod-core linker polypeptide (L-RC 28.5) [Synechococcus
sp. WH 8102]

MALPLLGYPLSTONCRVSNLAGDNSTVQSPLYGTSAAGDESTRAEMDRLIEHAYLQVFFHAMRSDREPFLESQLRSGNI
TVRDFIRGLLLSERFQQGYYQCNLNYRMVDQVVGRVLGRPVHSDAEQRAWSIVIGEKGFTAFVDALLDSSEYMDSFGY
DLVPQQRSRLLPGRALGETPIHQQFPRYGADWRDALQDRAPSNQAAQMQQLETSAAWVNGQPPAFALRIWLGLAL
VGGFELGRVVLTIALAMAKS

>gi| 33866531 |ref| NP_898090.1| phycobilisome linker polypeptide [Synechococcus sp. WH 8102]

MPFGPASLLGVERFSEESEAPFELIPGDDDARKEQIIRAVYKQVLGNAYVMDSERQVVAESQFKLGEISVRDLVRRIAKS

DLYRSRFFESCARYRYIELAFRHLLGRAPADFEEMRGHSERLDSSGYDADIDSFVDSDEYQNAFGEWTVPFQRGWKTES
CGTMQEFTWSFQLLRGNSSSSLKGDLAGISSKLGGSAYQNRAIPVVPPSSTEALGWSFRPSPNLQDAPTRLGVGAGEQ
GLTYRVEVTAYSANNVRRISRYTRSNRVFYVPFDKLSEQFKRIHREGGKIASITPVT

>gi| 33866532 |ref| NP_898091.1| phycobilisome linker polypeptide [Synechococcus sp. WH 8102]

MASNQTSLGFGATTKWGNPVSFQRKGQAGQKPALTIGEFKKQSCDOMAIGVGPRSHADCPHRVTSECYSPEDNGSL
ETVIAASYRQVFGNAHVMNFERCTELEAQLRDGRLTVRDFIRGLAKSSFYKSRFFNSVAPQRGVELNVKHLLGRAPETQ
AEISAMITLQAEQGQGALIDSIVDSAEYLEVFGSDVVPYARSWSSPADLSTAAFPMLAALEKSFAGSDSARGGSPALTRS
LASGIAPRISVPSQAVGVRPSASFTSGRFSSKAPGITSGNDSAPLRGDAYVTFGLGQREQETFQRCPGDSPDQLNALIRS



AYKQVMGNPHLMEFERALSAESKFIDGYLSTREFVRAVGLSAEYKRRFFETNAPYRFIELNFKHFLGRAPQSQAEISEHTK
ILAEGGYEAEICSYVDSVEYQSIFGEDTIPYARILTENGRSQVAFNRHLSLAEGFAASDTVLSSSSLVSSVATGMVPSGWS
ATTTRINRTGTQSGAPDPTKKRFRIVVATQAARSRQRTAGNTYLVSGKDMSSQMKYIHARGGKIVSITEVM

>gi| 33866533 |ref| NP_898092.1| phycobilisome linker polypeptide [Synechococcus sp. WH 8102]

MTEPTTLASQPNVDTSHAAVVVQQTYRQVFGNRHLMELDVNSSIEALFMNGDLTVQGFVMALAQSDTYKKLFFETNS
PYQFVELNFKHLLGRPPHDQVELMNHVRLLODEGFEAEIASYVYSEEYLSAFGVDQVPYNRASESMVGGRTLNYTRSR
VVDAGYAGYDSAERQSKLLQSLCSGNSPDVVDRKSVGNANSLTINWTSRRQVGANRRAVQKSVVNQTSMSATIRSILS
QGGKILSIAKA

>gi|296283646 | ref|ZP_06861644.1| photosynthetic reaction center subunit L [Citromicrobium
bathyomarinum JL354]

MLSFERKYRVAGGTLVGGDLFDFWVGPFYVGFFGVTTAFFALLGTSLIVYGAAIGGTWNIWQIDIAPPAIEYGLGLAPLR
EGGLWQIITVCAIGAFVSWALRQVEISRKLGMGFHIPIAFSFAIFAYLSLEVFRPIMLGAWGHAFPYGIFSHLDWVSNVG
YQGLHFHYNPAHMLAVTFFFGTTLMLAMHGGVILSAVNPPEGEDVKHGQHENQYFRDTIAYSIGPLGIHRLGWFAAI
NAGFWSAICILISGPFWVSGWPYFYDWYLQLPFWNDMGLGGLG

>gi|296283647 |ref|ZP_06861645.1| photosynthetic reaction center subunit M [Citromicrobium
bathyomarinum JL354]

MASFHSLYSQIQIHGPYDPGLPLKGHEPPRIIKPVLNRWIGKIGDPQIGPTYLGFCGIASLICGFIAIEHIGLNFWASVHWN
PVAFIEGMAWHRLDPPEAKWGFTPFVPLTEGGWWIWAGFFLTASILLWWCRMYLRAKALGMSTHVAWAFASAIFLY
LSLGFIRPMLMGSWHEAPPFGIIPHLNWTASFSVLYGNFYYNPFHCFSIVFLYGSVLLFAMHGGTILAVSRFGGERETEEI
VDRGTAAERGALFWRWTMGFNATFESVHRWAYWFAILTTFSGAIGILLTGTVVDNWYLWGVKWGLAPEYPATYPD
MTLPPEIAEQVRAATGGTSASLDLSAAPAPAPSPEVSQ

>gi| 296283648 |ref|ZP_06861646.1| photosynthetic reaction center cytochrome c subunit-related
protein [Citromicrobium bathyomarinum JL354]

MTPLEKRPRSSLLGIFALAAAFATLLFVVLVPTWDAPWDTIESREWGWRGIAMNTFTSERTRSDPLNLVPASIEPFEARG
VSAGEAYENVQVLGDLDAAQFDHLMLSITEWVAPEEGCAYCHNPDASFAADDMYTKKVARRMLTMVRDINANSRH
VGDVGVTCYTCHRGQGVPPRHWFKAVAPKPPMGGIVGKPPPWNRTAKTMRDFFPRAAFENYLLDDQQIMGAQAR
SVSGEVTDLADLENIYILMMQMSDGLGVNCNFCHNSRAFADWSQSTPKRITAWYGIRMTRGINRDYLVQMHDLFPA
DRLGPLGDVAKVDCGTCHNGMSRPLGGAPMARGYEGLRGPGSGSAITRETAFETRLPYEAEISEPAPTPAGLQQGGE

>gi| 296283650 | ref|ZP_06861648.1| photosynthetic complex assembly protein [Citromicrobium
bathyomarinum JL354]

MATAMPLATATSGTRETELSLSDDPNDLPIDIALGLPGPLPDGEHILWHGKPDRAALARYLFRWPWLTGYFALFALLPIA
ATARAGASVAQIAFSPLLLLPVALPIAGLVLLFAWLMSRTTTYVITDRRVVFQVGVAFTRTINIPLALVTDVSSRERKRGIDI
ALTLRRPNKIAWLALWPHARSTKLSAPVPMLRALPPASPAAAILADAVRRAAAGAVHAPRIERSPVGISARPEHV



>gi|296283651 | ref|ZP_06861649.1| photosynthetic reaction center subunit H [Citromicrobium
bathyomarinum JL354]

MESNVVGNLDVAILCVIAFVTFFVGLVVYLRREDKREGYPVEVSGLMGRTHSAEGFPAVPRPKLFFRPHGRGVAQAPR
VEEPETVRPGQTLPPMAFPLDPGPDPLEEGIGAAAYTTLREDEPDLDVEGEPKLISLNDHPEYYIPTGDPDPRGWVLVSA
DEKVVGKVHDLWFNRAEFFLRYFEVSIDGAEGRRLIPSFFAEALPRDSAVRATTLIARDLRRAPIRADDSCITMREEDRLN
GFFAGGLRFSTGHGQIHDPA

>gi|9971913|gb|AAG10475.1|AF279106_37 proteorhodopsin [uncultured marine gamma
proteobacterium EBAC31A08]

MKLLLILGSVIALPTFAAGGGDLDASDYTGVSFWLVTAALLASTVFFFVERDRVSAKWKTSLTVSGLVTGIAFWHYMYM
RGVWIETGDSPTVFRYIDWLLTVPLLICEFYLILAAATNVAGSLFKKLLVGSLVMLVFGYMGEAGIMAAWPAFIIGCLAW
VYMIYELWAGEGKSACNTASPAVQSAYNTMMYIIFGWAIYPVGYFTGYLMGDGGSALNLNLIYNLADFVNKILFGLH
WNVAVKESSNA

>gi| 149688782 |gb | ABR27802.1| proteorhodopsin [Candidatus Pelagibacter ubique]
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HYMYMRDVWVMTGESPTVYRYIDWLITVPLLMLEFYFVLAAVNKANSGIFWRLMIGTLVMLIGGYLGEAGYINTTLGF
VIGMAGWEFYILYEVFSGEAGKNAAKSGNKALVTAFGAMRMIVTVGWAIYPLGYVFGYMTGGMDASSLNVIYNAADF
LNKIAFGLIIWAAAMSQPGRAK



