ACN28388 zea mays (1) PVARLPEANSLPDGEVPDSESSDTDA SAPIVDDAIDSDIP
XP_002468045 Sorghum bicolor (1) PVTRLPEA LPDGFVPDVESSGTDAAS SAPIAADALDSDIP
XP_002276892 Vitis vinifera (1) LPDGFVESSA S———-DYK
XP_002316353 Populus trichocarpa (1) LPDGFVDS KPVSDCKE IGK
XP_002529722 Ricinus communis (1) LPDGFVRGST KPLSVRN
Consensus 1) MENS ANQLPEVDSLPDGFVD S ESVAP TPPSE E DS A
100

ACN28388 zea mays  (51)

NPGG TLS TAED AA EALD
XP_002468045 Sorghum bicolor  (51) TINPGGE TLS AED EALG
XP_002276892 Vitis vinifera  (47) TTEP- NDLEN ELL TQK
XP_002316353 Populus trichocarpa  (51) VDHV ANE PEK NFPVPLSDIDGCDASVHLV
ANE E

XP_002529722 Ricinus communis (51) IVHP- GGLP TLFDASVL
Consensus  (51) T SELDSL S TS SSEK A R
101
ACN28388 zea mays 83) ——mm—————— L DV LGEH TT
XP_002468045 Sorghum bicolor (83) ———————— LS AA LGEH TG

XP_002276892 Vitis vinifera  (77) —————————————— F PLSEKDGFDSS SPKVT CSEP
XP_002316353 Populus trichocarpa (100) VEPDQGAWQEEGTLTKPVLDDLVPEASVGVERCSEVIEVQ- GSS
XP_002529722 Ricinus communis  (89) IVDHAHVEQVEGTATILD'A VSNTSII 6CS LNEQVIGNC SD
Consensus ~ (101) A EA ARG S ES
ACN28388 zea mays  (115) S———-GEPKRKVIK KLE
XP_002468045 Sorghum bicolor (115) S———GEPKRKY,
XP_002276892 Vitis vinifera (109) TEHEKNRKLETSEVKRKS
XP_002316353 Populus trichocarpa (149) TEBQKGR-KEATETKRK
XP_002529722 Ricinus communis (139) LQSQKGRKLETPEAKRKNP
Consensus (151) GG TAVKEVSSSES VVKGR E E KRK AKRS FKSEKEF
201 250

ACN28388 zea mays (152) FQLAQQYHKVMAERDQAI LESLCREFQRQNKIL ECQRVSTEGQ
XP_002468045 Sorghum bicolor (152) LAQQYHK ERDIAIL LESLCREFQRQNKTLKEECQRVSTEGQ
XP_002276892 Vitis vinifera (158) ERDTAT LESLCRELQRONKELMDECKRVSAEGQ
XP_002316353 Populus trichocarpa (197) TER AIV LESLCRELQRQNKMLMBECKRVSTEGQ
XP_002529722 Ricinus communis (188) LESLCRELQRQNKMLMEECKRVSTEGQ
Consensus  (201) LEFTLKYQQVLAERDAAIAVRDKLESLCRELQRQNKMLMEECKRVSTEGQ

251
ACN28388 zea mays (202) RTELSEKFDHATKGVSAKLEE VI QLEENNTL ADQYN
XP_002468045 Sorghum bicolor (202) ALSEKFDNATKGVSAKLEEQRVLS| QLEE KL ADQYI
XP_002276892 Vitis vinifera (208) T LSTKFQDA TKDVSSKLEE! C LRNK @ ADQYT

T

XP_002316353 Populus trichocarpa (247) ATKDVSNRLEEQKEES) LRKK FADQY
XP_002529722 Ricinus communis (238) ATKDVSIRLEE CF LREKLKQ ADQY
Consensus  (251)  LRLDLSTKFQDATKDVSAKLEEQKEE ISQLKENEMLRSKLKDLADQYA

301 350

ACN28388 zea mays (252) QQKYAHQLKEKMLEL QIQEKAA EHEQMQLYAEQ

XP_002468045 Sorghum bicolor (252) QOK¥AHQLKEKTLEL QNQEKA E QM YAEQ

XP_002276892 Vitis vinifera (258) FAQKL LE YAEQ
XP_002316353 Populus trichocarpa (297) NAQKL LE K YAEQ A
XP_002529722 Ricinus communis (288) LKQKSLE LKIKQ HE! Q YAEQVSQLLEA
Consensus  (301) ISEQQYAQKLKQKTLELQLADLKIQQHEEKLVQEQSQMKLYAEQVSQLLT

Zipperl
351 400

ACN28388 zea mays (302) TEKNLRLQL
XP_002468045 Sorghum bicolor (302) TEKNLRLQL

QHFQDALSKSNEVFETYKQ ISVIKNLKKE

FQHFQ ALSKSNEVFETEKQ ISVIKNLKKE
XP_002276892 Vitis vinifera (308) TEKSL
XP_002316353 Populus trichocarpa (347) TEKTL

FQ AL KSNEVFETEKQ AKS TKELKKE
XP_002529722 Ricinus communis (338) TEKIL KLTAD!

LVMKSNEVFETEKQ IKELKKE
LEKSNEVFETFKQETEKRTKS IKKLKKE
Consensus  (351) TEKNLRLQLTADGEKFQQFQDALLKSNEVFETFKQEIEKM KSIK LKKE



450
ACN28388 zea mays  (352) NEFLKCKCENSDIA BERELTKKQEEKBRNQREKLESLCRELQAER

XP_002468045 Sorghum bicolor (352) NEFLKGKCENSDFALMKLEEERELTKKQLEKEKNQKEKLESLCRSLQAER
XP_002276892 Vitis vinifera (358) NIFLKS EKSDVTLIELVEERE LKKQLEKMKNQKEKLESLCRSLQAER
XP_002316353 Populus trichocarpa (397) NTFLKSKSEKSDVMLIELVBEREKLKKQLDKTRNQKEKLESLCRSLQAER
XP_002529722 Ricinus communis (388) NVFLKSKBEKSDVTLIELVEERERLKKQLEKTKNQKEKLESL.CRSLQAER
Consensus  (401) N FLKSKSEKSDV LIELVEERERLKKQLEKLKNQKEKLESLCRSLQAER

Zipper2 Zipper3
451
ACN28388 zea mays (402) KacP§-Hs1PDAPSSq- EVSATSQES*
XP_002468045 Sorghum bicolor (402) KQGPS-ASTPDAPSSQEDVSATSQES-
XP_002276892 Vitis vinifera (408) RONSIGSNASD——————————————
XP_002316353 Populus trichocarpa (447) KQNKBGSNSSDEVPE-——————————-
XP_002529722 Ricinus communis (438) KQNSNGGNTBDTVRNDH-——-——--—
Consensus (451) KQN SGAN PDA S

Figure S1. Alignment of ZmTaxilin protein with other Taxilin homologous proteins.
Yellow, green and blue background means the sequence was identical, weakly similar
and conservative respectively. There is an obvious coiled-coil domain at 200-450aa. In
the coiled-coil domain there are three conserved zipper domain which have a conserved

leucine acid every seven amino acid.



