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SI Figure 1. All obtained °C aromatic CPMG relaxation dispersion profiles in three different
versions acquired on a 0.4 mM sample of CspB in 10 mM HEPES pH 7.0 at 25 °C and static
magnetic field strengths of 11.7 T (blue) and 14.1 T (red). The solid lines in the L-TROSY
variant represent global fits of the folding—unfolding model to the experimental data.
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SI Figure 2. Urea dependence of the >C chemical shifts of the unfolded state of CspB at
25°C monitored by 'H-">C HSQC. (a) Phe D*, (b) Trp D1, (c) His E1.



